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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al., 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2',5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al., 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al., 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al., 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al., 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al., 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol., 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al., 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al., 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashir et ah, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 2 1 -nucleotide siRNA duplexes 
are most active when containing 3 '-terminal dinucleotide overhangs. Furthermore, 
5 complete substitution of one or both siRNA strands with 2'-deoxy (2'-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 '-terminal siRNA 
overhang nucleotides with 2'-deoxy nucleotides (2'-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 '-phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5'-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 '-overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra, also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al., Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2'-amino or 2'-0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4'-C methylene bridge. 
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However, Kreutzer et al. similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al, 2000, Molecular Cell, 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further, Parrish et al. reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al., 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al., International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et al., International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 
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cells using certain dsRNA molecules. Fire et aL, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et aL, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et aL, 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et aL, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et aL, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
aL, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et aL, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et aL, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et aL, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et aL, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et aL, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et aL, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-derwed gene products that may be related to RNAi in Drosophila. Arndt et 
aL, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et aL, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et aL, International PCT Publication No. WO 00/63364, and 
Satishchandran et aL, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al. y International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et ah, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al., US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 

1 0 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 

10 gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 

15 distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 

20 protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 

25 sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3'-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 



10 



(400/104) 



internucleotide linkage at the 3' end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5' -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydro lyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et ah, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al., supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

15 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 

20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 

25 present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 

30 the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3 '-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5'-end of said antisense region. The 3 '-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3'-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3'- 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

R 1 X P Y R 2 

i 

w 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3 '-end, the 5 '-end, or both of 
the 3' and 5'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
15 Formula I at the 5'-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I-VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula II: 
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B 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3'- 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula III: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula III can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3 '-end, the 5 -end, or both of the 3' and 5 '-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula III at the 5'-end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g. , 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 III at the 3 '-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or III, wherein the nucleotide having Formula II or III is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3-3', 3'-2', 2'-3', or 5'-5' configuration, such as at the 3'-end, the 5'- 
10 end, or both of the 3' and 5'-ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5'- 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

I 

15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5 '-terminal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3'-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5 '-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 '-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2'-deoxy, 2-O-methyl, 2'-deoxy-2'-fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3 '-end, the 5 '-end, or both of the 3- and 5 '-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3'- and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2'-deoxy, 

15 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 -end, 
the 5 '-end, or both of the 3'- and 5 '-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5,6,7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5 '-end, or both of the 3'- and 5 '-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 

5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends of the antisense 

10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 

15 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 

20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3 '-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 

25 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5 '-end, or both of the 3'- and 5 '-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 

30 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5 ? -ends, being 
present in the same or different strand. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate internucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2'-5' 
internucleotide linkages. The 2'-5' internucleotide linkage(s) can be at the 3 '-end, the 5'- 
end, or both of the 3'- and 5'-ends of one or both siNA sequence strands. In addition, the 
2 f -5 f internucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every internucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5' internucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every internucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5' internucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 {e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I- VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 {e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 {e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3' -terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3 '-terminal overhangs, such as 3 '-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 {e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 {e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3 '-terminal overhangs, such as 3 '-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one {e.g. , 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g. , 
10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




Rio 



wherein each R3, R4, R5, R6, R7, R8, R10, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

In another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-aminoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3 -end, the 5 '-end, or both of the 3' and 5 '-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3 '-end or the 5 '-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3-2', 2'-3', or 5'-5' configuration, such as at the 
3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g. , wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 '-terminal nucleotide overhang that 
are present in said sense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 ? -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 f - 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2-deoxy-2 , -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are T- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3'-terminal 
nucleotide overhang that are present in said antisense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2'-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2'-deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2'-deoxy purine nucleotides {e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3- 
end, the 5 '-end, or both of the 3' and 5 -ends of the sense region. The sense region 
optionally further comprises a 3'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2'-deoxyribonucleotides. The antisense region comprises one or more T- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3-end, the 5'-end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally further comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2 - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2'- 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2'-0-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 '-end, the 
5'-end, or both of the 3' and 5'-ends of the sense region. The sense region optionally 
further comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3'-end, the 5'-end, or 

15 both of the 3' and 5'-ends of the antisense sequence. The antisense region optionally 
further comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2'-deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2 '-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides {e.g., wherein all purine nucleotides are selected from the group 
consisting of 2' -deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxy ethyl nucleotides, 4'-thionucleotides, and 2' -O-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2'-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 

10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxy ethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 

15 optionally present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally further comprises a 3 '-terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the antisense 

20 sequence. The antisense region optionally further comprises a 3'-terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 '-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 '-end and 5 '-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et al. f U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et aL, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. BiotechnoL, 74, 5; Sun, 2000, Curr. Opin. MoL Ther., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistry, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 775:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 775:5109; Ma et aL, Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 52:1751; Durand et aL, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et aL, Nucleosides & Nucleotides 1991, 70:287; Jschke et aL, 
Tetrahedron Lett. 1993, 54:301; Ono et aL, Biochemistry 1991, 50:9914; Arnold et aL, 
International Publication No. WO 89/02439; Usman et aL, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 775:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2' -OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a T -OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2' -hydroxy 1 group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5' -terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5' -terminal 
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phosphate group and a 3 '-terminal phosphate group (e.g., a 2', 3 '-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3 '-end, the 5'-end, or both of the 3' and 5 '-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2'-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2'-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
5 the 3 '-end, the 5 -end, or both of the 3' and 5 '-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal 2'- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
10 such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 
5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3 '-end, the 5 '-end, or both of the 3' and 5 '-ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3' -end of the siNA molecule, wherein the terminal 
10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
15 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting, or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non- limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, mRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 



44 



(400/104) 

background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
5 molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 

10 preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 

15 subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

In one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell. In yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 

10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 

15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 

20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 

25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 

30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 '-protecting group, 
for example, a 5'-0-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
5 having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

10 In another embodiment, the method of synthesis of siNA molecules of the invention 

comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
15 modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
20 having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
25 modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
30 any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 



49 



(400/104) 



step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I-VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non- limiting examples of 
15 such conjugates are described in Vargeese et al., U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 

30 Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, RNA, 8, 
842-850; Reinhart et al, 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 

10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 

15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 

20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 

25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 

30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al, 2002, Molecular Cell, 10, 537-568), or 5 ',3 '-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2'-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a T- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2'-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre -transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al., 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non- limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 



57 



(400/104) 



cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al., 1987, CSH Symp. Quant. Biol. LII pp. 123-133; Frier et al, 1986, Proc. Nat. Acad. 

25 Sci. USA 83:9373-9377; Turner et al, 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a P-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an intemucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate intemucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al., 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al, 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a RNA molecule referred to 
by a Genbank Accession number in Table III. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a RNA molecule referred to by 
10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table III) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via RNA interference (RNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 

10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 

15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3' -glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3' -terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3' -terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3' -terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 
5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non- limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5'- and 3 -terminal internucleotide linkages, wherein the two terminal 3'- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein the two terminal 
3 '-nucleotides are optionally complementary to the target RNA sequence, and having one 
3 '-terminal phosphorothioate internucleotide linkage and four 5 '-terminal 
10 phosphorothioate internucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 '-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 '-terminal glyceryl moiety and wherein the two terminal 
20 3 '-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
25 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 '-nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 '-terminal phosphorothioate 
internucleotide linkage and wherein all pyrimidine nucleotides that may be present are T- 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5 - and 3'- terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 

10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3'-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 

15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 '-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3 -end of siNA sequences of the invention, 
including (1) [3 -3'] -inverted deoxyribose; (2) deoxyribonucleotide; (3) [5-3']-3'- 
deoxyribonucleotide; (4) [5'-3'] -ribonucleotide; (5) [5'-3']-3'-0-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [3 '-5'] -3 '-deoxyribonucleotide; (8) [3 '-3'] -deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2-deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 '-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#3 0444/3 0445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293 T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293 T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3' -terminal dithymidine caps (RPI#3 0998/3 1074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense 

10 strand comprises a 3' -terminal phosphorothioate intemucleotide linkage 
(RPI#3 1368/3 1369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 

15 antisense strand comprises a 3' -terminal phosphorothioate intemucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 

20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non- limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#3 13 14/3 1325). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
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and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scraml and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
10 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non- limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 10 18/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non- limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 1 1 1) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#31310/3131 1), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten- fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et ah, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al., 1999, 
Trends Genet., 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5'-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et ah, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al, 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 

10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 

1 5 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al., 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3 f - 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2'-0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
3 '-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5 '-end of the siRNA guide sequence rather than the 3 '-end 
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(Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5 '-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al., 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol. Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng., 61, 33-45, and Brennan, U.S. Pat. No. 
6,001,31 1. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jumol scale protocol with a 2.5 min coupling step for 2-0- 
methylated nucleotides and a 45 sec coupling step for 2 ? -deoxy nucleotides or 2'-deoxy-2 f - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 ^mol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 juL of 0.1 1 
M = 6.6 ^imol) of 2'-0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 jiL of 0.25 M = 15 jimol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5-hydroxyl. A 22-fold excess (40 jiL of 0.11 M = 4.4 pmol) 
5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 pL of 0.25 M = 
10 jimol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5'-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/ 10% 2,6-lutidine in THF (ABI); and oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9%o water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1 -dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et al., 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol. Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3 '-end. In a non- limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 jimol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2-O-methylated nucleotides. Table 
II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jimol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 |iL of 0.11 M = 6.6 jimol) of 2'-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 juL of 0.25 M = 15 )umol) 
can be used in each coupling cycle of 2'-0-methyl residues relative to polymer-bound 5'- 
hydroxyl. A 66-fold excess (120 jiL of 0.1 1 M = 13.2 jimol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 juL of 0.25 M = 30 jimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5'- 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% TV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/ 10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one -pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C, the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jiL of a solution of 1.5 mL N-methylpyrrolidinone, 750 joL 
TEA and 1 mL TEA»3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA«3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et aL, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et aL, 1992, Science 256, 9923; Draper et aL, International PCT publication No. 
WO 93/23569; Shabarova et aL, 1991, Nucleic Acids Research 19, 4247; Bellon et aL, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et aL, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2'-C-allyl, 2'-fluoro, 2'-<3-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et aL, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et aL, International Publication No. WO 
92/07065; Perrault et aL, 1990 Nature 344, 565; Pieken et aL, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et aL, International 
Publication No. WO 93/15187; and Rossi et aL, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et aL, U.S. Pat. No. 6,300,074; and 
Burgin et aL, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2'-C-allyl, 2'-fluoro, 2 , -0-methyl, 2'-0- 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al., International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al. Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. Sci. , 1992, 17, 334-339; 

15 Usman et al. International Publication PCT No. WO 93/15187; Sproat, U.S. Pat. No. 
5,334,711 and Beigelman et al, 1995, J. Biol. Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al., USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 67, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide internucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 

15 modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 

20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 

25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more (e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4 -C 
methylene bicyclo nucleotide (see for example Wengel et al, International PCT 

30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2'-0-methyl, 2-fluoro, 2'-amino, 2'-0-amino, 
2'-C-allyl, 2'-0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
{e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 
10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
1 5 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al., U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5'-terminus (5'-cap) or at the 3'- 
terminal (3'-cap) or may be present on both termini. In non-limiting examples, the 5'-cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4',5'-methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4'-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; ^/zreo-pentofuranosyl nucleotide; 
acyclic 3',4-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3 '-3 -inverted nucleotide moiety; 3 '-3 '-inverted abasic 
moiety; 3'-2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3'-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3'-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4', 5 '-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4'-thio nucleotide, carbocyclic nucleotide; 5'-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1 ,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
r/zreo-pentofuranosyl nucleotide; acyclic 3',4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5'-5'-inverted nucleotide moiety; 5'-5 f - 
inverted abasic moiety; 5'-phosphoramidate; 5 f -phosphorothioate; 1 ,4-butanediol 
10 phosphate; 5'-amino; bridging and/or non-bridging 5'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5 T -mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the Imposition. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the 1' position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al. y International PCT 
Publication No. WO 92/07065; Usman et aL International PCT Publication No. WO 

30 93/15187; Uhlman & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et aL, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al., 1996, Biochemistry, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at V position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al., 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the l f position, see for example Adamic et al., U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the l f carbon of P-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I-VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2-NH2 or 2-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 



89 



(400/104) 



and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf- life, half- life in vitro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Therapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol. Membr. Biol, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Corny et al, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et al, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol. Brain Research, 55, 
5 151-164, Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghimikar et al, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et al, supra, Draper et al, PCT W093/23569, Beigelman et al, PCT WO99/05094, and 
Klimuk et al, PCT WO99/04819 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et al, 1998, J. 
Phamacol Exp. Ther., 285(2), 920-928; Kronenwett et al, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res., 20(11/12), 925-930; and Bongartz et al, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell {i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutical^ acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms {Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non- limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al., 1998, J. Pharm. Sci., 87, 1308-1315; Tyler et 

15 al, 1999, FEES Lett, 421, 280-284; Pardridge et aL 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 

20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull 1995, 

25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochim. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 

30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol. 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 
10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of /?-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
15 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 

10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 

15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 



95 



(400/104) 

polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

1 5 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycoconjugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et ah, 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Sci., USA 83, 399; Scanlon et al., 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
5 Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 

Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20, 4581-9; Sarver^a/., 1990 Science, 247, 1222-1225; 
Thompson e£ a/., 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Therapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
10 cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Taira et al, 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 

15 Chem., 269,25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol III based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, 77G., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or III initiation region); b) a 
transcription termination region {e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3 '-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol II), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl. Acad. Sci. USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al., 1990, Mol. 
Cell. Biol., 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabete^a/., 1992, Antisense Res. Dev., 2,3-15; Ojwang et al, 1992, Proc. Natl. Acad. 
Sci. USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl. Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl. Acad. Set U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al., supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Ther., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3'-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3 '-end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 -terminal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5'-0-DMT group while the complementary 
strand comprises a terminal 5'-hydroxyl. The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a C18 cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIPA) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5'-0-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters C18 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half- life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2]uM siNA (strand 2 concentration) in 90% mouse 
or human serum for time -points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3' side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time -points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3 : Identification of potential siNA target sites in any RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
15 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3 '-end of the 
sequence, and/or AA on the 5'-end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non- limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5 : RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2'-0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3' -glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
15 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5 ' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the Figure, the 3 '-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
5 lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8 : Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 
5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 
10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et aL, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-0-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 

target RNA is 5-32p_ e nd labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification (eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

15 addition, a cell-plating format can be used to determine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2]ug/ml) are complexed in 
20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at lxl 0^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcycler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3 '-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 jul reactions consisting of 10 jil total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 ^iM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE-Applied Biosystems) and 10U M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to B-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 1 1 : Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et al, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et al, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909; Shweiki et al, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
20 corneal vessel formation following corneal injury (Burger et al., 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol. 10: 273-280; Ormerod et aL 1990 Am. J. 
Pathol. 137: 1243-1252) or intracorneal growth factor implant (Grant et al., 1993 
Diabetologia 36: 282-291; Pandey et al. 1995 supra; Zieche et al, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
25 aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al., 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al., 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Met as. Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
30 hypoxia-induced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 

Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
15 form prior to injection. Upon subcutaneous administration at body temperature, the 

Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 

or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 

Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 

however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 

are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 
25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (i.e. target RNA reduction). 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et al, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 juM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

15 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 jliM in 82 mM Tris-Cl, pH 6.9 

siNA, 1.67 hG/jiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 \iG/\iU INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 

25 siNA 1.67 ng/jiL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandry 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20jig/eye treatment, 6 jiLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 [im pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 juL of 75 |LiM VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et al. Supra 
and Pandey et al. 9 supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 jam OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 p,L/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 

activity. Following treatment, animals were warmed on a heating pad at 37°C. 
Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

15 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC-alpha RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 

20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 |xl. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 

25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 

30 data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

1 5 (transfection control) . 

Example 1 5 : RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293 T cells. 293 T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 

20 transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 

30 polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 |ul/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 jul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/3 1369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 
5 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jal. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3' -terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5 ' 
5 and 3' -terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jLil/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 jil. Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cyclin Dl RNA expression 

15 siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 jil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3' -terminal dithymidine caps (RPI#3 1018/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#3 1306/3 1307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 2 1 : RNAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 jal/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 jllI. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated inhibition of PCNA RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |xl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1035/31 1 1 1) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate internucleotide linkage (RPI#31310/3131 1), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L38318 and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NC 001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhino virus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5' -Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 

15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 

20 No. XM 067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM 005228, 
NM 004448, NM 001982, and NM 005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 

25 NM 005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM 0 15620), RAS (for example GenBank Accession 
No. NM 004283), RAF (for example GenBank Accession No. XM 033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM 003219), CLCA1 (for example GenBank Accession No. NM 001285) , 

30 phospholamban (for example GenBank Accession No. NM 002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table III. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules {i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules (i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 

10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
ofmRNA whose protein product is implicated in the development of the phenotype (i.e., 

15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 



139 



Q 


CD 
CO 


CO 


CO 
CO 


CD 
CO 


o 

CD 


CD 


CN 
CD 


CO 
CD 


CD 


LO 
CD 


CD 
CD 


CD 


CO 
CD 


CD 
CD 


o 
o 

CN 


o 

CN 


CN 
O 
CN 


CO 

0 

CN 


0 

CM 


LO 

0 

CM 


CD 
O 
CM 


Sequence 


CO 

h- 
1— 

o 

=3 
=3 

CD 
CD 

=3 
O 

o 

Z5 

o 
o 

=3 
Z3 

00 


GO 

I— 
h- 

Z3 

CD 

CD 
CD 

o 
CD 

=3 
< 

CD 

=3 
O 
Z3 
O 

o 
CO 


CQ 

h- 
1— 

CD 
o 

Z3 
=3 

< 

O 

CD 

Z3 
O 

CD 
< 

< 

CD 
o 

CQ 


CQ 
\— 

1— 

■5 

o 

i 

CD 

< 
CD 

=3 
O 

CD 
< 

o 

CD 

Z3 

CQ 


1— 

CO 

1— 

CD 
CD 
< 
CD 
CD 
< 
o 
o 

=3 

CD 

=3 

CD 


1— 

CO 

1— 

CD 
CD 
< 
CD 
< 
CD 

=3 

=3 

< 

O 

CD 

o 
< 
o 

< 


h- 

co 

h- 

CD 
o 

< 

o 
CD 
< 
o 

=3 
Z3 

CD 

Z3 

CD 
o 


h- 

co 

1— 

=3 
=3 
<< 

O 

CD 

Z3 
O 

CD 
< 
o 

=3 

=3 
Z3 
< 

CD 
CD 


1= 

o 

$ 

o 

3 
3 

CD 
CD 
3 
O 

o 

3 

O 

o 

3 
3 


I— 
1— 

3 
CD 
3 
CD 
CD 
3 
O 
CD 
3 
< 
CD 
3 
< 
O 
3 
O 
3 
O 
O 


I— 
h- 

CD 
O 
3 

< 
O 

CD 
3 
O 
CD 
< 
3 
< 
CD 
O 


1— 

o 
o 

3 

$ 

CD 
3 
< 
CD 
3 
O 
CD 
< 
O 
CD 
3 

% 


1— 
1— 

CD 
CD 
< 
CD 
CD 
< 
O 
O 
3 
3 
3 

CD 
3 
3 
CD 


1— 
1— 

CD 
CD 
< 
CD 
< 
CD 
3 
< 
O 
3 
< 

o 

CD 
< 
O 
O 
< 
O 
< 


1— 
1— 

CD 
O 
3 
< 
3 
O 
CD 
< 
O 
3 
3 
3 
3 
CD 
3 

CD 
O 


1— 
1— 

3 
3 
< 
O 
CD 
3 
O 
CD 
< 
O 
3 
< 
O 
3 
3 
< 
CD 
CD 
3 


CQ 

1- 
1— 

CD 
< 

o 

Z3 

< 

O 

CD 
CD 

CD 
< 
CD 
o 

=3 

CQ 


CQ 

1- 
1— 

O 

% 

O 

CD 
CD 
< 
CD 
< 
0 

Z3 

CD 

Z3 

CD 
CD 
< 
0 
0 

QQ 


QQ 

1— 
1- 

< 

CD 
CD 
< 
CD 
< 
CD 
CD 

=3 
3 
0 
CD 

? 

0 
< 

QQ 


CQ 

1— 
1- 

Z3 
< 

CD 
=3 
0 

Z3 
Z3 
O 
O 
< 

CD 
=3 

CD 

CD 

0 

CQ 


1— 

CO 

1— 

CD 
0 

0 
=3 

0 
0 
< 
CD 
=3 
< 
CD 

0 
CD 


Aliases 


< 
z 
a: 

CO 

CN 

C3 
CN 

si 

QQ j0 

<C 00 


< 
Z 

or 

CO 

CN 
3 

CD 
CN 
CD 

s § 

O _Q 

cq to 

<C oo 


< 
Z 

or 

CO 
CN 

3 

CD 
CD 
CO 

5 § 
O j5. 
CQ 

<C oo 


< 
Z 

o: 

"co 

CN 

3 

CD 
CO 
CO 
CN 

si 

CQ jo 
<C oo 


< 
Z 

CO 

CN LO 
— 1 o 

CO _Q 
CO 03 

tt oo 
5 cT 

O o 

CQ CN 
< C 


< 

Z 

CO 

CN LO 
_l o 

OO -Q 
CO CO 

<P. oo" 

5 o 

O o 

QQ CN 

< 


< 
Z 

or 

CO 

CN LO 
—I o 
1^- _Q 
CO CO 
°2 00 

5 CD 
O CD 
CQ CO 
< 


< 
Z 

or 

CO 

CN LO 
_J o 
^J- -Q 
LO CO 

CN ^ 
5 CD 

O co 


< 
Z 

en 

'co 

CN 
3 

o 

CN 

5 
(_) 

CQ 
< 


<c 
z 

"co 

CN 
3 

o 

CN 
CD 

CO 
Q 

QQ 
< 


< 

z 
tr 

CO 

CN 
3 

CD 
CD 
OO 

CO 
(_) 

QQ 
< 


< 
Z 

cr 

"co 

CN 
3 

CD 

CO 

oo 

CN 

5 

Q 

CQ 
< 


< 
Z 
C£ 

CO 

CN 
_l 

CO 
CO 

CO O 

O o 

QQ CN 
< ^ 


< 

z 

CO 
CN 

_l 

CO 
CO 
CD 

co O 
O o 

QQ CN 
< ^ 


< 
Z 

or 

"co 

CN 
1 

CO 
00 

S CD 
O CD 
CQ 00 
< ^ 


< 
Z 

or 

"co 

CN 
1 

LO 
CO 

CN ^ 
S CD 

O co 


< 

or 

CO 

CN 
3 

CN 
CD 

< 

bi 

Q £ 

<C co 


< 
Z 
Od 

CO 
CNJ 

3 

CO 
CN 
CD 

< 

§i 

<C 00 


< 
Z 
Od 

CO 
CM 

3 

CM 
00 

< _ 

si 

Q j0 

<C 00 


< 

z 

DC 

CO 
CM 

3 

LO 
CN 

< _ 

bi 

<C 00 


< 

z 

CO 

CM 
1 

CD 
CO 
CD 

< 

0 

Q 

< 


RPI# 


1^- 
CO 
CD 
O 
CO 


CO 
CO 
CD 

o 

CO 


CD 
CO 
CD 

o 

CO 


o 

^t- 

CD 
O 
CO 


CD 
O 
CO 


CN 

CD 
O 
CO 


CO 

^ 

CD 
O 
CO 


CD 
O 
CO 


CO 

o 

CO 


O 
CO 


LO 
O 
CO 


CD 
O 
CO 


CD 
OO 
O 

CO 


CD 
CD 
O 

CO 


CD 
O 

CO 


CN 
CD 
O 

CO 


CN 

0 

CO 


CN 
CN 

0 

CO 


CO 
CM 

1^ 
0 

CO 


0 

CO 


LO 
CM 

0 

CO 


strand 


CD 
CO 
£= 
CI) 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

!z 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

~£Z 
CO 


CD 
CO 
£= 
CD 
CO 

"c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


2" Q 
C/) — 




CN 


CO 






CN 


CO 






CN 


CO 






CN 


CO 




LO 


CD 




00 


LO 


Target Sequence 


O 
O 

O 
3 

CD 
CD 
3 
O 
O 
3 
O 
O 
3 
3 

6 


3 
3 
3 
CD 
3 
CD 
CD 
3 
O 
CD 
3 
< 
CD 
3 
< 
O 
3 
O 
3 
O 

o 

3 
3 


3 

O 
CD 
O 
3 
3 
< 
O 

CD 
3 
O 
CD 
< 
3 
< 
CD 
O 
< 
O 


O 
O 
3 

CD 
— ) 

< 
CD 
3 
O 
CD 
< 
O 
CD 
3 


3 

O 
O 

o 

3 
3 

CD 
CD 
3 
O 
O 
3 
O 

o 

3 
3 

< 
O 


3 
3 
3 

CD 
3 
CD 
CD 
3 
O 
CD 
3 
< 
CD 
3 
< 
O 
3 
O 
3 
O 

o 

3 
3 


3 

O 
CD 
O 
3 
3 
< 
O 

CD 
3 
O 
CD 
< 
3 
< 
CD 
O 
< 
O 


O 

o 

3 

CD 
— ^ 

< 
CD 
3 
O 
CD 
< 
O 
CD 
3 


3 

O 

o 

O 
3 
3 

CD 
CD 
3 
O 
O 
3 
O 

o 

3 
3 

< 
O 


3 
3 
3 

CD 
3 
CD 
CD 
3 
O 
CD 
3 
< 
CD 
3 
< 
O 
3 
O 
3 
O 
O 
3 
3 


3 

o 

CD 
O 
3 
3 
< 
O 

CD 
3 
O 
CD 
< 
3 
< 
CD 
O 
< 
O 


O 
O 
3 

CD 
— ) 

< 
CD 
3 
O 
CD 
< 
O 
CD 
3 


3 

O 
O 

o 

3 
3 

CD 
CD 
3 
O 

o 

3 

o 
o 

3 
3 

< 
O 


3 
3 
3 
CD 
3 
CD 
CD 
3 
O 
CD 
3 
< 
CD 
3 
< 
O 
3 
O 
3 
O 

o 

3 
3 


3 

O 
CD 
O 
3 
3 
< 
O 

CD 
3 
O 
CD 
< 
3 
< 
CD 
O 
< 
O 


O 
o 

3 

CD 
— ) 

< 
CD 
3 
O 
CD 
< 
O 
CD 
3 


CD 
3 

< 
0 

CD 
< 
O 
3 
< 

Q 

3 

CD 
CD 

CD 
< 
CD 
O 
3 
3 
CD 
< 


CD 

< 
0 

0 
CD 
CD 
< 

< 
3 
O 

3 

CD 
3 
CD 
CD 
< 
O 
O 
< 
CD 


< 

CD 

< 

CD 
CD 
< 
CD 
< 
CD 
CD 

3 
3 

O 
CD 

O 
O 
< 
CD 
CD 


< 

CD 
3 
< 
O 

CD 
3 
O 
3 
3 
O 
O 
< 
CD 
3 
3 
CD 
CD 
O 
3 
CD 


CD 
3 
< 
O 
CD 
< 
O 
3 
< 

Q 

3 

CD 
CD 

CD 
< 
CD 
O 
3 
3 
CD 
< 


Targe 
tPos 


OO 


CO 
CD 


i^- 

CD 
CO 


co 

CO 
CN 


CO 


CO 
CD 


CD 
CO 


co 

CO 
CN 


oo 


oo 

CD 


CD 
CO 


00 
CO 
CN 


00 


CO 
CD 


i^- 

CD 
OO 


^i- 

co 

CO 
CN 


CD 
CD 


CN 
CD 


CD 
0O 

T — 


CO 
CN 


CD 
CD 


Target 


CO 

o 

CO 
< 


CO 

o 

CQ 

< 


CQ 

O 
CQ 
< 


CQ 

o 

CQ 

< 


CQ 

o 

CQ 
< 


CQ 

o 

CQ 
< 


QQ 

o 

CQ 
< 


CQ 

O 

CQ 

< 


CQ 
O 
CQ 
< 


QQ 
O 
QQ 
< 


CQ 

o 

CQ 
< 


CQ 
O 
CQ 

< 


CQ 

o 

CQ 
< 


CQ 

o 

CQ 
< 


CQ 

o 

CQ 
< 


CQ 

o 

CQ 

< 


< 

O - 

Q 

< 


O - 

Q 

< 


0 - 

Q 

< 


< 

0 - 

Q 

< 


< 

0 

Q 

< 



o 



o 



o 
i— i 

o 
o 



CD 



— : m 

II o 

Is 

■j 00 



<o 

5r CO 
O CM 
Q CD 

< ^ 

CD 
CM 

o 

CO 



CD 



< 
Z 

"oo 
CM 

■ ■ 00 



O CM 
Q 00 

< C 

CM 
1^- 

O 
CO 



CD 



CM 

2 1 
CM -2 
■J 00 



O 



O r- 
< & 

CO 
CM 

o 

CO 



CD 



< ^ 

Q CM 

< £ 



cd 



5r co 

O CM 

Q CD 

< c 



O cm 

Q 00 

< c 



cd 



o 



o 

^ 00 O 

CM CM 

CO CO S 

^ 2 S 



CD 



O 



\2 CD 

2 £j 
CD 

in 



< 

oo 

CM 
_l 

o 
o 

* Q 

o 
o 

CD 



oo 
o 

* o 

^ o 

2 £L 



o 



< 
z 

"oo 

CM 
— I 

* o 

cn £ 

$ LO 



CD 

o 

CD 



CD 
00 
£= 
CD 
00 



O 
3 

CD 
< 
CD 
< 
O 
CD 

3 

3 

< 
CD 
CD 
3 



-3" 
h- 
CO 



CM 
CO 
CO 
-Q 



o 
i— i 

o 
o 



oo 

<1o 



CM 



LO 



$ CD 

2 $2. 

h- 
O 
CD 



LO 

CD 
O 
CD 



CM 
CD 

o ^ 

< CO 

QQ oo 

CD 
CM 

o 

CO 



DQ 



CM 

LO 
LO 

5 § 

O 

< CO 

QQ go 
o 

CO 

o 

CO 



LO 

oo 

LO 
CO 

jijS 
O _Q 
< CO 

CQ oo 

CM 
CO 

h- 
o 

CO 



CZ 



LO 



LU CM 
O CD 

< 5 

QQ g. 

CO 
CO 

h- 
o 

CO 



CZ 



00 

t- LO 

CM O 

_l _Q 

CO CO 

£5 

LU LO 
O LO 

< t 

QQ P 

CO 

o 

CO 



CZ 



00 

t- LO 
CM O 
_J _Q 
CO CO 

§ « 

* o 

LU LO 

O oo 

< LO 

CD 

CO 

o 

CO 



LU CM 

Q CD 

< 5 

QQ 



cz 



CO 

LU LO 
Q LO 

< £ 

QQ C- 

CM 
00 

o 



2 



cz 



1^ 

<M Q 

LU CD 

O LO 

< ^ 



CM 



cz 



CM 

_l 

CO 

o 

CD 

°° o 

LU LO 

O oo 

< LO 
QQ 

oo 
o 



CO 



CQ 



cz 



CD 
LO 

CM 

jijS 
O _Q 
< CO 
QQ oo 
oo 

CO 



V! O 

LU CD 

O LO 

< 3t 



QQ 



CM 



QQ 



cz 



CN 

CD 
LO 

^J- 

CM 

O _Q 
< CO 
QQ oo 

3 

CO 



CM v- 
_J _Q 
1^- CO 

£5 

<M Q 

LU CD 

O LO 

oo 

CO 



QQ 



cz 



CM 

CD 
LO 

^J- 

CM 

< CO 
QQ oo 
o 

CD 
CO 



CZ LO 

CO § 

tt; co 



> 

£Z 

^j- - - 
°H Q 

LU CD 

O LO 

< 3t 



CM 



CM 



o 



o 
o 



lo 

CM 


uo 
m 

CN 


CD 

lo 

CN 


1^- 

uo 

CN 


00 

lo 

CN 


CD 
LO 
CM 


O 
CD 
CM 


CD 
CM 


CN 
CD 
CN 


CO 
CD 
CN 


-3" 
CD 
CN 


LO 
CD 
CN 


CD 
CD 
CM 


1^- 
CD 
CM 


00 
CD 
CM 


CD 
CD 
CN 


O 
CM 


CM 


CM 
h- 
CM 


CO 
CM 


1^ 
CM 


LO 
CN 


CD 

r-«- 

CN 


CO 

h- 
h- 

Z3 

o 

Z3 
Z3 

CD 
CD 

CD 

o 

=3 
Z3 

DQ 


1— 

CO 

1— 

o 

Z3 
Z3 
Z3 

CD 

o 

o 
CD 

Z3 


DQ 

I— 
1— 

CD 

=5 
O 
=3 
O 
< 

CD 
CD 

3 
O 
=5 
O 
=3 

CD 

=3 
O 

CD 

DQ 


DQ 

1— 
1— 

o 

$ 

o 

Z3 
=3 
=3 

CD 

=3 
O 

o 
CD 
CD 

=3 

CD 
o 
< 

Z3 
DQ 


DQ 

1— 
1— 

< 

CD 
CD 

=3 

CD 
< 
CD 
CD 
CD 

Z3 
< 

CD 
CD 

Z5 
=3 

DQ 


1— 

CO 

1- 

o 
CD 

O 
< 

CD 
< 
CD 
< 
o 

=3 
=3 
O 
Z3 

CD 
< 
CD 
< 

o 


1— 

CO 

1- 

Z3 

CD 
o 
< 
o 
o 
CD 
CD 

% 
CD 

=3 

CD 


1— 

CO 

1— 

o 
o 

=3 
< 

CD 

Z3 
O 

o 
o 

=3 

o 

$ 

o 
o 

Z3 


I— 
h- 

CD 
3 
O 
3 
O 
< 
CD 

CD 
3 
O 
3 
O 
3 
CD 
3 
O 
CD 


h- 
h- 

CD 
< 
3 
CD 
CD 
CD 
< 
O 

O 
3 
< 
CD 
3 
< 
CD 
CD 
CD 


1— 

o 

$ 

o 

3 
3 
3 

CD 
3 
O 
O 
CD 
CD 
3 
CD 
O 
< 
3 
3 


h- 
1— 
< 

CD 
CD 
3 
3 
CD 
< 
CD 
CD 
CD 
< 
O 
3 
< 
CD 
CD 
3 
3 
3 


1— 
1— 

o 

CD 
< 

o 

< 
CD 
< 
CD 
< 
O 
3 
3 

a 

3 

CD 
< 
CD 
< 
O 


1— 
1- 

o 
o 
o 

3 

< 

o 

3 
< 
CD 
3 
3 
CD 
3 
O 
O 

o 
< 

3 

o 


1— 
1— 

3 

CD 
O 
< 
O 
O 
CD 
CD 
< 
O 

CD 
3 
3 
CD 


| 

5 

o 
o 

3 
< 
CD 
3 
O 

o 
o 

3 

o 

o 
o 

3 


DQ 

f- 
1— 

CD 
< 

=3 

CJ 
CD 
CD 

? 

Z3 
< 

CD 

=3 
< 

CD 
CD 
CD 

DQ 


1- 

oo 

1— 

o 
o 
o 

=3 
< 

o 

Z3 
< 

CD 

=3 

CD 

Z3 
O 

o 
o 

< 

o 


DQ 

1— 
1— 

CD 
CD 
CD 
< 

Z3 

CD 
< 

=3 
O 

% 

o 

< 

CD 
CD 
CD 

=3 
< 

CD 

DQ 


1- 

oo 

1— 

o 

Z3 
< 

o 
o 
o 

Z3 

CD 

Z3 
3 

CD 
< 

O 
< 
=3 
O 
O 

o 


DQ 

1— 
1— 

CD 

=3 

CD 
CD 

^ 
1 

Z3 

CD 
CD 
CD 

DQ 


1— 

CO 

1— 

0 
0 
0 

0 

Z3 

CD 
=3 
3 
CD 

Z3 
O 
O 
O 

Z3 
O 


DQ 

I— 
I— 

CD 
CD 
CD 

^ 

zs 

CD 

0 
0 

s 

CD 
CD 

1 

DQ 


BACE:2459U21 siRNAinv 
stab07 


< 

a: v- 
OT 5 

CN -2 
_j « 
> 

£Z 

^j- - - 
<M Q 

UJ CD 

O LO 


< 
Z 

or 

CO 
CN 

3 

o 
o 

CN O 

O £ 
DQ oo 


< 
Z 

or 

CO 

t — 
CN 
3 

CO 
CN 

CN O 

Q CO 
DQ 00 


< 
Z 
Cd 

CO 
CN 

3 

CO 
CO 
CN 

^ § 

Q co 

DQ GO 


< 
Z 

or 

CO 

co £ 

tt- CO 

CM (J 

CM O 
1 o 


< 
Z 

or 

CO 

^§ 

CD B 

CO 

Tt O 
DQ S 


< 

Z 
(Z 

CO 

T— ^0 

m oo 
CM ^ 

Q CM 
DQ 


< 

z 

CZ 

00 

CM 
3 

o 
o 

CM 
CM 

O 
DQ 


< 

z 
or 

oo 

CM 

3 

CM 
CM 
CM 

CO 

^ 

O 
DQ 


< 
Z 

or 

oo 

CM 
3 

00 
CM 

CM 
1 

o 

DQ 


< 
Z 

or 

oo 

T 

CM 
3 

CO 
CO 
CM 
CD 

o 

DQ 


< 

z 
a: 

CO 

CM 
1 

OO 

CM Q 

CM O 
1 o 

£E 


< 
z 
or 

CO 

CM 
1 

o 

CO Q 

O CM 
DQ $2, 


< 
Z 

CO 

CM 

1 

CD 
^1" 

O 

DQ S 


< 

z 
a: 

CO 

CM 
1 

LO 

CM ^ 

co O 

QQ <° 


< 
Z 

or 

"to 

CM 
3 
CM 
CM 
CM 

2i § 
Q co 

DQ oo 


< 

Z 

or 

CO 

^2 

o £ 

CO 

CN ^ 

co Q 

O CM 
DQ 


> 

< 

Z 

or 

CO 
CM 

3 

CM 
CM 
CM 

^ s 

O co 

DQ oo 


< 

CO _Q 
t — CO 
CM % 

O > 
^1" 

CM ^ 
CO Q 

^C^j 
Q CM 
DQ Zl 


< 
Z 
(Z 

CO 

CM 
3 
CM 
CM 
CM 

2i § 

O CO 
DQ 00 


< 

z 
or 

CO 

0 is 

^ to 

CM ^ 
CO Q 

O CM 
DQ ^2 


> 

< 
z 

00 
CN 

3 

CN 
CM 
CM 

^ § 
O CO 
DQ 00 


31396 


a> 

CD 
CO 

CO 


CO 

o 

CO 


CD 

CO 

o 

CO 


O 

o 

CO 


o 

CO 


CO 

1^ 
o 

CO 


^J" 
1^ 
O 
CO 


CD 
CD 
O 
CO 


OO 
CD 
CD 
O 
CO 


CD 
CD 
CD 
O 
CO 


O 
O 

o 

CO 


CO 
O 
CO 


O 
CO 


LO 
O 
CO 


CD 

o 

CO 


00 
CD 

CO 

CO 


CD 
CD 

CO 

T 

CO 


O 
CO 
CO 


CO 
CO 


CM 

CO 
CO 


CO 
CO 
CO 


CO 
CO 


sense 


CD 

to 

£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
00 
-1— » 
£= 
CO 


CD 
00 
£Z 
CD 
00 


CD 
OO 
£Z 
CD 

oo 


CD 
00 
£Z 
CD 
OO 


CD 
00 
£Z 
CD 
OO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

"c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CI 
CO 


CD 

CO 

c 

CD 

CO 


CD 
CO 
£Z 
CD 

to 

CI 
CO 


CD 

CO 

c 

CD 

CO 


o 

CN 


O 
CN 


CN 


CN 
CN 


CO 
CN 


CM 


CM 
CM 


CO 
CN 


CM 


CM 


CM 
CM 


00 
CN 


CM 


CN 


CM 
CM 


CO 
CM 


CN 


CN 


CN 


^1" 
CN 


CN 


CN 


CN 


CCUAACAUUGGUGCAAAGAUUGC 


O 

CD 
3 

< 

CD 

Q 

CD 
3 
CD 
CD 
3 
3 
< 
O 

3 

o 
o 


3 

O 
CD 
3 
O 
3 
O 
< 
CD 

CD 
3 
O 
3 
O 
3 
CD 
3 
O 
CD 
CD 
3 


O 

$ 

O 
3 
3 
3 
CD 
3 
O 
O 
CD 
CD 
3 
CD 
O 
< 
3 
3 
3 
O 


CD 

CD 
CD 
3 
3 
CD 
< 
( n 

CD 
CD 
< 
O 
3 
< 
CD 
CD 
3 
3 
3 
CD 
< 


3 
O 
CD 
3 
O 
3 
O 
< 
CD 

CD 
3 
O 
3 
O 
3 
CD 
3 
O 
CD 
CD 
3 


O 
< 
O 

% 

O 
3 
3 
3 
CD 
3 
O 
O 
CD 
CD 
3 
CD 
O 
< 
3 
3 
3 
O 


CD 

$ 

CD 
CD 
3 
3 
CD 
< 
en 

CD 
CD 
< 
O 
3 
< 
CD 
CD 
3 
3 
3 
CD 
< 


3 

O 
CD 
3 
O 
3 
O 
< 
CD 

CD 
3 
O 
3 
O 
3 
CD 
3 
O 
CD 
CD 
3 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

% 

o 

3 

< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


O 
< 

o 

$ 

o 

3 
3 
3 

CD 
3 
O 
O 
CD 
CD 
3 
CD 
O 
< 
3 
3 
3 
O 


CD 

CD 
CD 
3 
3 
CD 
< 

CD 
CD 
< 
O 
3 
< 
CD 
CD 
3 
3 
3 
CD 
< 


3 

O 
CD 
3 
O 
3 
O 
< 
CD 

CD 
3 
O 
3 
O 
3 
CD 
3 
O 
CD 
CD 
3 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

O 
3 
< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


O 
< 

o 
o 

3 
3 
3 

CD 
3 
O 
O 
CD 
CD 
3 
CD 
O 
< 
3 
3 
3 
O 


CD 

CD 
CD 
3 
3 
CD 
< 

CD 
CD 
< 
O 
3 
< 
CD 
CD 
3 
3 
3 
CD 
< 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

% 

o 

3 

< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

% 

o 

3 

< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

% 

o 

3 

< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

o 

3 

< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

O 
3 
< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

$ 

O 
3 
< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


CD 
3 
CD 
< 
3 
CD 
CD 
CD 
< 
O 

% 

O 
3 
< 
CD 
3 
< 
CD 
CD 
CD 
< 
O 


2457 


LO 
CN 


00 
CD 
O 
CN 


CD 
CN 


CO 
CN 
CD 


00 
CD 
O 
CM 


CD 
CN 


CO 
CM 
CD 


oo 

CD 
O 
CN 


o 

CM 
CM 

CO 


CD 
CN 


CO 
CM 
CD 


00 
CD 
O 
CM 


o 

CM 
CM 

CO 


CD 
CN 


CO 
CM 
CD 


o 

CM 
CM 
CO 


o 

CM 
CM 

CO 


o 

CM 
CM 

CO 


o 

CM 
CM 

CO 


0 

CM 
CM 
CO 


0 

CM 
CM 
CO 


0 

CM 
CM 
CO 


BACE 


LU 

O 
< 
DQ 


CN 
_l 

O 

DQ 


CN 
_l 

o 

DQ 


CM 
1 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
_l 

O 
DQ 


CM 
_l 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
1 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
1 

o 

DQ 


CM 
1 

o 

DQ 


CM 
_l 

o 

DQ 


CM 
1 

o 

DQ 


CM 
_l 

o 

DQ 


CM 

1 

O 
DQ 


CM 
_l 
O 
DQ 


CM 
_J 
O 
DQ 



CN 


CO 

h» 

CN 


CD 

r-» 

CN 


o 

00 
CN 


00 
CN 


CN 
00 
CN 


CO 
CO 
CN 


oo 

CN 


LO 
OO 
CN 


CD 
OO 
CN 


oo 

CN 


CO 
CO 
CN 


O) 
CO 
CN 


o 

CD 
CN 


5 

CN 


CN 
O) 
CN 


CN 
CD 
CN 


CN 
CD 
CN 


CO 
CD 
CN 


CO 
CD 
CM 


CD 

OvJ 


LO 
CD 
CN 


CO 
CD 
CM 


h- 

CO 

1— 

o 
=3 

o 
o 
o 

Z3 

CD 

Z3 
Z3 

CD 

Z3 
O 

Z3 
O 

o 
o 


CO 

I— 

? 

CD 
CD 
< 
=3 
o 

=3 
=3 

CD 
CD 
CD 
CD 
zs 
CD 
< 

=5 

CD 

=3 

GO 


00 

I— 
I— 

=3 
Z3 

O 

o 
CD 
=3 
o 

=3 
Z3 
O 

o 
o 

< 

o 

< 

CO 


CO 

I— 
h- 

CD 

=3 

< 

=3 
O 

CD 

=3 
O 

CD 

=3 
=3 
Z3 

CD 
zs 
=3 

< 

CO 


I— 

CO 

I— 

< 

o 

< 

Z3 

o 

< 

o 
o 
o 
o 

CD 
< 

Z3 
O 

o 
CD 

=3 


h- 

co 

h- 

Z3 

CD 
zs 
CD 
zs 

Z3 
=3 

CD 
CD 

$ 

CD 
CD 


h- 

CO 

h- 

Z3 

CD 

i 

o 

CD 

% 
CD 
< 
=3 

$ 

o 


h- 
h- 

CD 
3 

O 

o 

3 
O 
3 
O 

o 

3 
3 

O 
< 

o 
< 


1- 
1— 
< 

O 
CD 
CD 
< 
3 
O 
3 
3 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
CD 
3 


1— 
h- 
3 
3 
3 
Q 

O 

CD 
3 
O 
3 
3 
O 
O 

o 
< 
o 
< 


h- 
h- 

CD 
3 
3 
< 
3 

o 

CD 
3 
O 
CD 
3 
3 
3 
CD 
3 
3 
< 
O 
< 


h- 
1— 

3 

CD 
3 
CD 

CD 
CD 
< 
CD 
< 
CD 
CD 
3 
3 
3 
3 
< 
O 


1— 
1— 

< 

O 
< 
3 
O 
< 
O 

o 
o 
o 

$ 

CD 
< 
3 
O 

o 

CD 
3 


1— 
1— 

3 
CD 
3 
CD 
3 
3 
3 
CD 
CD 

% 

CD 
< 
O 
CD 


1— 
1— 

3 

CD 
3 

O 

O 
CD 
< 
O 
CD 
< 
3 

$ 

O 


00 
1— 
1— 

CD 

=3 

O 
Z3 
O 
=3 
O 
O 
=3 
=3 
O 

< 
CD 


CO 

1— 
1— 

CD 

=3 

O 
=3 
O 
=3 
O 
O 
Z3 
=3 
O 
< 

o 

< 

CD 


CD 
\— 
I— 

CD 

=3 

O 
Z3 
O 
=3 
O 

o 

Z3 
Z3 
O 
< 

o 

< 

DO 


1- 

C0 

1— 

=3 

CD 

=3 

CD 

% 

CD 
CD 
< 
CD 
< 
CD 
CD 

=3 
Z3 
Z3 
=3 

< 
O 


h- 

co 

1— 

=3 

CD 

=3 

CD 

CD 
CD 
< 
CD 
< 
CD 
CD 

=3 
Z3 
Z3 
=3 

< 
O 


CD 

1— 
1— 

•s 

=3 
=3 

o 
o 

Z3 

o 

=3 
O 

o 

Z3 

CD 

CD 


1— 

CO 

1— 

o 

< 

Z3 

=3 
=3 

CD 
CD 
< 
CD 
< 
CD 
CD 

CD 

Z3 

CD 

Z3 


h- 
1— 

3 

CD 
CD 
CD 
< 
CD 
3 
O 
< 
CD 
< 
CD 
3 
O 
< 
O 
< 
CD 
CD 


BCL2:3240L21 siRNA 
(3222C) inv stab11 


< 

z 
<z 

CO 

CN 

CO 
CN 
CD 

ll 

O co 
O % 


< 
z 

CO 
CN 

3 

r-- 

CD 
CN 

ll 

O co 

o « 


< 
z 

CO 
CN 

3 

^J- 
CN 

00 

li 

O co 

O 60 


< 

z 

DC 

CO 

LO 

— 1 o 

s 

5^ 

Z CN 
Q CD 

o C 


< 
Z 
DC 

CO 

CM LO 

— 1 o 

LO ^ 
CO m 
CD -2 
CN W 

II 

Q CD 

o £1 


< 
Z 

CO 

CM LO 

— 1 o 

CM _q 

? £ 

co « 

P 

Z CN 

o S 


z 
a: 

'co 

CN 
3 

LO 
CD 
CD 

Q 

~z_ 
o 
o 


< 
Z 
Cd 

CO 

CN 
3 

oo 

CN 
CD 

Q 

z 

O 
O 


< 
z 
a: 

CO 

CN 
3 
r^- 

co 

CN 

Q 

z 
o 
o 


< 

z 
a: 

CO 

CN 
3 
^1- 
CN 

00 

Q 

z 

O 
O 


<c 
z 

"co 

CN 

_i 

CO 

So 

Z LO 

O cd 

O 52- 


< 
Z 

o: 

CO 

CN 
_l 

CD 

CD 

I" 

Z CN 
O CD 

o c 


< 
Z 

o: 

CO 

CN 
_l 

LO 
CO 
CD 
CN 

II 

O CD 

o £L 


< 

z 
q: 

CO 

CN 
1 

CN 

co 

p 

Z CN 

Q £ 


<£ 

z 

"co 

CN 
3 

LO 
CD 
CD 

ll 

O co 

O 60 


<; 
Z 
C£ 

CO 

csj 
3 

LO 
CD 
CO 

ll 

O co 

O 60 


<; 
Z 
(T 

CO 

CN 
3 
LO 
CD 
CO 

ll 

O co 

O 60 


<C 

z 
q: 

CO 

LO 

^ -2 

■ ■ CO 

Q O 

Z LO 
Q CD 

o S 


<C 
Z 

CO 

CM LO 

— 1 o 

CO 

^ J2 

■ ■ CO 

Q Q 

Z LO 
Q CD 

O to 


z 

DC 

"co 

CM 
3 

LO 

CD . 

tp s 

Q CO 

Z oo 

o > 
o .g 


z 

"CO LO 
_ O 

CO CO 

So 

Z LO 
O CD 

O 52- 


< 
Z 
CC 

"co 

CN 

— s 

> 

co 

Q 

O 


31375 


CD 

O 
CO 


o 

CO 


00 

o 

CO 


o 

LO 

o 

CO 


LO 

o 

CO 


CN 
LO 
1^ 

o 

CO 


cd 
o 
o 

CO 


o 

T — 

o 

CO 


o 

CO 


CN 

T — 

o 

CO 


LO 
CO 
O 

CO 


CD 
CO 

o 

CO 


00 
O 

CO 


CO 
CO 

o 

CO 


o 

CO 
CO 


o 

CO 
CO 


o 

CO 
CO 


LO 
O 
CO 

CO 


LO 
O 
CO 

CO 


CO 
CO 
CO 


CO 
CO 


LO 
CO 
LO 

CO 


antisense 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
0 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CN 


LO 
CN 


CD 
CN 


r^- 

CN 


LO 
CN 


CD 
CN 


CN 


00 
CN 


LO 
CN 


CD 
CN 


h- 
CN 


oo 

CN 


LO 
CN 


CD 
CN 


CN 


00 
CN 


CO 
CN 


OO 
CN 


oo 
CN 


OO 
CN 


CO 
CN 


CO 
CN 


CD 
CN 


CAGGGAUGAUCAACAGGGUAGUG 


O 

< 
O 
CD 
CD 
< 
3 
O 
3 
3 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
CD 
3 
O 
CD 


< 

CD 
3 
3 
3 
O 
O 
CD 
3 
O 
3 
3 
O 

o 

o 
< 
o 
< 
o 
< 


< 

CD 
CD 
3 
3 
< 
3 
O 
CD 
3 
O 
CD 
3 
3 
3 
CD 
3 
3 
< 
O 
< 

o 

3 


O 
3 
< 
O 
CD 
CD 
< 
3 
O 
3 

3 

CD 
CD 
CD 
CD 
3 
CD 
< 
3 
CD 
3 
O 
CD 


< 

CD 
3 
3 
3 
O 

o 

CD 
3 
O 
3 
3 
O 

o 

o 
< 
o 
< 
o 
< 


< 
CD 
CD 
3 
3 
< 
3 
O 
CD 
3 
O 
CD 
3 
3 
3 
CD 
3 
3 
< 
O 
< 

o 

3 


o 
o 

CD 
3 

O 
r -\ 

3 

O 
3 
O 
O 
3 
3 
O 
< 
O 

CD 


o 

3 
< 
O 
CD 
CD 
< 
3 
O 

3 

CD 
CD 
CD 
CD 
3 
CD 
< 
3 
CD 
3 
O 
CD 


< 
CD 
3 
3 
3 
O 
O 
CD 
3 
O 
3 
3 
O 
O 

o 
< 
o 
< 
o 
< 


< 

CD 
CD 
3 
3 
< 
3 
O 
CD 
3 
O 
CD 
3 
3 
3 
CD 
3 
3 
< 
O 
< 

o 

3 


o 
o 

CD 
3 

O 
r ^ 
\~j 

3 
O 
3 
O 

o 

3 
3 
O 
< 

o 

$ 

CD 


O 
3 
< 
O 
CD 
CD 
< 
3 
O 
3 
3 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
CD 
3 
O 
CD 


< 

CD 
3 
3 
3 
O 
O 
CD 
3 
O 
3 
3 
O 

o 

o 
< 
o 
< 
o 
< 


< 
CD 
CD 
3 
3 
< 
3 
O 
CD 
3 
O 
CD 
3 
3 
3 
CD 
3 
3 
< 
O 
< 
O 
3 


o 
o 

CD 
3 

O 

3 
O 
3 
O 
O 
3 
3 
O 
< 

o 

$ 

CD 


O 

o 

CD 
3 

O 
c ^ 
<s 

3 
O 
3 
O 
O 
3 
3 
O 
< 

o 

% 

CD 


O 

o 

CD 
3 

O 
c ^ 

3 
O 
3 
O 
O 
3 
3 
O 
< 

o 

$ 

CD 


o 
o 

CD 
3 

O 

3 
O 
3 
O 
O 
3 
3 
O 
< 

o 

CD 


O 

o 

CD 
3 

O 

3 
O 
3 
O 
O 
3 
3 
O 
< 

o 

CD 


o 
o 

CD 
3 

O 
f i 
\—t 

3 
O 
3 
O 

o 

3 
3 

o 
< 
o 

CD 


o 
o 

CD 
3 

O 

3 
O 
3 
O 

o 

3 
3 

O 
< 

o 

CD 


3 

CD 
3 
CD 
CD 
CD 
< 
CD 
3 
O 
< 
CD 
< 
CD 
3 
O 

< 

CD 
CD 
3 
O 


3220 


CO 
CN 
CD 


CD 
CN 


CN 
CO 


CD 
CD 


LO 
CO 
CD 
CN 


CN 
CO 


LO 
CD 


oo 

CN 
CD 


CD 
CM 


^t" 

CN 
CO 


CO 


CD 
CD 


LO 
CO 
CD 
CN 


CN 

00 


LO 
CD 
CD 


LO 
CD 
CO 


LO 
CD 
CO 


CO 

h- 


CO 


LO 
CD 
CO 


CO 


^1- 

co 


BCL2 


Q 

z 

O 
O 


Q 

z 
o 
o 


Q 
Z 

o 
o 


Q 
Z 

o 
o 


Q 

z 
o 
o 


Q 
Z 
O 
O 


Q 
Z 

O 
O 


Q 
Z 

O 

o 


Q 
Z 

o 
o 


Q 
Z 

o 
o 


Q 
Z 

o 
o 


Q 
Z 
O 

o 


Q 

z 
o 
o 


Q 

z 

O 
O 


Q 
Z 

o 
o 


Q 

z 

O 
O 


Q 

z 

O 
O 


Q 
Z 

o 
o 


Q 
Z 

o 
o 


Q 

z 

O 
O 


Q 
Z 

o 
o 


CN 

Q 

O 



cd 
cnj 



CD 



O 
< 

< 
o 
o 
< 

o 

CD 

o 



'(f) 



St 

CD 

Q 

O 

CD 
CD 

m 



£= 
CD 

CO 



o 

CO 



< 
cd 

CD 



O 
< 
CD 
< 
O 
CD 
< 
3 
O 
CD 

i 

3 

< 
O 

o 



o 
i— i 

o 
o 



lo 

CD 



CNJ 

Q 

O 



CO 

CNJ 
_l 

OvJ 

CD 

CO ^ 

Q ^ 

o £2 

CD 
CD 
LO 



tr 

to 

c\j 
_i 

CNJ 
h- 

CD ^ 
Q LO 

Q g, 
o 

LO 



"co 

CNJ 
_l 

CO 
CD 

CNJ ^ 

T\ o 

Q CNJ 

o c 



CD 

T! O 

OJ 00 
^ CNJ 

Q ^ 

O g. 

CNJ 
LO 



CO 

LU§ 
X CO 

O 60 

CO 
LO 

o 

CO 



LU§ 
X CO 

O % 



S 



GO 



LU§ 
X CO 

O 60 

CD 
LO 

O 
CO 



CD 



< 
Z 

or 

"to 

CNJ LO 
—I O 
CD _Q 
OO CO 
^ « 

5 Q 

LU t- 
X 

Q 93 

LO 

O 
CO 



o 



< 




< 




z 




z 




m 




a: 




CO 




"co 












CNJ 


LO 


CNJ 


LO 


1 


o 


1 


o 


CD 


-Q 


OO 


-Q 


CD 


& 


CD 


.2 


CO 


60 


OO 


60 




o 




oc; 


LU 


LO 


LU 


OO 


X 


CO 


X 


OO 


o 




o 





^ o 

LU v- 
X I s - 

Q g, 

h- 

1^ 

o 



5^ 

LU LO 

X CO 



O 



< 

z 
cr 

"co 

CNJ 
_l 

o 

LO 

LU CD 
X ^ 

O g. 

CD 
1^ 
O 



2£ 

LU CO 
X oo 

O g. 
o 

00 

o 



00 



< 
z 

CO 

CNJ LO 

—I o 

O _Q 
CO 

£ 60 

s£ 

LU CD 
X 

O g. 

CO 

o 

CO 



CO 



< 
z 

"co 

CN 

CNJ 
CD 

o 
t- -Q 

LU 60 
X > 

o .g 



o 
i— i 

o 
o 



CO LO 

o 

_Q 
CO 



cm 
o « 

5 £ 



5^ 

LU O) 

o c 



CO 



GO 

< 

Z 
Li- CO 

CD co 
LU GO 
o < 

|j£_ CM CO 

^ o S 

ft °° 

Qg co 

CM 
CM 
LO 
CM 



GO 
< 

Cl" CO 

CD co 

LU CO 'CD 
O < w 

S co g 

Z_ CM CO 



pr oo co 

CO CM 

oo 

CM 
CM 
LO 
CM 



LL* 



CD 
CO 

CO CD 
C£ « 
Li- C 

CD co 

LU 

~" CM 

S CO 

□_ cl* 

cl* "co 

O) 
CM 
CM 
LO 
CM 



CO CD 

CT £ 

LL CD 

CD CO 

LU ^ 

s S 

S CO 



CD 

CO w 
* g 

Cl* .j2 
" c: 
co 



□_ oc: 
eg ^ 

o 

CO 
CM 
LO 
CM 



s2 

3 55 

~i 
cl cl* 
a: jo 

CO 
CO 
CM 
LO 
CM 

CD 
CO 
£Z 
CD 



CO 

™^ 

cl* £ 

LL. CD 
CD CO 
LU ^ 

S CO 



CD 

co to 

* g 



CL Cl* 

cl* 

CO 
CM 
LO 
CM 



CD CO 

LU ' ' 

S 55 

CL Cl* 

LO 
CO 
CM 
LO 
CM 



EE « 

LL CD 

CD co 

LU ^ 

s S 

S CO 



cl cr 

Cl* co 

CD 

co 

CM 
LO 
CM 



tr co ^ 

LL COt 
CD CO CD 
LU 00 g 
o < - 

[o OO 'CD 
Z_ CM CO 



pr co co 
co t — 



CO 

< 



Cl* co 

Li- co 

CD co 

LU co 

o < 



o 
O 

CD 
CD 



£8 
™^ 

ee co 

o 

LO 
CM 
LO 
CM 



CO CD 

^ b 

co > 

Li- CO ° 

CD co 3 
LU GO 

O < + 

to CO 

!^ CM CO 

™ O g 

Lt co 



ct: 



co 

< 
z 
ee 

Ct: co 3 

Li- CO ^ 

CD co + 

LU GO 'cd 

o < <*2 

IS co g 

- 3 -2 co 

CM ^ c 
CO 



CD 
LU 



o 
pr co 

*E CO CM 
LO 

o 

OO 
LO 
CM 



CD 

CO 



Cl* « 

LL c 



£= 
CO 

CM CZ 1 
s- CO 

co -E 

< S 
z o 

CO CM 



CO CM 

CO + 

CO CD 

EE £ 

LL CD 

CD w 

LU ^ 

3 CO 



CD 

CO 
CO 



o 

O 



CO 

CL* 

LL 

CD 

LU 

^Sco 



cl a: 
cl* 

h- 
o 
oo 

LO 
CM 



CO 
.£= 
s_ 
CD 
> 
O 



CM 

CL Cl" 
EE "co 



00 
LO 
CM 



£= 
CO 



O 
CD 



tr 

LL 

CD 

LU 



o 
i— i 

o 
o 



CD 



CD 

£ => 

5 CM 
CO + 

6 a: g 

LL a) 

CD co 
LU 

3 CO 

^< 

□_ o: 

ce "to 



LL 

CD 



CD 
£= 

co 

co -E 



CM 
+ 



CD 



LU 

s 2 - 

^ ±^ CO 

m CO c 

^ << cd 

cm < CO 

cl a: |= 

Cl* "co 



3 

CM 
CO + 



CO 
£= 

a) 
CD co 
LU ^ 

S S 
3 co 



Q_ Ql 

OH co 



a: 

LL 

CD 
LU 

O 

cd| m 



CO CD 

< c 



03 

£ S3 

CO > 

CO ° 

CO 3 

CO CNI 

< ^ 

co 'a) 

CM CO 

_l C 

O CD 

CO CO 

oo 

CO t- 



OQ 



CO 

< 
a: 

C£ co 3 

Li- CO ^ 

CD co ^ 

LU CO CD 
o < co 

to co § 

^2 CM CO 

CN O C • 
n - co cd 

£ CO ^ 
Ql CO CM 

m 

CM 

oo 
m 

CM 



GO 



CD 

CO 



LL C 



£= 
CO 
* — CD 
CM 

!_ CO 

co -E 

< s 

z o 

CO CM 



CO CM 
CO + 
CO CD 

cr £ 

LL a) 

CD co 
LU 

3 co 



cl o: 

Qg "co 
h- 

CM 

oo 
m 

CM 



CD 

c 

CO 

co -E 



a: 

li- 
CD 
LU 

m 
^1- 



CM 



^ CO 

m CO c 

CL Ql £ 

o 
oo 

00 

m 

CM 

CD 
CO 
£Z 
CD 



CO 



3 

CM 
CO + 

a: g 

LL CD 

CD co 
LU ^ 

LO CO 



CH co 



CO 



o 



CD 
£= 
CO 

co -E 

CO CD 

tr 5 

LL. 

CD ^ 

LU + 

~~ CM ^ 

CO s— CD 

3cO £ 

cl 

OH ot jl 

CM 
CO 

oo 

LO 
CM 



CM 

+ 



oh 



CD 
CO 
£= 
CD 

CD co 
LU ^ 

s S 

3 CO 



CD O 

- oo 

on 



CL 

OH co 

CO 

oo 
oo 

LO 
CM 



ll. _q 

CD co 

LU to 

m 
o 

o 

CO 



CD 



□eg 

LL- _Q 

CD co 
LU oo 

CD 

o 
h- 
o 

CO 



in 

CO 



GO 



< 

o 
o 

Z3 

o 

< 

CD 

< 



CD 



CO 



m 

CO 



CM 
3 
CD 

to 
o 

CO % , 

ct: cS 

LL _q LL 

CD co CD 

LU oo LU 

r^- oo 
o o 
1^ 

o o 

CO CO 



CD 



< 
o 
a 

3 

o 
< 

CD 

< 
o 
< 

3 

o 
o 

3 

CD 



o 
o 



CM 

m 



OH 

LL 

CD 

LU 





CN 

m 

CO 


CO 

m 

CO 


m 

CO 


m 
m 

CO 


CD 

m 

CO 


I s - 

in 

CO 


CO 

in 

CO 


CD 

in 

CO 


o 

CD 

CO 


CD 
CO 


CN 
CD 
CO 


CO 
CD 
CO 


m 

CO 


m 
m 

CO 


CD 

CO 


m 

CD 

CO 


CD 
CD 

CO 


I s - 
CD 

CO 


CO 
CD 
CO 


CD 
CD 

CO 


o 
I s - 

co 


T — 

I s - 

co 




1- 

co 
1— 

o 

=3 
=3 

cd 
< 

o 
CD 
CD 

=3 
O 
=3 
3 
Z3 

cd 
< 

o 

Z5 

cd 

CD 


1- 

cj 

Yz 

c 
c 

< 
e 

c 
c 
c 


) 

3 

) 
) 

3 
3 
3 

) 
3 
) 
3 
) 
) 
) 


1— 

CO 

1— 

o 

CD 
CD 
o 
< 
o 

Z3 

o 

1 

=3 
< 

CD 

< 

CD 


1— 

CO 

h- 

CD 
CD 

Z3 
O 
< 

CD 
CD 
< 

Z3 

CD 

=3 

a 

Z3 

CD 
< 
CD 
CD 


h- 
h- 

O 

o 
< 

CD 
3 
O 

CD 
< 

o 
o 

CD 
3 

o 

k 

CD 


l_ 
h 

e 
c 
e 

<3 
C 
< 

c 

e 
e 
< 


) 
) 
) 
) 
) 
) 
) 
) 
* 

) 

) 
) 

5 
> 


h- 
h- 

O 
3 
< 
O 
3 
< 
CD 
3 
3 
CD 
< 
CD 
3 
CD 

a 
o 

3 
3 

CD 


h- 
h- 

< 
O 
O 

O 
< 
CD 
< 
O 
< 
3 
O 
O 
3 
CD 

$ 

O 

o 


1- 
1— 

O 
3 
3 
CD 
< 
O 
CD 
CD 
3 
O 
3 
3 
3 
CD 
< 
O 
3 
CD 
CD 


1— 
1— 

3 

O 
O 
3 

3 
3 

< 
CD 
3 
CD 
3 
O 

a 
a 


1— 
h- 

O 

% 

CD 
CD 
O 
< 

o 

3 

O 

% 

o 

3 
< 
CD 
3 
< 
CD 


t 

CD 
CD 
3 
3 
O 
< 
CD 
CD 
< 
3 
CD 
3 
O 
3 
CD 
< 
CD 
CD 
3 


CO 

1— 
1— 

< 

o 

CJ 
3 

o 

< 

CD 
< 

o 

< 

=3 
O 

o 

3 

CD 

% 

o 
o 

CO 


1— 

CO 

h- 

CD 
CD 

Z3 
O 
< 

CD 
CD 
< 

Z3 

CD 

=3 

a 

CD 
< 
CD 
CD 


CO 

1— 
1— 

o 
o 
< 

< 

CD 

Z3 
O 

o 

=3 
< 

o 

< 

CD 
< 

o 

Z3 
O 

o 

< 

QQ 


1- 

co 

1— 

=3 

CD 
CD 
< 
CD 

Z3 

o 

=3 

CD 

=3 
< 

CD 
CD 
< 
o 

Z3 

CD 
CD 


QQ 

1— 
1— 

O 

5 

— i. 

CD 
CD 

% 

o 

=3 
O 

CD 
CD 

=3 

CD 
CD 

QQ 


QQ 

1— 
1— 

o 
o 

< 

=3 
< 

CD 

o 
CD 

Z3 

CD 

=3 
O 

$ 

CD 
CD 

QQ 


QQ 

1— 
1— 

o 
o 

Z3 

o 

=3 
< 
O 

o 

s 

Z3 

o 
CD 

o 
CD 

$ 

QQ 


QQ 
h- 
1— 

CD 
< 

% 

o 

=3 
=3 
O 

o 

=3 
O 
=3 

% 

O 

k 

o 
QQ 


1— 

CO 

1— 

o 

< 

o 

=3 
=3 

15 

o 
CD 
< 
CD 

=3 
=3 
O 
O 
Z3 
=3 

CD 
< 


1— 

oo 

■o 
o 

Z3 

CD 

< 

o 
CD 

3 
Z3 
O 
3 

% 

Z3 

CD 
CD 


stab04 


< 
Z 

or 

CO 

^- ID 
CN O 
— ' _Q 
CD 

co « 

or o 
1 1 

CD ° 
UJ °° 


< 

Z 

a: 

CO 

^— m 

CM O 
— 1 _Q 
o CO 

P 

U- CO 

CD 00 
LU C 


< 
Z 

or 

CO 

^— in 
OJ o 
— 1 _Q 

IS 

1 1 (X) 

CD ° 
UJ S2- 


< 
Z 
QT 

CO 

m 

CN O 
— 1 _Q 
C\l CO 

0T 

1 I lq 


< 

z 
or 

CO 
CN 

o 

CO 

or 

u_ 

CD 

LU 


< 
z 
or 

CO 

CN 
3 

CN 
CO 
CO 

or 

LL 

CD 
LU 


<L 
Z 
QT 
"co 

CN 
3 

CD 
O 
CO 

or 

U_ 

CD 
LU 


<L 

z 

DC 

'co 

CN 
3 

s 

CO 

fZ 

|_L 

CD 

LU 


< 
Z 
(Z 

CO 

CN 
j 

CD 
CO 

cz o 

LL t— 

CD ° 

uj 5° 


< 
z 

(Z 

CO 
CN 

_l 

o 

LL CO 

CD tr> 
LU 


< 
Z 
CZ 

CO 
CN 

_l 

CO 

o 

CZ CD 
LL CD 
CD ° 
UJ ^ 


< 
Z 
CZ 

CO 
CN 

_l 

I s - 

lo 

CZ 

u_ in 


<L 
Z 
CZ 

CO 
CN 

3 

CO 

£| 

CD co 
LU oo 


< 
Z 
CZ 

CO 

m 

CN O 
— 1 _Q 
CN CO 

CZ ^j- 

1 I lq 


> 
<L 

z 

CZ 

CO 

CN 
3 

■•-J 
m 

CO 

CD co 
LU oo 


< 
Z 

CZ m 

co o 

_i to 

- > 

I s - £= 

|o 

u_ m 

2£ 


< 
Z 

a: 

"co 

CN 
3 

CN 

CN g 

CD § 

o: co 

LU oo 


< 

z 

QC 

"co 

CN 
3 

CD 

in 

CN g 

CD § 

o: co 

LU co 


< 
Z 
CZ 

CO 
CN 

3 

CD 
I s - 

CN § 

CD § 
CZ co 
LU oo 


< 
Z 
CZ 

00 

CN 
3 

CD 
CD 
I s - 

CN g 

CD § 
CZ co 
LU oo 


< 
Z 
CZ 

oo 

t- m 

CN O 
— 1 _Q 
CN CO 
CD 

CN ^ 
CN Q 

CD ^ 
cz ^ 

UJ ^ 


< 
Z 

or 

CO 

v- m 

CN O 
— 1 _Q 
I s - CO 

co 

ID ^ 
CN Q 
CD CD 




CD 
O 
I s - 
O 
CO 


o 
o 

CO 


o 

CO 


CN 

o 

CO 


m 

CO 
CD 

o 

CO 


CD 
CO 
CD 
O 
CO 


I s - 
CO 
CD 
O 
CO 


CO 
CO 
CD 
O 
CO 


CD 
O 

CO 


CN 
CD 
O 

CO 


CO 
CD 
O 

CO 


CD 
O 

CO 


o 
o 

CO 
CO 


o 

CO 
CO 


CN 
t — 

CO 

CO 


CO 
CO 
CO 


S 
I s - 

o 

CO 


CN 
CD 
I s - 
O 
CO 


CO 
CD 
I s - 

o 

CO 


^J- 

CD 
I s - 
O 
CO 


m 

CD 

I s - 
o 

CO 


CD 
CD 
I s - 
O 
CO 




CD 
OO 
CZ 
CD 
CO 

~rz 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
00 
£Z 
CD 
OO 


CD 

oo 

£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

"cz 

CO 






CM 


CD 


I s - 


^J- 


CN 


CD 


I s - 


^J" 


CN 


CD 


I s - 


I s - 


I s - 


I s - 


I s - 


CO 


CD 


O 

in 


LO 


CO 

^1- 


CD 




O 

o 
< 

CD 
O 

CD 
< 
O 
O 
CD 
3 
O 

k 

CD 


ci 
ci 
c 
< 
c 
< 
c 

e 
e 
< 


) 
) 
) 
) 
) 
) 
) 
) 

) 

) 
) 

) 
) 


o 

< 
O 

< 
CD 

3 

CD 
< 
CD 
3 
CD 
O 
O 
3 
3 
CD 


< 

o 

O 
3 
O 
< 
CD 

<L 

o 
< 

3 

O 

o 

3 

CD 

O 
O 


o 
o 
< 

CD 
3 
O 

CD 
< 

a 
o 

CD 
3 
O 

k 

CD 


e 
e 
c 
< 
c 

c 

e 
e 
< 


> 

) 
) 
) 
) 
) 
> 

5 

5 
) 


O 
3 
< 
O 
3 
< 
CD 

3 
CD 
< 
CD 
3 
CD 
O 
O 
3 
3 
CD 


< 

O 

o 

3 

O 
< 
CD 

<L 

o 
< 

3 

O 

o 

3 

CD 

o 
o 


O 

o 
< 

CD 
3 
O 

CD 
< 

a 
o 

CD 
3 
O 

^ 

CD 


3 
3 
3 
3 
3 
CD 
CD 
CD 
< 
O 
< 

a 

3 

CD 
CD 
< 


o 

3 

< 
O 
3 
< 
CD 
3 

3 

CD 
< 
CD 
3 
CD 
O 

a 

3 
3 

CD 


< 

O 

o 

3 

O 
< 
CD 

<L 

o 
< 

3 

a 
o 

3 

CD 

O 
O 


< 

O 

o 

3 

O 

< 

CD 

<L 

o 
< 

3 
O 

o 

3 

CD 

% 

O 

o 


< 
o 

O 
3 
O 
< 
CD 

<L 

o 
< 

3 

O 

o 

3 

CD 

% 

o 
o 


< 

O 
O 
3 
O 
< 
CD 

<L 

o 
< 

3 

O 

o 

3 

CD 

% 

O 

o 


< 

a 
o 

3 

O 
< 
CD 

<L 

a 
< 

3 

O 

o 

3 

CD 

% 

O 

o 


3 

o 

3 

o 
< 
< 

CD 
CD 

O 
3 
O 
CD 
CD 
3 

CD 
3 
CD 
CD 
< 


$ 

O 

CD 

3 

< 

CD 
<< 

O 
CD 
3 
CD 
3 
O 

CD 
CD 

ik 


3 
3 

O 
O 
3 
O 
3 
< 
O 

Ik 

o 

3 

O 
CD 
3 
O 
CD 

CD 


CD 
3 
CD 
< 

o 

< 

a 
o 

3 
3 

O 

o 

3 

o 

3 

< 
O 

a 

k 

o 

3 

O 


3 

o 

3 

a 
< 
< 

CD 
CD 

% 
O 
3 
O 
CD 
CD 
3 

k 

CD 
3 
CD 
CD 
< 


k 

O 

o 
< 

CD 
3 
< 
CD 

O 
CD 
3 
CD 
3 
O 

k 

CD 
CD 

k 




CD 
CD 
I s - 


o 

CO 
CO 


CD 

o 

CO 


CN 

m 

CO 


CD 
CD 
I s - 


o 

CO 
CO 


-3- 

CD 
O 
CO 


CN 

m 

CO 


CD 
CD 
I s - 


o 

CO 
CO 


^i- 

CD 
O 
CO 


CN 

m 

CO 


CN 

m 

CO 


CN 

m 

CO 


CN 

m 

CO 


CN 

m 

00 


CN 
CN 


I s - 

LO 


CD 

m 
I s - 


I s - 

CD 
I s - 


CN 
CN 


I s - 

LO 




or 

u_ 

CD 
LU 


or 
u_ 
CD 
LU 


or 

u_ 

CD 

LU 


or 
u_ 

CD 

LU 


QT 

LL 

CD 

LU 


0T 

LL 
CD 
LU 


(Z 

LL 

CD 
LU 


DC 

LL 

CD 
LU 


cz 

LL 

CD 
LU 


CZ 

LL 

CD 
LU 


CZ 

LL 

CD 
LU 


CZ 

LL 

CD 
LU 


CZ 

LL 

CD 
LU 


CZ 

LL 

CD 

LU 


CZ 

LL 

CD 
LU 


DC 

LL 

CD 

LU 


CN 

CD 
CZ 
LU 


CN 

CD 
CZ 
LU 


CN 

CD 
CZ 
LU 


CN 

CD 
CZ 
LU 


CN 

CD 
CZ 
UJ 


CN 

CD 
CZ 
LU 



oo 



CM 
I s - 

CO 


CO 

co 


S 

CO 


LO 

I s - 

CO 


CD 

I s - 

CO 


I s - 
I s - 

co 


oo 
I s - 

CO 


CD 

r*— 

CO 


O 
OO 
CO 


CO 
CO 


CM 

oo 

CO 


CO 
OO 
CO 


oo 

CO 


LO 

oo 

CO 


CD 
00 
CO 


I s - 
00 
CO 


OO 
00 
CO 


CD 
OO 
CO 


O 
CD 
CO 


CD 

CO 


CM 
CD 

CO 


CO 
CD 
CO 


CD 
CO 


LO 
CD 
CO 


CD 
CJ) 

CO 


GGAGAuGGuuGAGcAGcuuTsT 


I— 

CO 

o 

=3 
Z3 

CD 
CD 

=3 
< 

CD 
< 
CD 
CD 

% 

CD 
CD 

Z3 

CD 

Z3 

o 


h- 
h- 

3 

O 

CD 
CD 

$ 

O 
3 
O 
CD 
CD 
3 

CD 
3 
CD 


h- 
h- 

o 
o 
< 

CD 
3 
< 
CD 

% 

O 
CD 
3 
CD 
3 
O 

CD 
CD 


1— 
h- 

O 
O 
3 
Q 
3 
< 
O 
O 

% 

o 

3 

O 
CD 
3 
O 
CD 

% 


h- 
1- 

CD 
< 
O 
< 

o 
o 

3 
3 

O 

o 

3 

O 
3 

< 
O 
O 

O 


h- 
h- 

O 
< 

o 

3 
3 

< 
O 
O 
CD 
< 
CD 
3 
3 
O 

o 

3 
3 

CD 
< 


1— 
1— 

O 
O 
3 
3 
CD 
< 
O 
< 
O 
CD 
3 
3 
O 
3 
< 
O 
3 
CD 
CD 


1= 

3 
3 

O 
CD 
< 
O 
CD 
< 
CD 
3 
3 
CD 
CD 
3 
< 
CD 
< 
CD 
CD 


h- 

h- 

CD 
3 
3 
CD 
CD 
3 
< 
CD 
< 
CD 
CD 

CD 
CD 
3 
CD 
3 
O 


h- 

1— 

o 

3 

O 
CD 
< 
O 
< 
CD 
< 
CD 
3 
O 
< 
CD 
O 
CD 
3 
< 
O 


1— 
h- 

CD 
< 
CD 

CD 
3 
O 
3 
3 
O 
< 
CD 
3 
O 

o 

3 

< 
O 
< 


1— 
h- 

CD 
O 
< 
CD 
< 
CD 
CD 
3 
< 
CD 
3 
< 
CD 
3 
< 
CD 
3 
< 
CD 


h- 
h- 

O 
CD 
3 

< 
O 

o 

CD 
3 
CD 
3 
O 
3 
3 
3 

$ 

O 
< 


h- 
1— 

CD 
3 
< 
O 
CD 
O 
3 
CD 
< 
O 
3 
O 
3 
CD 
3 
O 
CD 
< 
CD 


1— 
1— 

3 
CD 
3 
< 

CD 
CD 
< 
O 
3 
CD 

CD 
< 
O 
< 
O 
3 
O 


1— 
1— 

o 

3 

< 

o 

3 
< 
O 
3 
< 
O 
3 
< 
O 
O 
3 
O 
3 
CD 
O 


1— 
1— 

3 
CD 
3 

< 
O 
< 

o 

CD 
CD 
3 

% 

O 
CD 


1— 

CO 

1— 

O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CO 

CD 

CO 

< 

CO 

CD 

CO 

3 

CO 
Q 


1— 

CO 

1— 

O 

% 

O 
< 
3 

O 
< 

CO 

O 

CO 

O 

CO 

< 

CO 

< 

CO 

o 


h- 

a 

h 

c 
c 

< 
< 

a 

e 

a 

C 
_a 

~o 

C 
a 
C 


) 

) 
) 

) 
) 

5 

5 
) 
) 
) 
) 
) 
) 
) 
) 
) 


1— 

CO 

h- 

CD 
3 
< 
CD 
3 
O 
3 
O 

o 

CD 
CD 
CD 
< 
CD 

CO 

CD 

CO 

< 

CO 

< 

CO 

O 

CO 

CD 


1— 

CO 

h- 

CD 
< 
O 
3 
O 

3 
3 
3 
3 

O 

o 

CO 

CD 

CO 

3 

CO 

CD 

CO 

CD 

CO 


1— 

CO 

h- 

CD 
3 
3 
CD 
CD 
3 
CD 
3 
3 
3 
3 
< 
3 
CD 

CO 

3 

CO 

3 

CO 

CD 

CO 

3 

CO 

3 


1— 

CO 

h- 

CD 
CD 
< 
O 
O 
3 
3 
3 
O 
3 
3 
< 
CD 
3 

CO 

3 

CO 

3 

CO 

3 

CO 

CD 

CO 


ERG2779L21 siRNA 
(761C)stab05 


< 

Z 

CO 

v- LO 
CM O 
— I -Q 
I s - CD 

Kjl 
CN O 

CD cd 

a: g 

LU 


< 

z 
tr 

CO 

CM 
— ) 

CM 
CM 

CD 

q: 

LU 


< 

z 
cc 

CO 

CM 
— ) 

CJ) 

LO 

CM 

CD 

cc 

LU 


< 

z 

CC 

CO 

CM 
— ) 

CD 

r^- 

CM 

CD 

cc 

LU 


< 
z 
cc 

CO 
CM 

— ) 

CD 
CD 

I s - 

CM 

CD 
CC 
LU 


< 

z 

CC 

CO 

CM 
CD 

CM ^ 
CM Q 

CD 

cc 

LU £L 


< 
Z 

cc 

CO 

co 

LO ^ 
CM Q 

CD cd 


< 
Z 
CC 

CO 

CD 
I s - 

CM Q 

CD 

cc g 

LU 


< 

z 

CC 

CO 

I s - 
oo 

I s - ^ 

CM O 

CD cd 
DC f£ 


< 

z 

CC 

"co 

CM 
3 

CO 

o 

CM 

CM 
-i— 
_l_ 

N 
LU 


< 

z 

CC 

CO 

CM 
3 
o 

3 

CM 
-i— 
_l_ 

M 
LU 


< 

z 

CC 

'co 

CM 
3 

o 

CD 
CD 

CM 
-i— 
_l_ 

N 
LU 


< 

z 

CC 

"co 

CM 
3 

LO 
CD 
^J" 

CN 
—r~ 
_l_ 

NJ 
LU 


< 

z 

CC 

CO 

CM 
1 

CM 

CM ^ 
CM O 

T" CO 

N O 
LU £S 


< 

z 

CC 

CO 

CM 
—1 

00 
LO 

CO ^ 
CM O 
-L- ^ZL 

N S 
LU Zl 


< 

z 

CC 

CO 
CM 

—1 

oo 
o 

I s - ^ 

CM O 
LU 


< 
Z 
CC 

CO 

CM 
1 

CO 

LO ^ 

t: o 

CM LO 
~I~ CD 

M ^ 
LU C 


< 

z 

CC 

CO 

CM 
3 
CD 

CO ^~ 

"V — " O 

h— -CI 

Lj jS 

U_ CO 


< 

Z 
CC 

CO 
CM 

3 

o 

CO 

CM ^~ 
^ o 

h— -CI 

Li jS 
u_ co 


< 

z 

CC 

CO 
CM 

3 

CM 
CD 

CO ^_ 

^ o 

Li B 
u_ co 


< 
Z 
CC 

CO 
CM 

3 

CD 
CD 

CM v- 
^ o 

Lj S 

U_ CO 


< 
z 

CC 

CO 
CM 

-1 

CD 00 

2o 


< 
Z 
CC 

CO 

CM § 
LO « 

So 

_u o 


< 
Z 
CC 

CO 
CM 

i 

CM 
CO 
CJ) 
CO 

1— 
_l 
u_ 


30767 


CO 
CD 
I s - 
O 
CO 


LO 

o 

CO 


CD 
O 
CO 


o 

CO 


oo 
o 

CO 


CM 

CO 


CM 
CM 

CO 


co 

CM 

CO 


CM 

CO 


CD 

CO 


I s - 

5- 

co 


oo 

5- 

co 


CD 

CO 


O 
CM 
^J" 

CO 


CM 

CO 


CM 
CM 

CO 


CO 
CM 

CO 


CD 
CD 
CM 


LO 
CD 
CD 
CD 
CM 


CD 
CD 
CD 
CD 
CM 


I s - 

CD 
CD 
CD 
CM 


00 
CD 
CD 
CD 
CM 


CD 
CD 
CD 
CD 
CM 


o 
o 
I s - 

CJ) 
CM 


antisense 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 

a 

CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c= 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 

CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 
-1— > 
£Z 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 

CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


o 
m 


LO 


CO 


CD 


O 
LO 


LO 


00 

^1- 


CD 


O 
LO 


LO 


CM 
LO 


CO 
LO 


LO 


LO 
LO 


CM 
LO 


CO 
LO 


LO 


LO 
LO 


CD 
LO 


I s - 
LO 


OO 
LO 


CD 
LO 


CD 
LO 


I s - 

LO 


00 
LO 


GAAAGCUGCUCAACCAUCUCCUU 


CD 
3 
CD 
< 

o 

< 
O 
O 

3 

O 

o 

3 

o 

3 

< 
O 

o 
o 

3 

o 


3 

O 
3 

o 
< 
< 

CD 
CD 

$ 

O 
3 
O 
CD 
CD 
3 

$ 

CD 
3 
CD 
CD 
< 


O 

o 
< 

CD 
3 
< 
CD 

O 
CD 
3 
CD 
3 
O 

% 

CD 
CD 

% 


3 
3 

o 
o 

3 

o 

3 

< 

O 
f \ 

% 

o 

3 

o 

CD 
3 
O 
CD 

CD 


CD 
3 
CD 
< 

o 

< 

o 
o 

3 
3 

O 

o 

3 

o 

3 

< 
O 

o 
o 

3 

o 


3 

o 

3 

O 
< 
< 
CD 
CD 

% 
O 
3 
O 
CD 
CD 
3 

CD 
3 
CD 
CD 
< 


O 

o 
< 

CD 
3 
< 
CD 

o 

CD 
3 
CD 
3 
O 

% 

CD 
CD 


3 
3 

O 
O 
3 
O 
3 
< 
O 

o 

3 

O 
CD 
3 
O 
CD 

CD 


CD 
3 
CD 
< 

o 

< 

o 
o 

3 
3 

O 

o 

3 

o 

3 

< 
O 

o 
o 

3 

o 


o 

3 

O 
CD 
< 
O 
< 

< 

CD 
3 
O 
< 
CD 
O 
CD 
3 
< 
O 
< 
3 


3 
O 
CD 
< 
CD 
3 
CD 
3 
O 
3 
3 
O 
< 
CD 
3 
O 
O 
3 
< 
O 
< 

o 

CD 


3 

< 
CD 
O 
< 
CD 
< 
CD 
CD 
3 
< 
CD 
3 
< 
CD 
3 
< 
CD 
3 
< 
CD 
O 
< 


< 

3 

o 

CD 
3 
3 

< 
O 
O 

(H 
<U 

3 

CD 
3 
O 
3 
3 
3 

O 
< 
CD 
3 


O 
3 
O 
CD 
< 
O 
< 

< 

CD 
3 
O 
< 
CD 
O 
CD 
3 
< 
O 
< 
3 


3 
O 
CD 
< 
CD 
3 
CD 
3 
O 
3 
3 
O 
< 
CD 
3 
O 

o 

3 

< 
O 
< 

o 

CD 


3 

< 
CD 
O 
< 
CD 
< 
CD 
CD 
3 
< 
CD 
3 
< 
CD 
3 
< 
CD 
3 
< 
CD 
O 
< 


< 
3 
O 
CD 
3 
3 
< 
O 
O 

3 
CD 
3 
O 
3 
3 
3 

$ 

O 
< 
CD 
3 


CD 
< 

o 
o 
o 
< 

O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 


< 

CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


C 

c 

c 
< 

e 
e 

c 
c 
e 
< 


) 
) 
) 
) 

) 
) 

5 

5 
) 
) 
) 
) 
) 


3 

CD 
CD 
3 
< 
CD 
3 
O 
3 
<J 
O 
CD 
CD 
CD 
< 
CD 
CD 

O 
CD 


CD 
< 

o 
a 
o 
< 
o 

CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 

a 


< 

CD 

i 

5 

o 
< 

3 

O 
< 

o 
o 

o 


3 
3 

O 

o 
o 

3 

CD 

CD 
CD 
3 
O 

o 

CD 
< 


o> 

LO 
I s - 


I s - 
CD 
I s - 


CM 
CM 


I s - 

LO 


CD 
LO 

I s - 


I s - 

CD 

I s - 


CM 
CM 


I s - 

LO 


CD 
LO 
I s - 


I s - 

CD 

I s - 


o 

CM 


oo 

CO 
CO 


oo 

00 
CD 


CO 
CD 
-3" 


o 

CM 


00 
CO 
CO 


00 
00 
CD 


CO 
CD 


I s - 

co 


00 
CO 
CO 
CM 


o 

CD 

CO 


I s - 

CD 
CM 


I s - 

CO 


00 
CO 
CO 
CM 


o 

CJ) 

CO 


ERG2 


CM 

CD 

cc 

LU 


CM 
CD 

cc 

LU 


CM 

CD 

etc 

LU 


CM 

CD 

CC 

LU 


CM 

CD 
CC 
LU 


CM 
CD 

cc 

LU 


CM 

CD 
0£ 

LU 


CM 

CD 
CC 
LU 


CM 

CD 
CC 
LU 


CM 
X 
M 
LU 


CM 
X 
M 
LU 


CM 

X 

KJ 
LU 


CM 

X 

NJ 
LU 


CM 
X 
N 
LU 


CM 
X 
M 
LU 


CM 
X 
N 
LU 


CM 
X 
KJ 
LU 


1— 

_l 
u_ 


1— 

_l 
u_ 


1— 
_l 
U_ 


1— 
_l 
LL 


1— 

_l 

LL 


I— 
_l 

u_ 


h- 

_l 

LL 



CD 



< 

co 

— ) CO 

w CD 
c/) <C 



CO 



CO 



« CO 

3 CD 

«2 « 

« w 
co 
CD 
co 

co 
3 
co 
CD 



3 « 

« w 

% CD 

CD ^ 
co <q - 

co 



O 

CO 

O . 

co ^5 
CD O 
« co 

3 

co — ' 

CD 

CO 

< 

CO 

O 

CO 



O 



CD 



CD 



CD 



CD 



<3 « 



CD 



CD 



o 

_Q 

.2 

"co 

O 
CN 

CD 
CO 



CO 

CN § 

oj iS 

CD 60 

So 

JJ O*) 

i 05 

CN 



o 
i— i 

o 
o 



CO 

CN 
3 

CD 

^ CO 

T — O 
I— ^ 

Li cq 



cr 

"co 

CN 
3 

o 

CO 

CO 

T- O 
I— 

Li co 



CN 
CD 

CT! CO 

T — O 

I— -° 
Li £ 

U- CO 

o 

CD 
CN 



CO 
CN 

3 

CD 
CD 

CN CO 

T — O 
I— ^ 

Li co 



CN 2 
CD CO 

M CO 



CN § 
— 1 CO 

So 

" o 
Lj °° 

r^- 
o 
h- 

CD 
CN 



^CN 
CN § 

CN -2 
CO co 

So 

CN 

"□5 

M CO 



CN § CN 



CD 00 

So 

" CD 



3 

o 

CO 
CN 



CO 

cu 

CN 

So 



CN 



CO 
CN 

3 

s > 

co ■- 

cn ^~ 

^ o 

I— -° 

Li co 



OCT 



CO 
CN 

3 

CN CO 

T — O 
I— ^ 

Li J5 

LL CO 

LO 
00 
CD 
CD 
CN 



"co -.;=; 
t- CO 



CN 
I 

00 

m 

So 

^— — o 



CN 

m ■- 

So 

^— — o 




CD 



QQ 



QQ 



CD 



QQ 



o 
i— i 

o 
o 



CO -o 
^ I 

si 

So 

" o 

Lj °° 
o 

CD 

O 
CO 



0) 

o 
>, 

O 



m CM 

§ a 

7^ CO 

5 ° 
CO QQ 
CN — 
■ CD 
CO 
£= 
CD 
CO 



5 ° 

CO QQ 

— I CD 

LL C/) 



(Z 



CZ 



™ i- 

m co 

So 

" O 

□ co 



So 

^— — o 



CO —> 
CD 

CN ^ 

So 

^— — o 



cvi h- 

— I "O 

So 

o 



en 



on 



32 
So 



CM 

— I I— 

So 

" o 
l_ 

Lj 00 

ii CN 



fN I- 

So 

^ ° 
Lj 00 

ii CN 



cz 



3l- 

co « 
m I— 

So 

^— — o 



v: ^* 

T — O 

I— ^ 

Lj iS 

U- co 

o 

CO 



cz 

CO 
CN 
CO 

o 
m 

T — O 
I— 

Lj ra 



CN 

m 

T — O 
I- £ 

_i £ 
U- co 

a> 

o 
co 



CO 
CN 
CO 

in 

T — O 

h- -S 

i jS 

U- co 

o 

00 

o 

CO 



CN § 
Cn'S 
o w 

2o 

i_ oo 



CZ 

CN § 

^ -2 

CN W 

So 

JJ CO 

L_ O 

Lj 10 
ll $2, 

CN 
OO 
h- 

o 

CO 



CZ 



CN § 
CO w 

So 

m 

LL S 

CO 
00 

o 
co 



CZ 

^ -2 

co 

So 

JJ CO 

l_ m 

Li £ 





o 


5- 


CNI 


CO 


5 


m 


CD 
^J" 




OO 


CD 


O 

m 
^J- 


UO 


CNI 

m 


CO 

m 
^1- 


m 
^J- 


m 
m 


CD 

m 


1^- 

m 


00 

in 
^J- 


CD 

m 


O 
CD 


CD 




i- 

co 

h- 

CD 

=3 

CD 

=5 

CD 

=3 
=5 

Z5 
< 

CD 
CD 

Z5 
=3 


1= 

o 

a 
< 
o 

< 

< 
o 

o 


l= 

3 

CD 
3 
3 
CD 
3 
< 
3 
3 
3 
3 
CD 
3 
CD 
CD 
3 
3 
CD 


LL 

h- 
h- 

C 
< 

c 
c 
< 
c 

< 

c 

< 
< 
a: 


J 

; 

1 

5 

| 

j 
] 


1— 

CO 

h- 

3 
Z3 

CD 

Z3 
=3 

CD 

=3 
< 

Z3 

Z3 

CD 

=3 

CD 
CD 

=3 
=3 

CD 


DQ 

h- 

o 
o 

=3 
CD 


1— 

CO 

1— 

3 
Z3 

CD 

=3 

CD 

=3 

< 

Z3 
=3 

Z3 

CD 

=3 

CD 
CD 

=3 
=3 

CD 


1— 
1— 

O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 


h- 
1— 

CD 
3 
< 
CD 
3 
O 
3 
O 
O 
CD 
CD 
CD 
< 
CD 
CD 

% 

O 
CD 


1= 

c 
c 

c 

< 
e 

e 
e 

c 
c 


) 
) 

) 
) 

j 

) 
) 
) 
) 
) 


1— 

CD 
< 
O 
3 
O 

3 
3 
3 
3 

O 
O 
CD 
3 
CD 
CD 
CD 


1— 
1— 

O 

CD 
3 
3 
O 
O 
3 
O 
O 
O 
CD 
CD 
< 
CD 
< 
O 
3 
< 
O 


1— 

CD 
CD 
< 
O 
O 
3 
3 
3 
O 
3 
3 
< 
CD 
3 
3 
3 
3 
CD 
CD 


CQ 

\— 

0 
0 

<L 
O 

CD 
CD 

3 

=3 
CD 
< 
CD 
3 
0 

CO 


DQ 

1— 
1— 

CD 

< 
CD 
0 

0 
0 

CD 
CD 
CD 
< 
CD 
CD 

0 
CD 

DO 


1- 

t 

C 

C 
< 

a 

e 
e 

c 
c 


> 
) 

5 
3 

j 

) 
) 
3 
) 
) 

) 


1— 

CO 

h- 

CD 
< 
0 
3 
0 

=3 
=3 

Z3 
O 
O 

CD 

CD 
CD 
CD 


1— 

CO 

CD 

=3 
0 
0 

0 
0 
0 
CD 
CD 
< 
CD 
< 
0 


1- 

co 

h- 

CD 
CD 

% 
0 
=3 
=3 

Z3 
O 

=3 
< 

CD 

Z3 

=3 
Z3 

CD 
CD 


CQ 

\— 

0 
0 

c5 
CD 
CD 
<C 

Z3 
Z3 

CD 

3 
0 

CO 


CQ 
1— 

tB 

CD 

0 

0 
0 
CD 
CD 
CD 

2 

CD 

? 
CD 

CO 


QQ 
I— 

O 

CD 
3 

0 
0 

CO 


stab07 


< 

z 
a: 

^ § 
o5 -2 

So 

^ ° 

i tI- 


> 

< 
z 
a: 

"co 

CN 
3 

o 

CO 
CNJ 

1— 
_l 
LL 


< 
Z 
DC 

CO 
CNI 

| - 

00 £ 
m ■- 

So 

" o 

1 "d- 
tj ^ 


< 
Z 

CO 
CNJ 

3 

g > 

T — O 

Li jS 

LL. CO 


< 

is 

« m 

CN g 

m to 

So 

^ ° 


< 
z 
a: 

CO 
CNJ 

3 

g > 

cni ^ 
^ o 

1 — -Q 

Lj S 

LL. CO 


< 

is 
^ °° 

CN § 

o5 -2 
m to 

So 

_u 0 


1— 
1 — 

< 

m 

CO 
CNJ 

3 

CD 
^J- 

CO 

1— 
_l 
LL. 


1— 
1- 

< 
z 
tr 

CO 
CNJ 

3 

CD 

CD 
CNI 

1— 
_l 
LL. 


1— 
h- 

< 
z 

"co 

CNJ 

3 

CNI 

CD 

CO 

i— 

_l 
LL 


< 
Z 

cr 

CO 
CNJ 

CD I - 

2o 

, CD 

Li ^ 


< 
Z 

a: 

CO 

CNI 
| . 

CD I" 

CD 

CN O 
JJ CD 
1 ^d- 

ui ™ 


< 
Z 
0C 

"co 

CNJ 
| . 

co 1— 

So 

^ CNI 


< 
z 

"co 

CNJ 

3 

CD 
^J" 

<P. *t 

T — O 

Li £ 

LL CO 


< 

z 
a: 

"co 

CNJ 

3 

CD 
CD 

T — O 

1- — -Q 

Li £ 

LL CO 


< 

Z 

a: 

CO 
CNJ 

3 

CNJ 
CD 

T — O 

Lj £ 

LL CO 


< 
z 
cr 

« m 

CNI ^ 
CD W 

2o 

, CD 
□ ^t" 
LL S2- 


< 

z 

CN § 

F- -2 

CD W 

So 

JJ CD 


< 
Z 
DC 

CN § 

0 -2 

CO co 

So 

^ CN 

!□ s 


< 
z 

CO 

CN 
3 
CD 

co 

T — O 

Li jS 

LL CO 


< 
z 

CO 
CN 

3 

CD 
CD 

cn 

"V — " O 

Lj jS 

LL CO 


< 
z 
m 

CO 
CN 

3 

CN 

CD 

T — O 

Li B 

LL CO 




CD 

m 
cd 
o 

CO 


CO 
CD 
CD 
O 
CO 


^t" 

CD 
CD 
O 
CO 


in 

CD 
CD 

o 

CO 


CD 
CD 

cd 
o 

CO 


CD 
CD 
O 
CO 


00 
CD 
CD 
O 
CO 


CNI 
OO 

CO 


CO 
OO 

CO 


3 

CO 


m 
00 

CO 


CD 
00 

CO 


00 
CO 


00 
00 

CO 


CD 
00 

CO 


O 
CD 

CO 


t — 
CD 

CO 


CN 
CD 

CO 


CO 
CD 

CO 


CO 


m 

CD 

CO 


CD 
CD 

CO 




CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 

CO 


CD 
CO 

CD 

CO 

co 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

~c 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CI 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 

c 

CD 
CO 


CD 
CO 

a 

CD 

CO 


CD 
CO 

c 

CD 
CO 






h- 
m 


r-- 
in 


in 


m 


m 


m 


CD 

m 


CD 

m 


00 

m 


CD 

in 


CD 

m 


00 
in 


CD 

in 


CD 

m 


00 

in 


CD 

in 


CD 

in 


OO 

in 


CD 

m 


CD 

in 


00 
in 




< 
CD 

Q 

o 
< 

O 
< 

o 
o 

o 


< 
CD 

Q 

O 
< 

O 
< 

o 
a 

O 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 
CI 

< 

c 

< 
c 
< 

c 
< 
c 
c 

< 

c 

< 


) 

) 

) 
) 

) 

) 
) 

i 


< 
CD 

Q 

a 
< 

3 

O 
< 

o 
o 

o 


< 
CD 

$ 

Q 

o 
< 

3 

O 
< 

o 
o 

$ 

o 

$ 


< 
CD 

O 

O 
< 
3 

O 
< 
O 
O 

$ 

O 


CD 
< 
O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 

$ 


3 

CD 
CD 
3 
< 
CD 
3 
O 
3 
{-J 
O 
CD 
CD 
CD 
< 
CD 
CD 

O 
CD 

% 


C 
C 

c 
< 
e 

e 
<z 

c 
c 
e 
< 


) 
) 
) 
) 

) 
) 

) 

) 
) 
) 
) 
) 
) 


CD 
< 
O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 


3 

CD 
CD 
3 
< 
CD 
3 
O 
3 
t \ 
kJ 

O 

CD 
CD 
CD 
< 
CD 
CD 

O 
CD 


3 
3 
O 
O 

O 
— ) 

CD 

CD 
CD 
3 
O 
O 
CD 
< 


CD 
< 
O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 


3 

CD 
CD 
3 
< 
CD 
3 
O 
3 
( \ 
<J 

O 
CD 
CD 
CD 
< 
CD 
CD 

O 
CD 


C 
C 

c 

< 

c 

e 
e 

c 
c 
e 
< 


) 
) 
) 
) 

) 
) 

j 

j 
) 
) 
) 
) 
) 


CD 
< 
O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 


3 

CD 
CD 
3 
< 
CD 
3 
O 
3 
t \ 

Ly> 
O 

CD 
CD 
CD 
< 
CD 
CD 

O 
CD 


3 
3 

O 
O 

O 
— ) 

CD 

CD 
CD 
3 
O 
O 
CD 
< 


CD 
< 
O 
O 
O 
< 
O 
CD 
CD 

3 
3 
3 

CD 
< 
CD 
3 
O 


3 

CD 
CD 
3 
< 
CD 
3 
O 
3 

O 
CD 
CD 
CD 
< 
CD 
CD 

O 
CD 

% 


3 
3 

O 
O 

O 
— ) 

CD 

CD 
CD 
3 
O 
O 
CD 
< 




00 
CO 
CO 
CNJ 


CO 
CO 
CO 
CNJ 


oo 

CO 
CO 
CNI 


oo 

CO 
CO 
CNI 


00 
CO 
CO 
CNI 


00 
CO 
CO 
CNI 


00 

CO 
CO 
CNI 


co 


^J- 

CD 
CNI 


0 

CD 

CO 


CO 


CD 
CNI 


0 

CD 
CO 


1^ 

co 


CD 
CNI 


0 

CD 

CO 


CO 


CD 
CN 


0 

CD 
CO 


CO 


CD 
CN 


0 

CD 
CO 




i— 

_l 
u_ 


1— 
_l 
LL 


1— 
_l 
LL 


1— 
_i 

LL 


1— 
_l 

LL. 


1— 
_l 
LL 


1— 
_l 
Ll_ 


1— 
_i 

LL. 


1— 
_l 
LL. 


1— 
_l 
LL 


1— 

_l 

LL 


1— 
_l 
LL 


1— 
_l 
LI- 


1— 
_l 

LL 


1— 
_l 
LL 


1— 

_l 

LL 


1— 

_l 

LL 


1— 
_l 
LL 


1— 
_l 
LL 


1— 

_l 

LL 


1— 
_l 
LL 


1— 
_l 
LL 



Cxi 

10 



CNJ 
CD 



O 

CD 

CD 
CD 
CD 



co 



CD CO 

26 

CO 



CN 



CD « 

So 

i_ 5 

□ a> 



a: 



QQ 



"co 

T — O 
I— 

Li ?P 



cr 

CO 
CNJ 

S -E 

o 
I— -° 
Li jS 

LL CO 



QQ 



CD -5= 

T — O 

I— 

Lj ?P 



W LO 



_i 



CD « 

26 

i £2 



O -2 
CO « 

So 

^ CN 

"□5 



QQ 



CD 



"co 

CNJ 

?.i 

t — o 
I— -° 
Li jS 

LL CO 



QQ 



CO 
CNJ 

S -E 
cm r^. 
^ o 
I— -° 
Li co 



QQ 



QQ 



CO 
CNJ 

CN > 

S -E 

T — o 

I— -° 

Li co 



« oo 

CN 2 



_J 



CD CO 

26 

M CO 



is 

« 00 
CN § 

CD CO 

So 

CD 
CN 



CD 



^ 00 

CN § 

o -2 

CO " 

CD - - 

co O 

^ CN 

"□5 

rr co 



CNJ 



CD 



CD 

co 
cu 



CD 



CD 
< 
CD 
3 
O 



co 



CD 



3 


CD 


3 


< 


O 


o 


O 


o 




o 




< 




o 




CD 




CD 



CD 



CO 
00 



o 

o 
o 



(D 
< 
CD 
3 
O 
CO 



(Z 

"co 



CD 

CO 



o 

CN 



CD 



CD 
< 

o 

3 

o 



1^ 

CO 



CD 



cz 

"co 

CN 
CD 
CD 

CN CD 

T- O 

I— -° 
Lj co 



CNJ 
CD 

<T> CD 

t — o 
I— -° 
Li jg 

U- CO 
CN 

CN 



(Z 



CN _Q 
CD « 

CO 
CN 



O 



(Z 

^ ° 

CN S 

o -2 

CO co 

So 

^ CN 

"□5 

m 

CN 



DC 

'co 

CN 

?.i 

CO CD 

T — O 
I— ^ 

Li jg 

LL CO 

CD 

CN 



CZ 

CO 

CN 

CN CD 

T — O 
I— ^ 

Li co 



CD -5= 

C^ CD 

T — O 

I— ^ 

Li co 



CN, J3 



_J 



CD CO 

CD 
CN 



" ° 
CN 5 

CD CO 

So 

JJ CD 

o 

CO 
CN 



CN _q 

o -2 

CO CO 
CD 

co O 

^ CN 

rr co 



< "E 
z do 

!* 

CN 5 

m co 

So 

" o 
I— 5t 

CN 



3 

< V. 

Z DO 

§1 

CD CO 
CD 

CN Q 
" CD 

1 05 

1 CN 



Z GO 



CN 5 
— 1 CO 

So 

" o 

^ CO 



1 CN 



CD 



< "P 

Z DQ 

CN 5 

id -2 

CD CO 
CD 

CN O 

" CD 

CD 



1 CN 



DQ 



(Z 

CO 

CN 

3 

o 

CO 

CN CD 

T — O 
I— ^ 

Li co 



(Z 

CO 
CN 

3 

o 

CO 

CN CD 

T — O 
I— 

Li co 



CZ 



CN 

^£ 

m co 

So 

" o 
rr 1 cn 



CD 



CD 



CZ ^ 

CO -Q 

CM CO 

• g 

m ■- 

So 

^ ° 

Lj °° 

CN 

m 



DQ 



DQ 



DQ 



0O 
CN 
O 



3 
3 

O 
O 
3 
CD 
CD 
CD 
3 
O 
3 
< 
3 
O 
O 
< 
CD 
CD 
3 
< 
O 
< 
CD 



CD 

CN 
O 





909 


CD 
O 

m 


1^. 

o 

LO 


CO 

o 

LO 


O 
LO 


O 
LO 


LO 


CM 
LO 


CO 
LO 


LO 


LO 
LO 


CD 
LO 


1^ 
LO 


CO 
LO 


CD 
LO 


o 

CM 
LO 


CM 
LO 


CM 
CM 
LO 


CO 
CN 
LO 


LO 


LO 
CN 
LO 


CD 
CM 
LO 


CN 
LO 


CO 
CN 
LO 


CD 
CM 
LO 




CO 

h- 
I— 

o 

CD 

3 

CD 

Z5 
O 
Z5 
< 

=3 
O 
O 
< 

CD 
CD 
< 
CD 
CD 
CD 

CO 


GO 

1— 
1— 

15 

Z3 
O 
< 

CD 
CD 

=3 

CD 

=3 

CD 

=3 

< 

O 

o 

Z3 
< 

o 
CD 
CO 


1— 

CO 

1— 

CD 

Z3 

CD 
< 
o 

Z3 
O 
Z3 
=3 
O 

CD 
CD 

Z3 
=3 
O 
=3 

CD 
< 


1— 

CO 

h- 

CD 
=3 
<r 
o 
o 

=3 

CD 
CD 
< 

=3 
< 

CD 

o 
o 

< 

CD 
CD 


1- 

co 

■o 
o 
o 

=3 

o 
o 

Z5 

CD 
CD 

% 

=3 
< 

CD 
< 
o 
< 
o 

CD 


1— 

CO 

1— 

o 
CD 

< 
CD 
CD 

< 
o 
< 

o 

% 

o 
Z5 

CD 
< 
CD 

Z3 


I— 
h- 

3 

O 
< 
CD 

O 
O 
CD 

$ 

CD 
< 
CD 
3 
O 

o 


1— 
I— 

O 

o 

3 

CD 
CD 
CD 
3 
O 
3 
< 
3 
O 
O 
< 
CD 
CD 
3 
< 
O 


1— 
1— 

O 
CD 
3 
CD 
3 
O 
3 
< 
3 
3 
O 
O 
< 
CD 
CD 
< 
CD 
CD 
CD 


I— 
h- 

< 

o 

3 

O 
< 
CD 
CD 
3 
CD 
3 
CD 
3 
< 
O 
O 
3 
< 
O 
CD 


1— 
1— 

CD 
3 
3 
CD 
< 
O 
3 
O 
3 
3 
O 
CD 
CD 
3 
3 
O 
3 
CD 
< 


1— 
h- 

CD 
3 
< 

o 
o 

3 

CD 
CD 
< 
3 
< 
CD 
< 
O 
O 
O 
< 
CD 
CD 


1— 
1— 

O 

o 
o 

3 

o 
o 

3 

CD 
CD 

$ 

3 

< 
CD 
< 
O 
< 
O 
CD 


1— 
1— 

O 
CD 
3 
< 
CD 
CD 
3 
< 
O 
< 

o 
< 
o 
o 

3 

CD 
< 
CD 
3 


1— 
1— 

o 

3 

< 

o 
< 

CD 
3 
O 
CD 

CD 
CD 
CD 
< 
CD 


1— 
1— 

O 
CD 
CD 
< 
CD 
< 
CD 
CD 

% 

CD 
CD 

CD 

CD 
CD 


1— 
1— 

CD 
CD 
O 
< 
3 
O 

o 

CD 
< 
CD 
3 
O 
< 
CD 
CD 
< 
CD 


h- 
I— 

3 

CD 
CD 
3 
< 
O 
< 

o 
< 

CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 


1— 
1— 

3 
3 
O 
3 

O 
O 

o 

3 
3 
3 

O 
CD 
< 
O 
3 
CD 
3 
< 
CD 


h- 

O 
O 
3 
3 
O 
3 
3 
O 
O 
3 
3 
O 
O 
3 
O 
3 
O 
O 
CD 


1- 
1— 

o 

3 

O 

o 

3 

CD 
< 
O 
3 
O 
CD 
CD 
< 
3 
CD 
O 
O 
3 
3 


1— 

< 

O 
CD 
< 

O 
< 

o 
o 
< 
o 

3 

CD 
3 
CD 
3 
< 
O 
O 
< 


QQ 
3 
O 
CD 
CD 
O 
CD 
3 
O 
< 

o 

3 
O 
CD 
3 
CD 
CD 
3 
< 
O 
O 
3 
QQ 


QQ 
< 

CD 
CD 
3 
< 

o 

O 
< 

o 

CD 
< 
CD 
3 
CD 
< 
O 
CD 
O 
O 
CD 
< 
QQ 


QQ 
< 

CD 
O 
O 
CD 

< 
CD 
3 
CD 
< 
CD 
O 
< 
O 
O 
< 
3 
CD 
CD 
< 
QQ 


stab04 


< 
z 

CO 

CN 

LO 
O 

cog 
O <o 

U_ 60 


< 
z 

CC 

CO 
CN 

3 

CM 
CD 

CO § 
O "3 
LL 60 


CD 
< 

Z 

cc 

"co 

CN 
_l 

h- 

CO LO 

CO § 
O _g 

LL 60 


< 
Z 
CC 

CO LO 

t- o 

CM -Q 
1 CD 

CD 60 

? o 

v. CO 
CO CN 

O 5 

LL 


< 
Z 

cc 

CO LO 

T- O 

CM -9 

—i s 
? o 

~ LO 

CO o 
O J 

LL 


< 

Z 

cc 

CO LO 

T- O 

CM -Q 
1 <o 

5 o 

V. CM 
CO CO 

O J 

LL ZLV 


< 
z 
cc 

"co 

CM 
3 

CD 

CO 

O 

LL 


< 

z 

CC 

CO 
CM 

3 

00 
CM 
O 

CO 

O 

LL 


< 

z 
cc 

CO 

CM 
3 

LO 
O 
*^ 

cb 
O 

LL 


< 

z 

CO 

CM 
3 
CM 
CO 

CO 

O 

LL 


O 

CD 
< 

z 

CO 

CO 
CO 

O 

LL 


< 
Z 
CC 

CO 

CM 
1 

CD 

? o 

V. CO 
CO CN 

O 5 

LL ^ 


< 
z 
cc 

CO 
CM 

I 

CO 
CM 

5 O 

~ LO 

CO o 
O J 

LL C 


< 
Z 
CC 

CO 

CM 
1 

o 

CO _ 

5 o 

V. CM 
CO CO 

O J 

LL ^ 


< 

z 
cc 

CO 

CM 
3 

CO 
CO 
CM 
CM 
CD 
< 

CD 


< 

z 
cc 

CO 

CM 
3 
CO 

CO 

CM 
QQ 

< 
CD 


< 

z 
cc 

CO 

CM 
3 
CO 

o 
o 

LO 
CM 
QQ 
< 

CD 


< 
Z 
CC 

CO 

CM 
3 

CO 
LO 
CD 
LO 
CM 
QQ 
< 
CD 


< 
z 
or 

CO 

CN 

1 

CD 
CD 

CO ^ 
^ Q 
CN ^~ 
QQ CO 
< CO 

3 £i 


< 
z 
cc 

CO 

T 

CM 
_l 

CO 

CO ^ 

■* o 

< CO 

CD S 


< 
Z 
DC 

CO 

CN 
_J 

CN 

O A 

CN CD 
QQ O 
< ° 

CD 5£l 


< 

z 
cc 

CO 

CM 
1 

CO 

CD A 
^ Q 
CM CO 
QQ LO 

<r cd 
CD ^ 


Id 

< CD 
=3 -jS 
0) 

Z CO 
CN 

CD °J 

X -b 

CO 00 
CD < 

r^- zz 
CC co 


CO _ 
< CD 
=3 « 

Z co 

CN ' 

^5 

CO w 
CD < 

g « 
CC co 


CO 
< 

Z3 
CD 
Z 
CN 

! 

CD 
X 

CO 
CO 
h- 

oZ 

CC 




h- 

o 

CO 


CN 
1^ 
1^ 

O 
CO 


CO 

o 

CO 


1^- 
1^ 
O 
CO 


LO 

o 

CO 


CD 

o 

CO 


CD 
^ 
O 

CO 


O 
LO 
O 

CO 


LO 

O 

CO 


CM 
LO 
O 

CO 


LO 
CM 

CO 


CO 
CM 

CO 


CM 

CO 


CO 
CM 

CO 


LO 

CO 


CM 
^ 
LO 

CO 


CO 

^ 

LO 

CO 


LO 

CO 


LO 
LO 
CO 


CO 
LO 
CO 


h- 

LO 
CO 


CO 
LO 
CO 


LO 

CN 
LO 
CN 


CO 

CN 
LO 
CN 


CM 
LO 
CN 




CD 
CO 
CZ 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 

c: 
co 


CD 
CO 
CZ 
CD 
CO 

c: 

CO 


CD 
CO 
CZ 
CD 
CO 

CO 


CD 
CO 
CZ 
CD 
CO 

"cz 

CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 


0) 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


0) 
CO 
£Z 
CD 
CO 
-1— » 
£= 
CO 


cu 

CO 
£Z 
CD 
CO 

CO 


CD 
CO 

cz 

CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 

CO 

cz 

CD 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 

cz 

CO 


CD 
CO 
CZ 
CD 

CO 

cz 

CO 


CD 
CO 
CZ 
CD 
CO 

cz 

CO 


CD 
CO 

cz 

0) 

CO 

cz 

CO 


CD 

CO 

cz 

CD 
CO 

t_ 

CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 




CD 
CD 


r^- 

CD 


CD 


LO 
CD 


CD 
CD 


CO 


«t 

co 


LO 
CO 


CO 
CO 


CO 


CD 


LO 
CD 


CD 
CD 


1^ 

CO 


00 
CO 


CD 
CO 


o 




00 
CD 


CD 
CD 


o 




CM 


CO 


CM 




CD 

O 

CD 
— ) 

CD 

O 

< 
3 
3 

O 

o 
< 

CD 
CD 
< 
CD 
CD 
CD 
< 
3 


CD 

O 
3 
O 
< 
CD 
CD 
3 
CD 
3 
CD 
3 
< 
O 
O 
3 
< 
O 
CD 


< 

CD 
3 
O 
< 
CD 

o 

CD 

CD 
< 
CD 
3 
O 

o 

CD 
< 


3 
3 
O 
O 
3 
CD 
CD 
CD 
3 

o 

3 
< 
3 

O 

o 
< 

CD 
CD 
3 
< 
O 
< 
CD 


3 

CD 
O 
CD 
3 
CD 
3 
O 

3 

f 

<L 
3 
3 
O 

o 
< 

CD 
CD 
< 
CD 
CD 
CD 
< 
3 


CD 

O 
3 
O 
< 
CD 
CD 
3 
CD 
3 
CD 
3 
< 
O 
O 
3 
< 
O 
CD 


< 
CD 
3 
O 
< 
CD 

O 
CD 

% 

CD 
< 
CD 
3 
O 

% 

o 

CD 
< 


3 
3 

O 
O 
3 
CD 
CD 
CD 
3 
O 
3 
< 
3 
O 
O 
< 
CD 
CD 
3 
< 
O 
< 
CD 


3 
CD 
O 
CD 
3 
CD 
3 
O 
3 
<. 
3 
3 
O 
O 
< 
CD 
CD 
< 
CD 
CD 
CD 
< 
3 


CD 

O 
3 
O 
< 
CD 
CD 
3 
CD 
3 
CD 
3 
< 
O 
O 
3 
< 
O 
CD 


< 

CD 
3 
O 
< 
CD 

O 
CD 

CD 
< 
CD 
3 
O 

o 

CD 
< 


3 
3 

O 
O 
3 
CD 
CD 
CD 
3 

o 

3 

< 
3 

O 
O 
< 
CD 
CD 
3 
< 
O 
< 
CD 


3 

CD 
O 
CD 
3 
CD 
3 
O 
3 
<L 
3 
3 
O 

o 
< 

CD 
CD 
< 
CD 
CD 
CD 
< 
3 


CD 

O 
3 
O 
< 
CD 
CD 
3 
CD 
3 
CD 
3 
< 
O 
O 
3 
< 
O 
CD 


CD 
3 
O 
3 
< 
O 
< 
CD 
3 
( \ 
\J 

CD 

CD 
CD 
CD 
< 
CD 

CD 
3 


3 
3 

O 
CD 
CD 
< 
CD 
< 
CD 
CD 

% 

CD 
CD 
< 
< 
CD 

% 

CD 
CD 
< 
CD 


CD 

CD 
CD 
O 
< 
3 

Q 
O 

CD 
< 
CD 
3 
O 
< 
CD 
CD 
< 
CD 
< 
CD 


O 
< 
3 
CD 
CD 
3 
< 
O 
< 

o 
< 

CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
3 
3 


CD 
3 
O 
3 
< 
O 
< 
CD 
3 
e \ 

V-J 

CD 

CD 
CD 
CD 
< 
CD 

$ 

CD 
3 


3 
3 

O 
CD 
CD 
< 
CD 
< 
CD 
CD 

% 

CD 
CD 
< 
< 
CD 

% 

CD 
CD 
< 
CD 


CD 

CD 
CD 
O 
< 
3 

Q 

o 

CD 
< 
CD 
3 
O 
< 
CD 
CD 
< 
CD 
< 
CD 


O 
< 
3 
CD 
CD 
3 
< 
O 
< 

< 

CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
3 
3 


< 

CD 
CD 
3 
< 
O 
O 

o 

CD 
< 
CD 
3 
CD 
< 
O 
CD 
O 
O 


CD 
3 
< 
O 
O 
< 
O 

< 
CD 
3 
CD 
< 
O 
CD 
O 
O 
CD 
< 


< 

CD 
CD 
3 
< 
O 
O 

O 

CD 
< 
CD 
3 
CD 

CD 
O 
O 




CO 

o 
«*■ 


o 

CD 




CD 
CN 
O 


CO 

o 


o 

CO 




CO 
CN 
O 


CO 

o 


o 

CO 




CO 
CM 
O 


CO 

o 


o 

CO 


CO 
CO 
CM 


CO 

CO 


co 
o 
o 

LO 


CO 
LO 
CD 
LO 


o 

CD 
CO 
CN 


CO 
CO 

^J- 


CN 
O 
LO 


CO 

r— 

CD 
LO 










CO 
O 
u_ 


co 
O 
u_ 


CO 
O 
u_ 


CO 

o 

LL 


CO 

O 

LL 


CO 
O 

LL 


co 
O 

LL 


CO 

O 

LL 


co 
O 

LL 


co 
O 

LL 


CO 
O 

LL 


CO 

o 

LL 


CO 

O 

LL 


CO 
O 

LL 


CM 
QQ 
< 

CD 


CM 
QQ 
< 

CD 


CM 
QQ 
< 

CD 


CM 
QQ 
< 

CD 


CN 
QQ 
< 

CD 


CN 
QQ 
< 

CD 


CN 
QQ 
< 

CD 


CM 
QQ 
< 

CD 


^ 

CD 

X 


CM 
CD 
X 


^ 

CD 
X 



o 
i— i 

o 
o 



co § 



CO ^ 
< CD 

Z co 
CM 

« - 8 

CD <C 
1^ ^ "O 

- i £ 

— co CD 
£ CO > 

co — 



en 

£= 
CO 
-£Z 

CD 
> 
O 

+ 



CD 
£Z 

co 

jz: 
■ 

CD 
> 
O 



CO 

< 

z 



CD 
£Z 
CO 
_£Z 

CD 
> 
O 

CM 
+ 



J CD 

<C co 
Z £= 

CO 



CNJ 

i . 

CD 

c^ « 

CD < 
— CO 

9? "> 

C£ co 

CO 

oo 
in 

CNJ 



CD 
£Z 
CO 
.£= 
s_ 
CD 
> 
O 

CNJ 



UD 
CD 
CNJ 
OO 
CN 



CO 

CD 
CO 
£= 
CD 

« "D 
CN 0) 

CNJ "t- 
\j CD 
CD > 



CO 

CD 
CO 
£= 
CD 

CO 

^ "O 
CNJ 0) 
CNJ 

\j cd 

CD > 



CO 

CD 

CO 

c 

CD 

« -D 
CO CD 

^ i 

CD > 



CO 

CD 
CO 
£Z 
CD 
CO 

CNJ ^ 
CNJ ^J" 

X CNJ 

CD 
00 
CD 
CD 
CNI 



CO 

CD 
CO 
£= 
CD 

CO 

CN ^ 

cm 

X CNI 

CD 
CD 
CNJ 



o 
o 



o 
m 
m 


LO 

m 


CN 

m 
m 


CO 
LO 

in 


m 
in 


m 
m 
m 


CD 

m 
in 


in 
in 


00 

m 
in 


CD 

m 
m 


o 

CD 

in 


CD 

m 


CM 
CD 

m 


CO 
CD 

m 


CD 

in 


m 

CD 

m 


CD 
CD 

in 


CD 

in 


oo 

CD 

m 


CD 
CD 

in 


o 
m 


GsGsusGscuuGGAucuGGcGcuTTB 


CO 

O 

CO 

CD 

CO 

< 

CO 

< 

CO 

o 

CO 

3 £ 

% o 
CD Q 

CO 

O 

CO 

O 

CO 

CD 

CO 

O 

CO 

CD 

CO 

< 


I— 

O 

o 
< 
o 

CD 

% 

o 
o 

CO 

3 

CO 

< h- 

(S « 

CO 

< 

CO 

O 

CO 

a 

CO 

CD 

CO 

O 

CO 

CD 

CO 

< 


< 
O 
CD 

CO 

< 

CO 

O 

CO 

O 

CO 

CD O 
co O 
< 

CO 

O 

CO 

O 

CO 

CD 

CO 

O 

CO 

CD 
< 


h- 

CO 

I— 

CO 

CD 

CO 

CD 

CO 

CD 
o 

=3 
Z3 

CD 
CD 
< 

Z3 
O 
=5 

CD 
CD 

CO 

o 

CO 

CD 

CO 

o 

CO 


h- 

CO 

h- 

CD 
CD 
3 
CD 
O 
3 
3 
CD 
CD 
< 
3 
O 
3 
CD 

CO 

CD 

CO 

O 

CO 

CD 

CO 

O 

CO 

3 


CD 

\— 
\— 

CD 
CD 

Z3 

CD 
o 

Z3 
=5 

CD 
CD 
< 

=5 
O 
=5 

CD 
CD 

CO 

o 

CO 

CD 

CO 

o 

CO 
=3 


h- 

co 
1— 
< 
CD 
O 
CD 
O 
O 
< 
CD 
< 
3 
O 
O 

CO 

CD 

CO 

O 

CO 

< 

CO 

O 

CO 
Q 


CO 

CD 

CO 

O 

CO 

O 

CO 

< 

CO 

CD 

CO 

< h- 

8% 

« To 
O CD 

<a co 

CO ^ 

< 

CO 

CD 

CO 

O 

CO 

< 

CO 

O 

CO 

O 


h- 

< 
CD 
O 
CD 
O 
O 
< 
( n 

< 

CO 

3 

CO 

O h- 

co CO 
O 

CO 

< 

CO 

< 

CO 

CD 

CO 

O 

CO 

< 

CO 

a 
o 


O 
CD 

a 

CO 

O 

CO 

% 

CO 

< 

CO 

CO C 

% 
< 

CO 

CD 

CO 

O 

CO 

< 

CO 

O 
O 


CD 

\— 
\— 

=3 
Z3 

CD 

< 
CD 

o 

CD 

o 

CD 
CD 
CD 
CD 

Z3 
CD 


1— 

CO 

o 
o 
o 
o 

< 

CD 
o 

< 

CD 

Z3 
=3 
O 
Z3 

CD 

o 

% 


CD 

h- 
h- 

3 

CD 
CD 
CD 
CD 
o 
CD 

o 

CD 
< 

o 

CD 

Z3 
CO 


h- 

CO 

1 

o 
CD 

3 
O 
=3 

CD 

CD 
< 
o 
a 
o 
o 
< 


CO 

h- 
h- 

o 
CD 
o 
CD 
CD 

=3 
O 

< 

CD 
CD 

=3 
O 

CD 

=3 

CD 
CD 

00 


h- 

co 

h- 

o 
o 
<f 
o 
CD 

o 

Z3 
< 

CD 
< 
o 
o 
CD 
o 

CD 
< 


GO 

h- 
h- 

CD 
CD 

CD 
o 

=5 
=3 

CD 
CD 
< 
o 

=3 

CD 
CD 
o 
CD 
o 

Z3 

CO 


h- 

co 

h- 

< 

CD 
o 
CD 
o 
o 

< 

CD 
< 

o 
o 

% 

CD 
o 
< 
o 
o 


CD 

\— 
\— 

3 

CD 

< 
CD 

o 

CD 
o 

CD 
CD 
CD 
CD 

CD 


a 

h 
h 

e 
e 
e 
e 

c 

e 

e 
< 

e 


3 
) 
) 
) 
) 
3 

) 
3 
3 

5 

5 
) 

3 
3 


Her2.2.sense Str1 (site 
2344) 


CN 
t__ 

CO 

CD 
CO 
£Z 
CD 
CO 

c: 

CO 
CN 

CN 

s 

CD 

X 


CN 

CO 

CD 
CO 
£= 
CD 
CO 

CO 
CN 

CN 

s 

CD 

X 


CN 

CO 

CD 
CO 
£Z 
CD 
CO 

CO 
CN 

CN 

i 

CD 

X 


s 

CO 

CD 
CO 
£= 
CD 

« -D 
CN CD 
CN 

i— CD 
CD > 
X C 


s 

CO 

CD 
CO 
£Z 
CD 

« -D 
CN CD 
CN 

s— CD 
CD > 
X C 


i 

CO 

CD 
CO 
£Z 
CD 

°? -D 
CN CD 
CN 

i— CD 
CD > 
X .<= 


CN 

CO 

CD 
CO 
£Z 
CD 
CO 

« -D 
CM CD 
CM 

s— CD 


CO 

CD 
CO 
£= 
CD 
CO 

V -D 
CM CD 
CN 

CD 


CN 

CO 

CD 
CO 
£Z 
CD 
CO 

* -D 
CM 0 

CN % 
s— CD 


CN 
s_ 

CO 

CD 
CO 
£= 
CD 
CO 

V -D 
CM CD 
CN 

!— CD 


CT? 
O 

CO 
0) 

2- 

CD 
CO 
£Z 
CD 
CO 

CM J 
CD CO 
X 60 


o 

f — 

CO 

£ 

CO 

CD 
CO 
£= 
CD 

CO 

CO 

CM g 
CD CO 
X « 


a> 

CO 
"O 

a) 

CD 

> 

s « 
si 

CM CD 
X CO 


"O 
CD 

CD 
> 

■?= m 

CD 

co eg 
c "co 

CD 

.CO CD 
CN m 

a) — 
x <H 


CO 
CM 

a) 
"co 

CD 
CO 
£Z 
CD 
CO 

CM J 
CD CO 
X CO 


CO 
CM 

a) 

CO 

CD 
CO 
£= 
CD 
CO 

CO 

CM g 
CD CO 
X CO 


a) 

CO 

■o 

CD 

CD 
> 

CD 

2 « 

cn 

• s 

X CM 


"O 

CD 
tl 

CD 

> 

LO 

CD -£ 

co £ 

c CO 
CD ^ 

m °° 
CN 

s_ CU 
CD ~ 
X «l 


CD 
O 

r— 

CO 

a) 

CO 

t— 

CO 

CD 
CO 
£Z 
CD 
CO 

CM g 
CD CO 
X CO 


a) 
'co 

"O 

a) 

CD 

> 

CD <D 

g-co 

CN CD 
CD? 
X CO 


29992 


CO 
CD 
CD 
CD 
CN 


CD 
CD 
CD 
CN 


m 

CD 
CD 
CD 
CN 


CD 
CD 
CD 
CD 
CN 


CD 
CD 
CD 
CN 


CO 
CD 
CD 
CD 
CN 


CD 
CD 
CD 
CD 
CN 


O 

o 
o 
o 

CO 


O 

o 
o 

CO 


CN 
O 
O 
O 

CO 


CO 
CO 

o 

CO 


CD 

CO 

o 

CO 


o 
o 

CO 


o 

CO 


CN 

O 
CO 


CO 

o 

CO 


o 

CO 


in 
o 

CO 


CD 

O 
CO 


o 

CO 


sense 


CD 

CO 

cz 

CD 
CO 

"c: 

CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"-4— ' 

£= 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 

CO 


CD 
CO 
£Z 
CD 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 
CO 


CD 


CD 

h- 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


CD 


in 


m 


m 
h- 


m 
i^- 


CD 


CD 


CD 


CD 


m 
r^- 


m 


GGUGCUUGGAUCUGGCGCU 


O 
CD 
O 
CD 
CD 
3 

V— * 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 
t \ 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

V— ' 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 
t ^ 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 
r 

K-j 
3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 
f ^ 
\-j 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 

a 

3 

CD 
CD 
CD 
CD 
3 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 

O 
CD 
O 
CD 
CD 
3 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 
3 

CD 
O 
< 
CD 

O 
3 

CD 

a 

3 

CD 
CD 
CD 
CD 
3 


e 
c 
< 
c 

c 

e 
c 

e 
c 
e 
e 


) 
) 
) 
) 

5 

5 
) 
) 
) 
) 
) 
) 
) 
) 
) 


2342 


co 

CM 


co 

CN 


CO 
CN 








CO 
CM 


CO 
CM 


co 

CN 


CO 
CN 


o 

CO 


CD 
O 
h- 

co 


o 

CO 


CD 
O 

CO 


CN 

CO 
CM 


CO 
CN 


CN 

CO 
CN 


CO 
CM 


o 
co 


o 

CO 


CN 

a3 
X 


CN 

! 

CD 
X 


CN 
CD 

X 


CN 

! 

CD 
X 


CN 
CD 
X 


CN 

! 

CD 
X 


CN 
CD 
X 


CN 
CD 
X 


CN 
CD 

X 


CN 
CD 
X 


CN 
CD 
X 


CN 
CD 

X 


CM 

s 

CD 

X 


CN 
CD 

X 


CN 

! 

CD 
X 


CM 
CD 
X 


CN 
CD 
X 


CD 
X 


CN 
CD 
X 


CN 
s_ 

CD 

X 


CM 
CD 

X 



LO 


CM 
h» 
LO 


CO 
LO 


LO 


LO 
LO 


CD 

h- 

LO 


LO 


LO 
CD 
LO 


oo 

LO 


CD 
LO 


o 
oo 

LO 


CD 
CD 
LO 


CO 
LO 


CM 
00 
LO 


CO 
00 
LO 


00 
LO 


CD 
LO 


CM 
CD 
LO 


LO 
OO 
LO 


CD 
OO 
LO 


OO 
LO 


OO 
OO 
LO 


CD 
00 
LO 


B GGuGcuuGGAucuGGcGcuTT B 


GO 

h- 
1— 

o 

CD 

Z3 

CD 

o 

=3 
Z3 

CD 
CD 
< 

Z3 
O 
=3 

CD 
CD 
o 
CD 
o 

GO 


GO 

h- 
1— 

o 
CD 
o 
CD 
CD 

=3 
O 

1 

CD 

Z3 
=3 
O 

CD 

=3 

CD 
CD 

GO 


GQ 

h- 
1— 

o 
o 
o 

§ 

o 
CD 

Z3 

O 
Z3 

CD 
o 

GQ 


h- 

co 

o 
< 
o 
CD 

% 

o 
o 

< 

CD 
< 
o 
o 
CD 
o 
CD 
< 


h- 

<j 
H 

e 

c 
< 

e 

c 

e 

c 

e 
e 
e 
e 


) 

3 
3 
) 
) 

i 

5 

3 
) 
) 
3 
) 
) 
) 
) 
3 


GQ 

1- 
1— 

Z5 

CD 

Z3 
O 

o 

< 

CD 

Z3 

CD 

15 

3 

o 
CD 
CD 

Z3 

% 
CD 

GQ 


GQ 

1- 
1— 

Z3 
O 

CD 
o 
CD 
CD 

=3 
O 
3 
< 

CD 
CD 

Z3 
O 

CD 

=3 

CD 
CD 

GQ 


GQ 

1- 

o 
o 
o 

< 

CD 
o 

< 

CD 

3 
=3 
3 
O 
Z5 

CD 
o 

GQ 


GQ 

1— 
1- 

=3 
O 
O 
< 

o 

< 

CD 
CD 
CD 

o 

Z3 
=3 
O 
O 
< 

o 
GQ 


1— 

CO 

■o 

=3 

o 
CD 
< 
CD 

=3 
O 

% 

CD 
CD 
< 
o 
< 


1— 

CO 

o 
< 
o 
CD 

o 
o 

< 

CD 
< 
o 
o 
CD 
o 
CD 
< 


1— 

CO 

1— 

=3 
=3 

CD 
o 
< 
CD 

=3 

CD 

o 

=3 

CD 
CD 
CD 
CD 

=3 


1— 

CO 

h- 

CD 

=3 

cn 
CD 

CD 

=3 
3 
Z3 
O 

o 
o 

=3 

CD 

=3 

CD 
CD 
< 


GQ 

h- 

Z3 

CD 
CD 

o 

13 

CD 

o 

Z3 

CD 
CD 
CD 
CD 

Z3 
GQ 


1— 

CO 

h- 

< 

o 
o 
o 
o 

< 

CD 
o 

< 

CD 

Z3 

O 
Z3 

CD 
o 


GQ 
I— 
h- 

=3 
Z3 

CD 

< 
CD 

o 

Z3 

CD 

o 

CD 
CD 
CD 
CD 

Z3 
GQ 


1— 

CO 

o 
o 
o 
o 

< 

CD 
o 

< 

CD 

Z3 
3 
O 
=3 

CD 
o 


1— 
1— 
< 

3 

CD 
O 
< 
CD 
CD 
3 
CD 
3 
3 
3 
3 
< 
O 
O 
< 


1— 
1— 

< 

3 

< 
CD 
CD 
3 
O 
O 
3 
< 
O 
< 
CD 
CD 
3 
3 
CD 
3 
O 


I— 
1— 

CD 
3 
3 
CD 
O 
< 
O 
< 
3 
O 
3 
3 
O 
O 
CD 
3 
< 
CD 
CD 


1— 
h- 

3 

CD 
< 
CD 
< 
CD 
3 
< 
CD 
3 
O 
O 
3 

o 
o 
o 

$ 

CD 


1— 
1— 

3 

CD 

CD 
— ) 

O 
< 

o 
o 

3 
CD 
O 
3 
3 
< 
3 


Her2 sense (site 2344) 
stab6 


0) 

CO 

"O 
CI) 

tl 

CD 
> 

CD CD 

Si I 

CM 

X CM 


< 
Z 

oc 

CO 

CM 
3 
CD 
^J" 

CO 

CN ^ 

22 

LU CO 
X oo 


< 
Z 
DC 

CO 

t — h- 
CM O 
_l _Q 
CD CO 
CM % 

<T> Q 

CN CO 

rv q 

LU I s - 
X <2 


< 

z 
oc 

CO 

y — oo 

CM O 
_l _Q 
CO 

<N Q 

CM CD 

oc 

LU CO 

x ™ 


< 
z 

OC 

CO 

CM 
3 

00 

o 
h- 
co 

OC _q 
LU CO 

X oo 


< 
Z 
0C 

CO 

CM 
3 

00 

oo 

M 

LU CO 
X co 


< 
Z 

on 

CO 

CM 
3 
CD 
^1" 
CO 
CN 

2§ 

LU CO 

X oo 


< 
Z 
0C 

CO 

CM O 
_l _Q 
CD <0 
CN^J 

^ Q 

CN oo 
(Y O 
LU I**- 

x 


< 
Z 

o: 

CO 

CM 
3 
CD 

OO 
CO 

ai 

LU CO 

X oo 


< 
Z 
(Z 

"co 

t- LO 

^§ 

cn £ 
§ w 
t: o 

CM 

C£ oo 

LU 00 
X C 


< 

z 

CO 

t- LO 
CM O 
_l _Q 
CO 

CN Q 

CM CD 

LU CO 
X ^ 


< 

z 

"co 

CM 
3 

00 

o 

CO 

si 

LU CO 
X oo 


< 

z 

QC 

CO 

t LO 
CM O 
_l _Q 

r*^- co 

S " 
^ Q 

CN CD 

(Y r^. 

LU 00 

x S2. 


< 
Z 

or 

CO 

CM 
3 

00 

o 

CO 

22 

LU CO 

X oo 


< 
Z 
CsC 

CO 

t — 0O 
CM O 
_l _Q 
CD CO 
fN to 

°° Q 

CN OO 
(Y o 
LU ^ 

x S2- 


< 
Z 

cr 

CO 

CN 
3 

00 

o 

CO 

2l 

LU CO 

X oo 


< 
z 

QC 

CO 

t- LO 
CM O 
_l _Q 
CD CO 
CM % 

^ Q 

CN OO 
(Y CD 
LU ^ 
X 


< 

z 
a: 

'co 

CN 
3 

r-- 

< 
DC 
X 


< 

z 

DC 

CO 
CM 

LO 

in 
< 

DC 
X 


< 

z 

DC 

CO 

CM 

CD 
LO 

CO 
< 

DC 
X 


< 

z 

DC 

CO 
CM 
CO 
LO 

CO 
< 

DC 
X 


o 

< 
z 

DC 

"co 

LO 
CD 

CO 
< 

DC 
X 


30448 


CD 

o 

CO 


LO 

CD 
O 
CO 


CD 
^J" 
CD 
O 

CO 


CD 
O 
CO 


00 
CD 

o 

CO 


h- 
CD 
CD 
O 
CO 


oo 

O) 
CD 
O 
CO 


O) 
CD 
CD 
O 
CO 


o 
o 

h- 
O 
CO 


o 
o 

CO 


CM 
O 
1^- 
O 
CO 


CO 

o 
1^ 
o 

CO 


o 

O 
CO 


LO 
CD 
O 
CO 


CM 
LO 
CD 
O 
CO 


CO 
LO 
CD 
O 
CO 


LO 
CD 
O 
CO 


LO 
CN 
LO 

CO 


CD 
CN 
LO 

CO 


t^- 
CN 
LO 

CO 


OO 
CN 
LO 

CO 


CD 
CN 
LO 

CO 


sense 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
.CO 

~c 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 

CO 

a 

CD 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
d 
CD 
CO 


CD 
CO 
£= 
CD 
CO 

CO 


CD 


CD 

h- 


CD 


LO 


CD 


LO 


00 


CD 


LO 




OO 


CD 


LO 


CD 


LO 


LO 


LO 


LO 


O 
OO 


CO 


CN 
OO 


CO 
OO 


o 

00 


GGUGCUUGGAUCUGGCGCU 


O 
CD 
O 
CD 
CD 

V— * 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 

O 
CD 
O 
CD 
CD 
3 

3 

< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


e 
c 
< 

e 

c 

e 
c 

e 
e 
e 
e 


) 
) 
) 
) 

I 

) 
) 
) 
) 
) 
) 
) 
) 
) 
) 


3 

CD 

3 

O 

O 

< 

CD 
— ) 

CD 
< 
O 
3 
O 
CD 
CD 
3 

CD 


3 

O 
CD 
O 
CD 
CD 
3 
r 

K-j 
3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 

O 

o 
< 
o 
< 

CD 
CU 
CD 
< 

i 

o 

3 
3 

O 

o 

6 


3 
CD 
3 
O 

o 
< 

CD 
— ) 

CD 
< 
O 
3 
O 
CD 
CD 
3 

CD 


3 

O 
CD 
O 
CD 
CD 
3 

3 
< 
CD 
CD 
3 
3 
O 
CD 
3 
CD 
CD 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 

O 
O 
< 

o 
< 

CD 

CD 
< 

1 

O 
3 
3 
O 

o 
< 
o 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


3 
3 

CD 
O 
< 
CD 

O 
3 
CD 
O 
3 
CD 
CD 
CD 
CD 
3 


CD 
O 
< 
3 
< 
< 
CD 
O 
< 

CD 
3 
CD 
3 
3 
3 
3 
< 
O 

o 

CD 


O 
O 
< 
3 
< 
CD 
CD 
3 
O 

Q 

3 

< 
O 
< 
CD 
CD 
3 
3 
CD 
3 
O 
O 
CD 


3 

CD 
CD 
3 
3 
CD 
O 
< 
O 

<L. 
3 
O 
3 
3 
O 

o 

CD 
3 
< 
CD 
CD 
< 
CD 


CD 
CD 
3 
CD 
< 
CD 
< 
CD 
3 
<C 
CD 
3 
O 
O 
3 
O 
O 

o 

CD 
3 
O 


CD 
O 
< 
3 
< 
< 
CD 
O 
< 

V—/ 

CD 
3 
CD 
3 
3 
3 
3 
< 
O 
O 

CD 


2342 


CM 
^J- 
CO 
CM 


co 

CM 


CD 
O 
h- 

CO 


CO 
CM 


CD 
O 
h-- 
CO 


CM 
00 
00 


co 

CM 


CD 
O 
1^- 

CO 


oo 

CO 


CM 
OO 

oo 


CO 
CM 


CD 
O 

r-- 
co 


00 
CO 


CD 
O 

CO 


CD 
O 
h- 

CO 


CD 
O 

CO 


CD 
O 
1^- 
CO 




LO 


CD 
LO 
^t" 


CO 
LO 


LO 
CD 


Her2 


CM 

L— 

CD 
X 


CM 
CD 
X 


CM 

s 

CD 

X 


CM 
CD 
X 


CM 

! 

CD 
X 


£! 

CD 

X 


CM 
CD 
X 


CM 
CD 

X 


CM 
CD 
X 


CM 
CD 
X 


CM 
CD 
X 


CM 

s 

CD 
X 


CM 
CD 

X 


CN 

! 

CD 
X 


CM 
CD 
X 


CM 
CD 

X 


CN 
CD 

X 


(f) 
< 
DC 
X 


CO 

< 
oc 

X 


CO 
< 

DC 
X 


CO 

< 

DC 
X 


CO 
< 

OC 
X 



oo 



o 
cd 
lo 


CD 
LO 


CM 
CD 
LO 


CO 
CD 
LO 


3 

LO 


LO 
CD 
LO 


CD 
CD 
LO 


h- 
CD 
LO 


CO 
CD 
LO 


CD 
CD 
LO 


O 

o 

CD 


o 

CD 


CM 
O 
CD 


CO 

o 

CD 


o 

CD 


LO 
O 
CD 


CD 
O 
CD 


o 

CD 


CO 

o 

CD 


CD 

o 

CD 


o 

CD 


CD 


CM 
CD 


CO 
CD 


UAUCCAGGAUGUCCAACAGTT 


I— 
1— 

o 
o 

3 

< 
O 
CD 
CD 

CD 
< 

CD 
3 
CD 
O 

O 


1— 
1— 

O 
3 
3 
CD 
CD 
CD 
< 
CD 
CD 
< 
O 
3 
< 
O 
3 
O 
3 
O 
< 


3 

CD 

CD 

O 

CD 
— ) 

CD 
O 
O 
3 

% 

O 

o 

CD 
CD 
3 
3 
O 
CD 
< 


< 

CD 
CD 
CD 
3 
O 
O 
CD 
CD 
CD 
3 
CD 
CD 
CD 
< 
CD 
CD 
O 
CD 
3 
3 


3 

< 
O 
3 
3 
CD 
O 
O 
< 

o 
o 

3 
3 

O 

o 

CD 
O 
O 
CD 
3 
O 


CD 
< 

CD 

CD 
O 
CD 
O 
O 
< 
O 
O 
CD 
3 
O 
< 
O 

o 
o 
< 


CD 
3 
O 
CD 
< 
CD 
3 
O 
O 

o 

3 
3 

< 
CD 
O 
CD 
O 
CD 
CD 
O 
CD 


< 

CD 
3 
O 
CD 

O 
O 
CD 
CD 
3 
3 
< 
CD 
CD 
O 
< 
O 
CD 
O 


O 
O 

o 

CD 
O 
O 
3 
O 
O 

o 
< 
o 
o 
o 

CD 
CD 
< 
O 
O 


o 

CD 
CD 
< 
O 
CD 
CD 
O 
CD 
CD 

CD 
CD 
3 
CD 
CD 
O 

CD 


o 

CD 
3 
CD 
CD 
CD 
3 
CD 
< 
O 
CD 
CD 
3 
CD 
CD 
O 
CD 
O 
3 
3 
O 


O 

CD 

o 

CD 
O 

o 

CD 
O 
CD 
O 
3 

CD 
CD 
CD 
< 
O 
3 
O 
CD 


DQ 
1— 
1— 

o 

=3 

o 

< 

CD 
o 
o 
CD 

% 

Z5 
< 
=3 
Z5 
=3 
O 
O 

o 

=3 
CD 


DQ 

1— 
1— 

< 

CD 
< 

Z5 

o 

=3 
Z5 

15 

Z3 
Z5 

CD 
o 
o 

15 

o 
z> 

Z3 

DQ 


DQ 

1- 
1— 

o 
CD 
<C 
CD 
< 

Z3 

o 

< 

O 
Z5 
=3 

CD 
o 
o 
< 
o 
o 

DQ 


DQ 

1— 
1— 

< 
O 
=3 

Z5 
O 
Z5 
O 

CD 
CD 
CD 

Z5 
=3 

CD 
< 
CD 

CD 

DQ 


1- 

co 

1— 

< 

CD 
CD 
CD 

Z3 
< 
Z5 
Z5 
O 

CD 

CD 
o 

ZJ 

CD 
< 
CD 


1— 

CO 

1— 

CD 
CD 

Z5 

CD 
CD 
o 

CD 
zs 

CD 
< 

=3 
O 
ZJ 


1- 

co 

h- 

CD 
CD 

CD 

CD 

o 

CD 

ZJ 

$ 

CD 
< 

ZJ 

o 
zs 
o 
CD 


1— 

CO 

1— 

o 

ZJ 

o 

ZJ 

o 

o 
o 
o 
CD 
< 
CD 
< 
o 

< 

CD 

ZJ 


DQ 
I— 
h- 

CD 
< 
CD 

ZJ 

CD 

ZJ 

CD 

ZJ 

o 

o 
o 

CD 
< 
CD 

CD 

DQ 


DQ 

h- 
1— 

O 

o 

ZJ 
ZJ 

< 
CD 
CD 

CD 
< 
CD 
CD 
< 
CD 
CD 
CD 
< 
DQ 


DQ 
1— 
h- 

CD 
CD 

ZJ 

o 

o 
CD 
< 
o 
< 

ZJ 

CD 
< 
CD 
CD 

DQ 


HRAS:172L21 siRNA 
(154C) 


< 

z 

Od 

CO 

CN 
J 

h- 

00 o 

<£ CD 

o: io 
x S 


< 

z 

Od 

CO 

CN 
j 

CO 
LO 

GO Q 

or <«- 
x «l 


< 
z 

Od 

"co 

CN 
3 

CO 
CO 

Od 
h- 

_£Z 


< 
Z 
Od 

CO 
CN 

3 

o 

Cd 
I— 

.£= 


< 

z 
cd 

CO 

CN 
3 

LO 
CO 
CN 

Cd 
h- 

_f= 


< 
z 

Qd 

"co 

CN 

3 

CM 
CO 
CO 

Cd 

h- 

JZ 


< 

z 
cd 

'co 

CN 
3 

CD 

Qd 
\- 

_fz 


<s 

CO 

co^ 
< 

z 

Od 

"co 

CO 
LO 

Cd 
\- 

_£z 


< 

z 

Cd 

CO 

CM 
_l 

CM ^ 

T. O 

JZ — - 


< 
z 

Cd 

CO 
CN 

_l 

LO 

LO ^ 
CM Q 

£ CO 


< 

z 

Od 

CO 

CM 
1 

CM 

O ^ 

O 

fV CNJ 
£ 00 


< 
z 

Od 

CO 

LO Q 


o 

_Q 

.2 

oo 

< 

z 
Cd 

"co 

CN 
3 

CD 

Cd 
h- 

.£= 


< 
Z 
Od 

CO 

CM 
3 

CO 

ss 

Cd -Q 

h- £ 

-£= CO 


< 
Z 

Od 

CO 

CM 
3 

LO 

Od -Q 

I- .2 

-SZ CO 


< 
Z 

Od 

CO 

CM 
3 

^ s 

1- i5 

JZ CO 


CD, 
< 

z 

Ql 

"co 

CM 
1 

CM ^ 
0°. o 
Cd -Q 

I- iS 

-C= CO 


< 

Z 
Od 

CO LO 
^_ O 

3 B 

t— 00 

CD ^ 
CM Q 
<^ CO 


< 
Z 
Od 

CO LO 

^_ o 

CO "CO 
CD ^ 
CM Q 
As LO 


< 
Z 
Cd 

CO LO 

^_ o 

LO 00 


< 
Z 

od 

CO 

CM 
3 

CD 
CD 

— CO 


< 

z 

Cd 

CO 

CM 
3 

o 

— CO 


< 
Z 
Od 

"co 

CM 
— ) 

CM 
CD 

— CO 


31530 


CO 
LO 

CO 


CN 
CO 
LO 

CO 


O 
LO 
CD 
CD 
CN 


LO 
CD 
CD 
CN 


CN 
LO 
CD 
CD 
CN 


CO 
LO 
CD 
CD 
CN 


^J- 

LO 
CD 
CD 
CM 


LO 
LO 
CD 
CD 
CN 


CD 
LO 
CD 
CD 
CN 


h- 

LO 
CD 
CD 
CN 


oo 

LO 
CD 
CD 
CN 


CD 
LO 
CD 
CD 
CN 


CO 

CD 
O 
CO 


^J" 

CD 
O 
CO 


LO 

CD 
O 
CO 


CD 

CD 
O 
CO 


CD 
O 
CO 


oo 

CD 
O 
CO 


CD 

T — 

CD 
O 
CO 


o 

CM 
CD 

o 

CO 


O 
00 

o 

CO 


CM 
O 
CO 

o 

CO 


CO 

o 

CO 

o 

CO 


antisense 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


<D 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 
> 

£= 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

~£Z 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
SZ 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
JZ 
CD 
CO 


CO 


CM 
CO 


CO 
CO 


CO 


LO 

CO 


CD 
CO 


oo 


CO 
CO 


00 


LO 
CO 


CD 
00 


oo 


OO 
00 


CD 
CO 


O 
CD 


CD 


CM 
CD 


CD 
OO 


O 
CD 


CD 


CM 
CD 


CO 
CD 


CD 


LO 
CD 


GCCUGUUGGACAUCCUGGAUACC 


3 

CD 
CD 
3 
3 
CD 
O 
< 
O 

3 
O 
3 
3 

O 
O 
CD 
3 
< 
CD 
CD 
< 
CD 


CD 
CD 
3 
CD 
< 
CD 
< 
CD 
3 

<c 

CD 
3 
O 
O 
3 
O 
O 

o 

CD 
3 
O 


3 

CD 
CD 
O 
CD 
3 
CD 
O 

o 

3 

O 
O 
CD 
CD 
3 
3 
O 
CD 
< 
O 
3 


< 

CD 
CD 
CD 
3 
O 
O 
CD 
CD 
CD 
3 
CD 
CD 
CD 
< 
CD 
CD 
O 
CD 
3 
3 
CD 
CD 


3 

< 
O 
3 
3 
CD 
O 
O 
< 

Q 
O 

3 
3 

O 
O 
CD 
O 
O 
CD 
3 
O 
O 
CD 


CD 

< 

CD 

CD 
O 
CD 
O 

< 
O 

o 

CD 
3 
O 
< 
O 

o 
o 
< 
o 

CD 


CD 
3 
O 
CD 
< 
CD 
3 
O 
O 

Q 

3 
3 

< 
CD 
O 
CD 
O 
CD 
CD 
O 
CD 
O 
CD 


3 

CD 
CD 
O 
CD 
3 
CD 
O 
O 
3 

O 
O 
CD 
CD 
3 
3 
O 
CD 
< 
O 
3 


< 

CD 
CD 
CD 
3 
O 

o 

CD 
CD 
CD 
3 
CD 
CD 
CD 
< 
CD 
CD 
O 
CD 
3 
3 
CD 
CD 


3 

< 
o 

3 
3 

CD 
O 
O 
< 

Q 
O 

3 
3 

O 

o 

CD 
O 
O 
CD 
3 
O 
O 
CD 


CD 
< 
CD 

CD 
O 
CD 
O 

< 
O 

o 

CD 
3 
O 
< 

o 
o 
o 
< 
o 

CD 


CD 
3 
O 
CD 
< 
CD 
3 
O 
O 

Q 

3 
3 

< 
CD 
O 
CD 
O 
CD 
CD 
O 
CD 
O 
CD 


O 

CD 
O 
3 
O 
< 
CD 
O 
O 
CD 

% 

3 
< 
3 
3 
3 
O 
O 

o 

3 

o 

CD 


O 

CD 
< 
3 
O 
3 
3 

O 
3 
3 

CD 
O 
O 

O 
3 
3 
O 
O 


O 
CD 
< 
CD 
< 
3 

O 
— ) 

3 
< 
O 
3 
3 
CD 
O 
O 
< 

o 
o 

3 
3 


O 

CD 
< 
O 
3 
CD 
3 
O 
3 

Q 

CD 
CD 
CD 
3 
3 
CD 
< 
CD 

CD 
O 
CD 


o 

CD 
O 
3 
O 
< 
CD 
O 
O 
CD 

3 
< 
3 
3 
3 
O 
O 

o 

3 

o 

CD 


O 

CD 

< 

CD 
< 
3 
O 
3 
3 

O 
3 
3 
CD 
O 
O 
< 

o 
o 

3 
3 

O 

o 


O 
CD 
< 
CD 
< 
3 

O 
— ) 

3 
< 
O 
3 
3 
CD 
O 
O 
< 
O 
O 
3 
3 


O 
CD 
< 
O 
3 
CD 
3 
O 
3 

Q 

CD 
CD 
CD 
3 
3 
CD 
< 
CD 

CD 
O 
CD 


3 
< 
CD 
< 
CD 
3 
CD 
3 
CD 
3 
O 

o 
o 

CD 
< 
CD 

CD 
CD 
3 


O 

3 
O 
O 
3 
3 
CD 
< 
CD 

CD 
< 
CD 
CD 
< 
CD 
CD 
CD 
< 
CD 
< 


o 

CD 
CD 

CD 
3 
O 

O 
CD 
< 
O 
< 
3 
CD 
< 
CD 
CD 
CD 
< 


CM 




CO 
LO 


CO 


CD 
CD 


CO 
CO 
CN 


o 

CO 
CO 


CM 
CD 


CO 


CD 
CD 


CO 
CO 
CN 


o 
oo 

CO 


CM 
CD 
^J- 


CM 
CD 


5- 

CN 


CO 
CM 


LO 
CD 

CO 


CM 
CD 


5- 

CN 


CO 

^* 

CM 


LO 
CD 

CO 


CD 
CD 


O 


CM 
CD 


HRAS 


00 

< 
od 

X 


00 

< 

Cd 
X 


Cd 
1— 

_£Z 


Cd 
\— 

.£= 


Cd 
\— 


Cd 
1— 

JZ 


Cd 

1— 

JZ 


Od 
1— 

_£Z 


Od 
1— 

_£Z 


Od 

1— 

_£Z 


Od 
1— 

_£Z 


Od 

h- 


Cd 
h- 

JZ 


Od 

i- 

JZ 


Od 

\- 

JZ 


Od 

\- 

-£Z 


Od 
\— 

_£Z 


Od 

1— 

_£Z 


Od 

\— 

_£Z 


Od 
1— 

_£Z 




CD 





CD 


in 

CD 


CD 
CD 


CD 


CO 
CD 


CD 
CD 


o 

C\J 
CD 


OJ 

CD 


CN 
OJ 
CD 


CO 
CN 
CD 


CN 
CD 


m 

CN 
CD 


CD 
CN 
CD 


OJ 
CD 


OO 
CN 
CD 


CJ) 
CN 
CD 


O 
CO 
CD 


CO 
CD 


OJ 
CO 
CD 


CO 
CO 
CD 


co 

CD 


m 

CO 
CD 


CD 
CO 
CD 


co 

CD 


CO 
CO 
CD 


CD 
CO 
CD 


o 

CD 


B CAuGGAGuGcAuuGAGuAGTT B 


h- 

CD 
\— 

o 

3 
ZJ 

o 
3 
o 
CD 
CD 

=3 
=3 

CD 

< 

o 

3 
O 


1— 

CO 

1— 

=3 

o 
o 
o 
3 
o 
o 

=3 

o 

3 
3 
O 

o 

=3 
O 

CD 
CD 


h- 

CO 

h- 

o 
o 

3 

o 

< 

CD 
o 
CD 
3 

=3 

CD 
< 
o 
3 

o 


1— 

CO 

h- 

CD 
3 
< 
o 
o 

3 

o 

< 

o 
CD 

3 

I 

O 
< 

O 


CD 

1— 
1— 

% 

o 
< 
o 
o 

CD 

3 

O 

o 

=3 

o 

1 

3 

o 
o 

< 

DQ 


DQ 

1— 
h- 

o 

< 
e> 

3 
3 

IS 

CD 

=3 
3 
O 
3 

CD 

3 
O 

o 

3 
O 

DQ 


DQ 

I— 
h- 

CD 
< 

< 

o 

3 

CD 

3 
3 

O 

CD 

3 
3 

DQ 


DQ 

1— 

1— 

% 

CD 
< 
CD 
CD 

3 
O 

3 

< 
3 
O 

CD 
< 

o 

< 

o 

DQ 


1— 

CO 

1— 

3 

CD 
CD 
< 
CD 

3 
3 

CD 
< 
CD 
CD 

CD 
CD 

3 

CD 

3 
3 


1— 

CO 

h- 

CD 
< 
CD 
CD 
< 
o 
< 
CD 

o 
CD 

3 

I 

CD 

3 

CD 


1- 

co 

1 

o 
CD 

3 

CD 

i 

< 
CD 

3 

CD 

3 
3 
3 

CD 

3 

O 


1— 

CO 

h- 

CD 

3 

CD 

3 

O 

CD 
< 

3 

CD 

3 
3 

CD 
< 

o 
o 

3 
O 

CD 

3 


1— 

< 
O 
< 

o 
o 

CD 
3 
O 
O 
3 
O 

% 

o 

3 

O 

o 
< 


1— 
h- 

O 

< 
o 

CD 
3 
3 
< 
O 
CD 
3 
3 
O 
3 
CD 
3 
O 
O 
3 
O 


I— 
h- 

CD 
< 
O 

O 
< 

o 

3 

CD 
3 
3 
O 
< 
O 
CD 
3 
3 


1— 
h- 

< 

o 

CD 
< 

CD 
CD 
3 
O 

% 

O 
< 
3 
O 
CD 
< 
O 
< 

o 


h- 
1— 

3 

CD 
CD 
< 
CD 
3 
3 
CD 
< 
CD 
CD 
< 
O 
CD 
CD 
3 
CD 
3 
3 


1— 
1— 

CD 
< 
CD 
CD 
< 
O 
< 
CD 

O 
CD 
3 

% 

O 
CD 
3 
CD 


1— 
1— 

$ 

O 
CD 
3 
CD 

$ 

O 
< 
CD 
3 
CD 
3 
3 
3 
CD 
3 
O 


h- 
1— 

CD 
3 
CD 

O 
CD 
< 
3 
CD 
3 
3 
CD 
< 
O 
O 
3 
O 
CD 
3 


DQ 

1— 
1— 

< 

o 
CD 
< 
CD 
CD 
< 
CD 

3 
O 

o 

< 

3 
3 
O 
< 

o 
o 

3 
DQ 


DQ 
1— 
1— 

o 

3 
3 
< 

CD 
CD 
< 
CD 

CD 
CD 

3 

15 

CD 
< 
CD 

3 

DQ 


DQ 

h- 
h- 

CD 

< 

CD 

CD 
< 

o 

3 

O 

o 
CD 

3 
3 
O 
3 
3 

CD 
CD 
DQ 


DQ 

1— 
1— 

IS 
< 

CD 

S 

o 
o 

3 
O 

CD 
CD 

CD 

3 

DQ 


1— 

CO 

CD 
CD 

3 

CD 

3 

CD 
CD 
< 
o 

3 
O 

o 

3 
O 

CD 

3 


1— 

CO 

? 

3 

o 
CD 

3 

O 
3 
3 
O 
3 
O 
O 
3 

% 
CD 


IKKg:1390U21 siRNA 
stab04 


< 

"« m 
i- o 
C\l _Q 
—I CO 

CD co 


< 
Z 
C£ 

"« m 
t- o 

3 -8 

K « 
*o 

CD is^ 
^ O 


< 

Z 

a: 

" OT in 

T~ O 

CN _Q 
— 1 CO 

§ " 

^ 6 

^ CO 

^: t- 


< 

Z 

cn 

" OT in 

T- O 

CM _Q 
— 1 CO 

§ % 

?o 

- o 


-3" 
O 
_Q 

-2 

< 

Z 

cn 

CO 

CN 

3 

o 

CO 

oj 
_i 


^1- 
O 
_Q 

-2 

"co 

< 

Z 

q: 

CO 

OvJ 

3 

CO 
CD 

oi 
_l 


O 
_Q 

-2 

"co 

< 

z 
or 

CO 

OJ 
3 

OO 
OO 

CN 
1 


o 

_Q 

.2 
"co 

< 
z 
tr 

CO 
OJ 

3 

m 

oi 
_i 


a 

o 

CO 

< 
z 

CN 

oi 

=! 60 


O 

CO 
CD^ 

< 
z 

CN 

=d in 
oo § 
cn 

— 1 60 


CJ 

00 

co^ 

< 
z 

"co 

CN 

S| 

CN TO 
— 60 


o 

m 

< 
z 

CO 
CN 

Sg 

CN TO 
=! 60 


< 
z 
a: 

60 
CN 

3 

o 

CO 

CN 
_l 


< 

z 
cr 

CO 

CN 
3 

CO 
CD 
CN 
1 


< 
Z 

a: 

CO 

CN 
3 

oo 

OO 
CN 
1 


< 
z 
cn 

"co 

CN 
3 
m 
^J- 

oj 
_i 


cT 

o 

CO, 

< 
z 
cr 

CN 
— 1 
OO 
^1" 

oj 
_l 


O 

CO 
CD^ 

< 
Z 

CN 
— 1 

OO 

CN 
1 


O 

oo 

co^ 

< 
z 
a: 

'co 

CD 
O 

CN 
_l 


O 
in 

< 
Z 

CO 

CN 
1 

CO 
CD 

CN 
1 


< 
Z 
C£ 

CO 
CN 

— X, 

> 

CD 

O 

co ^t- 

2 
Q CO 

^ 60 


< 
Z 

q: 

CO 
CN 

— V, 

m 

CO 
CO 

q: S 

Q CO 


< 
Z 
C£ 

CO 

CN 
— \ 
> 

CD 
00 
O 

ti. § 
Q TO 

^ 60 


< 
Z 

cn 

CO 

CN 
— \ 
> 

CD 

§ 
Q co 

^ "60 


< 

z 

DC 

« in 
t- o 
CN -Q 
1 CO 

co O 

2s 

Q O 

s S3- 


< 
Z 

or 

CO 
OJ 

i 

OJ 

00 
CO 

cn 

Q 


30804 


m 
o 

CO 

o 

CO 


CD 
O 
00 
O 
CO 


o 

00 

o 

CO 


00 
O 
00 

o 

CO 


CD 
O 
CO 
O 
CO 


o 

CO 

o 

CO 


OO 

o 

CO 


CN 
OO 

o 

CO 


CO 
OO 

o 

CO 


oo 
o 

CO 


m 

oo 
o 

CO 


CD 

OO 
O 
CO 


o 
o 
^J- 

co 


O 
CO 


CN 
O 

co 


CO 

o 
^t- 

co 


^t- 
o 

CO 


m 
o 

co 


CD 
O 

CO 


r^- 
o 

co 


m 

00 

o 

CO 


CD 
00 

O 
CO 


00 

o 

CO 


00 
00 

o 

CO 


CD 
CO 
1^- 
O 
CO 


o 

CD 

o 

CO 


sense 


CD 
CO 
£= 
CI) 

CO 

c: 

CO 


CD 
CO 
£= 
0 
CO 

c: 

CO 


CD 
CO 
£= 
CD 
CO 

CO 


CD 
CO 
£= 
CD 
CO 

"rz 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

"cz 

CO 


CD 
CO 
d 
CD 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

"cz 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

"cz 

CO 


CD 

cd 


CO 

a> 


CD 


m 

CD 


CD 
CD 


CD 


00 
CD 


CD 
CD 


o 
o 


CD 


OO 
O) 


CD 
CD 


O 

o 


CD 


OO 
CD 


CD 
CD 


O 
O 


h- 
CD 


00 
CD 


CD 
CD 


O 

o 


o 

T — 


CN 
O 


CO 

o 


^J" 
O 


o 


CN 
O 


GUCAUGGAGUGCAUUGAGUAGGG 


< 
CD 
< 
CD 

CD 
3 
CD 
3 
O 

o 
o 

CD 
< 
CD 

CD 
CD 
3 


O 
3 
O 
O 
3 
3 
CD 
< 
CD 
( n 

CD 
< 
CD 
CD 
< 
CD 
CD 
CD 
< 
CD 
< 


O 
CD 
CD 

% 

CD 
3 
O 

O 
CD 

S 

< 
3 

CD 
< 
CD 
CD 
CD 
< 


CD 
CD 
CD 
< 
3 
CD 
< 
CD 
3 
3 
< 
O 
CD 
3 
CD 
< 
CD 
CD 
3 
< 
O 
3 
CD 


CD 
3 

o 
< 
o 
o 

CD 
3 
O 

o 

3 

o 
< 
< 
o 

3 

o 
o 

3 


< 

3 

O 
< 
O 
CD 
3 
3 
< 

Q 

CD 
3 
3 
O 
3 
CD 
3 
O 

o 

3 

O 

$ 


CD 

3 

CD 
< 
O 

O 

o 

3 

CD 
3 
3 
O 
< 

o 

CD 
3 
3 
O 
3 


3 
3 

< 
O 
CD 
< 
CD 
CD 
3 
O 

% 
a 
< 

3 

O 
CD 
< 
O 
< 
O 


CD 
3 

O 
< 

o 
a 

CD 
3 

o 
a 

3 

O 
< 
< 

o 

3 

O 

o 

3 


< 

3 

O 
< 

o 

CD 
3 
3 
< 

Q 

CD 
3 
3 
O 
3 
CD 
3 
O 
O 
3 
O 


CD 

3 

CD 
< 
O 

O 

<£ 
O 

3 
CD 
3 
3 

O 

CD 
3 
3 
O 
3 


3 
3 

< 
o 

CD 
< 
CD 
CD 
3 
O 

o 
< 

3 

a 

CD 

< 
o 
< 
o 


CD 

3 

o 
< 
o 
o 

CD 
3 
O 

o 

3 

O 
< 
< 

o 

3 

o 
o 

3 


< 

3 

O 
< 

o 

CD 
3 
3 
< 

Q 

CD 
3 
3 
O 
3 
CD 
3 
O 

o 

3 

o 

$ 


CD 

3 

CD 
< 
O 

O 

<£ 
O 

3 

CD 
3 
3 
O 
< 

o 

CD 
3 
3 
O 
3 


3 
3 

< 
O 
CD 
< 
CD 
CD 
3 

o 

O 
< 
3 
O 
CD 
< 
O 
< 
O 


CD 
3 

O 
< 
O 

o 

CD 
3 
O 

o 

3 

O 
< 
< 

o 

3 

o 
o 

3 


< 
3 
O 
< 

o 

CD 
3 
3 
< 

Q 

CD 
3 
3 
O 
3 
CD 
3 
O 

o 

3 

O 


CD 
3 
CD 
< 
O 

O 

<£ 
O 

3 

CD 
3 
3 
O 
< 

o 

CD 
3 
3 
O 
3 


3 
3 

< 
O 
CD 
< 
CD 
CD 
3 
O 

% 

o 
< 

3 

O 
CD 
< 
O 
< 

o 


CD 

O 
CD 
< 
CD 
CD 
< 

3 

O 
O 
< 
3 
3 
O 
< 

o 
o 

3 
CD 
3 


CD 
3 

o 

3 
3 
< 
CD 
CD 
< 
f n 

% 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 
3 
3 


3 

o 

CD 
< 
CD 

CD 
< 

Q 

3 

O 
O 
CD 
3 
3 
O 
3 
3 
CD 
CD 
3 
< 


CD 

o 
< 

CD 
< 
O 
O 

O 
3 
O 
CD 
CD 

% 

CD 
3 
O 
3 


CD 

% 

O 
CD 
< 
CD 
CD 
< 

3 

O 
O 
< 
3 
3 
O 
< 
O 

o 

3 
CD 
3 


CD 
3 
O 
3 
3 
< 
CD 
CD 
< 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 
3 
3 


1390 


^1- 

co 


m 

C\l 


o 

00 


00 

o 
^* 


OO 
CN 


CD 


CD 
OO 


CO 


CO 
CN 


CD 


CD 
00 


CO 


oo 

CN 


CD 


CD 
OO 


CO 


oo 

OJ 


CD 


CD 
OO 


CO 

^t- 


^1- 

r- 
o 

CO 


CN 

m 

00 
CO 


00 

o 


CD 
00 


o 

CO 


OJ 

m 

00 
CO 


I KKg 




CD 




CD 


OvJ 

—J 


OvJ 

— 1 


CN 
— 1 


CM 
_J 


CN 
_l 


CN 
_l 


CN 
_l 


CN 

_i 


CN 
—I 


CN 
_l 


CN 
_J 


OJ 
— 1 


OJ 

_J 


OJ 

_l 


CN 
_l 


OJ 

_J 


a: 

Q 


cn 
a 


Q 


cn 
a 


cn 

Q 


cn 
a 





5- 

CD 


CNJ 
CD 


CO 

«t 

CD 


CD 


LO 
CD 


CD 
CD 


CD 


00 
CD 


CD 
CD 


o 

LO 
CO 


LO 
CD 


-3- 

CD 


CNJ 
LO 
CD 


CO 
LO 
CD 


LO 
CD 


00 
CD 


LO 
LO 
CD 


CD 
LO 
CD 


LO 
CD 


LO 
CD 


00 
LO 
CD 


OO 
LO 
CD 


CD 
LO 
CD 


CD 
LO 
CD 


o 

CD 
CD 


o 

CD 
CD 


CD 
CD 


CD 
CD 




1- 

CD 

■o 

O 

<r 

< 

CD 

o 
CD 
CD 
< 
CD 

O 
3 

O 

o 


1— 

CD 
1— 

| 

o 
o 
CD 
< 
CD 

=3 

CD 
CD 

=3 
O 

CD 


h- 
h- 

< 

O 
CD 
< 
CD 
CD 
< 
CD 
3 
O 
O 
< 
3 
3 
O 
< 

o 
o 

3 


I— 
h- 

O 
3 
3 

< 
CD 
CD 
< 
CD 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 


h- 
1— 

CD 
< 
CD 
< 
< 
CD 
< 
O 
3 
O 
O 
CD 
3 
3 
O 
3 
3 
CD 
CD 


t 

< 
o 
< 

CD 
< 
O 
O 

O 
3 
O 
CD 
CD 

CD 
3 


h- 

< 
CD 
CD 
3 
CD 

% 

3 

CD 
CD 
< 
O 
3 
O 
O 
3 
O 
CD 
3 


h- 
1— 
< 

o 

3 

Q 
CD 
3 
< 
O 
O 
3 
3 
O 
3 
O 
O 
3 

CD 


I— 
1— 

o 
o 

% 

CD 

o 

CD 
CD 
< 
CD 
3 
O 
3 
3 
O 
3 
O 


1- 
1— 

< 
o 

3 
3 

O 
O 
CD 
< 
CD 
3 
3 
3 
CD 
CD 
3 
O 
3 
CD 
3 


1— 
1— 

3 
O 
3 
< 
O 
3 
O 
3 

CD 
< 
CD 
CD 
3 
3 
O 
O 
< 


h- 
1— 

O 
3 
3 

< 
CD 
CD 
< 
CD 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 


h- 
h- 

CD 
< 
CD 
CD 
3 
< 
3 
CD 
3 
O 
O 
3 
3 
3 
CD 
3 
O 

o 
< 


I— 
h- 

3 

CD 

3 

% 

CD 
CD 

S 

CD 
< 
O 
< 
O 

% 

o 


1— 
1— 

3 

CD 
CD 
<* 

O 

o 

3 

O 
CD 
3 
< 
CD 
< 
CD 
3 
< 
CD 
< 


1— 
1— 

< 

O 
3 
Q 
CD 
3 
< 
O 
O 
3 
3 
O 
3 
O 
O 
3 

CD 


1— 
1— 

3 

CD 
CD 

O 

CD 
CD 
< 
O 
< 
3 
< 
O 
O 
3 
O 


1— 
1— 

CD 
3 
3 
CD 
3 
CD 
3 
O 
CD 
3 
O 
O 
3 
3 
< 
CD 
3 
O 
< 


1— 
I— 

3 

< 
CD 
3 
< 
CD 
3 
3 
CD 
3 
CD 
CD 
CD 
< 
O 
< 
CD 

% 


I— 
h- 

3 

< 
CD 
3 
< 
CD 
3 
3 
CD 
3 
CD 
CD 
CD 
< 
O 
< 
CD 

$ 


h- 
h- 

3 
3 

< 

3 

CD 
< 
O 
O 
CD 
3 
CD 

$ 

CD 
O 
3 
O 
O 
3 


1— 
1— 

3 
3 
< 
3 
CD 
< 
O 
O 
CD 
3 
CD 

CD 
O 
3 
O 

o 

3 


h- 
I— 

CD 
3 
3 
3 
3 
3 
CD 
CD 
CD 
CD 
3 
3 
O 
3 
CD 
3 
O 
3 
3 


h- 
I— 

CD 
3 
3 
3 
3 
3 
CD 
CD 
CD 
CD 
3 
3 
O 
3 
CD 
3 
O 
3 
3 


1— 
1— 

< 

CD 
3 
3 
CD 
< 
O 
CD 
3 
< 
O 
CD 
3 
CD 
CD 
3 
3 
3 
3 


1— 
h- 

< 

CD 
3 
3 
CD 
< 
O 
CD 
3 
< 
O 
CD 
3 
CD 
CD 
3 
3 
3 
3 


1— 
1— 

3 
3 

O 

CD 
3 
O 
O 

o 
< 
o 

o 

3 

< 

o 

3 

< 


1— 
h- 

3 
3 

O 

CD 
3 
O 
O 

o 
< 
o 

o 

3 

< 

o 

3 

< 


(3854C) stab05 


< 

Z 
CC 

« LO 

T O 

C\J -Q 
_J 03 

S « 

si 

Q g 


< 

z 
cc 

« LO 

T- O 

CNJ -Q 
1 CO 

g ts 
§s 


< 
cc 

CD 

CN 
— i 
— ) 
CD 

O 
CO 

cc 

Q 


< 
Z 
CC 

CD 

CNJ 
— \ 
— > 

LO 

OO 
CO 

Q 


< 
Z 
CC 

CD 

CNJ 
— 1 

CD 
OO 
O 

cc 

Q 


< 
Z 

cc 

CD 

CNJ 
— 1 

CD 

cc 

Q 


< 
Z 
CC 

CD 

CNJ 
1 

CD 


< 
Z 

cc 

CD 

CN 
1 

CNI 

go 

CC LO 

Q OO 

S SH- 


< 

z 

DC 

CD 

CNJ 

1 

1^ 

ll 


< 
Z 
DC 

CD 

CNJ 
1 

CD 

0 A 

So 

01 CD 

§s 


< 

z 

CC 

CD 

CN 
— s 

f 

o 

CO 
CO 

CC 
Q 


< 
Z 
CC 

"CD 

CN 
— \ 
— > 

LO 
OO 
CO 

CC 
Q 


< 
z 

CC 

'(f) 

CN 
— \ 
— > 

CD 
OO 
CO 

CC 
Q 


< 

z 

CC 

'cd 

CNJ 
— s 

— > 

CO 

CD 

CO 

CC 
Q 


< 
Z 
CC 

CD 

CNJ 

1 

CNJ 

CN 

co 

co y 
o: o 


< 
Z 
CC 

CD 

CN 
1 

CNJ 

00 

co y 

LO 

S SS 


< 

z 

CC 

CD 

CNJ 
—1 

CNI 

CD 

co y 

Of CD 
Q CO 


< 

z 

CC 

CD 

CN 
1 

CD 

CD _ 

co O 

2^ 

Q CD 

S SH 


<C 

z 

CD 
CN 

3 

LO 
CNI 
CD 
CN 
CO 
<t 
CC 

^c 


<C 

z 

CC 

CD 
CN 

3 

LO 
CN 
CD 
CN 
CO 
<t 

CC 

^ 


<c 
z 

CC 

CD 
CNJ 

3 

o 

CN 
CD 

CN 
CO 

<£ 

CC 

±c 


<C 

z 

CC 

CD 
CN 

3 

CD 
CN 
CD 

CN 
CO 
<£ 

CC 

±c 


<C 

z 

CC 

CD 

CN 
3 

CD 
CD 
CD 

CN 
CO 

<c 

CC 

^ 


<c 
z 

CC 

CD 
CNJ 

3 

CD 
CD 
CD 

CN 
CO 

<c 

CC 

±c 


< 
Z 
CC 

"CD 
CN 

3 

CO 

o 

CN 
CO 

<c 

CC 
^ 


< 
Z 
CC 

"CD 
CNJ 

3 

CO 

o 

CN 
CO 
<£ 

CC 


< 
Z 
CC 

CD 

CM 
1 

CO 

CD 

CN ^ 
CO Q 

<£ lq 
CC CN 


< 
Z 
CC 

CD 

CN 
1 

CO 

CD 
CN 
CO 

<; 
CC 




CD 

r^- 




CN 
CD 
h- 


CD 
CN 


h- 

CNJ 


OO 
CNJ 


CD 
CNJ 


o 

CO 


OO 


CNI 

CO 


CO 
CO 


s 


LO 

CO 


CD 
CO 
^J" 


co 


00 
CO 


CD 
CO 


O 




CO 
CO 
LO 


CO 
CO 
LO 


s 

LO 


s 

LO 


LO 
CO 
LO 


LO 
CO 
LO 


CD 
CO 
LO 


CD 
CO 
LO 


CO 
LO 


CO 
LO 




o 

CO 




O 
CO 


CO 


CO 


CO 


CO 


co 


CO 


co 


co 


co 


CO 


co 


CO 


co 


CO 


00 


CO 


00 


CO 


00 


CO 


CO 


CO 


CO 


CO 


CO 


CO 




0) 

CD 
£Z 

CD 

c: 

CO 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
fZ 
CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 

CD 

CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 

"c 

CO 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 


CD 
CD 
£Z 
CD 
CD 

CO 


CD 
CD 

c 

CD 
CD 

CO 




CO 

o 


O 


O 


CNJ 
O 


CO 
O 


O 


o 


CNJ 
O 


CO 

o 


O 


LO 
O 


CN 
O 


CD 
O 


1^- 
O 


LO 
O 


CN 
O 


CD 
O 


O 


OO 
O 


OO 
O 


CD 
O 


CD 
O 


O 


O 






CO 

o 


00 
O 




o 

CD 
< 
CD 

CD 
< 
O 

O 
O 
CD 

O 
3 
3 

CD 
CD 
3 
< 


CD 

O 
< 
CD 
< 
O 
O 

O 
3 
O 
CD 
CD 

CD 
3 
O 
3 


CD 

O 
CD 
< 
CD 
CD 
< 

3 

O 
O 
< 
3 
3 
O 
< 
O 

o 

3 

CD 
3 


CD 

3 

O 
3 
3 

< 
CD 
CD 
< 

% 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 
3 
3 


3 

O 
CD 
< 
CD 

CD 
< 

3 

O 
O 
CD 
3 
3 
O 
3 
3 
CD 
CD 
3 
< 


CD 

O 
< 
CD 
< 
O 
O 

O 
3 

O 
CD 
CD 

% 

CD 
3 
O 
3 


CD 

O 
CD 
< 
CD 
CD 
< 

3 

O 
O 
< 
3 
3 
O 
< 
O 

o 

3 
CD 
3 


CD 
3 
O 
3 
3 
< 
CD 
CD 
< 
( n 

% 

CD 
CD 
3 

S 

CD 
< 
CD 
3 
3 
3 


3 

O 
CD 
< 
CD 

CD 
< 

Q 

3 

O 
O 
CD 
3 
3 
O 
3 
3 
CD 
CD 
3 
< 


CD 

O 
< 
CD 
< 
O 
O 

O 
3 
O 
CD 

1 

CD 
3 
O 
3 


3 
CD 
3 
O 
3 
< 
O 
3 

O 
— ) 

< 

o 

CD 
< 
CD 
CD 
3 
3 
O 
O 
< 
CD 
3 


CD 
3 
O 
3 
3 
< 
CD 
CD 
< 

% 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 
3 
3 


< 
CD 

CD 

< 

CD 
CD 
3 
< 
3 

3 

O 
O 
3 
3 
3 
CD 
3 
O 
O 
< 

o 

3 


< 

O 
3 
CD 
< 
O 
3 

CD 
< 
O 
CD 
< 
O 

% 

CD 


3 

CD 

3 

O 

3 

< 

O 

3 

O 
— ) 

< 

o 

CD 
< 
CD 
CD 
3 
3 
O 
O 
< 
CD 
3 


CD 
3 

o 

3 
3 

< 
CD 
CD 
< 
( n 

^ 

CD 
CD 
3 
< 
O 
CD 
< 
CD 
3 
3 
3 


< 

CD 
CD 
< 
CD 
CD 
3 
< 
3 
r n 
\U 

3 

O 
O 
3 
3 
3 
CD 
3 
O 
O 
< 

o 

3 


< 
O 
3 
CD 
< 
O 
3 

CD 
< 
O 
CD 
< 
O 
< 
O 

% 

o 
< 

CD 


O 
CD 
3 
< 
CD 
3 
< 
CD 
3 
3 
CD 
3 
CD 
CD 
CD 
< 
O 
< 
CD 

o 
< 


o 

CD 
3 
< 
CD 
3 
< 
CD 
3 
3 
CD 
3 
CD 
CD 
CD 
< 
O 
< 
CD 

O 
< 


O 
O 
3 
3 
< 
3 
CD 
< 
O 

Q 

CD 
3 
CD 

CD 
O 
3 
O 
O 
3 
3 
3 


O 
O 

3 
3 

< 
3 
CD 
< 
O 

Q 

CD 
3 
CD 

CD 
O 
3 
O 
O 
3 
3 
3 


3 

CD 
CD 
3 
3 
3 
3 
3 
CD 
f n 
<U 

CD 
CD 
3 
3 

o 

3 
CD 
3 
O 
3 
3 
3 
< 


3 

CD 
CD 
3 
3 
3 
3 
3 
CD 
en 

CD 
CD 
3 
3 

o 

3 
CD 
3 
O 
3 
3 
3 
< 


3 
3 
< 
CD 
3 
3 
CD 
< 
O 
CD 
3 
< 
O 
CD 
3 
CD 
CD 
3 
3 
3 
3 
3 
CD 


3 
3 
< 
CD 
3 
3 
CD 
< 
O 
CD 
3 
< 
O 
CD 
3 
CD 
CD 
3 
3 
3 
3 
3 
CD 


o 

CD 
3 
< 
CD 
3 
< 
CD 
3 
3 
CD 
3 
CD 
CD 
CD 
< 
O 
< 
CD 

O 
< 


o 

CD 
3 
< 
CD 
3 
< 
CD 
3 
3 
CD 
3 
CD 
CD 
CD 
< 
O 
< 
CD 

O 
< 




oo 
o 


CD 
CO 


«t 
h*. 
o 

CO 


CNJ 
LO 

OO 
CO 


oo 
o 


CD 
OO 


r-. 
o 

CO 


CNJ 
LO 

00 
CO 


oo 
o 


CD 
OO 


CN 
O 
CO 
CO 


CN 
LO 

OO 
CO 


CN 
CD 
OO 
CO 


CD 

CD 
00 


CN 
O 
CO 
CO 


CN 
LO 
00 
CO 


CN 
CD 
00 
CO 


CD 
^1" 
CD 
CO 


LO 
CNJ 
CD 


LO 
CNJ 
CD 


o 

CN 
CD 


o 

CN 
CD 


CD 
CD 
CD 


CD 
CD 
CD 


CO 

o 


CO 

o 


CO 
CD 


CO 
CD 




CC 
Q 


CC 
Q 


CC 
Q 


cc 

Q 


cc 

Q 


CC 
Q 


cc 

Q 


CC 
Q 


Q 


tr 

Q 


CC 
Q 


CC 
Q 


CC 
Q 


CC 
Q 


CC 
Q 


CC 
Q 


CC 
Q 


CC 
Q 


CN 
CO 
< 

CC 


CN 
CO 
< 

CC 


CN 
CO 
< 
CC 


CN 

CO 


CN 
CO 
< 
CC 

±c 


CN 
CO 
< 

CC 
±C 


CNJ 

CO 

< 

CC 


CNJ 

CO 

< 

CC 


CN 

CO 

< 

CC 


CN 
CO 
< 
CC 





CM 

CD 
CD 


CN 
CD 
CD 


CO 
CD 
CD 


CO 
CD 
CD 


CD 
CD 


CD 
CD 


LO 
CD 
CD 


CO 
CD 
CO 


1^ 
CD 
CO 


oo 

CD 
CO 


CD 
CD 
CO 


O 
1^ 
CO 


CO 


CM 

r-- 
co 


CO 

co 


CO 


LO 
CO 


CO 
CO 


1^ 
1^ 
CO 


OO 

co 


CD 

r-- 

CD 




1— 
1— 

< 

cd 

CD 
< 

CD 

o 

3 
3 

O 
< 

o 

CD 
CD 
3 
O 
< 

% 


1— 
1— 

< 

CD 
CD 
< 

CD 
O 
3 
3 
O 
< 

o 

CD 
CD 
3 
O 
< 
3 


1— 
1— 

CD 

o 
< 

CD 

$ 

O 

o 
o 
o 

o 


1— 
1— 

CD 
<r 

O 
< 
CD 

O 

o 
o 
o 

o 


1— 

o 
o 
< 
o 

CD 
3 
< 
O 
CD 
3 
O 

o 

3 


1— 
h- 

o 
o 
< 
o 

CD 
3 
< 
O 
CD 
3 
O 

o 

3 


CD 

1— 
1— 

CD 
< 
CD 
< 
o 
o 
CD 

3 
O 

< 
=5 
O 
O 

< 

CD 
< 

o 

GO 


CD 

\— 
1— 

CD 
< 
o 
< 
CD 

Z3 
O 

o 

=5 
=3 

CD 
CD 
CD 
< 
o 
< 
o 

-6 

CD 


CD 
I— 
h- 

o 

Z3 
< 

o 
CD 
CD 

3 
O 
< 

o 

Z5 

CD 
< 

=3 
O 
=5 
O 

CD 
CD 

CD 


CD 

\— 
h- 

Z3 

CD 

Z3 

CD 
CD 
o 

=5 
O 
< 

CD 

Z3 
Z5 

CD 
< 
CD 
CD 

Z3 

CD 

Z3 
DQ 


1— 

CO 

h- 

CD 

=3 
Z3 

CD 
CD 
< 

CD 
< 
o 

CD 
CD 

Z3 
O 
=5 
O 
3 
Z3 


1— 

CO 

h- 

CD 

=3 

CD 

=3 

CD 

=3 
O 

o 
o 

CD 
CD 

% 

=3 

CD 

Z3 
O 


1— 

CO 

1— 

o 
o 
CD 
< 
CD 
< 

=3 
O 
< 

CD 
CD 

o 
CD 

=3 
< 

CD 


1— 

CO 

< 

o 
o 

o 
o 

=3 

CD 
< 
CD 
o 
o 

< 


h- 
h- 

O 
< 

o 
o 
< 

3 

CD 
< 
O 
3 
O 
CD 
3 
3 
3 
O 
< 
3 
O 


h- 
1— 
3 

CD 
CD 
CD 
< 
CD 
CD 
CD 
3 
CD 
3 
3 
3 
O 
3 
CD 
3 
O 
3 


1— 
1— 
3 

O 
CD 
< 
O 
CD 
CD 
3 
3 
O 
3 
3 
O 
3 
CD 
CD 
CD 


1— 
1— 

3 
3 

O 
3 
O 
CD 
< 
CD 
CD 
3 
O 
CD 

3 
O 
3 

O 
< 


h- 
1— 

CD 
< 
3 
CD 

O 
CD 
< 
CD 
3 
O 
< 
3 
CD 
CD 
3 
CD 


1— 

CD 
< 

< 

CD 

O 
< 
O 

o 
o 

3 

o 
o 
o 
< 


1— 
h- 
3 
3 

O 

o 
o 
< 

CD 

% 

CD 

o 
o 

CD 
3 
O 
CD 
< 


(625C) 


< 
Z 
C£ 

en 

CN 
_l 

CO 
CO 
CD 

cm ^ 
O 

<£ o 
CD 


< 
Z 
G£ 

CO 

CN 
_l 

CO 
CO 
CD 

CN ^ 

CO O 
<C o 

cr cm 

CD 


< 
z 

CO 
CN 

_i 

o 

CN ^ 
CO O 

cd 

^ CD 


< 
z 
cc 

CO 
CN 

_i 

o 

CN ^ 

CO O 

C£ CD 
^ CD 


< 

z 

CO 

CN 
1 

T — 

CO 

o 

CN (J 
CO CO 

l2 ° 


< 

z 

CO 

CN 
_J 

CO 

o 

CN Q 
CO CO 

C£ o 


z 

CO 

CN 
3 

CN 

CL § 
< CO 
^ « 


<< 

*-L, 

z 

CO 

CN 
3 

00 

hz § 

< 

^ CO 


< 
Z 

q: 

CO 

CN 
3 
oo 

hz § 

~? -i-2 

< j0 
^ CO 


< 
Z 

cc 

CO 
CN 

3 

LO 
CN 
LO 
CN 

< CO 

^ 17) 


< 

z 

CO 

CM LO 
—1 O 
CM _q 
3 CO 

5 Q 

CL ->^j- 
< CN 


< 

Z 

cc 

"co 

CM LO 

—J o 

CO _Q 

CD (0 

□_ oo 

< ^ 


< 
Z 
C£ 

CO 

CM LO 
-1 O 
CO JD 
CO m 

^ to 
CL ?! 

< 


< 

Z 

CO 

CM LO 
-1 O 

CO JQ 

LO -2 

CN « 

5 ° 
CL CN 
< LO 


< 

z 
o: 

CO 
CN 

3 

o 
oo 

CM 

CL 

< 


< 
Z 

cc 

CO 

CM 
3 

CO 

CL 
< 


< 
Z 

cc 

CO 

CM 
3 
^1- 

00 
00 
CM 

CL 
< 


< 

z 
on 

CO 

CN 
3 

CO 
LO 
LO 
CO 

CL 

< 


< 
Z 

<z 

CO 

CM 
1 

00 
CD 
CM 

5 ° 

< CM 


< 
z 
<z 

CO 

CM 
1 

CD 
CN 
CO 

CL 

< CO 


< 

z 
ct: 

CO 

CM 
— 1 

CN 
O 
CD 
CN 

CL 

< 




CO 
CO 

lo 

CO 


00 
CO 
LO 

CO 


CD 
CO 
LO 

CO 


CD 
CO 
LO 

CO 


o 

LO 
CO 


o 

LO 
CO 


oo 

O 
CO 


00 

oo 
o 

CO 


CD 
OO 

o 

CO 


o 

CN 
OO 

o 

CO 


CM 
OO 
O 
CO 


CN 
CM 

oo 

O 
CO 


CO 
CM 
OO 

o 

CO 


CM 
OO 
O 
CO 


CO 
00 
LO 

CO 


00 
LO 

CO 


00 
00 
LO 

CO 


CD 
00 
LO 

CO 


O 
CD 
LO 

CO 


CD 
LO 

CO 


CN 
CD 
LO 

CO 




CP 
CO 

c: 

CD 

(/) 


CI) 

CO 

CU 
CO 


CD 

CO 

cu 

CO 


CD 

CO 

CD 
CO 


CU 
CO 
SZ 
CU 
CO 


CU 
CO 
SZ 
0 
CO 


CU 
CO 
£Z 
CU 
CO 


CU 
CO 
£Z 
CU 
CO 


CU 
CO 
£Z 
CU 
CO 


CU 

CO 

J= 

CU 
CO 


CU 

CO 

c 
CU 

CO 


CU 

CO 

CU 

CO 


CU 
CO 

CU 

CO 


CU 
CO 

CU 
CO 


CU 
CO 
£Z 
CU 
CO 


cu 

CO 

c 

CU 
CO 


CU 
CO 
£Z 
CU 
CO 


CU 
CO 
£Z 
CU 
CO 


CU 

CO 

c 

CU 

CO 


CU 

CO 

c 

CU 
CO 


CU 
CO 
!= 
CU 
CO 




C 
CO 


£Z 
CO 


£Z 
CO 


CO 


c 

CO 


£Z 
CO 


CO 


CO 


CO 


"c 

CO 


"c: 

CO 


"c 

CO 


CO 




CD 
O 


CD 

o 


o 


o 






CN 


CO 




LO 


CM 


CO 




LO 


CO 




CO 


CD 


CO 




OO 




o 

O 
3 
3 

< 
3 
CD 
< 
O 

Q 

CD 
3 
CD 

CD 
O 
3 
O 
O 
3 
3 
3 


o 
o 

3 
3 

< 

3 

CD 
< 
O 

Q 

CD 
3 
CD 

CD 
O 
3 
O 
O 
3 
3 
3 


3 

CD 
CD 
3 
3 
3 
3 
3 
CD 
en 
w 

CD 
CD 
3 
3 

o 

3 
CD 
3 
O 
3 
3 
3 
< 


3 
CD 
CD 
3 
3 
3 
3 
3 
CD 

CD 
CD 
3 
3 

o 

3 
CD 
3 
O 
3 
3 
3 
< 


3 
3 

< 
CD 
3 
3 
CD 
< 
O 
CD 
3 
< 
O 
CD 
3 
CD 
CD 
3 
3 
3 
3 
3 
CD 


3 
3 

< 
CD 
3 
3 
CD 
< 
O 
CD 
3 
< 
O 
CD 
3 
CD 
CD 
3 
3 
3 
3 
3 
CD 


O 
O 

CD 
< 
CD 
< 
O 

CD 
3 
O 
< 
3 
O 

CD 
< 
O 
O 
< 


CD 

< 
o 
< 

CD 
3 
O 

3 
3 

CD 
CD 
CD 
< 
O 
< 

o 
< 
o 

3 

< 


o 

3 
O 
3 
< 
O 
CD 
CD 
3 

< 

O 
3 
CD 
< 
3 
O 
3 
O 
CD 
CD 
3 
3 


o 

3 
3 

CD 
3 
CD 
CD 
O 
3 

Vw) 

< 

CD 
3 
3 
CD 
< 
CD 
CD 
3 
CD 
3 
O 
< 


O 
O 

CD 
< 
CD 
< 
O 

CD 
3 
O 
< 
3 
O 
O 
< 
CD 

o 
< 


CD 

< 
o 
< 

CD 
3 

O 
( } 
\-j 

3 

3 

CD 
CD 
CD 
< 
O 
< 

o 
< 
o 

3 

< 


o 

3 

o 

3 

< 
o 

CD 
CD 
3 
r \ 

< 

O 
3 
CD 
< 
3 
O 
3 
O 
CD 
CD 
3 
3 


o 

3 
3 

CD 
3 
CD 
CD 
O 
3 

< 
CD 
3 
3 
CD 
< 
CD 
CD 
3 
CD 
3 
O 
< 


< 

CD 

o 
< 
o 

O 
< 
3 
CD 

o 

3 
O 
CD 
3 
3 
3 
O 
< 
3 
O 
O 
CD 


% 

3 

CD 
CD 
CD 
< 
CD 
CD 
en 

3 
CD 
3 
3 
3 
O 
3 
CD 
3 
O 
3 
CD 
3 


< 

3 
3 
O 
CD 
< 
O 
CD 
CD 
3 
3 
O 
3 
3 
O 
3 
CD 
CD 


CD 
CD 
3 
3 
O 
3 
O 
CD 
< 

CD 
3 
O 
CD 
< 
< 
3 
O 
3 
O 
< 
CD 
CD 


< 
CD 
O 
< 
O 
O 
< 
3 
CD 

o 

3 
O 
CD 
3 
3 
3 
O 
< 
3 
O 
O 
CD 


3 

CD 
CD 
CD 
< 
CD 
CD 

3 
CD 
3 
3 
3 
O 
3 
CD 
3 
O 
3 
CD 
3 


< 

3 
3 

O 
CD 
< 
O 
CD 
CD 
3 
3 
O 
3 
3 
O 
3 
CD 
CD 




00 
CO 
CD 


00 
CO 
CD 


o 


1^ 
o 


CO 

o 


CO 

o 


CN 


00 
h- 


oo 


LO 
CM 
LO 
CN 


CN 


CO 
CD 


CO 

CO 


CO 

^J- 

LO 
CM 


o 

00 
CN 


CO 


00 
00 
CM 


CO 
LO 
LO 
CO 


00 
CD 
CN 


CD 
CN 
CO 


CN 
O 
CD 
CN 




CN 
CO 
< 

□2 


CM 
CO 
< 


CN 
CO 
< 


CN 
CO 

< 


CN 
CO 

< 


CN 
CO 
< 


CL 
< 


CL 

< 


CL 

< 


CL 

< 


CL 
< 


^ 
CL 
< 


CL 
< 


CL 

< 






^. 








^ 

Q_ 

< 





o 

CO 
CD 


00 
CD 


CNJ 
CO 
CD 


CO 
CO 
CD 


s 

CD 


LO 
00 
CD 


CD 
00 
CD 


00 
CD 


CO 
CO 
CD 


CD 
CO 
CD 


O 
CD 
CD 


CD 
CO 


CNJ 
CD 
CD 


CO 
CD 
CD 


CD 


LO 
CD 
CD 


CD 
CD 
CD 


1^- 

CD 
CD 


OO 
CD 
CD 


CD 
CD 
CD 


o 
o 


O 

r— 


CNJ 
O 


CO j 

o 




h- 
1— 
3 

cd 
< 

CD 
< 
3 

O 
CD 
< 
O 

o 

O 
CD 
< 
CD 


h- 
1— 

O 
3 
CD 
3 

< 
O 
O 
< 

o 

% 

CD 
CD 
3 
3 
O 
CD 
< 
O 


1— 
1— 

O 

% 

CD 
< 
O 
3 
O 
< 
CD 
3 
O 
CD 
< 
O 
O 
O 
3 
3 


h- 
h- 

3 
3 

o 

< 
CD 
O 
O 
3 
< 
CD 
< 
O 

% 

o 

3 
CD 
3 
< 


h- 
1— 

< 

o 
< 

CD 
< 

3 
< 
CD 
3 
O 
3 
O 
O 
CD 
CD 
3 
3 


1— 
1— 

CD 
3 
O 
CD 

O 

o 

3 
3 

CD 
3 
CD 
CD 
3 
< 
O 
< 
CD 


1- 
1— 

CD 
CD 
CD 
3 
O 
CD 
< 
O 
3 
CD 
< 
CD 
3 
O 
3 
3 
CD 


h- 
1— 

3 
< 
O 
< 
CD 
3 
3 
CD 
3 
O 
3 
< 
CD 
CD 
O 
3 
CD 


1— 
1— 

o 

O 
CD 
CD 
< 
CD 
< 
O 
3 
< 
3 
CD 
3 
O 
3 
CD 
3 


CO 

1— 
1— 

< 

CD 
CD 
<C 
CD 

Z3 
< 

CD 

=5 
< 

CD 
CD 
< 
CD 
o 
< 
CD 

=5 

CD 

CO 


QQ 

1— 
1— 

•s 

CD 

i 

o 
CD 

=3 

< 
=3 
Z3 

CD 

3 
O 
Z3 

CD 
CD 

GO 


CO 

h- 
h- 

CD 

o 

Z3 

o 

=3 

CD 
< 
CD 
CD 
< 
o 

CD 

=3 
O 

00 


GO 
1— 
1— 

O 

o 

< 
< 

CD 

< 

o 

t 

o 

< 

o 
CD 

=3 

CD 

CO 


1— 

CO 

1— 

o 
<; 
o 

Z3 

CD 

o 

Z3 
O 

o 

=3 

S 

< 

O 
=3 
O 
O 


1— 

CO 

1— 

o 
o 
< 
CD 
< 
o 

I 

CD 
CD 

3 
O 

CD 


h- 

to 

h- 

CD 
< 
o 

CD 

=3 
O 

o 
o 

< 

CD 

CD 
zs 

=3 
ZS 

o 


1— 

CO 

h- 

o 

CD 
< 
zs 

CD 
CD 

Z5 
=3 

CD 
zs 
CD 

3 
O 
Z3 
ZS 

CD 
CD 


1— 
1— 
< 

CD 
CD 
< 
CD 
3 
< 
CD 
3 
< 
CD 
CD 
< 
CD 
O 
< 
CD 
3 
CD 


1— 
1— 

< 

o 

CD 
<C 
< 
O 

o 

CD 
3 
3 
< 
3 
3 
CD 
3 
O 
3 
CD 
CD 


I— 
h- 

CD 

O 
3 
3 
O 
3 
CD 
< 
CD 
CD 
< 
O 
CD 
3 
O 


h- 

h- 

O 
O 

% 
CD 
< 
O 
< 
O 

% 

o 
o 
< 

3 

o 

CD 
3 
CD 


1— 
1— 

O 
< 

o 

3 

CD 
O 
3 
O 
O 
3 
< 
O 
3 
< 
O 
3 
O 

o 

3 


1— 
1— 

O 
O 
< 
CD 
< 
O 

3 

O 
CD 
CD 
3 
3 
O 
CD 
3 


h- 
h- 

CD 
< 
O 
CD 
3 

a 
o 

3 

O 
< 
CD 

CD i 
3 

3 I 
3 I 
3 ; 
O 


(2884C) 


< 
Z 
Cd 

"to 

CN 

_i 

lo 

CO 

5 ° 

□_ LO 
< LO 


z 
cl 

to 

CN 
3 

LO 

CO 

r^- 

oo 

^: 
□_ 

< 


Z 
Cd 

CO 
CNJ 

3 

LO 
LO 
CO 
CO 

CL 

< 


< 
Z 

cl 

'co 

CNJ 

3 

CD 
CNJ 
CNJ 

CO 

CL 

< 


< 
Z 
Cd 

'co 

CNJ 

3 

-3- 

CO 

CL 

< 


< 
Z 

cd 

CO 

CNJ 
_l 

CO 
LO 
h- 

66 ^ 
rf ° 

□_ lq 

< CO 


< 
Z 

cd 

"co 

CNJ 
_l 

CO 

00 

66 ^ 
* O 

CL LO 
< LO 
^ 8° 


< 
Z 
CL 

CO 

CNJ 
_l 

CNJ 

8 o 

< CNJ 


< 
Z 
CL 

to 

CNJ 
_l 
CN 
CD 
CNJ 

< CNJ 


< 
z 

CL 

CO 
CNJ 

3 

CO 

>- "§ 


< 

Z 
Cd 

CO 
CNJ 

3 

r*«- 

LO 

<n § 
>- "co 
^ w 


< 
z 

CO 
CNJ 

3 

CO 

o 

6d § 
>- "co 

^ "CO 


< 

Z 

o: 

"co 

CNJ 

3 

CO 
LO 

o 

^- ^1- 

>- -8 

^ "CO 


< 

Z 

cd 

W LO 

T- O 

CNJ _Q 
_l CO 

1^ 

QQ 00 


< 
Z 

a: 

W LO 

o 

CNJ _Q 
_J CO 

12 « 

QQ f^- 
> LO 

^ s 


< 

Z 
CL 

w LO 

T- O 

CN| _0 
_l CO 

^ o 

QQ OO 


< 

z 

CL 

" W LO 
x— O 
CNI _Q 
— 1 CO 

£ °> 
? o 
m S 

>- o 


< 

z 
Cd 

to 

CNI 

3 

OO 

-3- 

QQ 
> 


< 

z 
Cd 

to 

CNJ 

3 

h- 

LO 
^t- 
QQ 
> 


< 

z 
cd 

CO 
CNJ 

3 

00 

o 

QQ 
> 


< 

z 

Cd 

"co 

CNI 

3 

CO 
LO 
O 

QQ 
>- 


< 
Z 
Cd 

to 

CNI 
_l 
CD 
CD 

5g 
>■ ^ 


< 
Z 
Cd 

CO 

CM 
_l 
LO 

Jo 

QQ i^-. 
>- LO 

^ s 


< 

Z ; 
Cd ! 

to ! 

CNJ 
_l 
CD 

CNJ ! 

£u 

QQ oo 
> P 

^ !^ 




CO 
CD 

lo 

CO 


LO 

CO 


CO 
LO 
CO 


CD 
LO 
CO 


o 

CNJ 
LO 

CO 


CNJ 
LO 

CO 


CNJ 
CNJ 
LO 

CO 


CO 

CNI 
LO 

CO 


CNI 
LO 

CO 


CD 
O 
CO 


CO 
CD 

o 

CO 


CD 

CD 
O 
CO 


o 

00 
CD 
O 
CO 


00 
CD 
O 
CO 


CNJ 
00 
CD 
O 
CO 


CO 
00 
CD 

o 

CO 


3 

CD 
O 
CO 


LO 
CNJ 
O 

CO 


CD 
CNJ 
O 

CO 


CNJ 

o 

CO 


00 
CNJ 

o 

CO 


o 

CO 


CNJ 
O 

CO 


CO 

o 

CO 




CP 
CO 

CD 

CO 

co 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 

jz 

CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
fZ 
CD 
CO 

CO 


CD 
CO 
fZ 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
fZ 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c: 

(0 


CD 
CO 
£Z 
CD 

to 
"c 

CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 

to 

CO 


CD 

to 

£Z 
CD 

to 


CD 

to 

£Z 
CD 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 

to 

CO 


CD 
CO 
JZ 
CD 
CO 

"c 

CO 


CD i 

CO 

£Z 

CD ! 

to 

CO | 




CD 


O 
CNJ 


CNJ 


CNJ 
CNJ 


CO 
CNJ 


o 

CNJ 


CNJ 


CNJ 
CNJ 


CO 
CNJ 


1^ 
LO 


1^ 

LO 


1^ 
LO 


1^- 
LO 


r^- 

LO 


r^- 

LO 


r^- 

LO 


LO 


CNJ 


LO 
CNJ 


CD 
CNJ 


CN| 


CNJ 


LO 
CNJ 


CD 
CN 




CD 
CD 
3 
3 
O 
3 
O 
CD 
< 

CD 
3 
O 
CD 
< 

3 

O 
3 
O 
< 
CD 
CD 


3 
O 
O 
3 
CD 
3 
< 
O 
O 

o 

CD 
CD 
3 
3 
O 
CD 
< 
O 

% 


o 
< 

O 

% 

CD 
< 
O 
3 

Q 
< 

CD 
3 
O 
CD 
< 
O 
O 
O 
3 
3 
3 
3 


CD 

3 
3 
3 

o 

< 
CD 
O 
O 
3 
< 
CD 
< 
O 
< 
< 
O 
3 
CD 
3 

O 


o 

CD 
< 
O 
< 
CD 
< 
O 
< 

< 
CD 
3 
O 
3 
O 

o 

CD 
CD 
3 
3 
3 
O 


3 

O 
O 
3 
CD 
3 
< 
O 
O 

o 

CD 
CD 
3 
3 
O 
CD 
< 
O 


O 
< 

o 

CD 
< 
O 
3 

Q 
< 

CD 
3 
O 
CD 
< 
O 
O 
O 
3 
3 
3 
3 


CD 
3 
3 
3 

o 

< 
CD 
O 
O 
3 
< 
CD 
< 
O 
< 
< 
O 
3 
CD 
3 

O 


o 

CD 
< 
O 
< 
CD 
< 
O 
< 

< 
CD 
3 

a 

3 

O 

o 

CD 
CD 
3 
3 
3 
O 


< 

CD 

Q 

a 
< 

3 

O 
< 

o 
o 

$ 

o 


< 

CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 

CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 

CD 

Q 

a 
< 

3 

O 
< 

o 
o 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

% 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


3 

O 
< 
CD 
CD 
< 
CD 
3 
< 

( n 
3 
< 
CD 
CD 
< 
CD 
O 
< 
CD 
3 
CD 
< 
O 


3 

O 
< 

o 

CD 

o 
o 

CD 
3 
3 
< 
3 
3 
CD 
3 
O 
3 
CD 
CD 
3 
3 


o 
o 

CD 

o 

3 
3 

O 
3 
CD 
< 
CD 
CD 
< 
O 
CD 
3 
O 
3 
< 


O 
< 

O 

o 
< 
< 

CD 
< 
O 

o 

o 
o 

< 
3 

o 

CD 
3 
CD 
CD 
< 


3 
O 
< 
CD 
CD 
< 
CD 
3 
< 

V-/ 

3 

< 
CD 
CD 
< 
CD 
O 
< 
CD 
3 
CD 
< 
O 


3 

O 
< 
O 
CD 

o 
a 

CD 
3 
3 
< 
3 
3 
CD 
3 
O 
3 
CD 
CD 
3 
3 


o 
o 

CD 

O i 

3 

3 

O 
3 
CD 
< 

CD i 
CD 

< 
O 
CD 
3 

a i 

3 ; 
< | 




I s *- 
LO 
CO 


CO 
CO 


CO 
LO 
00 


^l- 

CNJ 
CNJ 


CNJ 
CNJ 


CO 
CO 

I s - 


CO 
LO 
CO 


CNJ 
CNJ 


CN 
CNJ 


CD 


LO 
LO 

^1- 


CD 

o 
1^ 


LO 

o 


CD 


LO 
LO 


CD 

o 

h- 


LO 

o 


CD 
«t 


LO 
LO 


CD 
O 

r^- 


LO 

O 


CD 


LO 
LO 
^1- 


CD 
O 






co 

CL 

< 


CO 

:*: 

CL 

< 


CO 

CL 

< 


CO 

CL 

< 


00 

CL 
< 


00 
CL 

< 


CO 

CL 

< 


CO 

CL 
< 


CQ 


DQ 

> 


CO 

>- 


CO 

>- 


CQ 


QQ 


QQ 
>- 


QQ 
>- 


QQ 
> 


QQ 
> 


QQ 
> 


QQ 
> 


QQ 
> 


QQ 


QQ 

>- : 

^ 1 



o 


in 
o 
h» 


CD 
O 
1^- 


o 


00 

o 
h- 


CD 

o 


o 

1"-. 




CN 


CO 

r- 




m 


CD 


1^- 


oo 
r-. 


CD 


o 

CN 


OO 

o 


CN 


CN 

r— 


CN 
CN 


CO 
CN 

r— 


CN 


GGUUCUGUGUUGGUAGCACTT 


CD 
I— 
I— 

CD 
< 
o 

CD 
CD 

=3 
=3 

CD 

t 

CD 
CD 
CD 
< 
CD 
< 

CD 


CO 
I— 
h- 

< 

o 

=5 
O 

CD 

CD 
< 
CD 
CD 
< 
CD 
< 
o 
CD 

OQ 


CO 

1— 
1— 

CD 

3 

CD 
o 

CD 

=3 

CD 

=3 
=5 
O 
Z3 
O 

CD 
CD 
o 

CD 


00 

h- 
1— 
< 
CD 

3 
O 
Z3 

CD 
< 
CD 

3 
O 

CD 
CD 

Z3 
O 

o 

CG 


h- 

co 

1— 

Z3 

o 
ZJ 
o 
o 
o 

< 

CD 

Z5 
=3 
O 

o 
o 

3 

CD 

3 
O 


1— 

CO 

1- 

o 
CD 

=5 
O 
Z3 
O 
O 
=3 

o 
CD 

=3 
=3 
Z3 
Z5 
O 

CD 
< 
CD 

=3 


h- 

co 
h- 
CD 
o 

Z5 
=3 

CD 
< 
CD 

s 

CD 
o 
< 

=5 
=3 
O 


h- 

co 

1— 

Z3 
Z3 

CD 

% 

o 
o 
CD 

=3 
O 
< 

CD 
o 

Z3 


h- 
h- 

CD 
< 
O 
< 
CD 
CD 
3 
3 
CD 

a 

3 

CD 
CD 
CD 
< 
CD 
< 


1— 
1— 

< 
O 
3 

o 

CD 

O 
CD 
< 
CD 
CD 
< 
CD 
< 
O 
CD 


1— 
h- 

CD 

3 

CD 
O 
CD 
3 
CD 
3 
3 
O 
3 
O 

CD 
CD 
O 


h- 
h- 

< 

CD 
3 
3 
O 
3 
CD 
< 
CD 
3 
O 
CD 
CD 
3 
3 
O 
O 


1— 
1— 
3 
O 
3 

o 
o 
o 
< 

CD 
3 
3 
O 

o 
o 

3 

CD 
3 
O 


1— 
1— 

O 
CD 
3 

o 

3 

O 
O 
3 
O 
CD 
3 
3 
3 
3 
O 
CD 
< 
CD 
3 


1— 
1— 

CD 
O 
O 
3 

3 

CD 
< 
CD 

a 
< 
o 

CD 

o 
< 

3 
3 

o 


1— 
1— 
3 
3 

CD 
CD 

O 

o 

CD 
< 
O 
3 
O 
< 
CD 

O 
3 


CD 

\— 
I— 

< 

CD 
o 

Z3 

CD 
< 
CD 

=3 
O 

CD 
CD 

Z3 
=3 
O 
O 

CD 


h- 

co 

1— 

3 
=3 

CD 

o 
o 
CD 

=3 
O 
< 

CD 
o 


CD 

\— 
1— 

S 

Z3 
O 
Z3 

CD 

=3 
O 

CD 
CD 

Z3 
3 
O 
O 

<C 
<C 
CO 


1— 

CO 

1— 

Z3 
=3 

CD 
CD 

<c 

o 
o 
CD 

? 

=3 
O 

3 

Z3 


CD 

\— 
1— 

? 

o 

=3 
3 

CD 
CD 
o 

=3 

CD 
< 
CD 

Z3 
O 
13 
=3 

CD 
< 
CO 


h- 

CO 
1— 

Z3 
O 
< 

CD 

Z! 

o 

< 

CD 
o 
o 

CD 
CD 

Z3 

zs 


MYB:1071L21 siRNA 
(1053C) 


< 

dc 

CO 

CN 
3 
CD 
CN 

m 

d § 
>- "co 


< 
Z 

dc 

CO 
CN 

o 

CO 

d § 

> J5 
-> to 


< 
Z 
DC 

CO 
CN 

CD 
00 

d § 


< 
Z 

oc 

CO 

CN 
3 

h- 
CD 

d § 


< 

Z 

W LO 

o 

CN _Q 

=! j3 

£o 
o S 

> m 


< 

z 

DC 

" OT in 
o 

CN _Q 
— ' CO 

8 « 
d § 


< 

Z 
DC 

"« in 
o 

CN _Q 

—J eg 

O CD 

>- oo 

^ c. 


< 

z 

DC 

w in 
o 

CN _Q 

d 

> CD 


< 
Z 

o: 

CO 

CN 

CD 
CN 

in 

o 

> 


< 

z 
a: 

CO 
CN 

o 

OO 

1^ 

T — 

o 

> 


< 

z 

DC 

CO 

CN 
3 

CD 
OO 

o 

> 


< 

z 

DC 

CO 

CN 
3 

l^- 

CD 

o 
> 


< 

z 

DC 

CO 

CN 
1 

?o 
o 8 

> m 


< 
Z 
DC 

CO 

CN 
1 

00 
CD 

d § 
>■ I s - 


< 
z 

DC 

CO 

CN 
I 

CD 

r-- 

5?o 

d CD 
>■ oo 


< 
Z 
DC 

CO 

CN 
j 

CD 
00 

d 

> CD 


< 
Z 
DC 

CO 

CN 
3 

CD 

d § 

^ 1o 


< 
Z 
DC 

_c/) in 
^- o 

CN _Q 

d 

> CD 


< 
z 
□c 

CO 

CN 
3 

CD 

d § 


< 

z 

DC 

CO ^_ 
CN S 
t« 

?o 
d 

>■ CD 


> 

< 

z 
a: 

CO 

CN 
3 

CD 

d § 
>- "co 

^ -C75 


< 

DC o 

"co -9 

CN W 
1 • 

oo — 

d 

>■ CD 


31104 


m 

CN 
CO 

o 

CO 


CD 
CN 
00 
O 
CO 


CN 
00 

o 

CO 


00 
CN 
00 

o 

CO 


CD 
CN 
00 

o 

CO 


o 

CO 
00 

o 

CO 


CO 

oo 
o 

CO 


CN 
CO 
OO 

o 

CO 


CO 
CD 
CD 
O 
CO 


CD 
CD 
O 
CO 


m 

CD 
CD 

o 

CO 


CD 
CD 
CD 
O 
CO 


CD 
CD 
O 

CO 


o 
o 

CO 


o 

CO 


CN 
O 
CO 


1^ 

co 

CO 


O 
OO 
CO 

CO 


CO 

oo 

CO 
CO 


CD 
OO 
CO 

CO 


CD 
00 
CO 

CO 


CN 
CD 

CO 

CO 


antisense 


CP 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CD 


CD 
CO 
fZ 
CD 
CO 

c= 

CO 


CD 
CO 

CD 
CO 
-1— » 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
d 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"cz 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

~cz 

CO 


r— 

CN 


CO 
CN 


CN 


O 
CO 


CO 


OO 
CN 


CD 
CN 


o 

CO 


CO 


0O 
CN 


CD 
CN 


o 

CO 


CO 


00 
CN 


CD 
CN 


o 

CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


AGGUGCUACCAACACAGAACCAC 


CD 
3 
CD 
< 
O 
< 
CD 
CD 

3 

CD 

% 

O 
3 
CD 
CD 
CD 
< 
CD 

% 

O 


3 
3 

< 
O 
3 
O 
CD 

O 
CD 
< 
CD 
CD 
< 
CD 
< 
O 
CD 


< 

CD 
CD 

3 

CD 
O 
CD 
3 
CD 
3 
3 
O 
3 
O 

CD 
CD 
O 
< 
3 


< 

CD 

< 

CD 
3 
3 
O 
3 
CD 

<L. 

CD 
3 
O 
CD 
CD 
3 
3 
O 
O 

o 
< 


CD 
3 
CD 
< 
O 
< 
CD 
CD 
3 
3 
CD 

O 
3 
CD 
CD 
CD 
< 
CD 

O 


3 
3 

< 
O 
3 
O 
CD 

O 
CD 
< 
CD 
CD 
< 
CD 
< 
O 
CD 


< 

CD 
CD 

3 

CD 

O 

CD 
— \ 
> 

CD 

3 

3 

O 

3 

O 

CD 
CD 
O 
< 
3 


< 

CD 
< 
CD 
3 
3 

a 

3 

CD 

<L. 

CD 
3 
O 
CD 
CD 
3 
3 

a 
o 

O 
< 


CD 
3 
CD 
< 
O 
< 
CD 
CD 
3 
3 
CD 

% 

O 
3 

CD 
CD 
CD 
< 
CD 

o 


3 
3 

< 
O 
3 
O 
CD 

O 
CD 
< 
CD 
CD 
< 
CD 
< 
O 
CD 


< 

CD 
CD 

3 

CD 
O 
CD 
3 
CD 
3 
3 
O 
3 
O 

CD 
CD 
O 
< 
3 


< 

CD 

< 

CD 
3 
3 
O 
3 
CD 
<L 
CD 
3 
O 
CD 
CD 
3 
3 
O 

o 

o 
< 


CD 
3 
CD 
< 
O 
< 
CD 
CD 
3 
3 
CD 

O 
3 
CD 
CD 
CD 
< 
CD 

O 


3 
3 

< 
O 
3 
O 
CD 

O 
CD 
< 
CD 
CD 
< 
CD 
< 
O 
CD 


< 

CD 
CD 

3 

CD 

O 

CD 
— \ 
> 

CD 

3 

3 

O 

3 

O 

$ 

CD 
CD 
O 
< 
3 


< 

CD 
< 
CD 
3 
3 
O 
3 
CD 

<L. 

CD 
3 
O 
CD 
CD 
3 
3 
O 
O 

o 
< 


< 

CD 

< 

CD 
3 
3 
O 
3 
CD 
<t, 
CD 
3 
O 
CD 
CD 
3 
3 

a 
o 

o 
< 


< 

CD 
< 
CD 
3 
3 

a 

3 

CD 

<L. 

CD 
3 
O 
CD 
CD 
3 
3 

a 
o 

O 
< 


< 

CD 
< 
CD 
3 
3 
O 
3 
CD 

<L, 

CD 
3 
O 
CD 
CD 
3 
3 
O 
O 

o 
< 


< 

CD 
< 
CD 
3 
3 
O 
3 
CD 

CD 
3 
O 
CD 
CD 
3 
3 
O 
O 

o 
< 


< 

CD 

< 

CD 

3 

3 

O 

3 

CD 
*f 
<t, 

CD 

3 

O 

CD 

CD 

3 

3 

O 

o 

o 
< 


< 

CD 

< 

CD 
3 
3 
O 
3 
CD 

CD 
3 
O 
CD 
CD 
3 
3 
O 

o 

o 
< 


m 
o 


CN 

m 


00 


CD 

in 

00 


CD 
CD 
CD 


^j- 

CN 

m 


oo 

1"-. 
h- 


cd 
m 
oo 


CD 
CD 


CN 

m 


OO 


CD 

m 
oo 


CD 
CD 
CD 


CN 

m 


00 


CD 

m 

00 


CD 
CD 
CD 


CD 
CD 
CD 


CD 
CD 
CD 


CD 
CD 
CD 


CD 
CD 
CD 


CD 
CD 
CD 


CD 
CD 
CD 


MYB 


O 
> 


o 
> 


O 
>- 


O 
> 


O 
> 


O 
> 


O 


O 
> 


O 
>- 


o 
> 


O 
> 


O 
> 


O 
> 


O 
>- 


O 
> 


O 
>- 


O 
> 


O 
> 


O 
>- 


O 
> 


a 
>- 


O 
> 



LO 
C\J 

r— 


CD 
CNJ 
I s - 


1^- 

OvJ 


00 
CN 

h- 


CD 
CM 

h- 


o 

CO 


CO 
I s *. 


CNI 

CO 

I s - 


CO 
CO 
I s - 


^* 

CO 

r— 


LO 

CO 

r— 


CD 

CO 


co 
i^- 


oo 

CO 

i^- 


CD 

CO 


o 


5- 


CNI 


CO 

r— 




LO 


CO 

\— 
\— 

o 

=3 

CD 
CD 
o 

=3 

CD 

Z5 

o 

Z3 
=3 

CD 

^: 

GO 


I— 

CO 

h- 

Z3 

o 

3 

=3 
O 

3 

o 
o 

3 

CD 

3 
Z3 


h- 

o 
o 

o 

=3 

o 

=3 

CD 

13 

CD 

Z3 

CD 

DQ 


CO 

h- 
1— 

o 
CD 
< 
CD 

=3 
=3 
O 
O 

CD 
< 

=3 
< 

CD 
CD 

Z3 
=3 
=3 

CO 


CO 

h- 
1— 

o 

< 

CD 

=3 
Z3 

< 
O 
=3 
Z3 
Z3 
O 

CD 

Z3 
O 

CD 

3 
O 

o 

Z3 
CO 


CO 

1— 

o 

% 

Z3 
=3 

CD 

3 

CD 

3 
< 
O 

o 
CD 

3 
O 
< 

CD 

CO 


1— 

CO 

1- 

o 

% 

CD 

=3 
O 

< 

CD 
< 
CD 
< 
CD 
CD 

Z3 


h- 

CO 

1— 

o 
CD 

=3 
O 
=3 
< 
=3 
O 

CD 
CD 

o 

Z3 
O 

CD 


1- 

co 

CD 
CD 

CD 

CD 

CD 

? 

Z3 

CD 


1— 

CO 

1— 

o 

Z3 

CD 

CD 
CD 

< 
O 

CD 

< 

CD 


1— 
1— 

O 
CD 
3 
Q 
O 
< 
3 
O 
3 
O 

o 
< 

3 

CD 
< 
O 
CD 
3 
O 


1— 
1— 

< 

CD 
< 

o 

O 
< 
O 
CD 
3 
O 
< 
3 
O 
O 
3 
O 
3 
CD 
O 


h- 
h- 

O 
CD 
< 
O 
O 
< 
CD 

CD 
CD 
3 
O 
O 
CD 
< 
CD 
CD 
3 


h- 
h- 

CD 
CD 
< 

o 

3 

O 
CD 
CD 

CD 
< 
O 
3 
O 
< 
CD 
3 
CD 


h- 
h- 

CD 
< 
O 
CD 
3 
O 
< 
3 
CD 
CD 
< 
CD 
< 
3 
CD 
CD 
< 
O 
CD 


1- 
1— 

CD 
O 
< 
CD 
< 
CD 
CD 
< 
3 
CD 
< 
O 
CD 
3 
CD 
CD 
3 
O 
3 


1- 
1— 

< 
O 

o 

3 
O 
CD 
CD 
< 
O 
O 
3 
3 
O 
3 
CD 
CD 
3 
O 
CD 


1— 
1— 

o 
< 
o 

3 
CD 
< 
CD 
3 
O 
3 
3 
O 

o 

CD 
< 
CD 
3 
O 
O 


CO 

1— 
1— 

=3 
< 

CD 
< 
CD 
o 
o 

CD 

< 

< 

=3 

CD 
o 
< 
o 

CD 

13 
CO 


CO 
1— 
1— 

3 
13 

CD 

=3 
O 

CD 

13 
< 

CD 
< 
CD 
CD 

Z3 
13 
< 

< 
O 
O 

CO 


CO 

1- 
1— 

O 
< 

< 

CD 
CD 
CD 

=3 
< 

=3 
< 

CD 
CD 
o 
CD 

=3 
=3 
< 

CO 


MYC:1971U21 siRNA inv 
stab07 


< 

z ^_ 

cr ^ 

co -9 
-2 

CNJ « 
I ■ 

CO — 

?o 

>■ cd 


< 
Z 

or 

CO 
CN 

3 

CO 

o 

r: ^j- 
o o 

CD -Q 

o 

Z co 


< 
z 
ce 

CO 

eg 
3 
h- 
O 

r: 

o o 

CD -Q 
o CO 

Z 00 


< 
z 
01 

CO 
CN 

3 

CNJ 

o o 

CD -Q 
o CO 
Z GO 


< 
z 

DC 

CO 
CNJ 

3 

CO 
00 
00 

o o 

CD -Q 
o CO 
Z co 


< 

z 

CO 

LO 

t- .2 

CD to 
O - 

o 

O CO 
CD ^3" 

z C 


< 

z 

01 

CO 

LO 

lo -2 

CNI CO 

?o 

CD 

O ^ 

z c 


< 

z 
cc 

CO 

LO 

CD -2 
CNI CO 
CNJ ^ 
CO O 

b 

c?™ 
z 


< 

z 

CO 

LO 

5§ 
t— 2 
o co 

CD - 

co O 
o co 

c?S 
z ^ 


< 

z 

(Z 

CO 
CNJ 

3 

CNJ 
LO 

o 

CD 
O 

z 


< 
Z 
Od 

CO 
CNJ 

3 

CNI 
CD 
CD 

6i 

O 
CD 
O 
Z 


< 
Z 
C£ 

CO 
CNJ 

3 

CD 
00 

o 

of 

o 

CD 
O 
Z 


< 
Z 
C£ 

CO 
CNJ 

3 

h- 

CO 

of 

o 

CD 
O 

z 


< 
Z 

CO 

CNJ 
_l 

o 

CO 
LO 

r4» CNI 

CD N 


< 
Z 
Ol 

CO 

CNJ 
_l 

o 

00 
CD 

%o 

to CNI 

c?S 

Z ^ 


< 

z 
cc 

CO 
CNI 

_i 

o 

5 o 

O <D 

to GO 
CD ^ 

O ° 

z ^ 


< 

z 

CO 

CN| 
_l 

CD 
OO 
CO 

5 o 

o ^~ 
z ^ 


< 
z 

01 

CO 
CNI 

o 

LO 
LO 

<§ 

O co 
CL oo 


< 
z 

01 

CO 
CNI 

LO 

is 

O co 
CL oo 


< 
z 

Ol 

CO 

CNJ 

CD 
CO 
OO 

<§ 

O "§ 
CL oo 


31395 


oo 

CD 

CO 

CO 


CO 
CO 
CO 

o 

CO 


co 

00 

o 

CO 


LO 
CO 
00 

o 

CO 


CD 
CO 
00 
O 
CO 


h- 

CO 
00 

o 

CO 


oo 

CO 

oo 
o 

CO 


CD 

CO 

oo 
o 

CO 


o 
^J- 
oo 
o 

CO 


LO 
O 

CO 


00 
LO 
O 

CO 


CD 
LO 
O 

CO 


o 

CD 
O 

CO 


CO 
CO 

CO 


CO 
CO 


LO 
CO 

CO 


CD 

CO 

CO 


oo 
o 

CO 


CNJ 

oo 
o 

CO 


oo 
o 

CO 


sense 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 


CD 

CO 

rz 

CD 
CO 

"rz 

CO 


CD 

CO 

rz 

CD 
CO 

"rz 

CO 


CD 

CO 

rz 

CD 
CO 

"rz 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
CZ 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 

"£= 
CO 


CD 
CO 
CZ 
CD 
CO 

CI 
CO 


CD 
CO 
CZ 
CD 
CO 

"rz 

CO 


CD 
CO 

rz 

CD 

CO 

"rz 

CO 


CD 

CO 

rz 

CD 

CO 


CD 

CO 

rz 

CD 

CO 


CD 
CO 

rz 

CD 
CO 


CO 


CO 


CNJ 

CO 


CO 
CO 


CO 


LO 
CO 


CNI 

CO 


CO 
CO 


CO 


LO 

CO 


CD 

CO 


CO 


00 
CO 


CD 

CO 


CD 

CO 


CO 


00 
CO 


CD 

CO 


O 




CNJ 


ACAACCUUGGCUGAGUCUUGAGA 


< 

CD 
< 
CD 

3 
O 
3 

CD 

CD 
3 
O 
CD 
CD 
3 
3 
O 

o 

o 
< 


o 

CD 

O 
O 
3 

o 

3 

O 
3 
CD 
3 
CD 
< 
O 
3 
3 
CD 
O 
3 


O 
CD 
< 
CD 
3 
3 
O 

Q 

CD 
< 
3 
< 
CD 
< 
O 
CD 
3 
3 
3 
3 
CD 


CD 
< 
O 
< 
CD 
3 
3 
< 
O 
— ) 

3 
3 
O 
CD 
3 
O 
CD 
3 
O 
O 
3 
3 
< 


o 

3 

< 

O 
3 
< 
O 
3 
3 
CD 
3 
CD 
3 
< 
O 

o 

CD 
3 
O 
< 
CD 
3 
3 


O 
CD 

O 
O 
3 

o 

3 

O 
3 
CD 
3 
CD 
< 
O 
3 
3 
CD 
O 
3 


o 

CD 
< 
CD 
3 
3 
O 

Q 

CD 
< 
3 
< 
CD 
< 
O 
CD 
3 
3 
3 
3 
CD 


CD 
< 
O 
< 
CD 
3 
3 
< 
O 
— ) 

3 
3 
O 
CD 
3 
O 
CD 
3 
O 
O 
3 
3 
< 


o 

3 

< 
O 
3 
< 
O 
3 
3 
CD 
3 
CD 
3 
< 
O 
O 
CD 
3 
O 
< 
CD 
3 
3 


CD 
< 
O 
CD 
3 
O 

o 
< 

3 

r \ 

3 
O 

o 
< 

3 

CD 
< 
O 
CD 
3 
O 
O 

o 


O 

CD 
< 
O 
O 
< 
O 
( n 

3 
O 
< 
3 
O 

o 

3 

o 

3 

CD 
O 
O 
< 


3 
3 

o 

CD 
< 
O 
O 
< 
CD 

5 

CD 
CD 
3 
O 
O 
CD 
< 
CD 
CD 
3 
O 
< 


CD 
3 
CD 
CD 
< 
O 
3 
O 
CD 
CD 

CD 
< 
O 
3 
O 
< 
CD 
3 
CD 
CD 
3 


CD 
< 
O 
CD 
3 
O 
O 
< 
3 
t \ 
\-j 

3 
O 
O 
< 
3 
CD 
< 
O 
CD 
3 
O 
O 

o 


O 

CD 
< 
O 
O 
< 
O 

3 
O 
< 
3 
O 

o 

3 

o 

3 

CD 
O 
O 
< 


3 
3 

O 
CD 
< 
O 
O 
< 
CD 

5 

CD 
CD 
3 
O 
O 
CD 
< 
CD 
CD 
3 
O 
< 


CD 
3 
CD 
CD 
< 
O 
3 
O 
CD 
CD 

CD 
< 
O 
3 
O 
< 
CD 
3 
CD 
CD 
3 


3 

O 
3 

< 
CD 
< 
CD 
O 
O 

3 

< 
3 
< 
3 
CD 
O 
< 
O 
CD 
3 
3 
3 


3 

CD 
3 
3 
CD 
3 
O 
CD 
3 

<c 

CD 
< 
CD 
CD 
3 
3 
< 
3 
< 
O 
O 
CD 
< 


< 

3 
3 

O 
< 

o 
< 

CD 
CD 
rn 
kD 

3 

< 
3 
< 
CD 
CD 
O 
CD 
3 
3 


1969 


CD 
CD 

CD 


CO 

o 


h- 
o 


CNJ 

CO 


CO 
00 
00 
CO 


CD 
O 

T — 


LO 
CNI 
-3" 


CD 
CNI 
CNJ 

CO 


o 

CD 
CO 


o 

LO 


o 

CD 
CD 


^1- 

00 

o 


CD 
CD 

CO 


o 

LO 


o 

CD 
CD 


00 

o 


CD 
CD 

CO 


00 
LO 


CNI 
1^- 
LO 


l^ 

CO 
00 


OAIAI 


o 
> 


o 

CD 

o 
z 


o 

CD 
O 

z 


O 
CD 
O 

z 


o 

CD 

o 
z 


o 

CD 
O 

z 


O 
CD 
O 

z 


O 
CD 
O 

z 


O 
CD 
O 
Z 


o 

z 


O 

z 


o 
z 


o 
z 


o 
z 


O 

z 


o 
z 


O 

8" 

z 


< 

Z 

o 

CL 


< 

z 
o 

CL 


< 
z 

O 
CL 



NO 



CD 




00 


CD 


O 

in 
r-- 


LO 


CN 

in 
i^- 


CO 

m 


-3" 
m 


m 
m 
r— 


CD 

m 
r— 


1^ 
m 


oo 
m 
r-- 


CD 

m 


o 

CD 


CD 


CD 


CN 
CD 


CN 
CD 


CN 
CD 


CN 
CD 


CO 
CD 


CO 
CD 


AucucGGcAuAuAcGuGcATsT 


h- 

co 
h- 
CD 
CD 

=3 
< 

1 

O 
=3 
O 

< 

o 
CD 
< 
o 


CO 

1— 

=3 

< 
o 

CD 
o 
o 

Z3 

< 

=5 

< 

O 
O 

o 

=3 

CD 

CD 
< 


h- 
h- 
3 

< 
CD 
< 
CD 
O 
O 
CD 
3 
< 
3 
< 
3 
CD 
O 
< 
O 
CD 
3 


1— 
h- 

3 
3 

CD 
3 
O 
CD 
3 
< 
CD 
< 
CD 
CD 
3 
3 
< 
3 
< 
O 
O 


1— 
h- 

3 
3 

O 

O 
3 
O 
< 

o 
o 

3 

o 
< 
o 
o 

i 


1— 
1— 
3 

O 
< 
O 
< 
CD 
CD 
CD 
3 
< 
3 
< 
CD 
CD 
O 
CD 
3 
3 
< 


1— 
1— 

< 
O 
CD 
3 
CD 
O 
< 
3 
< 
3 
< 
O 
CD 
CD 
O 
3 
O 
3 
< 


1— 
1- 

CD 
CD 
3 
<< 

3 

O 
O 
3 
O 
3 
< 
O 
CD 
< 
O 


1— 
1— 
3 
3 
3 
O 
CD 
CD 
3 
CD 
< 
CD 
CD 
3 
CD 
< 
CD 
< 
CD 


1— 
1— 
3 

^ 

O 
CD 
O 
O 
3 
< 
3 
< 
O 
O 

o 

3 

CD 
3 
CD 
< 


DQ 
1— 
1— 

=3 
O 

o 

•3 

o 

=3 
O 

o 

i 

GO 


1— 

CO 

h- 

=5 

o 
CD 
CD 

CD 
< 
CD 
CD 

CD 
< 
CD 
< 
CD 


a 

h- 
h 

e 

c 
c 
< 
e 

c 
c 
<J 
e 

c 

c 

DC 


3 

) 
) 

3 

3 
) 
3 
) 
3 
3 


1— 

CO 

1— 

CD 
< 
CD 
< 
CD 

CD 
CD 
< 
CD 

CD 
CD 
o 


QQ 

1— 
1- 

CD 
< 

< 
CD 

% 

o 

=5 
O 

o 

< 

CD 
CD 

CO 


CO 

1— 
1— 

CD 
< 

< 
CD 

% 

o 

=5 
O 

o 

< 

CD 
CD 

CO 


QQ 

1— 
1— 

< 
O 
< 

CD 

o 
o 

=5 

o 
o 

< 

CD 

3 

=3 
< 

CD 
< 

QQ 


QQ 

1— 
1— 

< 

CD 

o 
o 
^ 

=5 
O 

o 

< 

CD 

=3 
< 

CD 
< 

QQ 


QQ 

1— 
1— 

< 
O 
< 

CD 

o 
o 
^ 

=3 
O 

o 

< 

CD 

=3 
< 

CD 
< 

QQ 


QQ 

1— 
1— 

< 

CD 
^ 
o 
o 

13 
=3 
O 
O 
< 

CD 

=3 
< 

CD 
< 

QQ 


QQ 
1— 
1— 

CD 
CD 
< 
o 
< 

=3 
< 

CD 
CD 

=3 
O 

CD 
< 

CD 
< 
CD 

=3 

QQ 


QQ 
I— 
h- 

CD 
CD 
< 

< 

< 
CD 
CD 

=3 
O 

CD 
< 

CD 
< 
CD 

=3 

QQ 


PCNA:568L21 siRNA 
(550C) stab05 


< 

Z 
C£ 

CO 

^- m 
CN o 
— ' _Q 
CN CD 

S « 

< o 

Z "vl" 

o ^ 
q_ !£> 


< 
z 

CZ 

CO 

un 

CN O 
— ' -Q 
1^- CD 

S« 
< o 

Z O) 
O co 
CL 8° 


< 
Z 

cz 

CO 

CN 
3 

o 
m 
in 

< 

O 
CL 


< 

z 
cz 

CO 
CN 
-3- 
m 
< 

O 

CL 


< 
z 

CZ 

CO 
CN 

CD 

< 
O 

CL 


< 
Z 
CZ 

CO 
CN 

CD 

CO 

oo 

< 

O 
CL 


< 
Z 

cz 

CO 

CN 
1 

OO 
CD 

m 

< o 

Z o 
O Ln 
CL 


< 

z 

CZ 

CO 

CN 
j 

CN 
CD 

m 

< o 

Z 

o ^ 

CL !£ 


< 
z 

CZ 

CO 

CN 
1 1 

m 
oo 
r-«- 


< 

z 

(Z 

CO 

CN 

i 

in 

oo 

< o 

Z CD 

O co 

Q_ °° 


< 
Z 
C£ 

"co 

CN 
3 
1^- 

CD 

O co 

CL 1o 


< 
z 
cr 

CO 

^- m 
CN o 
— ' -Q 

m co 

s * 


> 

< 
Z 
(Z 

CO 

CN 
3 
1^ 

CD 

<s 

Z 

O co 
CL "co 


< 
Z 

CcT m 

„ o 

CN B 
1 CO 

m > 

00 £Z 

— 


< 
z 
(Z 

CO 

3 

CO 
CO 

in ^ 
CZ § 

^ CO 

CL "co 


< 
z 
(Z 

CO 

3 

CO 

m ^; 

o: S 

CO 

CL "co 


< 
Z 

o: 

CO 
CN 

3 

^ ^J- 
Qf S 

\c: co 

CL "co 


< 
Z 
(Z 

CO 
CN 

3 

CZ S 

\^ CO 
CL 00 


< 
Z 

or 

CO 
CN 

3 

^ ^i- 

<Z § 
\C CO 
CL 00 


< 
Z 

cc: 

CO 
CN 

3 

CZ § 

CO 

CL 00 


< 
Z 

or: 

CO 
CN 

3 

o 

CO 

CN ^" 

CZ § 

^ CO 
CL 00 


< 
Z 

ct: 

CO 
CN 

3 

o 

CO 

CN ^" 

CZ § 

^ CO 
CL 00 


30845 


CD 
00 

o 

CO 


00 
00 

o 

CO 


CO 
CO 

o 

CO 


^J" 

co 
o 

CO 


m 

CO 

o 

CO 


CD 

CO 

o 

CO 


CD 
O 

CO 


o 

CO 


CO 


CN 

CO 


O 
CO 
CO 


CO 
CO 


CN 
CN 

CO 

CO 


CO 
CN 
CO 

CO 


CD 
CD 
CD 
O 
CO 


CD 
CD 
CD 
O 

CO 


o 

CD 
O 
CO 


o 
1^ 

CD 
O 
CO 


O 
1^ 

CD 
O 
CO 


O 
CD 

o 

CO 


CD 
O 
CO 


CD 
O 
CO 


antisense 


0) 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CD 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CD 


CD 
CO 
£Z 
CD 
CO 

~c= 

CD 


CD 
CO 

CD 
CO 

"c: 

CD 


CD 

CO 
£Z 
CD 
CO 

CD 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 

a 

CD 
CO 


CD 
CO 

CD 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 

a 

CD 
CO 


o 




CN 


O 


5- 


CO 


CN 


O 


5- 


CO 


CN 


CO 


CO 


CO 


CO 


^J" 


^1" 


in 


in 


in 


1^ 
in 


m 


m 


UUUGCACGUAUAUGCCGAGAUCU 


cd 

3 

CD 
3 
O 
CD 
3 

<c 

CD 
< 
CD 
CD 
3 
3 
< 
3 
< 
O 
O 
CD 
< 


< 

3 
3 

O 
< 
O 
< 
CD 
CD 

3 

< 
3 
< 
CD 
CD 
O 
CD 
3 
3 


3 

O 
3 

< 
CD 
< 
CD 
O 
O 

3 
< 
3 
< 
3 
CD 
O 
< 
O 
CD 
3 
3 
3 


3 

CD 
3 
3 
CD 
3 
O 
CD 
3 
<C 
CD 
< 
CD 
CD 
3 
3 
< 
3 
< 
O 
O 
CD 
< 


< 

O 
3 
3 
O 
3 
O 
3 
O 

<c 
o 
o 

3 

o 
< 
o 
o 

CD 
O 


< 
3 
3 
O 
< 
O 
< 
CD 

CD 
en 

3 

< 
3 
< 
CD 
CD 
O 
CD 
3 
3 


3 
O 
3 

< 
CD 
< 
CD 
O 
O 

3 

< 
3 
< 
3 
CD 
O 
< 
O 
CD 
3 
3 
3 


3 

CD 
3 
3 
CD 
3 
O 
CD 
3 

<c 

CD 
< 
CD 
CD 
3 
3 
< 
3 
< 
O 
O 
CD 
< 


< 
o 

3 
3 
O 
3 
O 
3 
O 

<c 
o 
o 

3 

o 
< 
o 
o 

CD 
O 


< 

3 
3 

O 
< 

o 
< 

CD 
CD 

3 

< 
3 
< 
CD 
CD 
O 
CD 
3 
3 


< 

o 

3 
3 
O 
3 
O 
3 
O 

<c 
o 
o 

3 

o 
< 
o 
o 

CD 
O 


< 
o 

3 
3 
O 
3 
O 
3 
O 

<c 
o 
o 

3 

o 
< 
o 
o 

CD 
O 


< 
C 

c 

c 

c 
< 
c 
c 

c 
< 
c 
c 
e 

c 


) 
) 
) 
) 
) 
) 
) 
) 

) 
) 
) 
) 

) 
) 
) 

5 


< 
o 

3 
3 
O 
3 
O 
3 
O 

<c 
o 
o 

3 

o 
< 
o 
o 

CD 
O 


< 

CD 

CD 

< 

3 

< 

CD 

3 

< 
c \ 

< 
O 

o 

3 

O 

o 
< 

CD 
CD 

3 
3 


< 

CD 
CD 
< 
3 
< 
CD 
3 

< 
r \ 

< 
O 

o 

3 

O 

o 
< 

CD 
CD 
< 
O 
3 
3 


< 
CD 

o 
< 

3 

O 
< 

o 
o 

$ 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

a 
o 

o 


< 

CD 

o 
< 

3 

O 

o 
o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 
CD 

O 

o 
< 

3 

O 
< 
O 

o 

% 

o 


00 

m 


CN 

m 


h- 
CO 
00 


oo 
in 


CN 
h- 

m 


m 

CD 


r^- 

CO 

oo 


00 

m 


CN 
1^ 

m 


in 

CD 


CO 
00 


in 

CD 


in 

CD 


m 

CD 


in 

CD 


CO 
CO 

in 


CO 
CO 

in 










o 

CO 
CN 


o 

CO 
CN 


PCNA 


< 
z 
o 

CL 


< 
z 
o 

CL 


< 
Z 

o 

CL 


< 
Z 

o 

CL 


< 
Z 

o 

CL 


< 
Z 

o 

CL 


< 
z 
o 

CL 


< 
z 
o 

CL 


< 
Z 

o 

CL 


< 

Z 

o 

CL 


< 
z 
o 

CL 


< 
z 
o 

CL 


< 
Z 

o 

CL 


< 
Z 

o 

CL 


(Z 
CL 


(Z 
CL 


(Z 
CL 


a: 

CL 


cc: 

CL 


ct: 

CL 


CL 


CZ 

CL 



o 



CD 

r— 


CD 

h- 


m 

CD 

h- 


m 

CD 


CD 
CD 

r-» 


CD 
CD 


CD 
h- 


CD 

r— 


oo 

CD 


oo 

CD 


CD 
CD 

r— 


o 
r— 




CM 


CO 
h- 




LO 
1^- 


CD 

r^- 




OO 


CD 


o 

00 

r— 


oo 
I s - 


B GGucucAAAcuccuGAccuTT B 


CQ 

h- 
h- 

Z3 
O 

o 

< 

CD 

Z3 
O 

o 

Z3 

o 
o 

Z3 

o 

=3 

CD 
CD 

GO 


1— 

CO 

1— 

CD 

=3 
(j 
O 

CD 
CD 
< 
CD 
CD 

Z3 

CD 

=3 
< 
O 
=3 
< 
Z3 
O 


1— 

CO 

h- 

CD 

=3 
(j 
O 
Z3 

CD 
CD 
< 
CD 
CD 

Z3 

CD 

=3 

% 

=3 

< 
Z3 
O 


h- 

0 

h 

C 

c. 

e 
e 
< 

e 
c 
< 

c 


■> 

3 
) 
3 

5 

3 
) 
) 

E 

) 
) 

5 

3 
) 
3 


1— 

CO 

h- 

=3 
O 
Z3 

CD 
CD 

CD 
CD 

% 

=3 

CD 


1— 

CO 

=3 
O 
< 
Z3 
O 

CD 
< 
o 
o 

Z5 

% 

Z3 

CD 

Z3 

o 
o 


h- 

CO 

=3 
O 
< 
Z3 
O 

CD 
< 
o 
o 

Z3 
Z3 

CD 

Z3 
O 

o 


CO 

h- 

o 
o 

< 

CD 
< 
CD 

Z3 
Z3 
3 

CD 
< 
CD 
CD 

% 

Z3 

CD 
CD 
< 


1- 

co 

1— 

o 
o 

< 

CD 
< 
CD 

Z3 
3 

CD 
< 
CD 
CD 

Z3 

CD 
CD 
< 


CO 

1— 
1— 

=3 
< 

CD 

13 
O 

CD 

Z3 
=3 

CD 
CD 
< 
CD 

=3 
O 

CD 
O 


CD 

\— 
\— 

o 
o 

o 
o 

Z3 
O 

o 


DC 

H 
h- 

< 

c 

c 
c 

< 
< 

CI 

c 

< 

c 
< 

DC 


) 

> 
) 

3 

) 
3 
) 

) 

! 

) 


1— 

CO 

h- 

Z3 

o 
o 
CD 
< 
o 

o 
o 

o 
CD 
< 
o 

< 


h- 

co 

I— 

=3 
=3 
3 

CD 

Z3 

CD 
CD 

CD 
CD 

CD 

CD 
CD 


1— 

CO 

1— 

=3 
3 

O 

CD 

< 

o 

=3 

CD 
CD 

=3 

CD 


h- 

< 

e 

c 
e 

e 
e 
< 
e 

c 
c 
e 


) 

5 
) 
) 
) 
) 
) 
) 
) 

5 
) 
) 
) 
) 


h- 
h- 

C 

c 
< 

c 
< 

c 
c 

c 
c 
< 


) 
> 

5 

5 
) 

5 
5 
) 
) 

) 


h- 
h- 
3 

< 
CD 
CD 
< 
O 
3 
3 
< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


h- 
h- 

< 

o 

o 
o 
< 

CD 
3 
< 
CD 
3 
O 
< 
CD 
CD 


I— 
h- 
3 
3 
3 

o 
o 

CD 
< 

o 

3 

o 
o 

o 

CD 
< 
O 
3 
< 


h- 
h- 

3 
3 
3 

CD 
3 
3 
CD 
CD 

CD 
CD 
3 
3 
CD 
3 
3 
CD 
CD 


h- 
h- 

O 
O 
3 
< 
O 
< 

o 
o 
< 
o 

3 

CD 
3 
O 
O 
3 
< 


PKR:2518U21 siRNA 
stab04 


< 

z 

CO 
C\l 
CO 

if) . 

CM ^~ 

id § 
\^ co 

CL oo 


< 

Z 
C£ 

CO LO 
v- O 

si 

■p. o 

(V co 
V CO 
CL 


< 

Z 

ct: 

'co m 
t- o 

^ -8 

in 5 
f> o 

(V CO 
V CO 
CL !£. 


< 
z 
ct: 

co in 
o 

§1 
ct: 

CL ^ 


< 

z 

co io 
t- o 
CM -9 
i eg 

§^ 

^ O 

CL C 


< 

Z 

oc 

CO LO 
t- O 

CM -9 
i eg 

oo CO 
"3" — ^ 

^ O 
«M o 

(V CO 

cl £L 


< 

Z 

« in 

T~ O 

CM -9 
I eg 

oo oo 

^ O 
^ o 

(V CO 

CL ^ 


< 
Z 
C£ 

CO LO 

T~ O 

CM -9 
—i js 

m c ^ 
^ oo 
v m 
CL ^ 


< 
Z 
C£ 

CO LO 

T- O 

CM -9 
I eg 

CO ^ 

m n 
v m 

CL 


Z 

q: 

"co 

CM 
3 
CD 

LO 

^ § 

a: co 

CL oo 


< 

Z 
C£ 

CO 
CM 

3 

o 
o 
o 

a: co 

CL oo 


< 
Z 

o: 

CO 
CM 

3 

CD 
CO 
1^- 

§^ 

^2 
ct: eo 

CL oo 


<C 
Z 
CL- 

CO 

CM LO 

h 

< — . 

q o 

V CD 


< 
Z 

CO 

CM LO 

— 1 o 

00 

o -2 

v- CO 

ct: ° 

CL c 


< 
Z 

ct: 

CO 

CM LO 

d ° 

^ _Q 
LO m 

t- CO 
O CD 

v co 

o: I s - 

CL c 


< 
z 
cc 

'co 

CM 

3 

CD 
LO 
< 
O 

ct: 

CL 


< 
z 
ct: 

CO 

CM 
3 

o 
o 
o 

< 

O 

ct: 

CL 


< 

z 
ct: 

CO 

CM 
3 

CO 

< 

O 

cr 

CL 


< 

z 

CL- 

co 

CM 
3 

CD 
CO 
h~ 

< 

O 
\^ 

ct: 

CL 


<C 

z 

QC 

"co 

CM 
1 

CO 

in 

< — 
q O 

V CD 

£» 


< 
Z 

o: 

CO 

CM 
1 

OO 

o 

^ § 

ct: ° 

CL C 


< 
Z 

ct: 

CO 

CM 
1 

CD 

ct: ^ 

CL 


30972 


CM 
CD 

o 

CO 


CO 

O) 
O 
CO 


CO 
CD 

o 

CO 


o 

CO 


s 

CD 

o 

CO 


m 

CD 

o 

CO 


in 

CD 

o 

CO 


CD 
1^ 
CD 
O 
CO 


CD 
1^ 
CD 
O 

CO 


CO 

o 

CO 


o 

CO 


CD 

h- 
O 
CO 


h- 
o 

CO 


00 

o 

CO 


o 

CM 
h- 
O 
CO 


CD 
OO 
CD 
O 
CO 


O 
CD 
CD 
O 
CO 


CD 
CD 
O 
CO 


CM 
CD 
CD 
O 
CO 


m 

CD 

o 

CO 


CD 
CD 
O 

CO 


h- 
CD 
O 

CO 


sense 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
0 
CO 

£Z 
CO 


CD 
CO 
£= 
CD 
CO 

£Z 
CO 


CD 
CO 
£= 
CD 
CO 

£Z 
CO 


CD 
CO 
£= 
CD 
CO 

£Z 
CO 


CD 
CO 
£= 
CD 
CO 

£Z 
CO 


CD 
CO 
£Z 
CD 
CO 

£Z 
CO 


CD 
CO 
£= 
CD 
CO 

£Z 
CO 


CD 
CO 

c 

CD 
CO 

c 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 
eo 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
d 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

eo 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 
eo 


i^- 

lo 


io 


m 


m 


in 


in 


in 


h- 

m 


h- 
m 


r^- 
in 


in 


CD 




m 


CD 


h- 


LO 


CD 


OO 




in 


CD 


00 


AACAACCACAAAAUACAACAAGA 


< 
CD 

% 

Q 

o 
< 

O 
< 

o 
o 

% 

o 


< 
CD 

% 

Q 

o 
< 

O 
< 

o 
o 

o 

$ 


< 
CD 

% 

Q 

o 
< 

O 
< 

o 
o 

%. 

o 


< 

< 

c 
< 

< 

c 
< 
c 
c 

< 

c 

< 


c 

E 
E 

) 

: 
) 

5 
: 
) 

i 

E 


< 
CD 

% 

Q 

o 
< 

3 

O 
< 

o 
o 

% 

o 


< 
CD 

% 

Q 

% 
o 
< 

3 

O 
< 

o 
o 

$ 

o 

% 


< 

CD 

o 
< 

3 

O 
< 

o 
o 

$ 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

% 

o 


< 
CD 

Q 

o 
< 

3 

O 
< 

o 
o 

o 


< 
CD 
3 
< 
CD 
3 
O 
CD 
3 
— ) 

CD 
CD 
< 
CD 
3 
O 
CD 
CD 

3 

O 


3 
3 

O 

o 
< 

< 
o 

o 

3 
3 

O 

o 

O 

CD 
CD 


C 
C 
< 

c 

c 
c 
< 

< 

c 
< 
c 
e 

c 


) 
> 

j 

) 
> 

) 
) 

) 
) 
) 

) 
) 

> 


< 
CD 
3 
< 
CD 
3 
O 
CD 
3 
— ) 

CD 
CD 
< 
CD 
3 
O 
CD 
CD 

3 

O 


3 
3 

O 
O 
< 
< 

o 

t \ 

o 

3 
3 

O 

o 

s 

CD 
CD 


O 
O 
< 
O 

o 
o 

CD 
3 
< 
CD 
3 
O 
< 
CD 
CD 

O 


< 

< 
e 

c 
e 

e 
e 
< 
e 

c 
e 
e 

c 


5 

5 
) 
) 
) 
) 
) 
) 
) 

5 

) 
) 
) 

) 
) 


c 
c 
< 

c 
< 

c 
c 

c 
c 
< 

c 

e 
c 


) 
) 
) 
) 

5 

) 
) 
) 
) 
) 
) 

5 

) 
) 


< 
CD 
3 
< 
CD 
CD 
< 
O 
3 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


O 

o 
< 
o 

o 
o 

<f 
CD 
3 
< 
CD 
3 
O 
< 
CD 
CD 

O 


< 
CD 
3 
< 
CD 
3 
O 
CD 
3 
— ) 

CD 
CD 
< 
CD 
3 
O 
CD 
CD 

3 

O 


3 
3 
O 

o 
< 

< 
o 

o 

3 
3 

o 
o 

o 

CD 
CD 


< 
CD 
3 
< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


2518 


CO 

LO 
CNJ 


in 
in 


in 
in 


CD 
00 

T — 


CD 
00 


CO 
CM 


CO 
CM 


CD 

CO 

m 

CM 


CD 

CO 

m 

CM 


LO 


CO 
CD 
CD 


co 


h- 

LO 


00 
CD 
CD 


^1- 

co 
h- 


r-- 
to 


OO 
CD 
CD 




co 


LO 


CO 
CD 
CD 




PKR 


CL 


CL 


CL 


ct: 

CL 


o: 

CL 


CL 


C£ 
CL 


CL 


CL 


< 

o 

CL 


< 
O 

C£ 
CL 


< 
O 

CL 


< 

O 
CL 


CL 


< 
O 

ct: 

CL 


< 
O 

ct: 

CL 


< 
O 

CL 


< 
o 

ct: 

CL 


< 
O 

CL 


< 

o 

CL 


< 
O 

ct: 

CL 


ct: 

CL 



CNJ 
00 

r— 


CO 
00 
h» 


3 


LO 
00 

r-. 


CD 
00 


00 


oo 

00 
h- 


CD 
OO 


o 

CD 


CD 


CM 
CD 

r— 


CO 
CD 

r— 


CD 


in 

CD 

1^ 


CD 
CD 


1^- 

CD 


00 
CD 


CD 
CD 


O 
o 

00 


o 

OO 


CM 
O 
00 


UGUUUGGUCAUCAGUCCUUTT 


DQ 
1— 
1- 

=3 
< 

o 
cd 
< 

o 

=3 
=3 
< 

cd 

cd 
cd 

=3 

CD 

=3 
< 

CD 
CD 

CO 


1— 

CO 

1— 

o 
o 

< 

o 

< 

o 
o 

< 

o 

=3 

CD 

Z3 

o 
o 

=3 
< 


DQ 

1— 
1— 

1 

CD 
o 

=3 

1 

CD 
CD 

=3 

CD 

1 

CD 

CO 


1— 

CO 

1— 

o 
o 

Z3 

<C 
o 

o 

=3 

s 

Z3 

o 
o 

=3 


QQ 

h- 
I— 

CD 
CD 
< 

CD 

3 

CD 
CD 

CD 
< 

=3 
=3 
O 
< 

CD 
CD 
< 

=3 

CO 


1— 

CO 

1— 

< 

o 
o 

3 

CD 
< 
< 

O 
< 

o 
o 

< 

3 

o 
o 


CD 

I— 
h- 

CD 
CD 
<C 

3 

CD 

CD 
CD 

Z3 

CD 

=3 
=3 
O 

CD 
*C 

=5 

CO 


1— 

CO 

o 
o 
^ 
CD 
<C 
<C 

Z3 
O 

% 

o 

? 

o 
o 


1— 
1— 

CD 

O 
< 
CD 
CD 
3 
3 
O 
3 
O 
3 
3 
3 
CD 
O 
3 
O 


l_ 
h- 

e 

< 
c 
< 
c 

c 
< 

c 
e 
< 
e 

e 
e 


) 
) 

5 

5 

5 

5 
) 
) 

) 
) 
) 
) 


1— 
1— 

O 
CD 
< 
CD 
3 
O 
CD 
CD 
3 
O 
< 
CD 

CD 
CD 
3 
CD 
< 


1— 
1— 

3 
CD 
3 
3 
CD 
3 
3 
3 
CD 
3 
O 

a 

CD 

< 

3 
O 
3 

O 

o 


1— 
1— 

CD 
< 
CD 

Q 
< 

CD 

$ 

O 

o 

3 

CD 
3 
3 
O 


1— 
1— 

O 

o 
< 
o 

3 

o 

CD 
< 
3 
CD 
3 
3 
3 
CD 
3 
CD 
3 
< 
O 


1— 
1— 
3 

O 
< 

o 
o 

3 
3 

O 
3 
CD 
< 
O 
O 
CD 
< 
O 
3 
O 
CD 


h- 
h- 

CD 
CD 
< 
en 

< 
3 

O 
CD 
CD 
< 
O 

O 

O 
< 


CD 

h- 
h- 

< 
CD 

Z3 

o 
% 

O 

CD 

% 

CD 

=3 

< 

CD 
o 
o 

=3 

CD 


DC 

h 
h 

e 

e 
e 
< 

< 

< 
e 
e 

< 
e 

c 

DC 


) 

5 
I 

i 

5 
) 

3 

5 

3 


DO 

1— 
1— 

=3 

CD 
CD 
< 

=3 
3 
O 

CD 
CD 

=3 
< 

CD 
CD 

Z3 

CD 

Z3 

CD 

DQ 


1— 

CO 

h- 

< 

CD 

CD 
o 

=3 

CD 

Z3 

< 

O 
Z3 
=3 
O 

CD 
CD 

Z3 
O 
< 

o 


PRKCA:1754L21 siRNA 
(1736C) 


< 
z 
cc: 

CO 
C\J 
CO 

cc: co 

CL 1o 


< 

Z 

cc: 

CO 

cm in 
^ ° 

CO 

CL ^ 


< 

z 

Cd 

CO 

cm 
3 

CO 

Qd CO 
CL 1o 


< 

z 

CO 

CM t- 
_l ^_ 

r O "S 
CO 

^ co 
CL ^ 


< 

z 
cc 

CO 

CN 

3 

CO 

V. o 

< -s 

y co 

ct: > 

CL 


< 

Z 
C£ 

CO LO 
_ O 

a s 

T CO 

CO 

CL C 


< 
z 
cc: 

CO 
CM 

3 

CO 

v: o 

< -s 

v co 

cc: > 

CL .9 


< 

Z 

cc: 

co 

al 

t— CO 
CO 

cc: ^ 

CL c 


< 

z 
cc: 

CO 
OJ 

3 

m 
o 

OvJ 

CO 

< 
1— 

CL 


< 
z 
cc: 

CO 
CM 

3 

CD 

CO 

CO 

< 
1— 

CL 


< 

z 
cc: 

CO 
CM 

3 

I s - 

LO 
CO 
< 

1— 
CL 


< 
z 
cc: 

CO 
CM 

3 

00 
CD 

CO 

1— 

CL 


< 

z 

cc: 

CO 

CM 
_l 

CO 
CM 
CM 
CO 

$o 

CL LO 

1— ° 

□: 


< 

z 
cc: 

CO 

CM 
_l 

m 

00 
CO 

CO 

3o 

Q_ I s *- 
lZ CD 

CL S2- 


< 
z 
cc: 

CO 

CM 
_l 

CM 
CD 
LO 

CO 

$o 


< 

cc: 

"co 

CM 
_l 

CD 
00 

§o 

^ OO 
CL CD 

i— i: 

CL ^ 


< 

z 
cc: 

CO 

CM 
3 
CM 
^J- 
CM 

LL _Q 

1- £ 

CL co 


< 

z 
cc: 

CO 

CM 
3 

OO 

CL JD 

I- iS 

CL co 


< 

z 
cc: 

CO 
CM 

3 

CO 

o 

CO 

□_ -Q 

1- jS 

CL co 


< 

Z 

cc: 

CO 

CM LO 
_l o 
O -Q 
CD CO 

« 

Z O 

q_ c"\| 
1 — ^ 

a. ™ 


31068 


CD 

CO 
CO 


CD 
CO 
CO 


OvJ 

00 
CO 

CO 


m 

00 

CO 

CO 


00 
00 
CO 

CO 


CO 
CO 


CD 

CO 

CO 


CD 

CO 

CO 


1^- 
m 
m 

CO 


CO 

m 
m 

CO 


CD 

m 
m 

CO 


O 
CD 

m 

CO 


s 

m 

CO 


CM 
CD 

m 

CO 


CO 
CD 

m 

CO 


S 

m 

CO 


m 

CD 

oo 
o 

CO 


r^- 

CD 

oo 
o 

CO 


oo 
CD 
OO 

o 

CO 


CD 
CD 
OO 
O 
CO 


antisense 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c= 

CO 


CD 
CO 
£= 
CD 

CO 


CD 
CO 
£Z 
CD 
CO 

"c: 

CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 

CO 

CO 


CD 
CO 
£= 
CD 
CO 

CO 


CD 
CO 
£= 
CD 
CO 

CO 


CD 
CO 
£= 
CD 

CO 

CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"cz 

CO 




00 


00 


00 


00 


00 


00 


OO 


OO 


CD 


O 

m 


in 


CM 

m 


CD 


o 
m 


LO 


CM 

m 


CO 

m 


LO 


in 
m 


CO 
LO 


CAAAGGACUGAUGACCAAACACC 


< 

CD 

< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 

CD 
3 
< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 

CD 
3 
< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 
CD 
3 
< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 

CD 
3 

< 

CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 
CD 
3 
< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 

CD 
3 
< 
CD 
CD 
< 
O 
3 
— ) 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 
CD 
3 
< 
CD 
CD 
< 
O 
3 
— y 

< 
CD 
3 
CD 
CD 
3 
CD 
3 
< 
CD 
CD 


< 

o 

CD 

O 

< 

CD 

CD 
— \ 
) 

3 

O 

3 

O 

3 

3 

3 

CD 

O 

3 

O 

3 

< 


e 
c 
e 

< 
c 
< 
c 

c 
< 

c 
e 
< 
e 

e 
e 
< 
e 


) 
) 
) 
) 

5 

5 

5 

5 
) 
) 

) 
) 
) 
) 

) 


3 

O 
O 
CD 
< 
CD 
3 
O 

CD 
f n 

3 

O 
< 
CD 
< 
< 
CD 
CD 
3 
CD 
< 
3 
CD 


CD 
CD 
3 
CD 
3 
3 
CD 
3 
3 
3 
CD 
3 
O 
O 
CD 
< 
3 

a 

3 

O 

o 

3 
O 


< 
O 
CD 

% 

O 

< 

CD 

CD 
— \ 
* 

3 

O 

3 

O 

3 

3 

3 

CD 

O 

3 

O 

3 

< 


CD 
O 
CD 
3 
< 
O 
< 
O 

o 
< 

3 

o 

CD 
< 
CD 
3 
CD 
CD 
< 
CD 


3 

o 
o 

CD 
< 
CD 
3 
O 
CD 
CJ 
3 
O 
< 
CD 
< 
< 
CD 
CD 
3 
CD 
< 
3 
CD 


CD 
CD 
3 
CD 
3 
3 
CD 
3 
3 
3 
CD 
3 
O 

o 

CD 
< 
3 
O 
3 
O 
O 
3 
O 


3 

O 
< 
CD 
3 
CD 
< 
O 

o 

CD 

% 

CD 
3 
< 
O 
< 
CD 
O 
O 
3 
< 
3 


C 
< 

e 

e 
e 
< 
e 
< 

< 
e 

< 
e 

c 
e 


) 

: 
) 

5 

) 
- 

5 

5 
) 

5 
) 
) 
) 


O 
CD 
3 
CD 
CD 
< 
3 
3 
O 

CD 

3 

< 
CD 
CD 
3 
CD 
3 
CD 
CD 
< 


3 

O 
< 
CD 
3 
CD 
< 

a 
o 

CD 

CD 
3 
< 
O 
< 
CD 
O 
O 
3 
< 
3 


co 


















m 
o 

CM 


CD 

CO 


m 


00 
CD 


CO 
CM 
CM 


m 

OO 
CO 


CM 
CD 

in 


CD 
00 


o 

CM 


CM 
00 


m 

CO 

o 

CO 


o 

CM 


PRKCA 


< 

o 

CL 


< 
O 

Cd 
CL 


< 
O 

Qd 
CL 


< 
O 

cc: 

CL 


< 
O 

ct: 

CL 


< 
O 

cc: 

CL 


< 
O 

cc: 

CL 


< 

o 
cc: 

CL 


< 

CL CO 

1— 

CL 


< 

a 
h- 
a 


: 

. CO 


< 

CL CO 

h- 

CL 


< 

CL CO 

1— 

CL 


< 

CL CO 

1— 

CL 


< 

CL CO 

1— 

CL 


< 

CL CO 

1— 

CL 


< 

CL CO 

h- 

CL 


z 

CL 
1— 
CL 


Z 
CL 
h- 
CL 


Z 
CL 
1— 
CL 


Z 
CL 
1— 
CL 



OO 



CO 

o 
oo 


s 

oo 


in 

o 

OO 


CD 
O 
CO 


O 

OO 


oo 
o 

CO 


CD 
O 
00 


O 
CO 


CO 


CN 
CO 


CO 
CO 


CO 


m 

00 


CD 
CO 


OO 


CO 

oo 


CO 


o 

CN 
OO 


CN 
CO 


CN 
CN 
CO 


CO 
CN 
CO 


CN 
00 


LO 
CN 
OO 


CD 
CN 
OO 


CN 
OO 


oo 

CN 

oo 


CD 
CN 
00 


cuuuccucuuGuccAucAGTsT 


h- 

CO 

h- 

o 

< 

o 

< 

o 
o 

< 

Z3 
3 
O 
O 

CD 

% 

is 
o 
o 

< 


h- 
h- 

< 
CD 
3 
CD 
< 
O 
O 
CD 

% 

CD 
3 
< 
O 
< 
CD 
O 
O 
3 


h- 
h- 

O 
< 
O 
3 
CD 
CD 
CD 
< 
O 
3 
CD 
< 
CD 
< 
CD 
O 
O 
3 
CD 


1— 
h- 

CD 

CD 
CD 
< 
CD 

% 

O 
< 
CD 
CD 
3 
< 
CD 
3 
O 


1— 
1— 

3 

CD 
CD 
< 
3 
3 
O 
CD 
CD 

3 

< 
CD 
CD 
3 
CD 
3 
CD 


1— 
1— 

< 

CD 
CD 
Q 
3 
CD 
3 
< 
O 
3 
3 
O 
CD 
CD 
3 
O 
< 

o 

3 


1— 
1— 

O 
< 
CD 
CD 
O 
3 
O 
3 
O 
< 
CD 
3 
O 
O 

o 
< 

CD 
3 
CD 


1— 
1— 

CD 
< 
O 
3 
< 
O 
O 
3 
CD 
3 
3 
O 
3 
O 
O 
3 
3 
3 
O 


1— 
1- 

O 
< 

o 

< 

o 
o 

3 
< 
3 
3 

O 
O 
CD 

3 

O 
O 
< 


1= 

o 

< 

o 

CD 
CD 
CD 
< 
o 
Z3 
CD 
< 
CD 
< 
CD 
o 
o 

=3 

CD 
CO 


1- 

co 

1— 

o 

< 

CD 
CD 

o 

=3 
O 

o 

< 

CD 

=3 
O 

o 
o 

< 

CD 
CD 


cn 

h- 
h- 

CD 

o 

CD 
< 
CD 
< 
CD 

=3 
O 
< 

CD 
CD 
CD 

=3 
O 
< 

o 
DQ 


h- 

to 

h- 

CD 

CD 

o 
o 

3 

CD 

=3 
O 
13 
O 

CD 
CD 
< 

o 


1— 
1— 
3 
3 

< 
Q 

CD 
3 
CD 
3 
< 
O 
CD 
CD 
O 
< 
O 


h- 

h- 

3 

CD 
3 

<; 

O 
CD 
3 
O 
O 
< 

o 

o 
< 

3 

o 

3 


h- 
h- 
3 

< 
CD 

<£ 

CD 
O 
O 

o 

% 

o 

3 

< 

o 
< 
o 

3 


h- 
h- 

CD 
CD 
< 

< 
3 

% 

CD 
CD 
< 
O 
O 
CD 

$ 

CD 
CD 
< 


1— 
1— 

3 
3 

CD 

CD 
O 
O 
CD 
3 
< 
O 
< 

a 

3 
3 
CD 
3 


1— 
1— 

< 

CD 
< 
3 
CD 
3 
3 
3 
CD 
3 
CD 
CD 
< 
O 
CD 
3 
< 
O 
< 


1— 
1— 

< 

CD 
3 
CD 
3 
< 
CD 
3 
3 
CD 
3 
3 
CD 
CD 
O 
3 
O 
3 
< 


1— 
1— 

3 

O 

a 

3 
3 

O 
CD 
CD 
3 

a 
o 

3 
3 

< 
3 
CD 
3 
O 
O 


h- 

o 

O 
< 

o 

O 
< 
3 
< 
CD 
< 
O 
< 
O 
CD 
< 
CD 
CD 
< 
CD 


h- 

h- 

CD 
< 
CD 
3 
O 
CD 
CD 
< 
CD 
3 
< 
3 
O 
3 
3 
O 
CD 
CD 
3 


h- 

1— 

CD 

CD 
< 
O 
CD 
3 
CD 
CD 

o 
< 

CD 
3 
CD 
3 


1— 
1— 
3 
O 
3 

o 

< 
3 
CD 
CD 
3 
O 
3 
3 
O 
CD 
< 
O 

o 

3 

o 


h- 
1— 

O 
3 
O 
O 
3 
O 
CD 
3 
CD 
3 
O 
3 
< 
3 
CD 
CD 
3 
CD 
CD 


PTPN1:892L21 siRNA 
(874C) stab05 


< 

Z 

cz 

"to 

c\j m 

_l o 

uo -Q 

g 

^ o 

Z r-- 
n co 

fz S 


< 
Z 
CZ 

to 

CN 
3 
C\J 

^J- 

CN 

Z 

Q_ 
1— 

CL 


< 

z 

CZ 

to 

CN 
3 
CD 
CD 

Z 

Q_ 


< 

z 
cz 

to 

CN 

3 

s 

OO 

Z 
pi 

I— 
CL 


< 
Z 
CZ 

"to 

T — 

CN 
3 

CO 

o 

CO 

z 

pi 

h- 
CL 


< 
Z 

cz 

"to 

CM 
1 

O 
CD 
CN 

Z O 
pi f\| 

1 — 

a. £L 


< 

z 
cz 

"to 

CN 
_l 

OO 

z o 

pi cd 

lZ CD 

a. ^ 


< 

z 

CZ 

"to 

CN 
1 

CN 
CD 
CO 

Z O 
n 'd- 
U- >J 

1— h ^ 

a. °° 


< 

z 
cz 

"co 

CN 
1 

m 
m 
o 

CO ^ 

5^ 

n co 


< 
z 
q: 

"to 

CN 
3 
CD 
CD 
h- 

Is 

CL to 


< 
z 

CO 

cn m 
_l o 
^ -Q 
00 CO 

^ oo 

Z O 
Pi 

lZ CD 

rX ^ 


> 
cz 

< 
Z 
CZ 

"to 

CN 
3 
CD 
CD 

i| 

1- £ 

CL co 


< 
Z 
CZ 

«8 

CN CO 
CO > 

.g 
Z O 

Q_ CD 
lZ CD 

□: ^ 


< 
z 
cz 

"co 

CN 

3 

CD 
CN 

CO 

l i 
< 

CZ 


< 
Z 
CZ 

"to 

CN 

3 

m 

1 1 


< 
Z 
CZ 

"co 

CN 
3 
CD 

l i 
< 

CZ 


< 

z 

CL 

"to 

CN 
3 
^1- 

LO 
OO 
CN 

1 i 

< 

CZ 


< 
Z 

a: 

"to 

CN 
1 

^J" 

co ^ 

t: o 

t- CD 
LL CN 

< CO 

CZ c 


< 

z 
cz 

CO 

CN 
1 

CO 
CO 

v: o 

LO 
LL — 


< 
Z 
CZ 

to 

CN 
1 

CD 

O 

CD 

ll r*~- 

< I s - 

Ll 


< 

z 
cz 

CO 

CN 
1 

CN 

00 ^ 
CN Q 

^- ^1- 

1 i LO 

<r oo 


< 

z 
cz 

to 

CN 
3 
CD 

< 
CD 

CZ 


< 
Z 
CZ 

CO 
CN 

3 

o 

CD 
CN 
< 
CD 
CZ 


< 
Z 
CZ 

to 

CN 

3 

LO 
-3- 
CD 

< 
CD 

CZ 


< 
z 
cz 

"to 

CN 

— ) 

r^- 

LO 
CD 

< 
CD 

CZ 


< 
Z 
CZ 

"to 
t — 

CN 
_l 

^1" 
CD 

< 
CD 
CZ 


oo 


CN 
00 


r^- 

o 


OO 

o 


CD 
O 


o 

CN 
O 


CO 
CD 
O 


CD 
O 


m 

CD 

o 


CD 
CD 
O 


CD 
O 
CO 


o 

CO 


CO 
CO 


CD 
00 




CD 
LO 


o 
m 

LO 


LO 
LO 


CN 
LO 
LO 


CO 

m 
m 


LO 
LO 


LO 
LO 
LO 


CD 

m 

LO 


CD 
CN 
O 


O 
CO 

o 


CO 

o 


CN 

CO 

o 


LO 

o 


o 

CO 


o 

CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 




CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


CO 


antisense 


CD 

to 

CZ 
CD 

to 
"cz 

CO 


CD 

to 
cz 

CD 

to 


CD 
CO 
CZ 
CD 

to 


CD 

to 

CZ 
CD 

to 


CD 
(0 
CZ 
CD 
CO 


CD 

to 

CZ 
CD 

to 
"cz 

CO 


CD 

to 

CZ 
CD 

CO 

CO 


CD 
CO 
CZ 
CD 

to 
"cz 

CO 


CD 
CO 

cz 

CD 

to 

CO 


CD 
CO 

cz 

CD 
CO 


CD 

to 

£Z 
CD 
CO 

"c 

CO 


CD 

CO 

cz 

CD 

to 


0 

CO 
CZ 
CD 

to 

CO 


CD 

to 

CZ 
CD 

to 


CD 

to 
cz 

CD 

to 


CD 

to 

CZ 
CD 

to 


CD 

to 

CZ 
CD 

CO 


CD 

to 
c: 

CD 

to 

"cz 

CO 


CD 
CO 

c 

CD 

to 
"cz 

CO 


CD 
CO 
CZ 
CD 

to 
"cz 

CO 


CD 

CO 

cz 

CD 

to 
"cz 

CO 


CD 

to 

CZ 
CD 
CO 


CD 

to 

CZ 
CD 
CO 


CD 

to 

CZ 
CD 

to 


CD 

to 

CZ 
CD 

to 


CD 

CO 

cz 

CD 

to 
"cz 

CO 


lo 


LO 

m 


CO 
LO 


CD 

m 


in 


in 
m 


CO 

in 


CD 

m 


m 


m 
m 


CD 

m 


CD 

m 


CD 

m 


CD 

m 


LO 


OO 
LO 


CD 
LO 


O 
CD 


LO 


CO 
LO 


CD 
LO 


o 

CD 


CD 


CN 
CD 


CO 
CD 


^gt 

CD 


CD 


UGCUGAUGGACAAGAGGAAAGAC 


O 
CD 
3 
CD 
CD 
< 
3 
3 
O 

CD 

3 

< 
CD 
CD 
3 
CD 
3 
CD 
CD 
< 


3 

O 
< 
CD 
3 
CD 
< 
O 
O 
CD 

$ 

CD 
3 
< 
O 
< 
CD 
O 
O 
3 
< 
3 


O 
3 

O 
< 
O 
3 
CD 
CD 
CD 
<. 
O 
3 
CD 
< 
CD 
< 
CD 
O 

o 

3 

CD 

% 


O 
< 
CD 

CD 
CD 
< 
en 

O 
< 
CD 
CD 
3 
< 
CD 
3 
O 
CD 
3 


O 
CD 
3 
CD 
CD 
< 
3 
3 
O 
c n 

\Lf 

CD 

% 

3 

< 
CD 
CD 
3 
CD 
3 
CD 
CD 
< 


3 

O 
< 
CD 
3 
CD 
< 
O 
O 
CD 

CD 
3 
< 
O 
< 
CD 
O 
O 
3 
< 
3 


O 
3 
O 
< 

o 

3 

CD 
CD 
CD 

o 

3 

CD 
< 
CD 
< 
CD 
O 
O 
3 
CD 


O 
< 
CD 

CD 
CD 
< 

o 
< 

CD 
CD 
3 
< 
CD 
3 
O 
CD 
3 


O 
CD 
3 
CD 
CD 
< 
3 
3 
O 
cn 

CD 

3 

< 
CD 
CD 
3 
CD 
3 
CD 
CD 
< 


O 
3 
O 
< 

o 

3 

CD 
CD 
CD 

o 

3 

CD 
< 
CD 
< 
CD 
O 
O 
3 
CD 


O 
3 
O 
< 

o 

3 

CD 
CD 
CD 
<t 
O 
3 
CD 
< 
CD 
< 
CD 
O 
O 
3 
CD 


o 

3 

o 
< 
o 

3 

CD 
CD 
CD 

a 

3 

CD 
< 
CD 
< 
CD 
O 
O 
3 
CD 


O 
3 
O 
< 

o 

3 

CD 
CD 
CD 
< 
O 
3 
CD 
< 
CD 
< 
CD 
O 
O 
3 
CD 


3 
O 
3 
3 

< 
O 

$ 

CD 
3 
CD 
3 
< 
O 
CD 
CD 
O 
< 
O 


o 
o 

3 

CD 
3 
< 
O 
CD 
3 
O 
O 
< 

o 

o 
< 

3 

o 

3 

O 

o 


< 
O 

3 

< 
CD 
< 
CD 
O 
O 

% 
O 

o 

3 

< 

o 
< 
o 

3 

o 

3 


3 
3 

CD 
CD 
< 
O 
< 
3 

5 
*^ 

CD 
CD 
< 
O 
O 
CD 

% 

CD 
CD 

% 

O 


3 

O 
3 
3 
< 
O 

CD 
3 
CD 
3 
< 
O 
CD 
CD 
O 
< 
O 


o 
o 

3 
CD 
3 
< 
O 
CD 
3 
O 
O 
< 

o 
< 
< 
< 
o 
< 

3 

o 

3 

O 

o 


< 

o 

3 

< 
CD 
< 
CD 
O 
O 

% 

o 
a 

3 

< 
O 
< 

o 

3 
O 
3 


3 
3 

CD 
CD 

< 

O 
< 
3 

5 

CD 
CD 
< 
O 

o 

CD 

$ 

CD 
CD 

% 

O 


$ 

O 

o 
< 
o 
o 
< 

3 

< 

CD 
< 
O 
< 
O 
CD 
< 
CD 
CD 
< 
CD 
< 
CD 


3 

O 
CD 
< 
CD 
3 
O 
CD 
CD 
<< 
CD 
3 
< 
3 

o 

3 
3 

O 
CD 
CD 
3 
< 
CD 


CD 

< 

CD 

CD 
< 
O 
CD 
3 
CD 
CD 

o 
< 

CD 
3 
CD 
3 
CD 
3 


o 
o 

3 
O 
3 
O 
< 
3 
CD 

3 

O 
3 
3 
O 
CD 
< 
O 
O 
3 
O 
O 
3 


O 

o 
< 
o 
o 
< 

3 

< 

CD 
< 
O 

CD 
< 
CD 
CD 
< 
CD 
< 
CD 


CM 
CO 


m 

CO 

o 

CO 


o 

CN 


CD 


CN 
h- 
OO 


in 

CO 

o 

CO 


o 

CN 


CD 


CN 
00 


m 

CO 

o 

CO 


CD 


CD 


CD 


CD 
1^- 


CD 
CN 

CO 


LO 


CD 

r-- 


^J- 

LO 
OO 
CN 


CO 


CO 
CO 

«t 


^J- 

CD 


CN 

r— 

00 
CN 




00 
00 
CN 


CO 
CD 


LO 
LO 
CD 




I Ndld 


Z 
CL 
h- 
CL 


z 

CL 
1— 
CL 


z 

CL 
h- 
CL 


Z 
CL 
h- 
CL 


Z 
CL 
1— 
CL 


Z 
CL 
1— 
CL 


Z 
CL 
1— 
CL 


Z 
CL 
1— 
CL 


Z 
CL 
1— 
CL 


Z 
CL 
1— 
CL 


z 

CL 
1— 
CL 


z 

CL 
1— 
CL 


Z 
CL 
1— 
CL 


LL 

< 

CZ 


LL 

< 
CZ 


LL 

< 


LL 

< 

a: 


LL 

< 

CZ 


LL 

< 
CZ 


LL 

< 

CZ 


LL 

< 

CZ 


< 
_i 

LU 
CZ 


< 

_l 

LU 

CZ 


< 
_l 
LU 
CZ 


< 
_l 
LU 
CZ 


< 
_i 

LU 
CZ 





o 

CO 
CO 


CO 
CO 


CM 
CO 
00 


CO 
CO 
00 


3 

00 


LO 

CO 
00 


CD 
CO 
00 


CO 
00 


CO 
CO 
00 


CD 
CO 
00 


o 

00 


5 
oo 


CM 
3t 
OO 


CO 
CO 


00 


LO 

OO 


CD 

oo 


1^- 
co 


oo 
oo 


CD 
00 


o 

LO 

00 


LO 

oo 




I— 

o 

O 
CD 

cd 
< 

< 
O 

O 

o 

CD 
< 

o 

3 

o 


I— 
1— 

< 
O 
< 

o 

3 

CD 
3 
3 
O 

o 
< 
o 

CD 
3 
O 
3 
3 
3 
O 


h- 
1— 

CD 
< 
CD 
CD 
3 

o 

CD 

% 

CD 
< 
O 
O 
< 
3 
CD 
< 
CD 
< 


QQ 

1— 
1— 

=5 
O 

o 

< 

=3 

CD 
CD 

Z3 
O 
=3 
=5 
O 

CD 
< 

o 
o 

=3 

o 

GO 


1- 

co 

1— 

CD 
< 
CD 
CD 

Z3 
O 

CD 

% 

CD 
< 
o 
o 
< 

=3 

CD 
< 
CD 
< 


QQ 

1— 
1— 

o 

=3 

o 
o 

< 

CD 

o 

Z3 
=3 
O 
Z3 

CD 
CD 

=3 
< 
O 
=3 
O 
=3 

CO 


1— 

CO 

1— 

< 

CD 
< 
CD 

=3 

< 

O 

o 

< 

CD 

% 

CD 

o 

Z3 

CD 
CD 
< 
CD 


CO 

1— 
1— 

CD 

< 

Z5 
3 
O 

CD 

=3 

CD 
CD 

Z3 

CD 

o 
CD 

Z5 

< 
Z3 

QQ 


QQ 

1— 
1— 

CD 
< 
CD 
CD 

Z5 
< 

CD 
< 
CD 

=3 
< 

CD 
CD 

=3 
O 

CD 

=3 

QQ 


QQ 

1— 
1- 

o 
o 
CD 

Z3 
=3 

CD 
CD 
CD 
CD 
< 
o 
< 

=3 
O 

CD 
CD 
< 
CD 

QQ 


QQ 

1— 
1— 

CD 

% 
CD 
CD 
CD 

o 

=3 
O 

o 

< 

=3 
O 

o 

< 

CD 
QQ 


1— 

CO 

1— 

< 

Z3 
< 

o 
CD 
< 
o 

% 

o 

< 

o 
CD 

% 

Z3 

< 

O 


1— 

CO 

1— 

< 

o 
CD 
< 
o 
o 

CD 

< 

o 

Z3 
O 
Z3 
< 
O 

o 
o 


l— 

CO 
=3 

o 
CD 
< 

=5 

CD 

3 
O 

o 
o 
o 

o 
CD 
CD 


1— 

CO 

1— 

o 

Z3 

CD 
CD 
< 

=3 

CD 
CD 
< 
CD 

=3 
=3 
=3 
O 
O 

o 
CD 

o 


1— 
1— 

CD 
3 

3 
3 

O 
CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
< 
3 


1— 
1— 

CD 
< 
CD 
CD 
3 
< 
CD 
< 
CD 
3 
< 
O 
< 
CD 
CD 
3 
O 
CD 
3 


1— 
1— 

O 

o 

CD 
< 
3 
3 
CD 
CD 
CD 
CD 
< 
O 
< 
3 
O 
CD 
CD 
< 
CD 


1— 
1— 

CD 
< 
O 
CD 
CD 
CD 

O 
3 
O 
O 
< 
3 
O 

o 
< 

CD 


1— 

3 

< 
Q 

CD 
< 
O 
< 

o 
o 
< 
o 

CD 

% 

3 
3 

< 
O 


1— 
1— 

< 

O 
CD 
< 

a 
o 

3 
CD 
3 
< 
O 
3 

a 

3 

< 
O 

o 

3 

o 


1- 
1— 

o 

3 

O 

o 

CD 
< 
3 
CD 
3 
O 
O 

o 
o 

% 

3 

o 

CD 
CD 


(146C) 


< 
z 
cc 

CO 
C\l 

_i 

CO 

o 

Q) CD 


< 

z 
a: 

"co 

CM 
_l 

CO 
CD 

~CD ^ 


< 
Z 
(Z 

CO 

io 

? O 
lq 
"CD 05 


< 

z 
a: 

CO 

CM 
— ) 

LO 
CD 

< 2 

CD CO 
(Z GO 


< 

z 

"« LO 
v- O 
CM -Q 

? o 

lq 
"CD CD 


> 

< 
Z 
C£ 

"co 

CM 
3 
h- 

LO 
CD 

Si 

LU CO 

q: lo 


< 
z 

CC LO 
CO 

2j w 

LO > 
1^ £= 
CD ^ 

5£ 

| lq 

LU CD 

o: ^ 


< 
Z 
Q£ 

CO 

CM 
3 

LO 
CD 

CD ^J" 
Q § 

Q co 

CO oo 


< 
Z 

CO 
CM 

— 1 

o 

CM 
LO 

CM ^t" 
Q g 

O co 

CO oo 


< 
Z 

CO 
CM 

— s 

> 

LO 
CO 
h~ 

CO 

Q § 

O co 

CO oo 


< 
Z 

CO 
CM 

— s 

> 

Q § 
O co 

CO oo 


< 

Z 
£C 

CO 

t LO 
CM O 
1 -Q 

CO CO 

o X 

Q LO 
Q CD 

CO 9il 


< 

Z 

a: 

W LO 
t— o 
CM -Q 
1 CO 

^5 

lo 

o 

Q CM 
Q LO 

CO ^ 


< 
Z 

a: 

"« LO 
t- O 
CM -Q 

— i eg 

8 " 
go 

^ ID 
n oo 
O ^ 
CO ^ 


< 

Z 

q: 

W LO 

T O 

CM -Q 
1 CO 

CO S 


< 
Z 

a: 

CO 

CM 
3 

LO 
CD 
CD 
Q 
O 
CO 


< 
Z 
Od 

CO 

CM 
— \ 
— ) 

o 

CM 
LO 
CM 
Q 
O 
CO 


< 
z 
<z 

"co 

CM 
— 1 
— > 
LO 

oo 
1^ 

CO 
Q 

o 

CO 


< 

z 
q: 

"co 

CM 
— \ 
— > 

^j" 
Q 

O 

CO 


< 

z 
a: 

CO 

CM 
1 

CO 

o ^ 

Q LO 
O CD 

CO ^ 


< 
z 
a: 

CO 

CM 
1 

OO 

CO ^ 
LO 

<M o 

Q CM 
O LO 

CO ^ 


< 
Z 

cn 

CO 

CM 
1 

CO 

o 

oo 

CO ^ 
li LO 

n oo 
O l ^ 

co S2, 




CD 
O 

CO 


O 
CO 


00 

o 

CO 


00 

o 

CO 
CO 


CD 
O 
CO 

CO 


o 

CM 

CO 

CO 


CM 

CO 

CO 


CO 
00 

o 

CO 


00 
O 
CO 


LO 

co 
o 

CO 


CD 

OO 
O 
CO 


OO 
O 
CO 


00 

OO 
O 
CO 


CD 

00 
O 
CO 


o 

00 
00 

o 

CO 


CM 
O 

CO 


CM 
CM 
O 

CO 


CO 
CM 

o 

CO 


^t- 

CM 
O 

CO 


CD 

o 

CO 


oo 

CD 

o 

CO 


CD 
CD 
O 

CO 




CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 

CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c: 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 

CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
fZ 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

"c: 

CO 




CM 
CD 


CO 
CD 


CD 


CD 


CD 


CD 


CD 


LO 
CD 


CD 
CD 


CD 


OO 
CD 


LO 
CD 


CD 
CD 


r— 

CD 


00 
CD 


LO 
CD 


CD 
CD 


CD 


OO 
CD 


LO 
CD 


CD 
CD 


CD 




O 

cd 
< 
cd 

3 

o 
cd 

CD 

<L 

CD 
3 
< 
3 
O 
3 
3 
O 
CD 
CD 
3 
< 
CD 


CD 

< 

CD 

CD 
< 
O 
CD 
3 
CD 
CD 

O 
< 
CD 
3 
CD 
3 
CD 
3 


O 

o 

3 

O 
3 
O 
< 
3 
CD 

3 
O 
3 
3 

O 
CD 
< 
O 
O 
3 
O 

o 

3 


O 

O 
3 
O 
3 
O 
< 
3 
CD 

\D 
3 
O 
3 
3 
O 
CD 
< 
O 
O 
3 
O 
O 
3 


O 
O 
3 
O 
3 
O 
< 
3 
CD 

3 
O 
3 
3 
O 
CD 
< 
O 
O 
3 
O 
O 
3 


O 

o 

3 

O 
3 
O 
< 
3 
CD 

3 
O 
3 
3 
O 
CD 
< 
O 
O 
3 
O 
O 
3 


O 
O 
3 
O 
3 
O 
< 
3 
CD 

3 
O 
3 
3 

O 
CD 

5 

o 

3 

O 

o 

3 


O 
O 

CD 
3 

5 
< 

3 
3 

O 
CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
< 
3 
< 
CD 


CD 

< 

CD 
< 
CD 
CD 
3 
< 
CD 

<L 

CD 
3 
< 
O 
< 
CD 
CD 
3 
O 
CD 
3 
O 
< 


CD 
3 

o 
o 

CD 
< 
3 
3 
CD 

CD 
CD 
< 
O 
< 
3 

a 

CD 
CD 

< 

CD 

< 

3 


3 
3 

CD 
< 
O 
CD 
CD 
CD 

O 
3 

O 

a 
< 

3 

O 

a 
< 

CD 
3 
O 


O 
O 
CD 
3 
< 
< 
3 
3 
O 
CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
< 
3 
< 
CD 


CD 

< 

CD 
< 
CD 
CD 
3 
< 
CD 

<L 

CD 
3 
< 
O 
< 
CD 
CD 
3 
O 
CD 
3 
O 
< 


CD 
3 
O 

o 

CD 
< 
3 
3 

CD 
en 

CD 
CD 
< 
O 
< 
3 
O 
CD 
CD 
< 
CD 
< 
3 


3 
3 

CD 
< 
O 
CD 
CD 
CD 

O 
3 

O 

o 
< 

3 

O 

o 
< 

CD 
3 
O 


O 

o 

CD 
3 
< 
< 
3 
3 
O 
CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
< 
3 
< 
CD 


CD 
< 

CD 

< 

CD 
CD 
3 
< 
CD 
<t. 
CD 
3 
< 
O 
< 
CD 
CD 
3 
O 
CD 
3 
O 
< 


CD 
3 
O 
O 
CD 
< 
3 
3 
CD 
<U 
CD 
CD 
< 
O 
< 
3 
O 
CD 
CD 
< 
CD 
< 
3 


3 
3 

CD 
< 
O 
CD 
CD 
CD 

O 
3 
O 
O 
< 
3 
O 
O 
< 
CD 
3 
O 


o 
o 

CD 
3 
< 
< 
3 
3 
O 
CD 
3 
CD 
CD 
3 
CD 
3 
O 
CD 
3 
< 
3 
< 
CD 


CD 
< 

CD 

< 

CD 
CD 
3 
< 
CD 

<L 

CD 
3 
< 
O 
< 
CD 
CD 
3 
O 
CD 
3 
O 
< 


CD 
3 
O 
O 
CD 
< 
3 
3 
CD 

CD 
CD 
< 
O 
< 
3 
O 
CD 
CD 
< 
CD 
< 
3 




00 
CO 
CM 


CO 
CD 


m 

LO 
CD 


LO 
LO 
CD 


LO 
LO 
CD 


LO 
LO 
CD 


LO 
LO 
CD 


CO 
CD 
CD 


00 
LO 

CM 


CO 

oo 
1^- 

co 


C\l 


CO 
CD 
CD 


00 

T 

LO 
CM 


CO 
00 

r-- 

CO 


CM 

r-- 


CO 
CD 
CD 


oo 

LO 
CM 


CO 

oo 
r^- 

co 


CM 
1^- 
1^- 
^1" 


CO 
CD 
CD 


00 

LO 
CM 


CO 

oo 
1^- 
co 




< 

_l 

LU 


< 
_l 
LU 

o: 


LU 

C£ 


< 
_l 
LU 

o: 


LU 

q: 


< 
_l 
LU 

q: 


LU 

or 


a 

o 

CO 


Q 

O 

CO 


a 

o 

CO 


Q 

O 
CO 


a 

o 

CO 


a 

o 

CO 


Q 

O 
CO 


Q 

O 
CO 


Q 

o 

CO 


a 

o 

CO 


a 

o 

CO 


Q 

O 
CO 


a 

o 

CO 


a 

o 

CO 


a 

a 

CO 



CNJ 

in 

CO 


CO 

m 

CO 


LO 
OO 


LO 

lo 
oo 


CD 

m 

CO 


I s - 
LO 

OO 


oo 

LO 

OO 


CD 
LO 
00 


o 

CD 
CO 


CD 
CO 


CNJ 
CD 
00 


co 

CD 
OO 


CD 
OO 


LO 
CD 
CO 


CD 
CD 
CO 


I s - 
CD 
CO 


OO 
CD 
OO 


CD 
CD 
CO 


o 
I s - 

00 


CO 


CNJ 

I s - 

00 


co 
I s - 

00 


I s - 

00 


LO 
I s - 
OO 


CUGCCCUUUGAGGUAGGUCTT 


O 
CD 
CD 
3 
O 

o 
o 

CD 

CD 
CD 
CD 
3 
CD 
O 
< 
O 
CD 
O 
CD 


o 

CD 
CD 
O 
CD 

o 

CD 
< 
CD 
O 
CD 
3 
CD 
3 
O 
CD 
CD 
< 
CD 
< 
O 


CD 
3 
O 
O 
CD 
CD 
CD 

a 

CD 

a 

CD 
3 

< 

CD 
CD 
CD 
3 
O 
3 


O 
O 
O 
CD 
3 
CD 
< 
O 
CD 
O 
CD 
O 
< 
O 
O 

CD 
CD 
CD 
3 


CD 

< 

O 
3 
< 
Q 

CD 
O 
CD 
3 
CD 
O 
O 
CD 
O 
< 
O 
O 
< 
O 

o 


CD 

< 
o 

CD 
O 
CD 
3 
CD 
O 
< 
O 
O 
O 
3 
3 
O 
CD 
CD 
CD 
< 
O 


< 
O 

CD 
3 
O 

O 
O 
CD 
< 
O 
< 
O 
CD 
O 
3 
O 
CD 
O 
CD 
O 


CD 
O 
< 
CD 
< 

o 
o 
o 

3 
< 

o 

CD 
O 
3 
3 
CD 

a 
o 
o 

CD 
CD 


CD 

o 
o 
o 

3 
3 

CD 
CD 
3 
CD 
O 
CD 
O 
CD 
3 
O 
< 
O 
CD 


s 

CD 
CD 
3 
CD 
CD 
3 
CD 
O 
CD 
CD 
O 
< 
O 
CD 
O 
CD 
3 
< 
CD 


CO 

1— 

=5 

CD 
CD 
CD 

=3 
O 
=3 
=5 
=3 
O 
3 

< 
O 
O 

< 

CD 
< 
CD 
CD 
CO 


CO 

I— 
1— 

s 

CD 

Z3 
Z3 

CD 

$ 

o 
CD 
< 
CD 
CD 

=3 
O 
Z3 

CD 

CO 


CO 

1- 
1— 

o 

Z3 
Z3 
O 

o 

% 

=3 
O 
3 

CD 

o 
CD 
< 
CD 
< 
o 

CO 


CO 

1— 
1— 

o 

3 
=3 
=3 

CD 

=3 
O 

o 
CD 
< 
o 

=3 

CD 

=3 

CD 

CO 


1— 

00 

1— 

o 
o 

3 

o 

=3 

CD 
CD 

=3 
< 

CD 

CD 

% 
o 
o 
< 


1— 

00 

1— 

< 

o 
< 
CD 
< 
o 
a 

o 
CD 

=3 
O 

o 
CD 

=3 
ZS 


h- 

00 

h- 

CD 

o 

Z3 
O 

CD 
CD 

Z3 
O 
< 

CD 
< 
CD 

Z3 

CD 
CD 

% 

CD 


1— 

00 

1— 

=3 
Z3 
O 

< 

CD 

Z3 

CD 

o 
CD 
CD 
< 
o 

CD 


CO 

h- 
I— 

CD 
CD 

i 

CD 

=3 
O 

< 

o 

< 

CD 
CD 
CO 


CO 

h- 
h- 

CD 

Z3 
< 

CD 
< 
CD 

=3 
O 
Z3 
O 
< 

o 

o 
CD 
< 

Z3 
< 

CO 


CO 

h- 
1— 

< 

CD 
CD 
CD 
CD 
CD 

=3 

CD 
< 

Z3 
Z3 
=3 
O 

CD 

=3 
O 

o 

< 

CO 


CO 

h- 
h- 

CD 
< 
CD 

% 
CD 
CD 
< 
CD 
CD 
CD 

=3 
=3 
13 

O 
< 

o 
CD 
CO 


1— 

00 

o 

< 

=3 

CD 

=3 

CD 

Z3 

CD 

% 
CD 

Z3 

o 

< 

o 


SCD:4792L21 siRNA 
(4774C) 


< 

cr 

CO 
CNJ 
CD 

h- 

(Y 

LU 
I— 


< 
z 
oi 

'a) 

CNJ 

3 

CO 

f— 

(Y 

LU 
I— 


< 
Z 

cr 

CO 
CNJ 

3 

CO 
CD 

LU 
I— 


< 
Z 
Ol 

"co 

CNJ 

3 

CD 
CNJ 

h- 

(Y 

LU 
I— 


< 
z 
cc 

"co 

CNJ 

3 

I s - 
CD 
^J- 
CNJ 

\— 

(Y 

LU 
I— 


O 

CD 
< 

z 

Ol 

'co 

CNJ 
_l 

CD 
CO 

£ 
LU 
h- 


< 

z 
oi 

CO 

CNJ 
1 

CO 

CO ^ 

£^ 


< 

z 
o: 

CO 

CNJ 
1 

CO 
CD 
CD 

\— O 

(V co 

Li- L* 


< 

z 
oi 

CO 

CNJ 
_l 
CD 
CD 

CNJ ^ 

t: o 

1— CD 
LU CNJ 
1— 


< 
z 
oi 

CO 

CNJ 
_l 

I s - 

LO _ 

<M a 

1— I s - 

(Y CD 


< 

Z 

oi 

CO 
CNJ 

3 

OO 
CO 

T — 

l_L_ -L2 

LU CO 

1— CO 


< 
z 
cc 

CO 
CNJ 

3 

CNJ 
CD 
I s - 

£s 

l_L_ -L-2 

LU CO 

1— 00 


< 
z 
a: 

CO 
CNJ 

3 

I s - 

CD 

LU TO 
1— 00 


< 
z 
a: 

00 
CNJ 

3 

CD 
CD 
CD 

§ 

LU CO 
1- 00 


< 
Z 

q: 

00 

LO 
CNj O 

CD 

LO a) 

rv co 

lu i: 
i— 


< 

Z 
01 

00 

t- LO 
CNJ O 

O Co 

(Y CD 
LU ^ 

1— 


< 

z 

Ol 

00 

t- LO 
CNJ O 

LO CO 

S2 « 

CD 

I— I s - 

(Y t— 
LU 05 


< 
z 

00 

LO 
CNJ O 

■^j- CO 

^ Q 

1— CD 

(V CD 


< 
z 

Ol 

00 
CNI 

3 

CO 
CNJ 
LO 

5s 

1 1 Q 

CD co 

1- 00 


< 
z 

00 
CNJ 

3 

LO 
00 
CO 

-Q o 

1 1 Jq 

CD co 

1- 00 


< 
z 

Ol 

00 
CNJ 

3 

CD 
00 

-Q O 

1 1 _Q 

CD jo 

1- 00 


< 
z 

Ol 

00 
CNI 

3 

OO 
CD 
LO 

£ S 

CD co 

1- 00 


< 

Z 
Ol 

00 

CNJ 
_l 

CD 

a 

1 1 

CD 
\- 


31100 


O 
CD 
CD 
CD 
CNJ 


CD 
CD 
CD 
CNJ 


CNJ 
CD 
CD 
CD 
CNJ 


CO 
CD 
CD 
CD 
CNJ 


^J- 
CD 
CD 
CD 
CNJ 


LO 
CD 
CD 
CD 
CNJ 


CD 
CD 
CD 
CD 
CNJ 


I s - 

CD 
CD 
CD 

CNJ 


00 
CD 
CD 
CD 
CNJ 


CD 
CD 
CD 
CD 
CNJ 


LO 
O 
CD 
O 
CO 


CD 
O 
CD 
O 
CO 


I s - 
O 
CD 
O 
CO 


CO 

o 

CD 

o 

CO 


CD 
O 
CD 
O 

CO 


o 

CD 
O 
CO 


CD 
O 
CO 


CNJ 

CD 
O 
CO 


CO 
00 

o 

CO 


CNJ 
00 
00 

o 

CO 


CO 
00 
00 

o 

CO 


^1- 

oo 
oo 
o 

CO 


LO 
CO 
OO 
O 
CO 


antisense 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 
CO 

£Z 
CO 


CD 
CO 
£Z 
CD 
CO 

a 

CO 


CD 
CO 
£Z 
CD 

CO 

£Z 
CO 


CD 
CO 
£Z 
CD 

CO 

d 

CO 


CD 
CO 
£Z 
CD 
CO 

c 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£= 
CD 

CO 


CD 
00 
£= 
CD 
00 


CD 
00 
£Z 
CD 
00 


CD 
00 
£Z 
CD 
00 

"c 

CO 


CD 
00 
£Z 
CD 

CO 

"cz 

CO 


CD 
00 
£Z 
CD 
00 

CO 


CD 
00 
£Z 
CD 
CO 

CO 


CD 
00 
£Z 
CD 
00 


CD 
00 
£Z 
CD 
00 


CD 
00 
£Z 
CD 
00 


CD 
00 
£Z 
CD 
00 


CD 
00 
£Z 
CD 
00 

CO 


CO 
CD 


CD 
CD 


o 
I s - 


I s - 


CNJ 

I s - 


CO 


CD 
CD 


o 
I s - 


I s - 


CNJ 
I s - 


CO 

I s - 


I s - 


LO 
I s - 


CD 
I s - 


I s - 
I s - 


^1" 
I s - 


LO 
I s - 


CD 
I s - 


I s - 
I s - 


CO 

I s - 


CD 
I s - 


O 
00 


CO 


OO 

I s - 


CUGACCUACCUCAAAGGGCAGUU 


O 

CD 
CD 
3 
O 
O 

o 

CD 
$ 
CD 
CD 
CD 
3 
CD 
O 
< 

o 

CD 
O 
CD 
3 
O 


O 
CD 
CD 
O 
CD 
O 
CD 
< 
CD 

CD 
3 
CD 
3 
O 
CD 
CD 
< 
CD 
< 
O 
CD 
3 


CD 
3 
O 
O 
CD 
CD 
CD 
O 

% 
CD 

a 

CD 
3 
< 
O 
CD 
CD 
3 
O 
3 
CD 
O 


O 
O 

o 

CD 
3 
CD 
< 
O 
CD 

CD 
O 
< 
O 
O 

% 

CD 
CD 
CD 
3 
3 
O 


CD 

< 

O 

3 

< 

O 

CD 

O 

CD 
— ) 

CD 
O 
O 
CD 
O 
< 

o 
o 
< 
o 
o 

CD 
3 


O 

CD 
CD 
3 
O 
O 

o 

CD 

% 
CD 
CD 
CD 
3 
CD 
O 
< 
O 
CD 
O 
CD 
3 
O 


O 
CD 
CD 
O 
CD 
O 
CD 
< 

CD 

r -\ 

CD 
3 
CD 
3 
O 
CD 
CD 
< 
CD 
< 
O 
CD 
3 


CD 
3 
O 

o 

CD 
CD 
CD 
O 

% 
CD 
O 
CD 
3 
< 
CD 
CD 
CD 
3 
O 
3 
CD 
O 


o 
o 
o 

CD 
3 
CD 
< 
O 
CD 

CD 
O 
< 
O 
O 

CD 
CD 
CD 
3 
3 
O 


CD 

< 

O 

3 

< 

O 

CD 

O 

CD 
— ) 

CD 
O 
O 
CD 
O 
< 
O 
O 
< 
O 
O 
CD 
3 


O 
3 
3 
CD 
CD 
CD 
3 
O 
3 
3 
3 
O 
3 
< 
O 

o 
< 

CD 
< 
CD 
CD 
3 
CD 


CD 

O 
CD 
3 
3 
CD 

o 

CD 
< 
CD 
CD 
3 
O 
3 
CD 
3 
CD 
< 


% 

O 
3 
3 

O 

a 
< 
o 

o 

3 

CD 
< 
O 
O 
CD 
< 
CD 
< 
O 
3 
< 


CD 
3 
O 
3 
3 
3 
CD 
3 
O 

CD 
< 
O 
< 

o 

3 

CD 
3 
CD 

% 

CD 
3 


o 

3 
3 
CD 
CD 
CD 
3 
O 
3 
3 
3 
O 
3 
< 
O 
O 
< 
CD 
< 
CD 
CD 
3 
CD 


CD 

O 
CD 
3 
3 

CD 
<r 

5 
o 

CD 
< 
CD 
CD 
3 
O 
3 
CD 
3 
CD 
< 


% 

O 
3 
3 
O 
O 
< 

o 
o 

3 

CD 
< 
O 
O 
CD 
< 
CD 
< 
O 
3 
< 


CD 
3 
O 
3 
3 
3 
CD 
3 
O 

CD 
< 
O 
< 
O 
3 
CD 
3 
CD 

* 

CD 
3 


< 

CD 
CD 
3 
CD 

O 
CD 
3 
O 
< 
O 
< 

o 

3 

< 
CD 
CD 
CD 
< 


O 

CD 
CD 
3 
< 
CD 
< 
CD 
3 
O 
3 
O 
< 
O 
< 
< 

o 

CD 
< 
3 
< 
O 

o 


CD 

< 

3 

< 

CD 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
3 
3 
O 
CD 
3 
O 
O 

CD 


3 

< 

CD 

< 

CD 
< 
O 
CD 

CD 
<< 

CD 
CD 
CD 
3 
3 
3 
3 
O 
< 

o 

CD 
< 
3 


< 

CD 
CD 
3 
CD 

O 
CD 
3 
O 
< 

o 
< 
o 

3 

< 
CD 
CD 
CD 
< 


4772 


r- 


CD 
O 
CO 


5- 

CD 


^t" 

CNJ 


in 

CD 

^J- 

CNJ 


I s - 


CD 
O 
CO 


CD 


^l- 

CNJ 


LO 
CD 

CNJ 


CD 

CO 


o 

CD 
I s - 


LO 

CD 
CNJ 


^t- 

CD 
CD 
CN] 


CD 

CO 


o 

CD 
I s - 


LO 

CD 
CNJ 


CD 
CD 
CNJ 


CD 

CNJ 
LO 


CO 
00 
CO 
CNI 


^J- 

00 

^1- 

CNJ 


CD 
CD 
LO 
CNJ 


CD 
CNJ 
LO 


SCD 


h- 

oi 

LU 


I— 

oi 

LU 
h- 


I— 

cc 

LU 
I- 


I— 

Ol 

LU 
I- 


I— 

01 
LU 

1- 


h- 

oi 

LU 

h- 


1— 

Ol 
LU 
h- 


oi 

LU 

h- 


1— 

Ol 
LU 
h- 


I— 

Ol 
LU 
1- 


h- 

m 

LU 


1— 

LU 
1- 


1— 

K. 
LU 
1- 


1— 

a: 

LU 
1- 


1— 

LU 
1- 


1— 

Ol 
LU 
1— 


1— 

Ol 
LU 
h- 


1— 

Ol 
LU 
h- 


CO 

u_ 
CD 
h- 


CO 

u_ 
CD 
h- 


CO 
LL 

CD 
h- 


CO 
LL 
CD 
1— 


CO 
LL 
CD 
1- 



o 





CD 
I s - 
00 


I s - 
I s - 
oo 


00 

I s - 

00 


cd 
I s - 
oo 


o 
oo 
oo 


oo 

OO 


CN 
OO 
OO 


CO 
00 
OO 


3 

oo 


LO 
OO 
00 


CD 
OO 
00 


I s - 
OO 
00 


oo 

00 

oo 


CD 
00 
CO 


o 

CD 
00 


CD 
CO 


CN 
CD 
CO 


CO 
CD 
00 


CD 
CO 


LO 
CD 
OO 


CD 
CD 
OO 


I s - 
CD 
OO 


oo 

CD 
OO 


CD 
CD 
OO 




h- 

C0 
I— 

Z5 
< 

O 

CD 

Z3 
Z5 

cd 

Z3 

cd 
< 
cd 
< 

o 

3 
O 
=3 

< 
O 


1— 

CO 

1— 

CD 
CD 
< 
o 

CD 

Z3 

o 

< 

o 
o 
o 
o 
o 

< 


1— 

CO 

CD 

=3 

CD 

o 
o 

=3 

o 
o 
CD 
o 

=3 
O 


h- 
h- 

CD 
3 

CD 
<r 

5 

o 

CD 
3 
O 
< 

o 
< 
o 

3 

< 

CD 
CD 


1— 
h- 

CD 
3 
< 
CD 
< 
CD 
3 
O 
3 
O 
< 

o 

% 

o 

CD 
< 
3 
< 


I— 
h- 

3 

< 

CD 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
3 
3 
O 
CD 
3 
O 
O 
< 


1— 

1— 

CD 
< 
CD 
< 
O 
CD 
CD 
< 
CD 
CD 
CD 
3 
3 
3 
3 
O 
< 
O 
CD 


1— 
1— 

o 
o 

3 

< 

3 
3 

CD 
3 
CD 
3 
CD 
< 
O 
CD 
3 
3 
O 
< 
O 


1— 
1- 

3 
< 
3 
O 
CD 
3 
3 
CD 
3 
CD 
< 
CD 
< 
O 
3 
O 
3 
< 
O 


1— 
1- 

3 

CD 
CD 

O 
CD 

3 

O 
< 

o 
o 
o 
o 
o 

3 

< 


1— 
1- 

o 

CD 
3 
CD 

O 
O 
O 
3 
O 
O 
CD 
3 
O 
3 
O 


CO 

1— 
1— 

CD 

3 
O 
< 

o 
CD 
< 
CD 

=3 
< 
O 

o 

15 
< 

CD 
CD 

CO 


DQ 

1— 
1— 

o 
o 

Z3 

o 

=3 
=3 
O 

O 
O 

CD 

Z3 
O 

o 

Z3 

CD 

DQ 


CO 
1— 
1- 

o 

CD 
CD 

o 
o 

< 

CD 

o 
< 

O 

o 

DQ 


CO 

1— 
1— 

< 

CD 
o 

Z3 
O 
=3 
O 
3 
O 
O 
=3 
=3 
O 
O 

CD 
CD 
< 
CO 


1— 

CO 

o 
CD 

=3 

CD 
CD 

Z3 

< 

O 

o 
CD 

Z3 

CD 
< 
o 

=3 


1— 

CO 

1— 

o 

CD 
< 
CD 

3 
O 

CD 
CD 
< 
CD 

CD 
< 
CD 
CD 


1— 

CO 

1- 

CD 
CD 
< 

=3 

CD 
CD 

3 
O 
=3 

CD 
CD 

=3 
=3 
O 
O 

< 

CD 

Z3 


1— 

CO 

1— 

Z3 

o 
o 

CD 

CD 
CD 
< 
CD 
< 
CD 
< 
CD 
CD 

=3 
O 
Z3 


1— 
1— 

CD 
3 
O 
< 

o 

CD 
< 
CD 
3 
< 
O 
O 
< 

o 
< 

CD 
CD 


1— 
1— 

O 

o 

3 

o 

3 
3 

O 
3 

O 
O 
CD 
< 

o 

3 

O 

o 

3 
3 

CD 


1— 
1— 

< 
< 

O 
3 
CD 
CD 

$ 

O 

o 
< 

CD 
< 
O 
O 
< 
3 
O 
O 


1— 
I— 

< 

CD 
< 
O 
O 
3 
O 
3 
O 
3 

o 
o 

3 
3 

O 

o 

CD 
CD 
< 


h- 
1— 

O 

o 

3 
CD 
3 
CD 
CD 
3 
< 
O 
3 

a 

CD 
3 
CD 
< 
O 
3 
3 


(1528C) stab05 


< 

Z 

cc 

CO 

co £ 

0 (/) 

_q lo 

1 i oo 
CD °o 
h- £L 


< 

Z 

oi 

CO 

3§ 
^J- £ 

0 CO 
LO _ 

Q 
_Q CD 

1 i oo 
CD ^ 
\— £L 


< 

Z 

q: 

CO 

3§ 

CD £ 

CN Q 
_Q 00 
1 1 CD 

CD lo 
h- ^ 


< 

oi 

CO 

CN 
3 

oo 

CN 
LO 

_Q 
1 1 

CD 
h- 


< 

oi 

CO 

CN 
3 

LO 

oo 

CO 
CN 

_Q 
l i 

CD 
1— 


< 

z 
oi 

CO 

CN 
3 
CD 
OO 

CN 

_Q 
1 i 

CD 
1— 


< 

z 

01 

CO 

CN 
3 

oo 

CD 
LO 
CN 

_Q 
1 1 

CD 
1— 


< 

z 
oi 

CO 

CN 
1 

CD 

t: o 

_Q OO 
l i CN 

CD 10 
1— ^ 


< 

z 

Ol 

CO 
CN 

_l 

CO 

o 

CN Q 
-Q LO 
LL CO 

CD °° 


< 

z 

DC 

CO 
CN 

_l 

^1- 
o 

LO ^ 
CN Q 
_Q CD 
LL 00 

CD ^ 

h- ^ 


< 

z 
a: 

CO 

CN 
_l 

CD 
OO 

LO ^ 
CN Q 
-d 00 
LL CD 

CD lo 

\— ™ 


< 
z 
a: 

CO 

CN 
3 

CD 

CO o 

z s 

h- 60 


< 
Z 

o: 

"co 

CN 
3 

00 

I s - 

LL ° 

Z eg 
1— CO 


< 

Z 
01 

CO 
CN 

3 

o 
I s - 

CO o 
Z £ 

1— CO 


< 
z 

Ol 

CO 
CN 

3 

CN 
LO 

LL ° 

Z £ 
1— CO 


CD 

< 
Z 
Ol 

"co 

CN 

_l 

I s - 

CO o 

Z £ 
\— CO 


< 
z 

Ol 

CO 

t- LO 

CN <=> 
-L2 

CD £ 
CD CO 

1^ o 

LL 00 

z t 
1— ^ 


< 

z 

Ol 

CO 

t- LO 

CN ^ 

oo £ 

00 CO 
LO ^ 

co O 

LL O 

z ^ 

p « 


< 

z 

Ol 

CO 

o £ 

I s - CO 

t: o 

CO CN 
LL LO 

z i: 
i— ^ 


< 

z 

Ol 

CO 
CN 

3 

CD 
I s - 

co 

z 
1— 


< 
z 

Ol 

CO 

CN 
3 
oo 
I s - 

co 

Li 

z 
h- 


< 

z 

Ol 

"co 

CN 

3 

o 
I s - 

LO 

CO 
1 1 

z 
h- 


< 

z 

Ol 

CO 
CN 

3 

CN 
LO 

CO 
1 1 

z 
h- 


O 

CD 
I s - 

< 

z 

Ol 

CO 
CN 

_l 

I s - 

CD 

CO 
! i 
Z 
h- 




CD 
OO 
OO 

o 

CO 


I s - 
oo 
oo 
o 

CO 


00 
00 
00 

o 

CO 


CO 
LO 
O 

CO 


^1- 

LO 
O 

CO 


LO 
LO 
O 

CO 


CD 
LO 
O 

CO 


CD 
CN 

CO 


O 
CO 

CO 


CO 
CO 


CN 
CO 

CO 


CD 
00 
OO 
O 
CO 


o 

CD 
00 
O 
CO 


CD 
00 

o 

CO 


CN 
CD 
00 
O 
CO 


CO 
CD 
00 

o 

CO 


CD 
00 
O 
CO 


LO 
CD 
00 
O 
CO 


CD 
CD 
CO 
O 
CO 


oo 
o 

CO 


CD 
O 

^r- 

CO 


o 
oo 


CO 


CN 

CO 




CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 

"c 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£Z 
CD 
CO 

c: 

CO 


CD 
CO 
£Z 
CD 
CO 

CO 


CD 
CO 
£= 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 
CO 
£Z 
CD 
CO 


CD 

CO 

d 

CD 

CO 


CD 
CO 
£Z 
CD 
CO 

"c: 

CO 




CD 

I s - 


O 
00 


oo 


OO 

I s - 


CD 
I s - 


O 
OO 


oo 


00 

I s - 


CD 
I s - 


o 
oo 


OO 


CN 
OO 


CO 
00 


^J" 
00 


LO 
00 


CN 
00 


CO 
00 


00 


LO 
CO 


CN 
OO 


CO 
OO 


oo 


LO 

oo 


CN 
CO 




O 
CD 
CD 

< 
CD 
< 
CD 

O 
3 
O 
< 

o 
< 
< 
o 

CD 
< 
3 
< 
O 
O 


CD 
< 
3 
< 
CD 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
3 
3 
O 
CD 
3 
O 
O 

CD 


3 

< 

CD 
< 
CD 
< 
O 
CD 
CD 

CD 
CD 
CD 
3 
3 
3 
3 
O 
< 

o 

CD 
< 
3 


< 

CD 
CD 
3 
CD 

O 
CD 
3 
O 
< 

o 
< 
o 

3 

< 
CD 
CD 
CD 
< 


O 
CD 
CD 
3 
< 
CD 
< 
CD 
3 
O 
3 
O 
< 

o 
< 
< 
o 

CD 
< 
3 
< 
O 
O 


CD 
< 
3 
< 
CD 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
3 
3 
O 
CD 
3 
O 
O 

CD 


3 

< 
CD 
< 
CD 
< 
O 
CD 
CD 

*~l. 

CD 
CD 
CD 
3 
3 
3 
3 
O 
< 

o 

CD 
< 
3 


< 

CD 
CD 
3 
CD 

O 
CD 
3 
O 
< 

o 
< 
o 

% 

3 

< 
CD 
CD 
CD 
< 


O 

CD 
CD 
3 
< 
CD 
< 
CD 
3 
O 
3 
O 
< 

o 
< 
< 
o 

CD 
< 
3 
< 
O 
O 


CD 
< 
3 
< 
CD 
CD 
CD 
CD 
CD 
3 
CD 
< 
3 
3 
3 
O 
CD 
3 
O 
O 

$ 

CD 


3 

< 

CD 
< 
CD 
< 
O 
CD 
CD 

CD 
CD 
CD 
3 
3 
3 
3 
O 
< 

o 

CD 
< 
3 


CD 

CD 
3 
O 
< 

o 

< 
CD 
3 
< 

a 
o 
< 
o 
< 

CD 
CD 

$ 


3 

3 

O 

O 

3 

O 

3 

3 

O 
— ) 

o 
o 

CD 
< 

a 

3 

a 
o 

3 
3 
CD 
3 
3 


o 

O 

O 
3 
CD 
CD 
S 

o 
a 
< 

CD 

< 
o 
o 
< 

3 

O 

o 

3 

O 


CD 
3 
< 
CD 
< 
O 

o 

3 

O 
— ) 

o 

3 

O 

o 

3 
3 

O 

o 

CD 
CD 
< 
3 
3 


CD 

CD 
3 
O 
< 

o 

< 
CD 
3 
< 
O 

o 
< 
o 
< 

CD 
CD 


3 

3 

O 

O 

3 

O 

3 

3 

O 
— ) 

o 
o 

CD 
< 
O 
3 
O 
O 
3 
3 
CD 
3 
3 


O 
O 

% 

O 
3 
CD 
CD 
5 

<L 

o 
o 
< 

CD 
< 
O 
O 
< 
3 
O 
O 
3 
O 


CD 
3 
< 
CD 
< 
O 
O 
3 

O 
— ) 

o 

3 
O 

o 

3 
3 

O 

o 

CD 
CD 
< 
3 
3 


CD 

CD 
3 
O 
< 

o 

< 
CD 
3 
< 
O 
O 
< 

o 
< 

CD 
CD 

% 


3 
3 

O 

o 

3 

O 

3 

3 

O 
— ) 

o 
o 

CD 
< 
O 
3 

o 
o 

3 
3 
CD 
3 
3 


O 
O 

$ 

O 
3 

CD 
CD 

<L 

o 
o 
< 

CD 
< 
O 
O 
< 
3 
O 

o 

3 

O 


CD 
3 

< 

CD 

< 
o 

O 
3 

o 

— ) 

o 

3 

o 
o 

3 
3 

O 

o 

CD 
CD 
< 
3 
3 


CD 

CD 
3 
O 
< 
O 
en 
CJ 

< 
CD 
3 
< 
O 

a 
< 
o 
< 

CD 
CD 




CO 

oo 

CO 
CN 


oo 
^J- 

CN 


CD 
CD 
LO 
CN 


CD 
CN 
LO 


CO 
OO 
CO 
CN 


-3- 

OO 

xi- 

CN 


CD 
CD 
LO 
CN 


CD 
CN 
LO 


CO 

oo 

CO 
CN 


^J- 
oo 
^1- 

CN 


CD 
CD 
LO 
CN 


I s - 
I s - 


CD 
I s - 


00 
CD 
LO 


o 

LO 


I s - 
I s - 


CD 
I s - 


CO 
CD 
LO 


o 

LO 


I s - 
I s - 


CD 
I s - 


oo 

CD 

LO 


o 

LO 


I s - 
I s - 




CO 

u_ 

CD 

h- 


DO 
LL 

CD 
h- 


DQ 
LL 

CD 
h- 


DQ 
LL 

CD 

h- 


GO 

li- 
CD 

h- 


DQ 
LL 
CD 
1- 


DQ 
LL 
CD 
f- 


CO 
LL 
CD 
h- 


CO 
LL 

CD 

1- 


CO 
LL 
CD 
1- 


CO 
LL 
CD 
1- 


LL 

z 
1— 


LL 

z 
1— 


LL 

z 
1— 


LL 
Z 
1— 


LL 

z 
1— 


LL 

z 
1— 


LL 

z 
h- 


LL 

Z 
1— 


LL 

z 
1— 


LL 
Z 
h- 


LL 
Z 
h- 


LL 

Z 
h- 


LL 

z 
1— 



o 
i— i 

o 
o 



cd O 

U_ CO 

37 1^ 



'</> 

_l 

00 

oo 

m ^ 

cd O 
u_ o 
z ^ 



t: O 

CO c\j 



CD U 

Q o 



o 



I 

I 

i 

>-> 
X 

o 

CD 
i 

CN 



CD 

"3 $3 

cd CD 

x o 
8 ^ 



CD 
Oh 



CD ~0 

.9 ~o 

9 p 



9 ^ 

^ Ph 



cd o 

.9 -9 

^ 9 

CD cd 

-a 2 

< o 

>> >> 

x £ 

o o 

CD 

H ii 



(400/104) 



Table II 

A. 2.5 nmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time DNA 


Wait Time 2 -o-metnyl 


Wait Time RNA 














Phosphoramidites 


6.5 


163 uL 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 |jl_ 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 jjL 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazole 


186 


233 uL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 ml_ 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 ml_ 


45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 uL 


1 00 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 ^irnol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 














Phosphoramidites 


15 


31 uL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 uL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 uL 


5 sec 


5 sec 


5 sec 


A/-Methyl 
Imidazole 


1245 


124 uL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 uL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 uL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 uL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C. 0.2 |u,mol Synthesis Cycle 96 well Instrument 



Reagent 


Equivalents: DNA/ 
2'-0-methyl/Ribo 


Amount: DNA/2 -O- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2 -0- 
methyl 


Wait Time* Ribo 














Phosphoramidites 


22/33/66 


40/60/120 uL 


60 sec 


180 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 uL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 uL 


10 sec 


10 sec 


10 sec 


/V-Methyl 
Imidazole 


502/502/502 


50/50/50 uL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 uL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 uL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 uL 


NA 


NA 


NA 



• Wait time does not include contact time during delivery. 



• Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



Group 


Solution on 
Filter (1.0 
ML) 


Stock VEGF I 
concentration 

i 


dumber 

of 
\nlmals 


Injectate 
(6.0 uL) 


Dose 


Cone, 
injectate 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/ \iL 


5 


water 


NA 


NA 


3 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/ uL 


5 


Site 2340 
Stabl 
siRNA 


10 

ug/eye 


1.67 
ug/uL 


4 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 jig/ (J.L 


5 


Site 2340 
Stabl 
siRNA 


3 

Ug/eye 


0.5 
Ug/uL 


5 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/uL 


5 


Site 2340 
Stabl 
siRNA 


1 

Ug/eye 


0.167 
Ug/uL 


6 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 jrg/ (iL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


10 

Ug/eye 


1.67 
ug/uL | 


7 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ^ig/ nL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


3 

Ug/eye 


0.5 
Ug/uL 


8 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 ug/ uL 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

Ug/eye 


0.167 
Ug/uL 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 




5 at 5 '-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 




All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


- 


4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2-0- 

Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3 '-terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense strand 
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Table V 



Acc# 


Description 


NM_002825 


Homo sapiens pleiotrophin (heparin binding growth factor 8, neurite growth- 
promoting factor 1) (PTN), mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacylglycerol O-acyltransf erase homolog 2 (mouse) (DGAT2), 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo sapiens golgi phosphoprotein 3 (coat-protein) (GOLPH3), mRNA 


NM 021980 


Homo sapiens optineurin (OPTN), mRNA 


NM 000660 


Homo sapiens transfonning growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFB1), mRNA 


NM 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM 020351 


Homo sapiens smooth muscle cell-expressed and macrophage conditioned 
medium-induced protein smag-64 (LOC57086), mRNA 


NM 019556 


Homo sapiens hypothetical protein dJ473B4 (DJ473B4), mRNA 


NM_0 18676 


Homo sapiens TMTSP for transmembrane molecule with thrombospondin 
module (LOC55901), mRNA 


NMO 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
(GIOT-3), mRNA 


NM 016531 


Homo sapiens Kruppel-like factor 3 (basic) (KLF3), mRNA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM 014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM_0 14706 


Homo sapiens squamous cell carcinoma antigen recognised by T cells 3 
(SART3), mRNA 


NM 014463 


Homo sapiens Lsm3 protein (LSM3), mRNA 


NM_014288 


Homo sapiens integrin beta 3 binding protein (beta3-endonexin) (ITGB3BP), 
mRNA 


NMO 13443 


Homo sapiens CMP-NeuAC:(beta)-N-acetylgalactosaminide (alpha)2,6- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo sapiens SRB7 suppressor of RNA polymerase B homolog (yeast) 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanmocalcm 2 (STC2), mRNA 


NM 003122 


Homo sapiens serine protease inhibitor, Kazal type 1 (SPINK 1), mRNA 


NM_003690 


Homo sapiens protein kinase, interferon- inducible double stranded RNA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP- 1 70-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRALl ), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, vitamin B6) kinase (PDXK), mRNA 



177 



(400/104) 



INIYL UUlOoO 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
suuuiiii ro ^Air j j mivrN/\ 


±n ivi u i / yj *#■ 


Unrnn CQnipnc ti^mn+hp»+ir»Ql nrntni n PT t907A1 AFt t907A1^ mPTsJA 

jnoiiio sapiens iiypoiiieLicdi piuLein rLjzu / oi ^ri^jzu / oi j, iiirsj^jrv 


rNlvl Ul JOZO 


U niT |A c'lnifnt: COPQ Kay rTin+Qirnnrr \A/Pi it ivAtr»i n QWi P 1 /WCU 1 \ mPTsJA 

nomu sdpiens uux-coiiidiiiiiig wi^ pioieiii o wir-i ^ w odi inivrN/\^ 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


JNJV1 UjUo / / 


nomo sapiens cmomosome zu open reacting name (lzuoi dj j, mjtvJN/\ 


IM1VL UoUo DKJ 


Homo sapiens cystatin 1 1 (CST1 1), mRNA 


JNJVL U-jZjZ:? 


nomo sapiens pzo ijnod ^ijnod j, m±vJN/\ 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


IN 1V1 lj U / o / 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


TvTAyT MO /I '7/1/1 

JNJVL Uz4/44 


nomo sapiens (ALbzLKo j, mKJNA 


JNJVL UloVo4 


Homo sapiens slingshot 1 (hSSH-1), mRNA 


JNJVL lUtODZ 


Homo sapiens hypothetical protein FLJ14249 similar to HS1 binding protein 3 
(FLJ 14249), transcript variant 2, mRNA 


1N1VL UZZ40U 


Homo sapiens hypothetical protein FLJ 14249 similar to HS1 binding protein 3 
(FLJ 14249), transcript variant 1, mRNA 


JNJVL 


Jriomo sapiens KeLcn-LiKe piotem JsJ^rii^u ^JvJ^JriJ^oj, mrviN/\ 


TvTA/f HOAQ 1 /I 

1N1VL Uz lo 14 


Homo sapiens esophageal cancer associated protein (MGC 16824), mRNA 


JNJVL J jUjVj 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 2, 

■m P XT A 

m kin j\ 


JNJVL UZUlJO 


Homo sapiens W^emer helicase interacting protein (W^HIP), transcript variant 1 , 
mRNA 


JNJVL JjUjoo 


nomo sapiens anKynn repeat ano oULo uox-coniaming iz ^/vo-dizj, mrviN/v 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), mRNA 


JNJVL UU/1V1 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE- domain containing protein 2 (WDF2), mRNA 


\ I \ 4 /"I O C n /I O 

NM_0z504z 


Homo sapiens Williams -Beur en syndrome chromosome region 23 (WBSCR23), 
mRNA 


JNM (JoU/uo 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
i ( JJvr v i), tiansciipt variant 4, mKJN/\ 


JNJVL UoU/U4 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
i y j Jvr v i ), iiansciipT variant i, mivJN/\ 


JN 1VL U 1 o / Z / 


Homo sapiens transient receptor potential cation channel, subfamily V, member 

1 ^ 1 ax V 1 J, UdllSCIipi Valldlll IllrvlM/A. 


TvJA/L 080870 

INlVl UOUO / 7 


noiiio sapiens oulj uox L/Oiiiaiiinig pioiein ts^r\is^i\. \ts^\js^Li\j^ iiixvi> J rv 


TsJA/T 080871 
1M1V1 UOUO / 1 


nomo sapiens di lKy i in repeat dim o \J v o uox-contdinmg iu ^/a-oIjiuj, in ivi n /a 


1N1V1 UOUO / u 


ttr\TYir\ CQniftic PlPrR 1 rvrwl-p'in ^T^P^P ^\ mPXTA 

nomo sdpiens ur l is. i piotem yur ^rvi ^, in is. i > /\ 


MA/L 0808^4 
1N1V1 UOUOjt 


nomo sdpiens cmomosoiiie zu open ledcuiig iidine i jz ^lzuuiii jzj, nirvi^i-v 


TsJJVL 08089Q 

INIVI UOUOZ7 


l — I / X ITT / X c 1 Qr\1 /^Tl C It 1"*/ A ITT /AC / A ITT /II / A tT ^ IT T*/^*C> / ■ 1 IT <T ft* Q1Y1 l / ^ I 1 / I |Af T 1/^1 ITT I? ^Vl A 

nomo sdpiens ciiioiiiusoine zu open ledunig iidine i / j ^^.zuoiii / J), iiiivim/\ 


MA/L 080898 


I— I t \ tTT / A C 'A IT 1 IT C / * It 1"/ A ITT n C M ITT 90 /MTPtl t-/-»'J / 1 1 IT f T tr'J ITT O 1 7 ^ (^^90/^1^x1 7^ 1 TllT?M A 

noino sdpiens eiiioiiiosoiiie z^kj open ledciing iidine i / d ^v^z,uoiii iiiivim^-v 


TsJA/f 0808 1Q 

INIVI UOUOl7 


I — I / \ itt / "\ corxi auc i-r »t t"*/ a "I - i it / » / m i »t 1 /t ranan+nr /St / i-iT^T? T St ^ -ittT?^VT A 

nomo sdpiens o protem-coupieci receptor /o ^orrv/oj, mrviN/\ 


MA/L 0807^9 
1M 1V1 U O U / D Z 


I — I / A ITT / \ DQt\1P«fi / » It 1~/ *\ tTT / A L ' / A ITT t~*- /ll AtlAII / 1 1 IT ^ T TTQtYlf I f-\A\ I l /ll/\t"*T 1 h/l 1 -|-*T P A 

nomo sdpiens ciiiomusoiiie zu open leduiii^ iidine ioh- ^v_,z,uoriioH-j, iiiivin/a. 


M1VL 08074Q 


I — I / A ITT / A C O IT 1 r*. IT C * It 1"V A ITT / A L.' / A ITT £± / 1 1 / A tT ^ IT TV^O / 1 1 IT <T TfQTVl 1 ^2 / | / | lAfT 1 /-^ A \ fYlD ^Vl A 

nomo sdpiens ciiioiiiusoiiie zu open ledunn^ iidine ioj ^^zuoiiiojj, inrviM/\ 


NM 0R0745 




NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin- associated protein 3 (KIFAP3), mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2- associated binding protein 2 (GAB2), transcript variant 1, 
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mRNA 


JNM (Jlzz9o 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


TvTA/f nmo/n 

JNM_UU /Z4 / 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 1, mRNA 


JNM UolOM 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 3, mRNA 


tvta/t nsn^^n 
in ivi_u o y)j j u 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 

1701*1011+ / -rv»T?TvT A 
VallallL Z, IIlIvlMy-V 


TsJA/T 000089 

INIVI l/UU"OZ 


noino Sapiens iiuosomai pioiein jlzi ^i\jr lzi j, iiuxjun/a. 


IN 1V1 UUJ71 J 


n uino sapiens serine/ inreonme-pioiem Kinase ris^r^t nomoiog yrisjr'-t), mivi>/\ 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


JNJVL uuz/zy 


Homo sapiens hematopoietically expressed homeobox (HHEX), mRNA 


JNJVL UUDoVJ? 


Homo sapiens calicin (CCIN), mRNA 


JNJVL U 1 /jyj 


Homo sapiens homolog of mouse BMP-2 inducible kinase (BIKE), mRNA 


JNJVL loZUZ/ 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM_00405 1 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuciedi gene encoumg mitocnonciriai proiem, miviM/\ 


NM 006576 


Homo sapiens advillin (AVIL), mRNA 


TvTA A f\ 1 ^ 1 H ^ 
IN 1 VI U 1 J J / J 


Homo sapiens TATA-binding protein-binding protein (ABTl), mRNA 


TvTA A n<QT1 ft 


Homo sapiens homolog of yeast mRNA transport regulator 3 (MTR3), mRNA 


TvTA A ft^Cm 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant i, mivJN/\ 


INJVL UZUVjO 


nomo sapiens rijj//vi -iiKe repeat-coiiiammg protein ^is.i/\/viozz j, transcript 
variant 2, mRNA 


TsJA/T 00zL709 
IN 1V1 ULH- / UZ 


nomo sapiens cycnn jj/Z ^i^i^rNJj/Zj, transcript vanant mivrN/\ 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


TvTA/f 

JNJVL Uj//Jj 


Homo sapiens cyclin E2 (CCNE2), transcript variant 2, mRNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


TvTA A Aft/170yl 

JNM U(J4/z4 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW10),mRNA 


NM 057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


TVTA A~ (\(\ 1 /I f\ 1 

JNM (JU14U1 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NM_(J15(Js4 


Homo sapiens mitochondrial ribosomal protein S27 (MRPS27), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondrial protein, mRNA 


TvTA A ftft^OQft 

JNM_UUjo^U 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


TvTA/f nn^^/iQ 
JNJVL UU j o4o 


Homo sapiens transcription elongation factor B (SIII), polypeptide 1 (15kD, 

^» 1 / a n (tin /TPPU 1 \ ™T?TvTA 

eiongm k^) y i k^eld i j, mrviN/v 


JNJVL \)K) l\) f\) 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 2, mRNA 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


TvjA/r o^zli 1 ^ 
jnivl udh- 1 1 s> 


nomo sapiens uiN/\-Qepencient protem Kinase catalytic suDunit- interacting 
protein 3 (KIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein l (SCAPl), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXLl l), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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Homo sapiens RB-associated KRAB repressor (RBAK), mRNA 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1 , mRNA 


NM018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
urosopima) (J^dAVV /J, tianscnpt variant z, itikjn/y 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_(J3333z 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


TvTA/f n'2'2'2'2 1 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


~s.] \ a nm / a i 


Homo sapiens CDC 14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM_(J333(J7 


Homo sapiens caspase 4, ap opto sis -related cysteine protease (CASP4), transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein LI 5 (RPL15), mRNA 


JNM (JJJzzo 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


JNJVl UUlOJO 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant alpha, mRNA 


1N1V1 UZIZUj 


riomo sapiens i\± ivii^r i pioiem (^/vr ivii^r i j, mivrN/\ 


ata/t n 1 ono^ 
imivl uizubo 


Homo sapiens adaptor-related protein complex 3, mu 1 subunit (AP3M1), 

mT?M A 
111 iVl N f\ 


IN 1V1 UU 1 UZj 


noiiio sapiens iiuosomai pioiem ozj ^i\r jzj j, iiiivim/a. 




nOIllO SapieilS JjV^l^Z-allLagOlllSl Ol Cdl CieaUl yDI\LJ LlallSCIipi VallallL Z, IIllVlN/\ 


IN 1V1 \j\j l \dZ,L 


noiiio sapiens DV^i^z-aiiiagoiiisi 01 ceil cieaui j, uanscnpi vanani i, mxvi>j/\ 


TvJA/T 014^9^ 
1N1V1 UlH-jZO 


nomo sapiens ueain-associaieci proiem Kinase z ^jjArivzj, mivr>i/\ 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


IN 1V1 LO 1 Z 1 o 


nomo sapiens seci j-iiKe proiem ^oj_/v^i mrvrN/\ 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


maa 1 Ol/I 
JNJVL lolZ/4 


Homo sapiens testis expressed sequence 13A (TEX13A), mRNA 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


JNM_(J3zo74 


Homo sapiens leucine rich repeat (in FLII) interacting protein 1 (LRRFIP1), 
mRNA 


JNM (J31361 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(LUL4AjDrj, tianscnpt variant z, mKJNA 


NM 031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1 , mRNA 


NM 004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


JNJVl UJ1Z44 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM 0 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere- associated kinesin) (KNSL6), 
mRNA 
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rMJVL VJVyZv) 


Homo sapiens lecuine-rich acidic protein- like protein (LANP-L), mRNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATII), 
t> "vr a 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM_UU077a 


Homo sapiens cytochrome P450, subfamily IVA, polypeptide 1 1 (CYP4A1 1), 
mRNA 


JNM UUcOoz 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 1 , mRNA 


JNM (Jz44oZ 


Homo sapiens glucocorticoid modulatory element binding protein 1 (GMEB1), 
transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase II, TATA box binding protein 
( l r>r )- associated factor, M) kD (lAr /L), rnKJNA 


JNM UUj / Jo 


Homo sapiens ARP1 actin-related protein 1 homolog A, centractin alpha (yeast) 

(/\L 1 lv 1 /\ J, niJ<.lN/\ 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 


JNJVl UZZJJ4 


Homo sapiens integrin cytoplasmic domain- associated protein 1 (ICAP-1A), 
transcript variant z, m is. in /\ 


aja/t nnTn^A 


Homo sapiens endothelial cell-specific molecule 1 (ESM1), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


aja/t micni 

JNJVl \JZZo\JZ 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 2, 
miviN j\ 


JNJVl uu 


Homo sapiens E2F transcription factor 5, pl30-binding (E2F5), mRNA 


AJA/T fiOO 1/11 

JNJVl UZZ14Z 


Homo sapiens epididymal sperm binding protein 1 (ELSPBP1), mRNA 


JNJVl U1ZZUU 


nomo sapiens Deta-i,j-giucuronyitransierase d ^giucuronosyitransierase ±) 

^JD.jVj7Al D J, I I I IN IN /A 


1N1V1 UZZj / J 


nuiiiu sapiens ocuionieciin ^v^v^i^ivij, iiiivin/\ 




nomo sapiens growin uiiieieiiiidiiuii idctor iu ^vjjl/f iuj, mivi>/\ 


TsJA/T 007^71 
IN 1V1 \J\J / S) 1 z 


nomo sapiens rvrN/\ iieiicase-ieiaieu pioieni ^rviN.rvrirj, iiixvin/a. 


1N1V1 UUOOlJ) 


nomo sapiens leguiaioi 01 o-pioiem signalling h- ^j\Uo4 j, mrvrN/\ 


NM 006083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


1N1V1 U1Z4ZO 


nomo sapiens spncmg iacioi .3D, suuunii ijuku ^orjoj j, mivr>/\ 


AJA/T H1 C1 /^/1 

IN 1VL U 1 o 1 04 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


AJA/T HO 1 1 HA 

JNJVl UZ 1 1 UO 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


AJA/T M11MQ1 

JN1VL UZlUoZ 


Homo sapiens solute carrier family 15 (H+/peptide transporter), member 2 

(ol^L.1 J/\ZJ, mKJN/\ 


AJA/T H1A^7£ 
IN 1V1 U 1 CO / O 


U nmn canipnc IJL)\/ f-\i-^\tr^i n Q / T 0/^^177'?A rvil?7vTA 

nomo sapiens nr> v pA. associatea pioiem-o (^u^o i / / mivrsi/\ 


in ivi uuoo / 1 


nomo sapiens soiute carrier iamny i ^giutamate transporter memoer / 

^QT A 7^1 mT?XTA 

^ o i /a / m iv in /a 


In 1V1 UZUOZ) U 


nomo sapiens nypoineTicai pioiem l^vjk^d / jj>j yL^KjK^D /ddj j, mxviN/\ 




nomo sapiens lyiripiiocyie acuvaiioii-associaieci pioiem ^ul^j iwoo j, iiiiviN.rv 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


inivi uzuooj 


Wrrm^k cqiiiphc WTHI 1 / MTH1 1 A mT?AJA 

nomo sapiens n i uz i ^n i uz 1 miviN/v 


XTA/T HOHAQO 
1N1V1 UZUOoZ 


nomo sapiens cytiy protein (cytiy;, mKJN/\ 


JN1V1 UZUO/o 


nomo sapiens niui / protem yr\ i u i /j, mKJN/\ 


AJA/r nin^/^o 
inivi uzuooy 


Homo sapiens uncharacterized gastric protein ZA52P (LOC57399), mRNA 


TsJIVf 00^7^0 
r\ivi i/uj/ou 


nomo Sapiens emvciiyoLic Lidiiisiciiioii iiniid.11011 iacioi h- gdiiiiiict, j) ^jj/Ifh-vjj) ^, 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protem (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protem (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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TsTA/t 090^£7 
IN IVI UZUjo / 


nomo Sapiens L /A 1 a-o pi oicin \ L /\ 1 yV - O J , 111 Iv IN /\ 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


ata^t non^^o 
1NJVL UZlOOZ 


nomo sapiens niui4 (niui4j, mKJNA 


JNJVL UZUjKj/ 


Homo sapiens cyclin L ania-6a (LOC57018), mRNA 


ATA,f HH71 Q7 
JNJVL UU / lo / 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 

AX/TiP/L^i ml? AT A 
( W 13 14 J, 111KJNA 


ataa nn^^/i/i 
JNJVL U10044 


Homo sapiens TAF12 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 


tsja/t 09 01 ^o 

JNJVl UZU1DU 


riomo sapiens o/\iv i protein ( o/\i\. i in iv in /\ 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


JNJVL KjZkjZdd 


riomo sapiens x UUo protein (MJDbUUo), mKJNA 


JNJV1 UzUZJz 


nomo sapiens x UUJ protein (MJJbUlo), mKJN A 


NM_020247 


Homo sapiens hypothetical protein, clone 

i eietnon( Italy r>4i) otraituzz/u rLJ4z (LULjovy/j, mKJNA 


NM 020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965), 

*v^X> AT A 


JNM UZUOJ 


riomo sapiens nypotnetical protein (LULoovlZ), mKJNA 


ATAvf mfH/1G 

JNJVL UZU 14V 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 

{ mOUSe ) {NLnLl&Z), 1i1KJN/\ 


JNJVl UZU1ZU 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1), 

ml? XT A 
111 iVlN /\ 


ATA/r 090100 
im ivi wzu iy\j 


I — 1 / \ / \ com atic 1— TATiiThT icn tat* t~\ +^11^ I T— TATllTHt ica 1 t-»i t? AT A 

rroiiio sapiens niN^j_/i^-iso pioiein ^niN^r_/i^-isoj, in ivi n /\ 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


ATA/T 0901QA 
JNJVL UZU1V4 


T-T/^tvi/-v c 'i nlon c C^T OOA nrMtr> i n ( CXX C\C\A\ tyi!?ATA 

nomo sapiens uluih protein ^0-UUU4j, n 1 iv in /\ 


ATA/T 0901QQ 

1N1VL yJZviyj 


T-T^tvi/a coniAnc CXX OOO \ (C±X 009^ tv»T?ATA 

nomo sapiens uluuz protein ^oi^uuz^, mKJNA 


ATA/T 0901 QQ 


Homo sapiens DC6 protein (DC6), mRNA 


AJA/1 0901 
JNJVl UZUloo 


nomo sapiens uli j protem (uli j )^ miviNA 


ATA/T 090 1^/1 
INIVL UZU 1 j4 


Homo sapiens collapsin response mediator protem- 5" CRMP3 -associated 

mr\lpT»iil^ /Y^T? A/^P^^^ i-nT?ATA 

moiecuie ^^rvivir d mrviN/\ 


TsjA/r 01QRQ"* 
iniyi v i yoz/D 


nomo sapieiis iiiiiociioiicuiai ceiaiiucicise ^AoAnz j, iiiivinj^y 


1M 1V1 U 1 7040 


rroiiio sapiens \^\^ ciieiiiOKiiie lllzo ^ol i jtvzo iiiivin/a. 


in ivi yj i y o z 


nomo sapiens putaTive meTiiymaiisieiase ^ivio/aj, mrviN/\ 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


INIVL U1jj41 


nomo sapiens nypotnetical piotem iuuu4j, mKJN/\ 


ATA/T HI ^^1 Q 
IN JVL \J iJJ lO 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


ATA A m 'JOOfl 

JNM KJijZyy 


nomo sapiens piotem predicted by cLone zJoz/ (nibU /yzoo), mKJNA 


ATA A1 '3' , 2/17 
JNM U1J34/ 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 

(noUZ41ouj, mKJNA 


AJA/T 0 1 Q0 1 1 
INIVL U 1VU 1 1 


nomo sapiens i kiau j piotem { i i\[/\uj j, in k in /\ 


INIVL UloVOD 


nomo sapiens triggeiing receptor expiesseu on myeloid ceus z ^irvij/ivizj, 

rriRTsJ A 
mrviN /a 


in ivi w i y W4 j 


1— T/^TV* / A C OT^I /^T^ C 1 C1tVi 1 1 OT* T / A *"\ t"*/ \ 1 1 Tl t"* 1 / "» 1^ nfAl A1H /l St it 1 1 1 ^ /I ^ 1 V \ V? AT A 

nomo sapiens similar to proime-ncn protem 40 (, lul jhj ioj, iiiiviM i\ 


AjA/r oiqoo^» 


nomo sapiens pioiem dssociaieci wiin rrvrvi ^/-vwr i j, mrviN/Y 


TsJA/L 0 1 Q 1 0 1 
In IVI UlylUl 


rronio sapiens apoiipopioiein ivi ^vj^.rvj, iiirvi> J rv 


mm 0 1 OOzLQ 

IN IVI W 1 


rronio sapiens iiypoiiieircai pioieiii ^ri^jzuuj4 j, iiirvi>i/Y 


ata/t 01899? 


I— f AinA Q5ir\ip»TiQ h\rr^othp*tir»j^ 1 r\T > otp , iTi rPt 190040^ mRNA 


NM 019033 


Homo sapiens hypothetical protein (FLJ1 1235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1 -binding protein (FLJ1 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM 014298 


Homo sapiens quinolinate phosphoribosyltransferase (nicotinate -nucleotide 
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pyrophosphorylase (carboxylating)) (QPRT), mRNA 


NM012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaminyl cyclase) (QPCT), 

m lv IN A 


JNJVL U loo DO 


Homo sapiens hypothetical protein (MOT8), mRNA 


JNJVL Uloo4J 


Homo sapiens triggering receptor expressed on myeloid cells 1 (TREM1), 

m lv In A. 


TsJA/T H 1 Slf^AI 
JNJVL Ulo04/ 


Homo sapiens tumor necrosis factor receptor superfamily, member 19 

fTTsJFR QF1 Q\ rnPTsJA 
^iiMrivor i7j, iiuvina 


TsJA/T 018^4 
IN 1V1 UlO OOt- 


I— I r \ i \ compile Ii m / 1 1 yy\ r>n v ' 1 1 1 a n nrAfpni ti9 1 Q'MTh 1 ' 1 I Q"Ml-7' 1 i tnPM A 

noiiio sapiens juii ciimeiizauoii pioieiii pzioiNF i ^oin.t i j, iiiivlna 


TsJA/T 018^40 

1M1V1 


noiiio sdpiens iiypou.ieucd.i pioieiii r is\jz,od 1 \rj\.vjz,o3 i j, iiirviN.rv 


IN IVI UlO O J KJ 


U Arnn c'lninnc himrvtVifxtina 1 r\^r\+p»ir» PP 09^77 fPP09^77^ mPTsJA 

noniu sapiens nypoineticai protein r isajz,d / / ^rivuzj / / mrviN a 


TsJIVL 018^97 


FTrvmrv CQTiipno Lix/T\r\+lip>+ir»£i 1 nrntnin PP094^^ fPP094^^ mPTsJA 

noiiio sapiens nypomeiicai pioieiii r xsajzho.j y\r js\jz. l + d d j, iiiinina 


In 1V1 UlO OZJ 


|4 nmn cjnifnc h\n^(\ihr>t\(*<A 1 t~\ rMtr»i n PPO99S0 rPP099SQ^ mPXTA 

noiiio sapiens nypoLiieiicai pioieiii ris\jAz,oy yriS\jAz,oz/)^ iiuvina. 


IN 1V1 UlOJl J 


n on io sapiens nypoinencai proiem rrvuzi /o ^ i iv z i /oj, n /a 


In IVI UloOl J 


U ArYm cqiiiphc U\m(\ihr*i\(+<A 1 t-\r^tr»i n PP09H^9 ^PP09H^9^ mPATA 

nomo sapiens nypoinexicai proiem r ruzujz j\uzujz iiirviN /\ 


TsJIVL 0 1 4 
rN ivi uiooit 


nomo sapiens nypomeiicai pioieiii r ivuzwiz ^rivwzuizj, iiixvina 


TsJIVT 018^08 

iNlvl UIOOUO 


nomo sapiens nypoineiicai proiem r isaj iy\jD yr is^kj iy\jD ), miviN/\ 


NM 018509 


Homo sapiens hy]3othetical protein PRO 1855 (PRO 1855), mRNA 


iNivl UloOUD 


nomo sapiens iiypoiLieTicai pioiem rrvi^i /zo ^rrvi^i /zoj, mivLN/\ 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


JNJVL U1o44Z 


nomo sapiens Jt^LjZo protein (rL^JZoj, itlkjn/v 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5-2), mRNA 


"VTA A C\ 1 O A £L £L 

JNJVL (Jlo4oo 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

JVLJJoUJl (JVLJJoUJ 1), mKJNA 


JNJVL U1o4oj 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

IVLIJoUjU ^IVLIJoU jUJ, 111 1 v IN A 


TsJA/T n 1 ftzL^^ 
INIVL Ulo40J 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

1V1_L/OUZO ^lvll^oUZO J, mivlN A 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARKl), mRNA 


TsJA/T fl 1 8^78 
iNivl UlOO/O 


nomo sapiens iipopoiysaccnariQe specmc response-oo piotem ^oivooj, mivrsjA 


TsJA/T mSAQ^ 


Homo sapiens erbb2 interacting protein (ERBB2IP), mRNA 


TsJA/T H 1 
InIVL UIoOoj 


Homo sapiens zinc finger protein 3 13 (ZNF3 13), mRNA 


InIVL UlOOOU 


Homo sapiens papillomavirus regulatory factor PRF-1 (LOC55893), mRNA 


TsJA/T H 1 8/LS/L 
InIVL U1o4o4 


Homo sapiens solute earner family 22 (organic anion/cation transporter), 

m Pni U r 1 1 /CT P99A1 ^\ mRTsJA 
llieilluei 1 1 1 O-LL/ZZrvl 1 ), IIUviNA. 


TsJIVL 01 £44^ 

IN 1V1 KJ 1 OHH-J 


nomo sapiens ajj-ui j pioieiii \L^\j\^DDoz.y )^ iiixvina. 


TsJA/L 017^71 
IN 1V1 KJ I / D 1 1 


nomo sapiens nypomeiicai proiem ^i^v^v^j) djokj), niix in /a 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


TsJA/T fl 1 S47^ 
In IVI U 1 o4 / J 


nomo sapiens uncnaiacierizeQ nypoxnaiamus protein niuiz ^niuizj, miviNA 


TsJA/T H 1 ftzLSH 


nomo sapiens uncnaiacienzeQ nypoinaiamus piotem n i uu / ^n i uu / mrviNA 


TvTA/T C\ 1 7^Q^l 
JNJVL U 1 / JOJ 


nomo sapiens uir r> protein (noAZ^+y izo j, mKJNA 


IN JVL U 1 / J O / 


Homo sapiens N-acetylglucosamine kinase (NAGK), mRNA 


TS.TA/T H1S/1Q7 
InIVL U 1 o4o / 


Homo sapiens hepatocellular carcinoma- associated antigen 112 (HCA1 12), 

rnRTsJ A 
lIllvlN f\ 


TsJIVT 017^48 
in ivi \j l / J* *+ o 


nomo sapiens iiypoLiieiiL/cii pioieiii ^nn-i ^, iiixvina. 


TsJIVL 017^47 

IN IVI Wl / Jt 1 / 


nomo sdpiens iiypoLiieiicdi pioieiii ^ni / j, iiirviN.rv 


NM 017966 


Homo ^anipris hvnnthptioal rvmtHn FT T90R47 TFT 190^47^ mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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IN IVl VJ 1 / 


I — I / \ |^\~| / A c 1 O "T'X 1 /^Tt C 1 T / |~\ / \ -f 1~\ + 1 / W.I 1 l~\ l"V \ "f" 

numu sapiens nyputnetical piutei 


n FT T90A71 fFT T90£»71 > i mRTsJA 
111 Fl^JZVJO / 1 ^"l^JZVJO / 1 J, Illivl > r\ 


AjA/r 01709^ 
iMivi vj i / yZsj 


I — I / -\ i^n / \ l' i~\ 1 on l' l~i \ / i~\ / a + li A'fi / 1 i~\ i~/ \ tr» 

numu Sapiens iiypuiiieticai piuie 


n FT T90^i^8 TFT T90^^»8^ mT?TsJA 
11 -Tl^JZ/VJOOO v\ -Tl^JZVJOOO J, IIllxlN/A 


MM 017Q99 
inivi ui /yz,z. 


numu sapiens liypUllieilCal piuie 


n FT T90^^^ TFT T90^^^^ mT?TsJA 
.11 V L^J ZVJOOO ^"l^JZVJOOOJ, IIllSJ_N/\ 


TsJA/T 017Q0& 

IN IVl U 1 / 7UO 


numu Sapiens iiyputiieticai proxc 


r» FT T90A9^» fFT T90^9^»^ mRTsJA 
1 11 rLJZUOZO ^T/l-^JZVJOZOJ, IllivlN /A 


TsJA/T 017Q0£» 

inivi vj 1 / yuo 


numu sapiens nypuiiieiieai piuiei 


n FT MC\f\lA ^FT T90A9zfi mT?TsJA 
III Fl^JZVJOZH- ^"l^JZVJOZH-J, lllivl N r\ 


TsJA/T 017004 
In 1V1 VJ 1 / VU4 


nonio Sapiens nypoineTicai pioie 1 


n FT T90^1Q ^FT T90^1Q^ mT?TsJ A 
in r L^jZsKjo i y \ fi^jzvjo i y miviN/A 


MM 017800 
IN IVl VJ 1 / O7U 


l — I / A ITT / A CQtM PTIC It \ f IT / A "i" It A "f" 1 ^ * T 1 IT fV A "i" A 

numu sapiens iiypuLiieiieai piuie 


n FT T90^8^ (VJ T90^&^ mRTsJA 
.11 V L^jAKJD O J> v^l^l^JZrVJ^OOJ? J, IIllvi>l/\ 


TsJlVT 017887 
IN 1V1 ui / 0 0 / 


l I / A ITT / A CQtM PT\C It \ / IT / A "f It A "1" 1 / * 1 IT 1"/ \lr* 

nuinu sapiens iiypuuieiieai piuie 


n FT T90^80 TFT T90^80^ mT?TsJA 

.11 r L^ijZsKJD OVJ v^-Tl-'JZVJJ) OVJJ, II11nJ_n/A 


TsJA/T 01788^» 
In IVl Ul / O O O 


I— I / \ itt / \ comouc It "\ ^ it / \ "f It a "d - i / * o I it i"*/ a ^" a 

riomo Sapiens nypoineiiccii pioiei 


n FT T90^74 ^FT T90^7zt"i inRTsJA 


TsJlVT 017880 
In 1V1 VJ 1 / O 0 U 


I I / a itt / a pompric It \ ^ it nr^f i/* r i 1 it i*/ \Ia 

numu Sapiens iiypuuieucai piuie 


n FT T90^^8 ^FT T90^^8^ mT?TsJA 
111 r L^JZsKJDD o ^rLJZUJJO J, 11 lix IN /A 


TsJlVT 017878 
In 1V1 Ul / O / O 


I — I / A ITT / A 1— IT? A ^ 1 1 \y £• l i IT IT l"*A 

numu Sapiens niNTAo-iiKe suppre 


ccor 9 TT-TT? A <sT ^9^ mT?TsJA 
SSUI Z ^niVAOLoZ IIllvlN/A 


TsJA/T 017877 
In 1V1 U 1 / O / / 


Humu sapiens hyputhetical prutei 


in FLJ20555 (FLJ20555), mRNA 


TsJA/T 01787^ 
In 1V1 KJ 1 1 0 1 D 


Humu sapiens hyputhetical prutei 


in FLJ20551 (FLJ20551), mRNA 


TsJlVT 017870 
In 1V1 Ul / 0 / VJ 


Humu sapiens hyputhetical prutei 


in FLJ20539 (FLJ20539), mRNA 


TsJlVT 0178^7 

IN IVl Ul / OO / 


Humu sapiens hyputhetical prutei 


in FLJ20534 (FLJ20534), mRNA 


TsJl\/T 0178^4 
INlVl vj 1 / oo^ 


Humu sapiens hyputhetical prutei 


m FLJ20530 (FLJ20530), mRNA 


TSJA/T 0178^7 
In 1V1 KJ 1 / oD 1 


numu sapiens simgsnut d (ooti-j j, mrciNA 


TsJlVT 0178^9 
In IVl KJ L /OjZ 


numu sapiens rsi/vLrz piutem ^iNALr/j, mivrsi/\ 


TsJlVT 0178^0 
IN IVl U 1 / OJU 


T_T AT v, A , , r j it i A it c 1t\ j *-\ /AtK r^f i 1 ni^Uni it P T TOH^OS / P T T90^08^ itt F? NI A 

numu sapiens nyputneTicai piutem rLjzujUo ^i^jzuduoj, mrsJN/\ 


TsJlVT 01784/^ 
IN IVl Ul /oto 


Humu sapiens tRNA selenucysteine assuciated prutein (SECP43), mRNA 


TsJlVT 017841 
In 1V1 KJ 1 1 oH- 1 


numu sapiens nyputnetical piutem rUzU48 / (rLJzU4o/), mKJNA 


TsJlVT 0178^0 

IN IVl VJ 1 /oJ5" 


numu sapiens nypuineiicai piutem rLJzu4oi (ri^jzu4oij, mKJN/\ 


TsJlVT 0178^7 
IN IVl Wl / OJ) / 


numu sapiens nyputnetical prutein rLJzu4/ / ^i^jzu4/ /j, mKJN/\ 


TsJIVf 0178^9 

IN IVl KJ 1 fODZ. 


Homo sapiens nyputnetical protein rLJZU4j / (rLJZU4j /), mKJNA 


TsJA/T 017897 
In IVl KJ 1 / OZ / 


Homo sapiens nypotnetical protein rLJzU4M) (rl^JzU4ju), mKJNA 


TsJIVf 01 789 A 
IN IVl KJ L / OZO 


Homo sapiens nypotnetical protein rLJzU44y (rLJzU44y), mKJNA 


TsJlVT 01789^ 

IN IVl KJ 1 / oZJ) 


Homo sapiens nypotnetical protein rLJZU44Z (ri^jzu44Zj, itikjn a 


TsJIVf 017899 

IN IVl VJ 1 / OZZ 


Homo sapiens nypotnetical piotem rLJZU4Jo (ri^Jzu4Joj, mKJNA 


TsJIVf 017891 
In 1V1 KJ 1 1 OZ 1 


Homo sapiens nypotnetical protein rLJzU4Jj (rl^JzU43j), mKJNA 


TsJA/f 01 781 ^ 
In IVl KJ L / O 1 D 


T-4 / A ITT / A C '1 IT 1 i^V IT L' Itt rITi It r* O 1 ITi^^+^i IT T7T TOO/10/1 fTIT I 0 A/1 0/1 ^ ITT 1? NI A 

nomo sapiens nypotnetical piotem ri^jzu4Z4 i\ri^jzu4Z4j, hikina 


TsJlVT 01 781 1 
In 1V1 KJ 1 /Oil 


Homo sapiens hypothetical protein FLJ20419 (FLJ20419), mRNA 


TsJlVT 017810 

In 1V1 KJ 1 / OlU 


Homo sapiens hypothetical protein FLJ20417 (FLJ20417), mRNA 


TsJlVT 017809 
inivi u 1 / ouz 


Homo sapiens hypothetical protein FLJ20397 (FLJ20397), mRNA 


TsJA/T 017709 
IN IVl KJ 1 / / 7Z 


Homo sapiens hypothetical protein FLJ20373 (FLJ20373), mRNA 


TsJlVT 017700 
IN IVl KJ 1 / / z/KJ 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


TsJl\/T 01778^ 
In 1V1 KJ 1 / / 0 J 


Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


TsJA/T O 1 777^ 
IN 1V1 U 1 / / / D 


Homo sapiens hypothetical protein FLJ20343 (FLJ20343), mRNA 


TsJA/T 0 1 7774 
In IVl VJ 1 / / / 4 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342), mRNA 


TSJAyT n 1 HHH1 

inivi ui / / / z 


Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


TsJl\/f O 1 7770 

IN IVl u 1 / / / u 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 2 (ELOVL2), mRNA 


TsJA/f 0 1 llf\l 
IN IVl KJ L / / OZ 


Homo sapiens hypothetical protein FLJ20313 (FLJ20313), mRNA 


TsJlVT 0177^0 
In IVl VJ 1 / / Dz/ 


Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mRNA 


TsJlVT 0177^ 
In IVl VJ 1 / / .0 O 


Homo sapiens hypothetical protein FLJ20306 (FLJ20306), mRNA 


TsJM 01775^ 

IN IVl W 1 / / J J 


Homo sapiens hypothetical protein FLJ20300 (FLJ20300), mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hyputhetical protein FLJ20276 (FLJ20276), mRNA 
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TvT\/T M 1 77^^ 
IN IVL U L / / jO 


Li n , A co «ia MC lT^fi-i/\tlTr>tinol i^rvA+^i-tr PT T9M97/1 /Pi T9M97/^ itt O NT A 

nomo sapiens nypotneticai piotem ri^jzuz/4 (ri^jzuz/H-j, ltikjn/\ 


"NTA/T M 1 77^ ^ 
JN1V1 UL / / jj 


U AtY , A coniwc 1t\ /it/a+It r^M 1 nrnfr.! it PT T9M979 / P T T9M979^ rv»T?T\J A 

nomo sapiens nypotneticai protein rLjzuz /z (ri^jzuz /z j, lulvin/a 


TsTA/T 017710 
IN IVL U L / / L y 


T-Ti^mrr c a i-\ir»n o T»Trr4^A+T»/^+ir»o1 r-\rvr+^i-ir P T T9M99/1 /PI 1 O M9 O/l \ rv^RTvT A 

nomo sapiens nypotneticaL piotem rLjzuzz^ ^ri^jzuzz^fj, mrviN/\ 


TsTA/T H 1 771 £ 
IN IVL Ul / / lo 


T-T^m/^ caniAnc In nr. /t+1t r» o 1 it.tvt+/=m-it FT T9M99M / P T T9^99M^ mRTvT A 

riomo sapiens nypotneticai protein ri^jzuzzu ^ri^jzuzzuj, ltilvin/a 


\TAyf n 1 771 £\ 

IN 1V1 Ul / / lO 


nomo sapiens memorane- spanning ^-uomains, suDiamny /\, memoer iz 

/• I ( \ itt *,i i n c ciinTQtni l\7 A mpinnpi' 7 i A/TSlzL A 1 9 i tn 1? NJ A 
LlOlllallllS, aU-Ulctlllliy 1I1C1I1UC1 / ^IVloH-.rV 1 ZJ, lIlivlN/^ 


TsJA/T 01 771 1 
IN 1V1 Ul / / 1 1 


T-Ti^Tn^ cqhiphc \\^TV\r\\\\p*\\c<*\ »-\ r^Atr» i n PT 190907 ^PT T9^9^7^ rv»T?TsJA 

nomo sapiens nypoinencai proiem rLjzuzu / ljzuzu / ), mLviN/\ 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


TsJA/T n 1 77M/L 
IN IVL U L / / U^t 


Pli^m/^ conipnc It \ / / a t It ^« t i / » 1 i"\ i-/Atr^ i it PT T9H1 QQ / P T T9H1 W O \ rv»T?TsJA 

riomo sapiens nypoineiicai protein ri^jzuioy (pl^jzulovj, LiiLvrN/v 


TvTA/T M 1 7AQQ 
IN IVL UL /077 


riomo sapiens nypotneticai piotem ri^jzui /4 ^ri^jzui /^j, mrviN/\ 


TvTA/T M 1 7AQ7 

in ivL u l / oy / 


T-T/rrvi/T Donifnic It \ / »"\ / a t It t i / » • 1 1 it »-/Atr^ i it PT T9 C\ 1 7 1 / P T I O A 1 ^7 1 \ »tt F? NI A 

nomo sapiens nypotneticai protein rLjzui / l ^r_ujzuL / l j, mrsJN/\ 


TsTN/T M 1 H £SIH 
IN IVL U L / OO / 


T T i x / -v cQni^tio It \ r »t / \ It + 1 / » o 1 »-\ \ •f/-^ i tT PT TOM 1 /IT / p T T9 C\ 1 /I 7^\ mDM A 

nomo sapiens nypotneticai protein ri^jzui^f/ ^rL^jzui^/ j, mivrsi/\ 


IN IVL U 1 / OoO 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2), 

tviRTsJ A 
111 IV 1>J r\ 


TsJlVT 017^78 
IN IVL U 1 / O / O 


U nrnA c'lnionc \-\\f\-\(\\\-\r^\\(^'-\\ »t r^tr'i n PT 19 H 1 97 / PT T9M197^ tv»T?XTA 

nomo sapiens nypoLLLeLLCcii proxeiri ri^jzuiz/ ^rLjzuiz / j, miviN/\ 


TsJA/T 0 1 lf\ll 
IN IVL U L / O / / 


U nmn C Q n i p11 n lTTrr\i"\+1r^+ir»ci1 nT'rr+^in PT 1 9 M 1 9 A / P T T9M19/t^ mT?TsJ A 

nomo sapiens nypotneiicai protein rLjzuizo ^ri^jzuizoj, miviN/\ 


TsJlVT f) 1 lfClf\ 
IN IVL U 1 / O / O 


nomo sapiens LiypoiiieiLcaL pioieiii rLjzuizj ^rLjzuizj j, niLviN.rv 


TsJlVT 017^70 
1 >l 1V1 U 1 / o / u 


T-Tomrv ciinipnc h\rr\nthp>t\nn] nvM+p»in PT T901 1^ ^PT T901 1 ^ mRTSlA 

noiiio sdpieiis iiypoureiTCdT pioLeiii fljzui i j ^rrjzui 1 j j, iiirvLN.rv 


TsJlVT M17^AQ 
IN IVL U L / DO" 


nomo sapiens nypotiietLcai piotem rLjzuiuj ^rLjzuiuj j, miviN/\ 


IN IVL U L / OO J 


T-Trtrvir* CQnipnc U\/\^i\tUr*i\i*'A 1 nr^toi n PT 19 HMQA ^ PT T90nQzl^ mT?TsJA 

nomo sapiens iiypoiiieiicai pioieiLi rr^jzuuyH- ^rpjzuuy^-j, niLviN.rv 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


IN IVL U L / OD / 


T-T/rm/T conipnc 1t\ /iT^tlTr^ti 1 .Ti-^t/^i n PT T9 fVWH / PT T9MMQnA itt DMA 

nomo sapiens nypotneticai protein rLjzuuou (ri^jzuuouj, miviN/\ 


TvTA/T M 1 7A/1 < 
IN IVL UL /04j 


nomo sapiens nypotneticai piotem ri^jzuuou ^ri^jzuuouj, mrviN/\ 


IN IVL UL /04U 


P Pmtt /-\ coniemc Itt rt^/r+Ti r»o 1 iTrnff»ir> PT 1 0 MM/1 ^ / P T T9MM/1Q^ »tt F? NI A 

nomo sapiens nypotneticai protein ri^jzuu^o ^ri^jzuu^oj, mrviN/v 


T\J1V/T M 1 7^7 
IN IVL U L / O D 1 


T T , -v / x nn«ia«o ln;i"k ( \ilir>+i/>ol lA^n+aiM PT TOMM/l'J /CI TOMM/1^2\ *mD\T A 

nomo sapiens nypotneticai piotem rLjzuu4o (rL^jzuu4o j, mKJNi/\ 


IN IVL U L / OjO 


nomo sapiens transient receptoi potential cation cnannei, suuiamny ivl, memueL 

A rTT?PA/TJ.^ mT?TsJA 
H- ^ L Lvr IVLH- 11 1 i\.I N /A 


IN IVL U 1 / OJH- 


nomo sapiens nypotneticai piotem rLjzuujo ^rpjzuujo j, miviN/\ 


TsJIVT 017^90 

IN IVL UL I \j£z/ 


T-Tr\TYi^ cunipnc U\n^(\tUr*t\{*'A 1 nrntfi n PT 1 9 MM 7 7 / PT I9MM7^ ^ tyiRTsJA 

nomo sapiens iiypoLiieiicai pioieiii rr^jzuuoj) ^rpjzuujj lillsj_nz\ 


TsJlVT 017^99 

IN IVL U 1 / OZZ 


Unmn c^nifnc U\m(\ihci\(*<A 1 it rMtr»i it PT 19 M M 1 zl f PT T9M01 Zl^k itt P NI A 

nomo sapiens iiypoiiieiicai pioieiii rLjzuui'r ^rpjzuui'r j, llllvin^tv 


TsJA/T 017^90 
IN IVL UL /OZU 


U ATYin t'lnifnc lT\/tT^tlTr»+ir»c»1 *TTVT+r»i n PT T9 MM 1 1 / PT 1 9 MM 1 'W itt R NT A 

nomo sapiens nypoineiicai protein rLjzuui i ^rLjzuui i miviNz-v 


TsJA/T OIS^QA 
IN IVL U10J7D 


1 — 1 / -\ itt / \ coniAnc mi+Q+nfA rv» a+ n a r 1 fron c tatq c a / A A T-7 ' 1 'T i tTT 1? N.I A 

nomo sapiens putative meiiiymaiisierase ^iviLZ/ii^j, miviN/\ 


TsJlVT 01 8^8 1 
IN IVL UlOJOl 


U nnin cQnipnc U\/t^t\tUr*i\i*'A 1 tTr^tr»i n PT T1 198/^ / PT I 1 198/^ mRTsJA 

nomo sapiens iiypoiiieiicai pioieiii rpj i izoo ^rrj i izooj, LiiLviN.rv 


TsJlVT P)1R^71 

IN IVL UlOJ / L 


I4 n m M cirri r»nc h\n^i\fhr^i\(^'A 1 it rMtr»i n PT T1 1 9Azl ^ PT T1 1 9/rZ^ itt R NI A 

nomo sapiens iiypoiiieiicai pioieiii rbji izoh- ^rpj i lzoh-j, LiiLNiN/A. 


TsJlVT 01 

IN IVL UlOJOO 


L| mr i n conipnc 1rTrr\r\+1r^+ir»ci1 tTr^tr»i n PT T1 1 9 AM ^ PT T1 1 9zlM^ itt R NI A 

nomo sapiens nypotneticai protein rLj l izh-u ^ri_^j i iz^u j, miviNZA 


TsJlVT 018^7 
IN IVL UIojO / 


1 — 1 / \ itt / A comAtic nnirf AOProtMi/iQCA olPoliiT/^ / \ \ ( A \ itt 1? N.I A 

nomo sapiens pnytoceiamiuase, aiKaime ^rncAj, mrviN/\ 


TsJlVT 018^4 

IN IVL U10JU4 


H n m n c'iiTir»nc lT\/iT^tlTr»ti ^'i 1 iTr^tr»i n PT T1 1990 ^ PT T1 1990^ itt R NI A 

nomo sapiens iiypoiiieiicai pioieiii rpji izzu ^rLj i izzuj, iiiiviNyA 


TsJlVT P)1R^^ 

IN IVL UIOjOj 


PI ( \ itt i ~\ cirri r>nc lT\/iT^-\tlTr»tii»^ 1 it r^^tr'i n PT T1 191ft TPT T1 191 ft^ mRTsTA 

nomo sapiens nypoineiicai pioieiii rL^ji izio ^tlj i iz.ic>)^ liil\j_n/\ 


XTA/T 01 8^1 
IN IVL UlOJOl 


T-Tr\TV»r\ OQnipnc lT\/tT^-\tlT r»t i ^»'i 1 tTr^-\tr»i n PT T1 191M ^ PT T1 191 C\\ itt R NI A 

nomo sapiens nypotneticai protein ri_^j l iziu ^rpj i iziu^i, miviN/\ 


TsJlVT 018^<Q 
IN IVL UlOJJO 


U ATYin conipnc V»Anrr\+V»p»+ir»Ql tTiv^tr'i n PT T1 1 1 fPT T1 1 1 QftA itt R NI A 

nomo sapiens nypoineiicai piotem ilj l l 170 ^ilj l l 170 j, mLviN/\ 


TsJlVT 018^^ 

IN 1V1 Ul ODJ)J 


T-Tnmn Qanipnc h\mr\thf*i\m] nrntni n FT T1 1 1 8^ TFT T1 1 1 £^ mRTsJ A 
nomo jsapiciio iiypouiciiL/ai pioieiii rrj 1 1 100 ^rrj 1 1 iouj, inrviN.rv 


TsJlVT 018^9 

IN IVL \J 1 


PL ( \ itt ( ^ oQtri^ric h\/irMtlTr'tii»Q 1 it rMtr»i n PT T1 1 1 ftzl TPT T1 1 1 %A\ mRTsJA 

nomo sapiens nypoineiicai pioieiii r l^j l l l oh- ^rpj ill oh- ^, liilvln/^ 


UN IVL Ul Ojt-U 


P I ( \ |TT 1 \ C IT 1 r» IT C |T\/|T^~\'f"lT/^l"1^ w ,l 1 IT 1~l \fr>1 IT PT 11 11^1 iPT i i I 1^1 1 ITT R NJ A 

noiiio Sapiens iiypoiiieiicai pioieiii rrji i iji ^flj 1 1 1 ji ^, iiirvi>i J rv 


TsJlVT 018^^0 

IN IVL UlOJJ" 


Unmn ccmipnc lr^rr*r\+lrp»+ir»Ql rwrt+^ir* PT T1 1 1 zlQ f FT T1 1 1 AQ\ itt R NI A 

nomo sapiens nypotneticai protein ilj l l i^-ty ^ilj l l i^-ty mLviN/\ 


TsJlVT 01 R^^i 

IN IVL UlOJJO 


T— rnmn CQmpnc It \ / it a "f It i" i ^ » 'T 1 rrT*/T+/=»iir PT 1111 ^Xf-\ I PT 1111 l tttR^M A 

nomo sapiens nypoineiicai piotem rLj 1 1 1 jo ^rrj i l i jo miviN.rv 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


TsJlVT 018^9 

IN 1V1 Ul OJJZ 


Wnmn ccinipnc K \ / it ^ ~\ t It r«t i ^ » ti 1 tTr^ ^tr'i it FT T1 1 1 9 A ^ P T T1 1 1 9^»^ m R NI A 
rroiiiu oauiciio iiypoiiiCLiL/ai ijioiciii rLj i i izu ^ i lj i i izu ^, 1 1 1 iv i > /a 


NM 018330 


Homo sapiens KIAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1101 (FLJ1 1101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ1 1088 (FLJ1 1088), mRNA 


NM018310 


Homo sapiens BRF2, subunit of RNA polymerase III transcription initiation 
factor, BRF 1 -like (BRF2), mRNA 



(400/104) 



TsJA/T 018^0^ 
INIVI UIOjUj 


PTnmn cqhiphc h\n^(\thr>i\{+<A 1 r» rntr*! n PT T1 1 G9A f PT I 1 109^ mT?XTA 

nuniu sapiens nypuineiicai piuiem ilj i iuzo ^rLj i iuzo j, miviN/\ 


TsJA/T 01 89Q8 

1N1V1 U 1 OZ70 


Uawa cQnipiic ViArr\r\+lip»+ir»Ql r*T*n+p»ir» P T I 1 1 OOA f PT T1 1 OOA^ mT?TsJA 

numu sapiens iiypumeiicai piuiem r l^j i iuuo ^ri^j i iuuo j, iiiivln/\ 


1N1V1 UloZO / 


U/\ nin C oni Pnc h\m(\thr>t\(*<A 1 nrntni n PT T10Q71 fPT T10Q7Vk mT?TsJA 
nUIIlU SapieilS liypuillCLlL/Cll piULClll V l^J 1U" / 1 ^.Tl^J 1U7 / 1 J, IIllvIN/\ 


MA/f 0 1 898A 
1N1V1 UloZOO 


Unmn cqhipiio ta\ /rw-\tli r»+i 1 nrn+pin PT T1 0070 ^ PT T1 0Q70^ ml? AT A 

numu Sapiens nypuiiieiicai pruiem ri^j ivy / u ^tlj iu" /uj, mi\JN/\ 


TsJA/T 0 1 898^ 
IN IVI WlOZOJ 


nuini) sapiens nypuiiieiicai piuiem r l^j ivy jo ^rLj ivyjoj^ miviN/\ 


TsJA/T 018981 

1N1V1 UlOZOl 


U nmn c'lnifnc lT\/r»ntta r»ti ^'i 1 »-» rntr»i n PT T1 0QzL8 f PT I 1 00/18^ mT?XTA 

numu sapiens nypuiiieiicai pruiem rLj iuvh-o ^ilj luy^o j, miviN.rv 


mm 018978 

IN 1V1 U 1 OZ / o 


U nmn c'lnicnc h\m(\ihr>t\(*<A 1 nrntfin PT T1 0Q7^ fPT TIOQ^^ mPXTA 

numu sapiens iiypumeiicai pi u leni ilj lUyjj ^rbj iu7jj j, iniviNy-v 


TsJA/T 01897/^ 
IN 1V1 U 1 oz / o 


raumu Sapiens sinigsiiUL d ^oon-j) iiiivin/-v 


MA/f n 1 897^ 

1N1V1 UlOZ/ J 


PTr\mr\ c 'i n i r» n c Tt^rr\r\+Tt^+ir»Ql r*vr\+p»ir» PT T1 OQ99 TPT T10Q99^ mT?7sJ A 

nuniu sapiens nypuiiieiicai piuiem rLjiU7Zz ^rLj lyjyAz.)^ miviN/\ 


TsJA/T 018979 
in ivi u i oz / z 


Unmn c'inir«nc Ti\/rw^tta r»t i ^'i 1 i-»r^tr»i n PT T1 0Q9 1 ^ PT T10Q91^ mT?\TA 

nuniu sapiens nypuuieiieai piuiem rLjiuyzi ^ilj iuvzi j, miviNi-v 


TsJTVL 0189^8 
IN IVI UlOZOO 


PTMTYirv c^nipnc h\/i-»Mthr»ti^'i 1 nrntni n PT T1 0Q04 ^ PT T1 OQOzL^ tyiT?TsJA 

nuniu sapiens iiypuiiieiieai piuLein fi^jiuvuh- ^ri^j luyun-j, iinviNy-v 


TsJA/T 0189^ 

IN 1V1 U 1 OZO J) 


U nrnn cinifnc \^\/\-\(\i\^ci\(^'A 1 nrntfin PT T10Q01 TPT T10Q01^ mRMA 

nuniu Sapiens iiypuLiieiieai piuLein rLj iu"ui ^rLj iu"ui iniviN.rv 


TsJA/T 0189^4 
In 1V1 U 1 OZJ H- 


U nmn c 'i n i r» n u V»xrr\r\+V»p»+ir»ci1 nrn+pin PT T 1 H87A fTU T1 087^^ tyiT?7sJ A 

nuniu sapiens nypuiiieiieai piuiem flj iuo /o ^rLj iuo /o^i, miviN/\ 


TsJlVT 0189^ 
IN 1V1 U 1 OZ J D 


Unmn c'inir>nc U\n^i\ihr*i\<*<A 1 nrn+pin PT T1 087^ ^PT I 1 087 i ^^ mT?AJA 

nuniu Sapiens iiypuuieiieai piuiem flj iuo /j ^rLj iuo / j j, miviN/\ 


NM 018252 


Humu sapiens hyputhetical prutein FLJ10874 (FLJ10874), mRNA 


TsJT\/T O 1 89zL^ 
IN ivl U 1 OZ^O 


nomo sapiens nypuiLieiicai pruiem rLjiuoji ^ri^jiuoDL j, mr\JN/\ 


ATTv/L O 1 8 9/1 1 


Ur»*virv oor\iar»o ;t-v/\f Kr>f i/wi 1 ni-n+ain PT T 1 HQ/I A /"PT I 1 M ^ /I A \ tviDM A 

numu sapiens nyputneticai pruiem ri^jiuo^o (^rLj iuo4oj, miviN/\ 


ATA/T O 1 89^G 


numu sapiens nypuiiieiicai piuteLn rLj lu/ji (tlj iu 01 j, ltlkjn/\ 


NM 018230 


Humu sapiens nucleupurin 133kD (NUP133), mRNA 


ATTV/T O 1 Q99^ 
IN IVL VloZZj 


Humu sapiens checkpuint with forkhead and ring finger dumains (CHFR), 

w»T? AT A 

m is. in /\ 


ATA/T O 1 89 1 G 
IN IVL ULoZlV 


numu sapiens LiypuiLieiicai piuiem ru lu /oo (tlj lu /oo j, mKJN/\ 


ATA/T G 1 89 1 7 
IN IVL U 1 OZ 1 / 


Humu sapiens chrumusume 20 upen reading frame 31 (C20urf31), mRNA 


ATA/T O 1 89 19 
IN IVL U L oZ 1 Z 


Humu sapiens likely urthulug uf muuse NPC derived pruline rich prutein 1 

fPT T1077^ mT?TsJA 

^.T 1^ J 1 U / 13 ) , IIllviN r\. 


mm 01 89 1 1 

IN 1V1 U 1 OZ 1 1 


Unmn ciinipnc h\rr\r\ihn-ii{^c*\ r\-ro+^ir» PT T1 0770 (\£ T A A 1 ^70^ m T? \1 A 

nuniu sapiens iiypuLiieiieai piuiein pi^j iu / /u ^ivi.rv^-vi^) /"j, iniviN.rv 


TsJA/T 018907 
IN IVL U 1 OZU / 


Unmn cc»r\i^r»c Tixmr\+TiP'+ir»Ql r\^r\+<^ir» PT T1 07^0 ^ PT T107^Q^ rr»T?XT A 

numu sapiens iiypuiiieiieai piuiem flj iu i jy ^rLj iu uy miviN/\ 


TsJA/T 01890^ 
1N1V1 U 1 OZUj 


Unmn c-ininnc U\/t^i\tUr*i\<*-A 1 nrntni n PT T1 07^ 1 ^ PT T107^1^ tyiT?1\JA 

numu sapiens nypumeiieai piuiem rLjiu / ji ^rbjiu / ji inixiNy-v 


TsJIVT 0 1 8 1 Q9 
in ivi uioi yz. 


T— rnmn c t"\ i r»n c 1*it t~k\ n+ri r» 1 nrnlpm PT T1 07 1 8 / PT T 1 07 1 8 i tv>]J\I A 

nuniu sapiens iiypuiiieucai pi u leni vl^j iu / 1 o i^j iu / ioj, iiiivln/^ 


ATA /r 018188 
IN IVI UlOlOO 


U ntriA cQniptic V»^rr\r\+Vi/=»+ir»ci1 nn^tfi n PT T1 070Q ^ PT T1 070Q^ mT?M A 

numu sapiens nypunieiiuai pruiem rLj iu /u" ^rbj iu /vy miviN/A. 


AJA/T 0181 87 
IN IVI UlOlO / 


Unmn c « 1 1-\ i r» n c T»Trr*n+Ttp»+ir»Ql nrn+pin PT T1 0707 ^ PT T10707^ mT?MA 

numu sapiens nypuiiieiicai piuiem flj i u / u / ^rLj i u / u / j, miviN/\ 


AJA/T 0181 8£i 

IN IVI UlOlOO 


PTr\Tnr\ c'inir>nc V»T7nr\+T»P'+ir»Ql nm+f*irt PT 1 1 070 A f PT I 1 07^A^ tyiT?XTA 

numu sapiens iiypuinencai pruiem flj iu /uo ^flj iu /uo j, miviN.rv 


mm 0 1 8 1 8 J. 

1N1V1 UIOIOH- 


Unmn cinipnc h\m(\thr>t\(*<A 1 nrntni n PT T1 0709 TPT T10709^ mPTsJA 

nuniu sapiens iiypuiiieiieai pi u leni rLj iu /uz ^ri^j iu/uzj, iiiisj_n/\ 


TsJA/T 0181 7Q 
in ivi uioi / y 


Rnmn ciinipnc h\/t^Mthr»ti^'^ 1 nrntfin PT T1 0A88 ^PT T1 0^88^ mRTsJA 

numu sapiens iiypuLiieucai piuiem r^i^j iuooo ^rLrj luooo j, iniviN.rv 


ATA/r 0181 78 

IN IVL UlOl / O 


Uamn c ' i t-\ i r» n c ViTrr\n+Tt^+ir»Ql r\m+f±ir\ PT T1 OA87 ^ P T T10A87^ mT?7sJ A 

numu sapiens nypuineiieai pruiem flj iuoo / ^rLj iuuo / miviN/\ 


AJA/T 0181 f\Q 
in ivi uioi oy 


U nmn c'lnir-nc V»T7T^n+V»r'+ir»Ql r\r/^tr»i n PT T1 0A^9 ^ PT T10A^9^ tv»T?XTA 

numu sapiens iiypuiiieiieai piuiem rLjiuojz ^r^i^j iuozjzj, miviN/\ 


TsJA/L 0181^1 
IN IVI UlOlOl 


T— Tnmn c ' l m r»n c l-» \ / 1"\ / \ f- 1-» 1 / » ' 1 1 lArnfpm PT T1 O/a^ 1 I PT T1 C\(^\ 1 i mT?AJ A 

numu sapiens iiypuiiieiiuai piuLein rLjiuoj i ^rbj iuoji j, iniviNy-v 


AJA/T 0181^0 
IN IVI UlOl J7 


UntriA c'inir>nc V»Trr\n+V»P'+ir»ci1 »-\r^f r»i n PT T10A98 ^ PT I 1 O A9 8 ^ mT?M A 

numu sapiens nypuiiieiicai piuiem rbjiuozo ^i/i^j luozo j, miviN/\ 


AJA/T 0181 Al 
IN IVI UlOH/ 


U nmn cciniprtc \-\\i\-\(\\\^n-\\i*'A \ rwr\\F*\x\ PT T10^89 ^ P T T10^89^ tyiT?7sJ A 

numu sapiens nypuiiieiicai piuiem rLjiujoz ^rLj iujoz^i, miviN/\ 


AJA/T 0181 49 
IN iVl UlOl H-Z 


U nmn t'lnifnc \-\\r\-\(\\\-\c\\i*<-\\ n PT T 1 O^AQ / PT TIO^AQ^ tv»T?XTA 

numu sapiens nypuiiieiieai piuiem rLj iujov ^tlj iujuv j, iniviNy-v 


AJA/T 0181^7 

IN IVI UlOl J / 


TTf\TMA CQr\if»nc nfA+firi armtinip AT m a+Tit ^ l'fi'QTi c tatq c a Av / TjT? T\>T' 1 A I wiT?AT A 

numu sapiens piuiem aigiiiine iN-iiieiiiyiiiaiisieiase o ^riviviioj, miviN.rv 


XT A/T 0181^ 

IN IVI UlOl JO 


Pntnn CQmptic li \ / kw~\ f - li i - 1 ^ w •> 1 nrnlpm PT T1 O^ 1 7 / PT T1 O ^ 1 7 i mT?"NT A 

numu sapiens nypuiiieiicai piuiem i^i-rjiu^i / ^rbj iuj i / j, iiiivln/\ 


AJA/T 01 8 1 

IN IVI UlOl JJ 


Unmn ctinipnc V»Arr\n+V»p»+ir»ci1 nrntr>i n PT T1 C\^A£\ ^PT T1 C\^A^\ tyiT?7sJ A 

numu sapiens nypuiiieiicai piuiem ri^j ii/j'+o ^rLj iujh-o^i, mivLN/\ 


AJA/T 018199 

IN IVI UlOl ZZ 


TTnTYin c'lnifnc T»^mn+T»P'+ir»Ql nrntr'i n PT T1 0^ 1 A ^ PT I 1 O^ 1 A\ rv»T?XTA 

numu sapiens iiypuineiiLai piuiem flj iuj 14 ^rLj iuj i £ -t j, miviN/\ 


AJA/T 018190 
IN IVI UlO 1ZU 


T— Tnmn cqiuphc T»x^r^n+T»p»+ir»ci1 t"\ n \t r*\ n PT T1 O^ 1 1 I PT T1 O^ 1 1 \ mT?AJ A 

numu sapiens iiypuuieiieai piuiem r l^j i i ^ri^j iuj i i inivLNjrv 


TsJA/T 0 1 8 1 1 Q 

IN IVI UlOl 1" 


T-Tnmn cQr\i<^r»c T^TTinf T»*=»f ir»ci1 t-\ rntr'i n PT T1 0^00 ^ PT T1 0^00^ mT?XTA 

numu sapiens iiypuuieiieai piu leni vl^j iuju" ^.ti^j iujju^j, iniviN/\ 


ajm 0 1 R 1 16 

1» IV J_ WlOl 1 W 


T-fnmn qqt^if'tiq micatn / P T I 1 0 S 04 ^ T? Tvl A 

1±VJ111VJ odUlCllo llllSaLVJ 11 LJ IWwJV/T^I, 111 1\ 1 N / V 


NM 018112 


Humu sapiens hyputhetical prutein FLJ10493 (FLJ10493), mRNA 


NM 018106 


Humu sapiens hyputhetical prutein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Hume sapiens hyputhetical prutein FLJ10468 (FLJ10468), mRNA 


NM 018100 


Humu sapiens hyputhetical prutein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Humu sapiens hyputhetical prutein FLJ10462 (FLJ10462), mRNA 



(400/104) 



TsJA/T 0180Q7 

1N1V1 U 1 OU7 / 


Plr\mr\ c-jnifnc VyimrvtVyextinci 1 r» rn+£*i 11 P I T1 04£»0 ^ PI 1104/^OA ml? XT A 

numu sapiens nypotneticai piotem rLjiun-ou ^rLj iuh-ouj, mrviN/\ 


AjA/r 01ROQ7 
inivi u 1 ovyj 


Uatvia cynifnc h\/r\t^ihr>t\{*'A 1 nrntfi n P I 11 047Q f PI 11 047CA ml? AT A 
numu sapiens liypuilieiicai piUieill rLJlU^jV \r L^J l\J i -tjy IIlrvLN/\ 


MM 01ROQ9 
IN 1V1 uio \jy A 


Unmn cininnc h\m(\thr>t\(*<A 1 nrntni n PI 110470 f PI 110470^ ml? XT A 
nUIIlU SapieilS IiypuillCLlL/Cll piULClIl rLJ 1 UHjlJ ^ r L^J 1 Ut-jU J, IIlIViN/\ 


XTA/T fl 1 ROQ 1 
1>J ivi uio uy 1 


U n m n canipnc ViTn-\r\+Ti<=»+ir»c»1 nrnlpin PI 11 0499 f PI 11 0499^ ml? AT A 

numu Sapiens nypotneticai proiem rLj iuh-zz ^tlj iuh-zz j, mi\4N/\ 


in ivi uio vyv 


U nmn c a r\ i r* n c t»Tmr*+tip»+ir»Ql rwr\+p»m PI 11 0490 ^ PI 110490^ ml? XT A 

numu sapiens nypuineticai piuiem rLjiu^-zu ^rLj iuh-zuj, miviN/\ 


iniyi u 1 0 wo / 


U nnin (j-inifnc li\/rw^tli r»ti 1 rvrr\t<=»-in PI 110407 f PI 11 0407^ ml? XT A 

nuniu sapiens nypuineiieai pruiem rLj iuh-u / ^rLj iuh-u / j, mrviN.rv 


1N1V1 UlOUOO 


pi / \ / -v c ni r»n c ti /1 froti n fPlfrATl ml? AT A 

jnuiiiu Sapiens iiti^eini ^jt^ivjin j, nirviN/\ 


TsJA/T 018078 

IN IVI UloU/O 


Unmn ciinipnc U\ft^(\iUr^i\{^'A 1 nm+pin PI 110778 f PT 11 0778^ ml? XT A 

nuniu sapiens iiypuiiieLieai piuiein rLj iuj / 0 yrL^j ikjd / 0), iniviN/\ 


XTA/T 0 1 807^ 
In IVI UlOU/O 


1 — I / \ / \ 0 0 1^ 1 an c riTrMA+no+inQl tM*A+oin 171 11 / 171 11 il a'7A^ ty»1?A.T A 

numu sapiens nypuiiieiicai piuiem flj ikjd /o ^rLj iuj) /o^i, mrviN/\ 


XTA/f 01807^ 
In IVI UlOU / J 


numu Sapiens iiypuiiieiieai piuiem rLjiuj /d yrL^j ikjd /d j, mrviNi-v 


XTA/T 018079 
In IVI UlOU/Z 


U nr nn c^nipnc h\/i-»Mthr»ti^'i 1 nrntni n PI 1107^0 ^ PI 1107^0^ ml? XT A 

numu sapiens nypuiiieiieai piuieiii rLjiwjjy ^ri^jiujj7j, iinviNy-v 


XTA/T 018070 

IN IVI UlOU/U 


I— I ^ -v m ^ x c ni r>n c \ / »"\ / x + 1-» ^ + 1 / » o 1 nrnlpm PI 11 07^^ / PI 11 fi^ i mT?XT A 

numu Sapiens iiypuLiieiieai piuiein rLjiwjjj ^fi^jiujj^) ^, iniviN.rv 


XTA/T 0180^0 
In IVI UlO UOU 


U nrnn c 'i n i r» n u V»xrr\r\+V»p»+ir»ci1 nr^^toi n PI I 1 O 7 9 A P I 11 079^^ tyi!?XT A 

numu sapiens nypuineiicai piuiem ri^j iujzo ^rLj iu-jzoj, miviN/\ 


XTIVT 0180^4 
In IVI Uio Uj 


I I / x / \ t> or*\i f 1» A*m / \ 1 / \ f t at "1*0+ n o nfin I 1? If I I 1 \ 1? ^VT A 

numu Sapiens nuiiiuiug ui rai nacirin ^ i v i n i j ? iiiin. in i\ 


XTIVT 0180^9 
In IVI UIO U J Z 


U M mn cQnipnc hx/i^^tlT of i 1 nrntfi n PI 11070^ ^Pl 11 070^^ mRXTA 

numu sapiens iiypumeiicai piuiem rLj iujuj ^rbj iujuj j, iinviNjrv 


XTA./T 0180^1 
iNiVl U 1 oKJD 1 


U n m M ocmiptic 1t\ /i-\^t1-» r»t i 1 nr/AtAi n PI 110700 ^Pl 110700^ ml? XT A 

numu Sapiens nypuineiicai pruiem fi^jiuj>uu ^flj iujuuj, mrviN/\ 


TSJA/T 018047 
In IVI UIO U^+ / 


U nrnn cQnipnc V»Trr\r\+V»^+ir»ci1 nrnlfi n PI 1109Q0 ^ PI I 1 09 Q(\\ ml? XT A 

numu Sapiens nypumexieai pruiem flj iuzvu ^r;i^j luzyu miviN/\ 


XTIVT 018047 
In IVI UIO UHO 


U n m n c'lnifnc Kx/i^^tlT r»t i 1 nmfpin PI I 1 09 A 1 ^Pl 1109A1^ ml? XT A 

numu sapiens nypuineiieai piuiem rLjiuzoi ^tlj iuzoi j, mrviN/\ 


TsJA/T 018040 
In IVI UIO UH-U 


U n m n cQnipnc Vi^mr\+hp»fir»Ql nrntni n PI 1109^9 fPl 1109^9^ mRXTA 

numu sapiens iiypumeiicai pi u lein rLj iuzjz ^ri^j luzjzj, nnviN/A. 


XTIVT 01 807 Q 
in ivi uio \JD y 


1— I atyi /a c o i c Via 7~t*\ i"\+li aqI t\tr\TAiti p I Tl I I / 171 11 I l / > 1 i tvil? ^VT A 

numu sapiens iiypuuieiieai piuiein rLj iuzj i ^tlj iuzoi ^, iiiivln/^ 


XTIVT 0180^8 

In IVI UIO U S) O 


Uatyia cQnipnc h\rr\nthp>t\nn] nrnfpin PI 11 094A ^Pl 11 094^ mRXTA 

numu sapiens iiypuLiieueai piuiein ri^j iuzto ^rbj iuz^+o j, inrvLN.rv 


XTIVT 01807^ 

InIVI UIOUJ)*} 


PTomo cinipnc h\/t^(^thr"t\(^'A 1 nrn+pin PI 110941 ^ PI 11 0941 ^ ml? XT A 

numu sapiens iiypuLiietieai piuiein ri^j iuzh-i ^rbj iuzhi j, iiuvin^v 


XTIVT 018074 
1N1V1 UIOUJjt- 


T4nmn c'inipnc Vi^7T^^+Vip»ii^Ql nrntni n PI 110977 ^Pl 11 0977^ mPXTA 

numu sapiens iiypuiiieueai piuiein vl^j iuzjj ^rLj iuzjj j, iniviN.rv 


MM 018077 
in ivi uio \JS) j 


numu Sapiens iiypuLiietieai piuiein ri^j iuzjz ^ri^j iuzjz j, iiii\j_n/\ 


XTA/T 01 809 f\ 
1N1V1 u 1 OUZO 


U nrnn canipnc lT\/t"\^tlTr»ti 1 t"\r^tr»i n PI 110900 ^ PI 11090Q^ ml? XT A 

numu Sapiens nypuineiieai pruiem vl^j i uzuv ^r;i_^j iuzu" j, miviN/\ 


XTIVT 01809^ 
In IVI UIO UZJ 


U A tYiA c'lniAnc U\m(\ihr*i\(+<A 1 rvrr\+<^m PI I 1 09 OA / PI 11090A^ mPXTA 

numu sapiens nypuineiieai piuiem rLjiuzuo ^rLj iuzuo^i, mrviN/\ 


XTIVT 0 1 801 1 
In IVI U 1 0 U 1 1 


U n tY>r\ cqtiiphc lT\/t-\^tlT r»ti 1 m*r\+^»m PI 1101 ^4 ^Pl 11 01 ^4^ ml? XT A 

numu sapiens iiypuiiieiieai pruiem rLj iui ^rLrj iui jt-j, iniviN.rv 


TsJIVT 0 1 800Q 
In IVI UIO \J\jy 


U nirir v cjnipnc lT\/i^MtlTr»ti^^ 1 rvrr\f<^m PI 110147 TP1 110147^ ml? XT A 

numu sapiens iiypuLiieueai piuiein ri^jiui^j ^"i^j iuih-j) j, miviN/\ 


XTIVT 018008 
1N1V1 UIOUUO 


Rnmn CQnipnc h\/t^Mthr»ti^'^ 1 nrntpin PI 110149 f PT 110149^ mRXTA 

numu sapiens iiypuiiieiieai pi u Lein r l^j i u i h-z ^ri^j iuih-zj, miviN.rv 


XTA/T 0 1 800 1 
InIVI U10UU1 


U nrnn cQnipnc V»T7T^r\mp'+ir»Ql nrAtpin PI 11 O 190 ^ PI 110190A mPXT A 

numu sapiens nypuineiieai pruiem rLjiuizu ^rLj iuizuj, mrviN/\ 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


XTN/T 017QQ7 

iniyi u 1 / yy d 


O nTYm conifiTic liTmr\+li^+ir»c»1 r\r«r^+^m PI 11 OOQ4 /'PI 110004^ ml? XT A 

nomo sapiens nypoinencai proiem ri^jiuuyH- ^rLj luuy^fj, mrviN/v 


XTA/T O 1 7Q88 
InIVI U 1 / 700 


Pnrvirv ccmiPtic V»^rr\A+Vi^+ir»o1 riT*A+/=»m PI 11 0074 /PI l10074^ r>-»l?XT A 

nomo sapiens iiyjjoiiieticai piotem tjlj iuu /^t ^ri_^j iuu /t-j, niJtviN/\ 


XTA/T O 1 7Q87 

injvi u 1 / y<s 1 


nomo sapiens rvim- anu r i v c-QOniaiii coniammg proiem ^ivaDip^trvj, mrviN/\ 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038), mRNA 


XTA4" O 1 8 A OO 
JNiVl Ulo4UV 


nomo sapiens nypotneticai protein uivr z,p / o i lju i i d (UJvrz,p / o i lju i i d j, 

m 1? XT a 

111 is. IN /\ 


XTA/T O 1 7^0 1 
iNivl Ul /OUl 


nomo sapiens nypotneticai protein uivr z^p / o i nzz i Jvr z^p / o i nzz i mrviN j\ 


XTA/T O 1 Q71 7 
In IVI Ulo/lj 


PT^-rvi/A coniAtic t»T n^/^+t» e±+\n- o 1 »-\ t-/A+r^ i v» P\1<r p 7n 7 A>19 7 A /p\Lf P7 n C/| ^7\/IO"2A\ rv»l?ATA 

nomo sapiens nypotneticai piotem jjJS4 H z,pj4/iviz:>o ^iJJvrz,pjH-/Tviz^o y i, mivrN/\ 


XTA/T O 1 
InIVI Ul /OUO 


PI / a t->T / \ coniwc lnn-\/^+li/=»+ir»o1 »-\ t'/A+r-. i n P>"f P 7t\/1 7 /I 1 O 1 O / HI/ P7t-\/1 7/1 I<^ 10 1 M \ 

nomo sapiens nypotneticai protein ujs.rz.p4j4Jviziu (Uivrz^p^j^-Jviziuj, 

ml? XT A 
lIlrvLN /A 


XTIVT 017^4^ 

IN IVI U 1 / D Hr\J 


numu sapiens iiypuuieucai piuiein ^^h-uj, hi ivin /a 


XTA/T 0 1 84^8 
IN IVI U 1 OHO O 


numu sapiens unciiaiacierizeci oune mairuw pruiem diviuh-z ^rsiviuH-zj, mrviN/\ 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040), mRNA 


XTA/T 0 1 84^^ 
IN IVI U 1 OH- J D 


nomo sapiens uncnaiacienzeci oune marruw pruiem i3iviuj)y ^rjiviujyj, miviN/\ 


ATA/1 O 1 84^7 
iNiVi UlOH-DJ) 


Homo sapiens uncharacterized bone marrow protein BtV1036 (BtVI036), mRNA 


XTIVT 0184^9 

IN IVI U 1 Ot-JZ 


numu sapiens ciiiuinusuiiie o upen leading name d d ^ouiij j ^, iiixvin/a. 


NM 018489 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3), 
mRNA 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2), mRNA 


NM 017431 


Homo sapiens protein kinase, AMP -activated, gamma 3 non-catalytic subunit 
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/nni/ a ai t\ itt p ni a 
( i KIvAUj J, mLvlN/v 


aji\/t n 1 7/1 9 a 

JN1V1 UL /^-ZO 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 


TsTN/T niACKn 
INlVL uLoyou 


riOlllO SapieLlS TeSTlCaLl 0 \noAJ 1H-DH-J, 111 IV IN A. 


TsTA/T H 1 1A1 1 
INlVl U L /^Z 1 


Homo sapiens methyltransferase COQ3 (COQ3), mRNA 


\TAyf nriAs^zL 

IN1VL UUOoDH- 


no mo sapiens iv lj el l Lys-/\sp-oiu-Leu j enQopLasniLc reticuiuni protein 

1CLC11L1U11 1 CC/CpiOl Z ^JVl^JZ/l^lV^^, IIllVlN^V 


TsJA/T 01 ^07 A 
IN 1V1 KJ 1 y 1 O 


nomo sapiens soiling nexm / ^oin^s./ miviN/\ 


TsJTV/T P)1A^77 
IN 1V1 U 1 O^) / / 


-Tiuiiio sapiens i\^rvJ30-D, ineiiiuei ivrvo oncogene laiimy ^ix.rvi30-D j, niiviN.rv 


TsJA/T 01 A^Q 
IN 1V1 KJ 1 OJ D y 


nomo sapiens i aivz d proiem ^ i y\ ixz u 11 1 in. in /\ 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


TsJA/T fl1A^9A 
IN 1V1 KJ 1 Oz Z^t 


nomo sapiens d/ in pioiem j i /ou j, in rviN /\ 


INlVl UlOzU/ 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NTA/T Pi 1 A/1/1 A 


nomo sapiens in/vo-d proteLn (lulji 'j^)-> huvlma 


INlVl ULOzoZ 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


ntis/t niA^^/L 

INlVL U 1 OzD4 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 

f f^9 1 A 1 9^ mPTsJA 
^ O Ll^ Z 1 /A 1 Z j, llllv IN /A 


TsJTV/T D1A9Q8 

1N1V1 U10Z70 


numo sapiens muscie uisease-ieiaieu pioiein ^i^v^/v^oi /zj)^, iiiiviN/-v 


TsJTVT f)1A9Qn 
in ivi kj i 0Z7U 


nuinu sapiens leiniuiu x lecepiui iineiaciiii^ piuieiii ^IjUL/J i /zwj, iiixvin/a 


TsJTV/T niA9RO 

IN IVI U 1 OZ O KJ 


nomo sapiens caiDOAyiesieiase-reiaieu proiem ^loL/ji / ioj, miviN/\ 


TsJlVT 01A99Q 

IN 1V1 KJ 1 OZZ7 


nuinu sapiens cyiocnioiiie uj ieoucLd.se ojiv.z ^i^vj^ji /uuj, miviN.rv 


TsJTV/T 0 1 A 9 1 ^ 

IN 1V1 U 1 OZ 1 D 


I — I / a i a coi^i/^nc "f 1^ \ / 1"*/ a i / 1 n Attn ah a rA^>Af\+Af ml'P'rQr»'f at /I / I TP I l^/i \ \*\~\ IP N.1 A 

numo sapiens uiyiuiu iioimoiie lecepioi uiLeiacioi h ^ i rvir j, uunin/a. 


TsTl\/T fl 1 A 1 AG 
IN 1V1 KJ 1 0 1 O" 


nomo sapiens suppressor 01 iuseu nomoiog ^urosopniiaj ^ouru j, miviN/\ 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NTA/T H 1 Afi77 
INlVL U 1 OU / / 


nomo sapiens ^a_ti-lh-/ proteLLi ^hjlolojl mLviN/\ 


INlVL UIOUZJ 


nomo sapiens ^01- / / protein (hj<^o iodj ), mrvrsi/\ 


TsJA/T H 1 AH9 1 
INIVL ULOUZL 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


INlVL ULOUUz 


L| Amn t oniAii^ ni/P7 P/1 7/1 11 <A MrA+Ain / p\ P ^ P/1 7/1 T 1 <A\ m P NI A 

nomo Sapiens LJJNrZ>rHoH-J LDH protein (LJJvrZ,rH-JH-J LDHJ, nirvIN/V 


ntis/t n 1 ^os 1 

INlVL Ulj70l 


Homo sapiens calcium/calmodulin- dependent protein kinase (CaM kinase) II 

aipild. ^^ J rvlVlJNZ/\ y (, IIllvIN/\ 


TsJTV/T DI^QzlQ 
in ivi ui j y-ry 


numo sapiens L/Ui - zu piuieiii ^ol^j iouo iiuvin^tv 


ATA /r 01^881 
IN IVI Ul JOOl 


nomo sapiens oicKKopi nomoiog j ^zs^enopus laevis ) ^ LvIvinj) j ? in in. in zv 


TsJTv/T 01AA1Q 
in ivi kj 1 00 1 y 


nomo sapiens nypoTneiicai piotem id iuj, miviNzv 


INlVl UIOJVO 


Wnmo cpnipnc TiTTTTP 1 rtrotp'in ^ T OA" ^ 1 7 ()A\ mRTsJA 

numu sapiens l> n n i piuLein i jun-j, iiiivinzv 


TsJTv/T P)1A^&Q 


numo sapiens ivu-ih piuieiii ^i^^v^j idkjkj), iiiivinzv 


TsTl\/T fl1A^R& 
IN IVI U 1 Oz 0 O 


Unmn ccmipnc nr»i iriti n i 1 OT^ 1 9 QUA m P NI A 

nomo sapiens neumm ^ lv^v^z> i z w j, in iv in z\ 


TsJTv/T fi1A^89 
IN IVI KJ 1 OD OZ 


1 — I / A ITT / A 4.' O »"\ 1 A IT L' »T »T f ^" f* ^.1 IT L' H AptAT A / 1^ I I 1 / \ ITT IP N.I A 

nomo sapiens peptiue transporter d ^rnizj, mtviNzv 


TsJlV/T 01A^7fl 

IN IVI KJ 1 OJ 1 KJ 


numu sapiens iz z\ 1 h ^Lu^jizyuj, iiiivinzv 


TsJlVT P)1A^A^ 

INlVl UIOjOj 


Wnmo cynipnc F 9 T A 1 9 nrotr'i n TT OP^19R7^ mPTsJA 

numo sapiens ljalkja piuieiii ^luljizo / iiiivinzv 


TsJlVT fl1A^A1 
IN IVI U 1 OZ) O 1 


nomo sapiens apoptosis leguiatoi ^i_^vJv->z) izod), miviNzv 


TsJIVf 01A^9A 
IN IVI KJ 1 OzZO 


nomo sapiens uo i j (lul j i z / z niiv in z\ 


TsJlVT 01 AS 18 

IN IVI KJ 1 KJD 1 O 


1—1 / a itt i \ conipric milPP AMP 'AC 1/1 HYiriQCP / P 1 P (| V' \ TYlT?NJA 

nUlIlU SdpiCIlS pipCL/UllL/ dL/lLl UXlLld^C IrUAj, iiiivinzv 


TsJlVT 01AJ.QS 

IN IVI KJ 1 Ot/J 


I — 1 / a i a c o it i ^> it c It \ ^ it / a "i - 1^ f^^tr* ct 1 i^\ i"v a i n i 1 ill ^ 1 7S A l tvi T? ^VT A 

numo sapiens nypoLiieiicai pioLein ^luv^j izjo j, iiiivinzv 


TsJA/T 01 Azl&A 
INlVl KJ 1 0400 


1 — 1 / A ITT / \ L'' ^ 1 IT 1 /-> |T L'' ni / IT / A +- It ^"d" 1 / * * 1 | tM^A'foi IT / I III ^ 1 7/1 Cj \ |TT M A 

nomo sapiens nypotneticai protein ^LUL jiz^yj, miviNzv 


TsJlVT 0 1 AJ.77 
IN IVI KJ 1 OH- / / 


U nmn c '* t-\ i r» n c frwVLiP»Qrl Kay P 1 IPDYP 1 ^ m P NT A 

nomo sapiens ioiKneao dox ri y r \jy\. i i mivrsizv 


TsJlVT HIAzlAS 

IN IVI KJ 1 Ot-OJ 


I — I / A |TT / \ C OV\1 ^ IT c It \ / IT / A "i" It 1 / » o 1 rXTA+AHI / T 111 ^1 V | -f-%T T? ^vT A 

numu sapiens iiypuiiieiicai piuiem ^LULjizjoj, miviNzv 


TsJlVT 01AJ.SA 

IN IVI KJ 1 OHO O 


H Atn /a c 'i it i it t? It "\ ri*\ A+li a+i/i o I i^t* r\^P^t n i 1 1 V 1 / /< ^ \ -rvi T? ^VT A 

numu sapiens nypuLiieucai piuLein \l^\J\^d iadd ^, iiiivinzv 


TsTlVT 016^50 

1N1V1 V/ 1 \)D D W 


l— 1 1 a \-\-\ i \ c'lnipnc n i n p i n i At IZ ^ L^ 1 ritprjiptmcr tifntpm i iNJhNJ i iti P NI A 

J_±VJ111U &dpit/llo lllllt/lll ^VJOlvJL) 111 LCI <X\s Llllg |JlVJlt/lll^ ^1>I11>I ^, llllvlNiV 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51 177), mRNA 


NM 016261 


Homo sapiens delta- tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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INIVL UloloO 


Homo sapiens hematological and neurological expressed 1 (HN1), mRNA 


NM 016181 


Homo sapiens melanoma antigen (LOC51 152), mRNA 


ata a niAno 
IN IVI U 1 o 1 d y 


nomo sapiens 10. /ivci protein (j^ljlo i i^-zj, miviN/\ 


ATA A C\ 1 A. 1 O Q 

JNJVL uioizy 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 4 

( A Y'oKiH/^i'ioicA ^f^OPQz^ ml? ATA 

^/VraDlQOpSlSj (LUrMJ, II 1 K IN /\ 


ata/t o 1 A1 

1M1V1 U 1 01 ZZ 


II Amn coniA^c ATV PIhAT a t-»f i rT/^n / T O/^ 1 ^ 1 1 ^ /I \ rviT?ATA 

nomo sapiens in y -kj^inOo antigen ^l\jlo i i miviN/\ 


ATA /T HI 1 Q 


Homo sapiens putative zinc finger protein NY-REN-34 antigen (LOC5 1131), 

111 IV1M r\ 


TsjA/r oimo^ 

IN 1V1 Ulul KJD 


nomo sapiens uir-DinQiiig protein odra ^ lui j i izo j, in is. in r\ 


IN IVI KJ 1 OU77 


nomo sapiens norLUii protein ^ h^ji^o i izz) in is. in /a 


INivl O 1 OU7O 


nomo sapiens norLujo proiem ^ l w j i izj iinv i > r\ 


AJA/T 01^0^7 
INlvl U 1 OKJJ / 


Unmo cpnipnc POT Qzl nrntfin DPSI 1 1 **> \ mT?ATA 

nomo sapiens v^yjL-y-t pioiein ^i^vj^j i i ioj, iiiivin/\ 


ata/t m^mzL 
in ivi kj 1 ou 1 * 


Hr\rYir\ c'lnifni. PHT A7 nm+pin ^T Of^l 1 Ozl^k mT?ATA 

nomo sapiens ^ vj i - o / protein ^ lvj j i iu4 mis. i>i s\ 


ATA/T 0 1 ^QQ7 
in ivi kj 1 d yy 1 


U n m n conipnc ZL 1 nr/U^i n ^ I fif^ 1 OQ7^ mRATA 

nomo sapiens i^vji-h-i protein ^ lvj^ j i uv j ^i, in is. in /a 


ATIVT 01^Q7zl 
in ivi kj 1 jf y 1 h- 


nomo sapiens laiiiDOa-L/iysiaiiiii ^i^v^i^z) iooh-j, in is. in /a 


ATA/T 0 1 ^Q7^ 
In IVI KJ 1 j y Id 


nomo sapiens gaianm-i eiateci peptide ^i^vj^j iuoj miviN/\ 


TsJA/T 01^079 
IN IVI UJ J7 / z 


I— 1 r \ / x c 'A m r>n c T?ATA 1\ttvi ptq 1 1 A\ H^c* ci iTm hi it iT (]\(~*^ 1 OS9 l TnT?ATA 

nomo sapiens ivin/a poiymeiase i 10 k.ljcl su.uu.iiii k\l^\J\^d ikjoz.)^ iiiivi>i/\ 


AT1VT 01 ^CK^ 
In IVI KJ 1 J y D J 


noino sdpiens eiNVJo niLeidL/Liiig pioiein ^iMOoir j, iiiivin/a. 


in ivi kj 1 j "J 0 


T4 nTnr v c'lnifnc OOT OzL i-\ r^tr»i n ( T Hf^l OA7^ mPATA 

nomo sapiens ^ aj 1-U4- protein ^ l j iuo / j, ims. i n /\ 


AJ1VT 01 ^RQ^ 
In IVI KJ 1 J O7J 


nomo sapiens gemiiiiii ^uL/j iujj j, iiiisj_n/\ 


AT1VT 01^889 
in ivi ui jooz 


Unmo cunipnc R TO \Wf> ^ ^ Tl 00^104$^ ml? AT A 

nomo sapiens is. i vj- 1 use d-kj k\l^\j\^d ioh-oj, iiiiv1n/\ 


ATA/T 01 
INiVl UlZ>OJ.J 


T4 nnin CQn ] pnc OF? R ^T 0r^10^^ mT?ATA 

nomo sapiens is. r {l^kjk^d ikjjd)^ mis. in /a 


AT1VT 01^080 

iNlVl UIOUOU 


Hnmn CQnipnc rfJ 1 ^0 nrotf^in Tl OO^ 1 0^ 1 ^ mT?AJA 

nomo sapiens lui-i ju protein ^lul-jiuji j, hi is. in /a 


TsJA/T 01^078 
1M1V1 KJ 1 OKJ 1 O 


Homo ciinipnc OOT 1 zlR rvrotp»in H OO^10^0^ mRAJA 

nomo sapiens ^.aji-ih-o pioiein ^LUL/jiujUj, iiiiviNy-v 


AT1VT 0 1 f\CCIf\ 
rN ivi 0 1 ou / 0 


Homo c-inifnc OOT \ Af\ nrntpin ( T OO 4 ^ 1 09 mT?AJA 

nomo sapiens i^vji-ih-o pioiein ^luL/J iuz" j, hiivin/a. 


AJIVT 01^0^9 

In IVI KJ 1 OUJ 


T-Tomo canipTic OOl 11^ n rotr»in fT 00^1018^ mT?ATA 

noino sdpieiis v^v_ri-i u pioiein ^UL/jiuioj, iiiivi>iy-v 


TsJlVT 0 1 /^OzlQ 
In ivi KJ 1 OUH- 


Homo cini^nc OOT 1 19 nrntpiti H 00^101^^ mRATA 

nomo sapiens lui-i iz protein ^LUwiuiuj, ims. in /\ 


TsJA/f OI^QzLO 
In IVI KJ 1 J y^+KJ 


Homo cinifnc OOT 1 fl nmlfin i T 00^1004^ mPATA 

nomo sapiens ^v_ri-io pioiein ^i^vjv^j iuuhj, iiiivint-v 


AJIVT 01/^0^ 
iNlvl UIOjWj 


UAtM r\ c o i"\ i c*x"\ c V»t / / \ -f 1~\ e±\-\r* o 1 nrA+f»iti i I — I %C J) | /'Nil -ml? ^VT A 

nomo sapiens iiypoLiiencai pioiein ^no.r v^zo i j, iihvln/a. 


ATA/T 01Azl8^ 
INiVl U 1 040J 


nomo sapiens nypotneticai protein ^norL/Zzoj, miviNiA 


AT1\/T 0 1 f\All 
In IVI U 1 OH- / Z 


nomo sapiens iiypotiieticai protein ^noi v^ziuj, miviN/A. 


MATT n 1 f\Af\A 
In IVI W 1 OH-Ot- 


nomo sapiens iiypouieucai pioiein ^nor^i70j, miviN/\ 


IN IVI VJ 1 040Z 


nomo sapiens iiypoineiicai pioiein ^norL/i7tj, iinviNTA. 


ATlVr 01o^^ 


Homo ccinipTic H<sPO 1 8Q nrnt^in TH*slPO 1 %Q\ mPATA 

nomo sapiens norLio? pioiein ^norL-io?), iiuvinta 


ATA/T 0 1 f\AV\A 
In IVI U 1 OH-UH- 


nomo sapiens nypotneticai protein ^norL'i jzj, mis. in /a 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


ATA/T OIA^QQ 

rNivi uioj>yy 


nomo sapiens nypoTneticai piotem (nor jzj, miviN/\ 


ATA/T OIA^Q^ 
iNlvl U 10.3:0 


nomo sapiens Dutyiate-niQuceQ transcript i ^norLizi miviN/\ 


ATA/T H 1 A^Q7 
iNlVl U 1 Ojo / 


Homo sapiens hypothetical protein (HSPC060), mRNA 


ATA/T O 1 A 1 O 1 
In IVI KJ 1 0 1 KJ 1 


Homo sapiens hypothetical protein (HSPC031), mRNA 


TsJA/T 01^018 
In IVI U 1 Z> y 1 O 


nomo sapiens nomoiog 01 yeast iviNase iviivr/iviNase r protein r opj vjr z> j, 

mPAJ A 

III 1S.1N 7A 


ATA/T 01^9^7 
In IVI KJ 1 UZj / 


noino sdpieiis iiippocd.iL/iii-iiJve pioiein h- ^n_r ^.tvi^h-^, nnviN^rv 


TvJAVT 01^987 
IN iVl KJ 1 OZ O / 


Homo cininnc HP 1 RP7A mPI RP7zl^ mPATA 

nomo sapiens n r i -di / ^ ni i -di / h- hi is. in /a 


ATA A 01^888 
In IVI UlJOOO 


I — I / -\ / \ 00-1^1/^1^0 1^\ / \ / \ Ix 1 »-\ t~ / \4- i n / I — 1 1 1 1 1 1< 1 \ *v» T? ^VT A 

nomo sapiens iiooki pioiem ^ n vj iv i j, in is.in /a 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


TsJlVT 01^4^1 

INlvl KJ 1 Ut'J 1 


Hotvio compile r*ociloTn^T* T^T*o"f^m pnninlpY cnniinit T^ /-»•<- o / 1 OPR i tviP~M A 
jnOlllO odlJlCllo L/OclLOlllC/1 UlOLClll V^OlllIJlCA, aU-UUlllL UCLd ^ V I U ^, lllXVlNj^V 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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TsjA/T 0140^0 


TJAmn c'lnifnc Pnr'?? n rntf i n f P f t f ^ T9 \ mDMA 

numu sapiens ivUL/jz pruiem ^ iv vj vo z in iv in za 


IN 1V1 KJ 1 U4 u 


Uatvia cynifnc PTFlO 1 ^ nrntf i n ZPTPlO 1 ^ mPTsJA 
nuiIlU Sapiens r 1L/U1J piUieill \r 11JU1 JJ, IinvlNZA 


mm 0140^0 
1N1V1 UIt-Uj" 


U nmn c^ninnc PTHO 1 9 nrntfin ( PTPlO 1 9^ mRMA 

numu sapiens r luuiz piuiein ^.r i l-jwizj, iiiivlnza 


MA/f 0141 1 1 
1>J 1V1 U 1 1 1 1 


Wnmn c-inifni: P P O 9 O 8 A nrntfin /DD 0908A^ mPTsJA 
nuillU sapiens r IvUZUoO pruiem (rivUZUoO J, miviNZA 


TsJA/T 01410r% 
In 1V1 UO 


TJA mr v rrmipnc PP 01014 nrntfin rPP O 1 Q 1 4^ mPTsJ A 
numu sapiens rlvUl^lH pruiem ^rivUlyl^J, llliV IN ZA 


TsJA/T 0141 04 
IN 1V1 


tfAtviA cQnipnc PPO1880 nrntfin ^PPO1880^ mPTvJA 

nuiiiu Sapiens r ivuioou piuiein ^rivuioouj, iiiivinz-v 


mm 0141 00 
1>I 1V1 VJ 1 t- 1 UU 


T-4nmn C ',inifnc PPO1770 nrntfin fPPOl 770^1 m P XI A 

nuinu sapiens rivvji / / kj piuiein ^rivui / /kjj, iiiivinz-v 


MlVf 0141^7 

IN 1V1 Ul^rl J / 


TJ nrnn cQnipnc PPOOn^O nrntfin TPPOO^i^O^ mPTvJA 

nuinu sapiens iivuuoju piuiein jvuuojw j, iiiivinza. 


ATA/r 014197 
in 1V1 / 


1— Inmn c ' l nifn c PPOfii^^ nrntfin TPP004^/^^ mPAJA 

numu Sapiens rivv^uH-^o pruiem ^i^ivv^uh-doj, iiiin. in /a 


AjA/r 01419^ 


M n m n c'inif nc P P O 0 9 4 A nrntfin ^ PP O094A^ m P KI A 

nuinu sapiens x^ivvjwzh-o pruiem ^± ivi^/wzh-o iiiin. in z\ 


TsJA/T 0141 14 
IN 1V1 1 H- 


]-r nrnA c'ini f nc PPO00Q7 nrntfin TPPO00Q7^ mPMA 

nuinu sapiens rtsAjwy / piuiein ivuuuy / iiiivinz-v 


TsJA/T 0141 1 ^ 

IN 1V1 l/l'+l 1J> 


rTnmn c^ni^tic PP 000^8 nrntfin rPPO00^8^ mRTsJA 

r±uniu sapiens r ivuuujo piuiein ^rivuuujoj, iiiivinz-v 


TsJA/T 014048 
In 1V1 KJ 1 H-UH- O 


1— Inmn canifnc 1<f I A A 1 94"? r\mif±in / l<f I A A 1 94^ mPAI A 

numu Sapiens iviz-vza. i Z4 j pruiem ^iviz-vz-vizh-j) miviNz-v 


TsJlVT 01 ^f^8 


Hntvin corxifnc 1 nonnfvm 1 /PA M x 1 1 rv»I?^vT A 

nuniu Sapiens pallliexill 1 Z-vlNyvl J, mivlNZ-v 


TsJlVT 0 1 4Q 1 0 
IN 1V1 U 1 H-y 1 w 


Uaiha c'inif nc W I A A 1 084 nrntfin M<T I A A 1 084^ mPTsJA 

numu sapiens Jvi/izviuoH- piuiein ^iviz-vz-viuoh-^, iiiivinza. 


TvTl\/T 0 1 40 1 ^ 
In ivl KJ 1 *ry 1 0 


rTnmn cinifnc K 1 A A 1 07Q nrntfin t W ] A A 1 070^ m P Kl A 

numu Sapiens ivi/az-v i kj i y pruiem ^jviz-vzaiu ly)-, iiiiv in t\ 


TsJl\/T 0 1 40^7 
in ivi kj i *-\-yo 1 


T-Tnrnn ccinifnc T^T A A 1 01 8 r\Ti^i^\r\ M^TA A 1 01 8^ mPMA 

numu Sapiens iviz\z\iuio pruiem ^ivizazyiui oj, 111 iv in z\ 


TsJlVT 0140^ 
iNlvl KJL^-ryjJ 


T-lnmn corxifnc 1 rvntntif fnntrnl -nrntfm / 1 1 l' -v r»nrv»nlnrr / k T A A 1 II 11 W 1 -n^TP^vTA 

numu sapiens miiuiie eunirui pruiem qisj numuiug ^is.iz-vzviuuo^, miviNz\ 


TsJA/T 0140^4 
In 1V1 KJ 1 '+7JH- 


T-Tomo ctinipTic K I A A 008^ nrntfin rkTTA A0Q8^^ mPMA 

numu sapiens is.iz\z-vw!7 0J piuiein ^iviza^-vw^/oj iiuvinzy 


TsJlVT 0 1 4Q 1 7 
IN 1V1 KJ 1 H-y 1 1 


T— Tnmn c 'A nifn c nr>tnti 1 / ]^ I A A 007A l mP^MA 

numu Sapiens neiiiii ui ^rvizAZAuy /o^, iiiivinza 


TsJlVT 0140^0 

1N1V1 KJlH-yS)\J 


T-Tomrk canipnc K I A A 0079 r\miF>\rk M<T 1 A A0Q79^i m R KI A 

numu sapiens ivizaza.w"/z piuiein yis^Lj^j\\jy / iiiivinza 


7SJ1VT 014007 
In 1V1 KJ 1 e -ry\J 1 


T-fnrnn Qin^i^riQ T<TT A A 00^*7 nrotnin ^l^TA A00^7^ mP TxJA 
numu sapiens ivizazau!70/ piuiein ^rvizAZAu^/O / ^, iiiivinza. 


AjA/r n 1 4Q 1 9 
In 1V1 KJ 1 H-y 1 Z 


T-Tomo c-inifnc W I A A 0040 nrntfin n<^ 1 A A 0040^ mPTsJA 

numu Sapiens rvizAZ-vwyT-u piuiein ^iviz-vz-vwvh-w iiiivinza 


TsJlVT 0 1 409 1 

IN 1V1 KJ 1 H-UZ 1 


Wnmo cunif nc K T A A 009^ nrntfin ] A A0Q9^^ tn P KI A 

numu sapiens r^±i\jwjyz,s) pi u rein ^ivi/aza.uj'Zj) iiuvinza. 


InIVI Ul^O"" 


T-Tnmn ciinifnc I<f I A A 0878 n rntf i n M<f T A A 0878^ mRMA 

numu Sapiens iv i z\z\ wo /o pruiem \ iv izazauo /oj, in iv in z\ 


TsJlVT 0140^1 
INlvl KJ 1 H-yD 1 


rTomo cQniftic T<Z T A A 0844 nrntfin ( K ] A A0844^ m P KI A 

numu Sapiens ivizaz-vuoh-h- pruiem ^ivi/azauoh-h- miviNZA 


ATA/r 014790 
1N1V1 KJ IH- / z,y 


T-Tomn c-inifnc W I A A 0808 cr^nf nrn/li in t M<M A A 0808 ^ m R KI A 

numu Sapiens ivizazauowo ^,ene pruuuei ^iviza^tauowo hiivinza 


ATA/f 0 1 48 1 ^ 
In 1V1 KJ 1 H-O 1 J) 


T-f nmn c^nifnc V T A A 080n itpiip nrnHi in t T A A 080n^ mRMA 

numu sapiens ivizazauouo ^ene piuuLiei ^rvizAZAuouo^, iiiivinza 


TsJA/T 01 489 Q 


T-Tnmn CQniftic PXTA It f 1 i f ' l c f / I<T I A A080^ m P KI A 

numu Sapiens ivinza nenease ^ivizazauoUI miviNZA 


TvTA/T 014^08 
In ivl KJ 1 ^070 


1-4nmn c 'inif nc IZ I A A 0709 n-pup nrn/li if t ( \£ \ A A 0709^ m P KI A 

numu sapiens ivizazau / yz gene pruuuei ^ivizazau /yzj, in is. in za 


M1VT 014894 
In ivl KJ 1 H-OZH- 


U nmn c'inif nc 1ZT A A 07A0 rrfnf nrn/li if t Zl^TA A 07A0^ m R KI A 

numu Sapiens in^izazau /oy gene piuuuei ^ivizazau /ov miviNZA 


TsJlVT 0 1 4^77 
In Ivl KJ 1 H-O / / 


Uaiyia ctinifnc 1/ I A A07^1 ar>np nrnHnft f k" I A A 07 ^ 1 ^ mPAIA 

numu sapiens ivizazaw / ji gene piuuuei ^ivizazau / j i j, iiiivinza 


TsJlVT 01470^ 
In 1V1 U 1 *t / KJD 


T-Tnmn car\i f nc 1 A A 07 1 A rrfnf nrn/1i if t ( X? T A A 07 1 f\A mP AT A 

numu Sapiens iv i z\za w / 10 gene pruQuei ^ rv izazau / ioj, niiv in za 


TvTA/T 0148^1 
In 1V1 UlH-OOl 


Hnmn c'inif nc T^T A A 0707 rrfnf nrn/li if t M<f 1 A A 070^ m R Kl A 

numu Sapiens ivizazau ikjd gene pruuiiei ^ivizazau ikjd j, miviNZA 


AJA/r n 1 479 1 
In 1V1 1/1t-/Z1 


rTnmn cQnifnc W I A A0rs80 <xf nf nrn/li if t M^TA A0fA80^ mPTsJA 

numu sapiens ivizazauoou gene piuciuei ^ivizazauoow^, iiiivinza 


ATA/r 014897 

In 1V1 KJ 1 H-OZ / 


T— Tnmn cqiupiic 1ZT A A D^A'? irnnr> i"\ i-/ ^/•1l i/»t ( 1<T I A AC\(\(~\\\ m R KI A 

numu Sapiens rvizAZAwooj? gene piuuuei ^ivizazauooj) iiiivinza 


TsJlVT 014^4^ 

1N1V1 WI'tOHJ 


1— Tnmn c ' l nifn c If T A Afl^^^ f r f n f nrn/1i i^»t ( \£ 1 A Afi/i^^^ ml?\I A 

numu sapiens ivizazauoj)j> gene piuuuei ^ivizazauoj) j j, iiiivinza 


M1VT 0 1 4f^4 

1N1V1 UltOOt 


Hnmn ctinifnc J<f I A A On 1 ^ rrfnf nrnHiift H<T I A A On 1 m R KI A 

numu sapiens ivizazawoi^ gene piuuuvi ^ivizazauo i d ^, iiiivinza 


TsJlVT 0148^4 

INlvl UI'+OjH- 


T— Tnmn ocmifno \^ 1 A A fi^^^ rrfnf nrn /1i ift ( 1<^ 1 A A 0^^%^ i m R KI A 

numu Sapiens ivizazau^oo gene piuuuei ^ivizazaudoj) miviNZA 


ATA/r 014^0^ 
INlvl KJ lH-KjyO 


T-Tnmn c ' l nifn c I<f I A A O^ 1 4 rrf n f nrnrlnft / [/ I A A 1 4^ mPATA 

numu sapiens ivizazawjih- gene piuuuei ^pvizazauj iij, iiiivinza 


TsJIVf 0147^9 

IN 1V1 I/It - / JZ 


Mnmn cQnifnc 1 A Afl^H cfp>r\c± nrn/li if t Zl^T A A 0^ 1 m R Kl A 

numu Sapiens ivizazawjio gene piuuuei ^ivizazau^? i d iiiivinza 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 


TsJA/T 0 1 4707 
IN Ivl KJ 1 H- / y 1 


HnmA cn«i i-\ c T^T A A O/l A 1 rrfnf nrn/lnft / \f T A A O/l /I 1 ^ mP AT A 

numu Sapiens JvizvrAUH-^f i gene pruQiioi ^js-izazauh-h- i j, mrviNZA 


ATA/T 0 1 48 1 O 
In IVL Ul^folV 


T-Tnmn c ' i nifn c 1/ I A A (\A "} O rT/ -,,-» ^ nrn ,t, /I/ 1 A A (\A "2 Q A mPATA 

nomo sapiens jvizazau^+jo gene pioQiici ^js^izazau^+jo m iv in z\ 


ATA/T O 1 <9 1 A 
iMlVL UlDZlO 


Lf AtY ,A i ot^l^n , , 1/ T A A A/ni iAi»A+ai« /VIA A M /I 1 'J \ wDM A 

nomo sapiens jvizazau^jj) protein ^jvIzazau^jJJ, mrviNZA 


ATA/T 01^9^1 

IN Ivl KJ 1 Z>Z Jj 1 


U nrn n canifnc T^T A A 04^ 1 nrntf in fKl A A 04 s 1 ^ mRNA 
numu sapiens rvizAZAWH-j i piuiein ^ivizazawt-j) i ^, iiiivinza 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KL\A0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIz\A0416 protein (KIz\A0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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TsJA/T 01A/^Q 
IN IVI V LH-ODy 


FTr\mr\ cqhiphc FT A A O^ 77 rr^r»p» nr*r\rlnr»+ ^ I A A 0^77^ mPTsJA 

n omo sapiens in i /a/a w j / / gene prouuci ^ in i/a/au.j / / j, iiiivin /a 


IN 1V1 V 1 H-OJ7 


U nmr v cQni^nc FT A A0^79 (rr>nn rvrr\Hnr»+ M<T T A A0^79^ mPTsJA 

nomo sapiens jxi/aj'-yw.j gene piotiuci ^jvi/vrvuj) jtixvin/a 


mm 01A7&/^ 
IN 1V1 \J 1 t" / oO 


Unmn c^ninnc FT A A07^7 ar>nn nrnHn^t f F T A A 07 77^ mPTsJA 
nOIIlO SapieilS }S^Lr\J-\\j D 1 geiie piOUUCl ^JX1/A7-yU.j.j / iniVlN/A. 


IN IVI U 1 ^tO^J 


T-Tr\mr* cqhiphc FT A A0974 (rr>np nr/ \/I i/»f /FT A A0974^ mPTsJA 

nomo Sapiens jxi/a/auz /h- gene prouuci ^jxi/a/auz /t-j, nnxiN/A 


TsJA/T 01A7A^ 

IN IVI Ul^/^J 


T-Tninn ccinipnc FT A A 09 7 7 fTr > nr > rvrrtHi fFTA A0977^ mPTsJA 

n omo sapiens js^ii\j\\jzjs> gene prouuci ^jxi/\v^uz.jj) itiivin /a 


in ivi w i T-Ofj 


FTr\mr\ CQtiipnc FT A A0999 (rr>nf nr*r»Hi ir»+ /FT A A0999^ mPTsJA 

nuniu sapiens ^ij-\j-\\)zzz gene piouuci ^jvt/\/\uzzz niiviN/A 


in ivi vj i h-o / 


U nmn cjninnc FT A A 09 1 9 <Tr>nr> nrnHii^+ fFT A A 09 1 9^ mPXT A 

nuniu Sapiens r\^±i\j\\jz, i z, gene piuciU-ei ^rvi/A.rvU-Z/iz,^, iniviN.rv 


TsJIVT 014790 

1N1V1 W1t-/Z,W 


nuniu sapiens kjiez^vj-ieiaLeci seiiiie/Liiieuniiie Jviiiase ^oi^jn^^, iiiivin/a. 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


TsJA/T 01A7^0 
IN IVI U 1 4 / D U 


T-Tnm/^ ccir^i^nc FTA A01^9 frr>nr> nrnrln^ /FT A A O 1 ^9^ tv»T?XT A 

mo mo sapiens ls.i/\/vui3z gene piOQiici ^lvi/yauidzj, niiviN/\ 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


IN IVI U 1 4 / / / 


riomo sapiens Lv1/va.uijj gene piociuct (Lv1/\aul jjj, mKJN/\ 


ATA A m /I Q 1 ^ 


riomo sapiens jvI/vaui jU gene prociuct (^i/vaajl jUJ, m k in a 


JNJV1 UL4/JJ 


Homo sapiens transcriptional regulator interacting with the PHS-bromo domain 2 

/XT? TP Rr? ^ m D\TA 

( i iv 1 1 - tsrz j, m iv in /\ 


1N1V1 UL40Zo 


Homo sapiens gene predicted from cDNA with a complete coding sequence 

fRTTAAOIIO^i mRTsJA 

^ IN 1 /A /AW 1 1 OJ, llllVlN/A. 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


TsJA/T 01A7^7 
IN IVI U 1 4 / 3 Z 


L| nmn cQnipnc FTA A O 1 09 fTPtip nrnrlnp^ /FT A A O 1 09^ tv»T?XT A 

no mo sapiens jxi/\>\ui uz gene pioQucx ^lvi/\/auiuzj, niiviN /a 


TvTA/T 01A7Q0 


DQnif>nc FTA A 007A rre*-r\t± nrnrlnp+ /FTA A 007A^ rv»T?TvTA 

nomo sapiens lvi/\/\uu/o gene pioGuci ^lvi/a/auu/oj, mrciN/\ 


XTA/f 01A8S7 
INIVL UL4ooZ 


T-T^rvi/A caniAnc FTA A Afi^'? (Tr , nr , nm/lii^l /FTA A HfK7\ mT?TvTA 

nomo sapiens lvi/\/\uudj) gene proQuct ^ in i /\ a. u u r> j> j, niiviN /\ 


IN IVL U 1 4 / J U 


nomo sapiens Lvi/\/\uuuo gene piouuci (lni/a^auuuoJ, m is. in /a 


INIVL UL JOo4 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 

fATP\XA mT?TsJA 
\r\ l r W J, III Ix IN /A 


TsJA/T 01A1£/^ 
IN IVL U 1 4 1 o O 


nomo sapiens norLioo pioiem ^norL iooj, miviN/v 


TsJTVT 0 14 1 8 4 

1N1V1 UltlOt 


nomo sapiens norL/iuj pioiein ^norL/ioj j, iiiivin/a. 


TsJIVT 014181 

IN IVI UltlOl 


rioiiio sapiens rroJr^ ijj^ pioiein ^rio-r^ ij'^/^, iiiix_ln/a 


TsJIVT 0141 70 
IN IVI V 1 1 / !7 


nomo sapiens nor v i J / proiem ^norL/ij / j, iiiivi n /a 


TsJIVT 0141 /^ 
IN IVI UItI OO 


Womo cpnipnc UCDf 1 OA n rotr»i n /H^Pf^ 1 9/»^ mPTsJA 

nomo sapiens norL/izo pioiein ynoJr^iz^oj, iiiisj_n/a. 


TsJIVT 0141^^ 

IN IVI Ultl JJ 


noino sapiens noiri^woo pioiein ^nor l-uoj ^, iiiin_ln/a. 


TsJA/L 0140^8 
IN IVI KJ 1 H-LO O 


Unmn cq^phc 1-4 C PTW9 ^ n rMtr»i n / 1-4 < slPrW9 ^ ^ mPTxTA 

nomo sapiens noruuzo proiem ^norLUZo in is. in /a 


TsJIVT 014017 
IN IVI U 1 H-U 1 / 


nomo sapiens norLuwj pioiein (norLuuj ^, liirviN/A 


TsjA/r 0140^^ 


Wrtmri cqhipiic P I \/r^P n r^tr»i n /PT \/A^ P ^ m P XI A 

nomo sapiens rLv v_.iv pioiein v ^ivj, iiiivin/a 


TsJIVT 01^400 


T-fAmn C o n i Pric DF PyP^^AKin79 1 nrotr-in mkf FVP^ ^/»NI079 1 ^ mPXTA 
nomo Sapiens uis^r z^r jooino /z,i pioiein ^ i^/jvf z^ir jooinu /z, i j, iiiivin/a. 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP586M0622), mRNA 


TsJA/T 0 1 ^4£^ 
IN IVL U L D 4 o D 


W^mrk CQnipnc FiFP'7P^A/^F09^ nrn+piti ^ O F P 7" P ^ A A F 0 9 7 ^ m P XI A 

nomo sapiens uivr z.r dooinuz j pLoiem ^uLs.rz,r doojvuz^ n i iv in /a 


TvTA/T 01404^ 
INIVL UL4U4j 


T-T^m^ conipnc Pi l<f P 7 P ^ A/1 O 1 9 ^ nrnloin ^ P4 l<f P 7 P ^ A/1 O 1 9 ^ \ m P XI A 

nomo sapiens i^LvrzLi^jo^L^iZj pioiein yi^^r z^rjo^Kj izj itiivIN/a 


TsJl\/T O 1 ^£7 
IN IVL Ul jjo / 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


TSJA A C\ 1 A C\ A 
INIVL UI4100 


nomo sapiens ULvr Z,L^j 04JvZ4 / pLOtem [L)r^r Z^r jo4JvZ4/J, mKIN/v 


TsJA/T 0 1 ^A9^ 
INIVL ULDOZo 


nomo sapiens pmaiive anicyrin-repeai coniammg proiem yUis^rz^r do4uiooj, 

mPTsJ A 

miviN/A 


TsJIVT 01^89 

IN IVI Ul J JOZ 


U nnin cunipnc DFFyP^/^ZlR 1 zL7 nrntpin ^ril^FyP^^zlR 1 zL7^ mPTsJA 

nomo sapiens ivJNjr^z^_r joh-xj 14 / pioLein ^uivrZir johd 14 / iiiivin/a. 


TsJIVT 01^^10 

IN IVI Ul JOIU 


T-fAmn canipnc H F P V Pzl ^ Zl I 1 ^zl nroti-in ^ Pi F P V Pzl S Zl 11 m P XI A 

nomo sapiens uiAr Zji 4 j i pioiein ^i-^Jvi^z^irH-oH-j i jh-j, iiiivln/a 


TsJA/T 01 ^QO 
IN IVI Ul JJ7V 


Wrvmrk c^nipnc PiT<f P7PA7AP 17^^ nrntnin Pi F P 7" PA ^ A P 1 7 ^ ^ ^ m P XI A 

nomo sapiens i_^ixrz.r'Hj)'4-r i / s>d proiem ^uxrZjrHj^r i / in ivin /a 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


TsJA/T 0 1 
INIVL U 10 J7U 


T4 nTrin ccini^no Pi T<f P 7 PA 7IA OA 7 nrn+pin ^ Pi l<f P 7 PA 7/1 A OA 7 ^ m P XI A 

nomo sapiens jjjvrZir ^j^auh-j pioiem ^uivr z^r 4J4/AU43J, miviN/\ 


TsJIVT 01 40^8 


T-fnmn c^nipnc HF^n nrntni n f D F *s f ^ 1 ^ m R XI A 
noino sapiens i_v u - o i pioiein ^ i— ' u - o i i, iiiivi> J rv 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_0 14580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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mRNA 


TvTA A n 1 A 1. 1 Q 

JNJVL U 1431 J 


Homo sapiens small membrane protein 1 (SMP1), mRNA 


NMO 14229 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
meniuei 1 1 (oi^L^o/\i ij, mrviN/\ 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCHIP1), mRNA 


NMO 14402 


Homo sapiens low molecular mass ubiquinone-binding protein (9.5kD) (QP-C), 
mKJN A 


MA A f\] A 1 0 A 


Homo sapiens growth hormone inducible transmembrane protein (GHITM), 

III IV IN JA 


IN iVl U 1 ^-ZZD 


nomo sapiens piotem pnospnatase z ^iormeriy z/\j, regulatory suuunit /\ ^riv 

^1r»Vm knfnrm ^PPP9R 1 A\ mRTsJA 
KjD )<, dipila ISOIOIIII ^x^x^x^Z^Iv 1 .rV', IIlIvlNjrV 


IN 1V1 \J 1 H-H-y / 


nuniu sapiens nuciear pruxein ^iNr zzuj, miviN/\ 


NM 014399 


Homo sapiens tetraspan NET- 6 protein (NET-6), mRNA 


iMivi ui'+ooy 


Homo sapiens metalloprotease 1 (pitrilysin family) (M^Pl), mRNA 


ATA A C\1 AAQA 
IN IVL U144o4 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 


NM 014447 


Homo sapiens arfaptin 1 (HSU52521), mRNA 


IN IVL U 1 43 j U 


Homo sapiens TNF-induced protein (GG2-1), mRNA 


IN IVL U144/0 


Homo sapiens calcitonin gene-related peptide-receptor component protein 
(CGRP-RCP), mRNA 


TvTA A H 1 A A Q 1 

IN IVL U144oZ 


Homo sapiens bone morphogeiietic protein 10 (BMP 10), mRNA 


\TAT A1 A AH A 

NM U144/4 


Homo sapiens acid sphingomyelinase- like phosphodiesterase (ASML3B), 
mRNA 


TvTA fl 1 A A Q f\ 

NM U144oU 


Homo sapiens zinc finger protein (AF020591), mRNA 


IN IVL U 1 4 J) / O 


Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
piotem (/\L^ r miciN/\ 


IN IVL UUjoo4 


nomo sapiens pzn^iJJSjN i/\j-activateQ xmase ^ \Y Psasj\)^ miviN/\ 


IN IVL U 13434 


Homo sapiens calsenilin, presenilin binding protein, EF hand transcription factor 

^^OJ-/lN J, IIlIvlNjrV 


TsJA/T C\MAAf>, 
IN 1V1 U 1 


nomo sapiens smgie-strdnueti i^in/\ Dinciing piotem z ^jjDrzj, miviN/\ 


1N1V1 UUZOZ) 


nomo sapiens puiaiive nDOiiuciease 111 ^iviN/\oJ-/j)-Lrj, miviN/\ 


IN 1V1 Ul J Jt-7 


nUIIlU aapiCIl^ sCL/ICLCLl piULClIl Ul UILKI1UWI1 1UIK/L1U11 ^OrUr ^, IllIViNy-V 


1N1V1 U1J5.JZ.J 


nomo sapiens suiting iiexin 1 1 ^oin^vi i ^, iiuviN.rv 


IN 1V1 Ul jjOO 


noino sapiens pioiacini legU-iaioiy eieiiieiii uiiicmig ^jtivjC/Jdj, iniviN.rv 


IN IVl UIjjZO 


nomo sapiens pyrroime ^-caruoxyiaie reuuciase isoionn juivz j, miviNi-v 


IN 1V1 Ul J J / U 


nomo sapiens piegnaiicy-iiiciuceci giowui ihqidixoi ^^jvi^jo^, miviN.rv 


NM 013277 


Homo sapiens Rac GTPase activating protein 1 (RACGAPl), mRNA 


1N1V1 U13Zo3 


nomo sapiens nucleolar oirase ^nuivi/\u/\iN iioj, mKiN/\ 


IN IVL yjiJjZKJ 


Homo sapiens host cell factor 2 (HCF-2), mRNA 


TvTA/T fI1^^Q1 
IN IVL U 1 3 3 y 1 


Homo sapiens dimethylglycine dehydrogenase precursor (DMGDH), mRNA 


IN IVL UlJ)ZZ)J) 


Homo sapiens dickkopf homo log 3 (Xenopus laevis) (DKK3), mRNA 


IN IVL U 1 3 3 3 y 


nomo sapiens uoiicnyi-r -oic.ivianvoiciN/vcz-r r -uoiicnyigiucosyiiransierase 

f AT mRTsJA 
^AI^UO J, Illlv IN /a 


IN IVl UUH-1ZW 


nomo sapiens guanyiaie Dinumg proiem z, mieiieion-muuciDie ^UDrz j, miviN/\ 


matt oo^qo 


nomo sapiens uyiiaiiini i-ujve ^i^iniviii^j, iidiiscripi variciiii j, miviN.rv 


TsJA/f 0190^ 
in ivi \j i zuoj 


nOIIlO SapieilS Ciyiiailllll l-UKe ^l^lNlVlll^J, UallSCIipi VallallL Z, IIUvlN^rv 


IN 1V1 W 1 / W 


nOIIlO SapieilS lldllSpOILlll-kjlv ^ 1 IvlN-olv^, IIlIvlN.rv 


NM 019959 




NM 012250 


Homo sapiens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), mRNA 


NM 012249 


Homo sapiens ras-like protein (TCIO), mRNA 


NM 012388 


Homo sapiens pallidin homolog (mouse) (PLDN), mRNA 


NM 012322 


Homo sapiens U6 snRN A- associated Sm-like protein (LSM5), mRNA 


NM 012316 


Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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TvTA A niOl Ofl 


Homo sapiens fibrousheathin II (FSP-2), mRNA 


TvTA A A1 OAO 1 

JNJVL UIzUol 


nomo sapiens LLL-KLLA I LD KJNA rULYMhKAob II, LLUJN C_rA I IUJN 

P A rTHD /CI T ") \ m T? TvTA 

r /\ L 1 LJiv (cLLZ J, 111 in. IN /\ 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(urAj j, transcript variant z, mrviN/v 


JNJVL UIOZOU 


Homo sapiens growth differentiation factor 9 (GDF9), mRNA 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


JNJVL UUoooj 


Homo sapiens proline rich 3 (PROL3), mRNA 


NM_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


TvTA A f\f\A 1 O O 

JNJVL UU4133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM 003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_007324 


TT * a /T A T"\ j.1 j 1 1 * 1 1 / r^v 1*1 \ 

Homo sapiens MAD, mothers against decapentaplegic homo log (Drosophila) 
interacting protein, receptor activation anchor (JVLADHIP), transcript variant 1, 
mRNA 


TvTA A AmiT) 

JNJVL UU/JzJ 


Homo sapiens MAD, mothers against decapentaplegic homo log (Drosophila) 
interacting protein, receptor activation anchor (JVLADHIP), transcript variant 2, 
m is. in /\ 


JN1V1 UUDIOZ 


Homo sapiens angiotensin receptor- like 2 (AGTRL2), mRNA 


JNJVL UUCOU1 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
recepion i ua j j, uaiiscnpi vaiiam u, iiiiajn/a 


INlYl VKJ / 1H-H- 


no II iu sapiens zinc linger protein ih-h- ^iviei-io^ ^zanf ih-h-j, iiiixi n /a 


iNlvl W /ZOO 


I — I / \ / \ c* CI ~f\ 1 £^T"4 C 1 O \ /" CI 1~\ "f" / A »~\ / A / 1 1 n / K I A A 1 I I/O 1 m I? AvI A 

nomo sapiens synapiopociiii ^ivi/at-vi uz"j, iiiivln/a 


TsJA/T 0071 QQ 


nomo sapiens miencuKin- 1 recepior-associaxeci Kinase ivi ^iiv/\iv-ivij, mxvLN/\ 


mm 00798^ 


nomo sapiens monogiycenue lipase ^ ivi ull j, 111 ivi n /a 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


TsJA/T 0079 1 9 
1N1V1 UU/Z1Z 


nomo sapiens img imgei piotem z ^rviNrzj, miviN/\ 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


tvta a c\c\nc\^^x 
JNJVL UU/UoJ 


Homo sapiens vascular Rab-GAP/TBC -containing (VRP), mRNA 


TvTA>T nn7A07 

JNJVL UU/Uz/ 


Homo sapiens topoisomerase (DNA) II binding protein (TOPBP1), mRNA 


TvTA/T nn/^OlO 


Homo sapiens small nuclear rib onucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


JNJVL_UUoyJ / 


Homo sapiens SMT3 suppressor of mif two 3 homolog 2 (yeast) (SMT3H2), 
mivJN /\ 


TvTA/f MMTMOO 

JN1VL uu/uzy 


nomo sapiens statiimin-iiKe z iivljnzj, iiikin/a 


TsJA/T 007049 
IN IVI UU / U^tZ 


nomo sapiens riuonuciease r ^ i^txuj ^Krr i^-j, mrviN/A 


TvJA/T 00/^007 

in ivi uuoyu / 


Homo sapiens pyrroline-5-carboxylate reductase 1 (PYCR1), nuclear gene 
eiicooiii^ iiiiiociioiioi idi pioieni, iiiivln/a. 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


TsJA/T 0070AQ 

inivi uu/uoy 


nomo sapiens n iv/\o- hkc suppressor d y n kaoLoj j, nils. in /a 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


TvTAyf 00707 1 
JNJVL UU / U / 1 


nomo sapiens nci\ v-n _u i iv- associating j> ( n n l/\o j, m±viN/\ 


TvTAyr nmn^7 
JNJVL UU/Uo/ 


Homo sapiens histone acetyltransferase (HBO A), mRNA 


TvTA A f\f\nf\f\^ 

JNM UU/UUo 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 

(Lrorj J, ITlxviN/A 


TsJIVf 0070^ 


I—I / ~v m / -V compile nciti i va I L^i 1 1 p>t* r'P'll vr*t * r^fst ( w itYnniiiiAfTl Aniilin ci 1 r» i" t m 1 1 \ / mPTYinPt* 

nomo iscipiciia iiciLU-icii iviiici L/Cii icucpioi, iiiiiiiU-iio^iouLiiiii isupci Idlllliy IIICIIIUCI 

(BY55), mRNA 


NM 006754 


Homo sapiens synaptophy sin- like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA 


inivi uuooiu 


nomo Sapiens ior protein QisuniQe isomerase-reiateQ ^ruiivj, mivJN/\ 


NM 003609 


Homo sapiens HIRA interacting protein 3 (HIRIP3), mRNA 


JNJVL UUOoZU 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


JN1V1 UUoo4o 


Homo sapiens hepatitis delta antigen-interacting protein A (DIPA), mRNA 


JNJVL UUoo/o 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


JNJVL UUoDDJ 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
auaptorj ^ojn i -zj, mrvi\i/A 


INIYI UUOOjo 


nomo sapiens riDonuciease r, 4ukjj suounit ^ivx r4uj, mivJN/v 


AJA/T C\C\A 1 £.1 
JNJVL UU4 lOJ 


nomo sapiens kj\dz / d, memoer Iv/ao oncogene iamuy {s<j\dZ /d), itlkjn/a 


JNJVL UUO / I j 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


JNJVL UUOOU1 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET- 5), mRNA 


IM1VL UUtOUl 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


JNJVL UUoolZ 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


JNJVIUUCOO / 


Homo sapiens phenylalaiiine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 

JTUvrN /a 


IN JVL U UO OZ 1 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


aji\/t nn^Aio 

JNJVL UU04 /Z 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV- 1 Tat interactive protein, 60 kD (HTATIP), mRNA 


JN1VL UUoZol 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 

1Y1 iv IN /a 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


JNJVL UUo4zj 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


JNJVLUUoJ jV 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 

(oLLVAO J, mKJN/A 


INIlvl UUOjZo 


noino sapiens rviN/v Dincung motn protein 14 ^KJ3ivii4j, miviN/v 


JNJVL UU0400 


nomo sapiens polymerase ^ivin/\j 111 ^uin/v Qirecteuy poiypeptiQe r yjy klj) 
^ 1 u l r j, 1 1 1 iv 1 > f\ 


rNlvl UU040 / 


nomo sapiens polymerase ^rviNz-v^ 111 ^l>/im/\ ciirectecij \s> zklj j yty^r Ljzj, mrviNi-v 


iNlVl UUOJ7 / 


nomo sapiens riDOiiuciease ni, idige suuuiiii ^ i v i v /a o rz> n i j , iiiivi v /a 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


1N1VL \J\JOjy\J 


nomo sapiens rv/viN Diiiumg piotem o (iv/vrsiJ3i^o j, mrciN/v 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


JN1VL UUOZD4 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


JNJVL UUoZZy 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRP1), mRNA 


NM 006319 


Homo sapiens CDP-diacylglycerol~inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDIPT), mRNA 


JNJVL UUoZlV 


Homo sapiens phosphoinositide- 3 -kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


JNM UUo34o 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


JNJVL UU04/J 


Homo sapiens TAF6-like RNA polymerase II, p300/CBP-associated factor 

^ I V /A F J-dSSOCldieLl IdCLOl, OJ Iv VJ ^ 1 ArOLJ, IllrvrN/A 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM 006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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JNJV1 UUo41 / 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 

(AA \sY\\ AlTAPi^ m D\| A 

piotein {^QKLf ) (ivi i j\r^*+ j, mivi\i/\ 


TsJA/T HHAzLfK 
1N1V1 


Homo sapiens transmembrane 9 superfamily member 1 (TM^9SF1), mRNA 


NM 006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 

\ 1V1 D J, 111 Iv IN /\ 


INlVl UUOOZ 


Homo sapiens lymphoid-restricted membrane protein (LRMP), mRNA 


INlVl UUO^fOU 


nomo sapiens nivir>/\-inuuciDie ^nioi j, m iv in /a 


1N1V1 UUOJOD 


nomo sapiens Transcriptional activatoi 01 tne c-ios piomoter \\^is\j\^*+), miviNA 


1N1V1 UUOl jj 


nomo sapiens capping protein ^actm mamentj muscie z,-ime, aipna i 

^ LAI An 1 J, III Ix IN f\ 


IN 1V1 UUOUOO 


nomo sapiens luduiiii, oeia, h- ^i u ddh^ iiiixj.na-v 


In 1V1 UUJ / O 1 


jnoiiio sapiens piexni li ^.t_l^aj_mi^i ^, iiirvi>/\ 


1N1V1 UUJ /Z4 


nomo sapiens Teiraspan j) ^1 o-l/\in-j) in ivi n /a 


INIyI UUjOt-O 


UAtvin cQniftic TAT? ^T-TT\A P KI A Kin/TinrT i-»r^tr'in 1 / T A DRP1 mRXTA 

rromo sapiens 1 r\ i\ v ) ssa\i\. umciing pioiem 1 ^ 1 /\ i\di i j , mrvi>/\ 


inivi ww jo iy 


nomo sapiens syniaxm o i ao j, ititvinaa 


M1VT OO^R^ 


nomo sapiens signia lecepioi ^oi\j i /h-/ uiiicuiig pioiein i ) y^ts^-Dr i j, iiii\j_m/\ 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


1N1V1 UUjOZO 


nomo sapiens spncmg iacror, arginme/seime-ricn ^orivo^fj, miviN/\ 


JN1V1 UUj / / W 


nomo sapiens small tiUKiv-ncn iactor z (oiiivrzj, m k in a 


1N1VL WUDoUD 


Homo sapiens 26S proteasome-associated padl homolog (POH1), mRNA 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


1N1V1 UU j ooy 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAG10), 

™T?AJ A 

m iv in /\ 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


INlVl UUj /VZ 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


JN1V1_UwjoV:> 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 

wi T? TvT A 
ill K IN f\ 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


JNJV1 UUj/IJ 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


INlVl WUjo/o 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


"xttv jr AACOOO 

NM_UU5838 


Homo sapiens glycine-N-acyltransf erase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


JNM (JU5754 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP), mRNA 


JNM (JUj /o4 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 17 (DD96), mRNA 


JNM_U(Jjoy4 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


JNMUUjMJo 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor) -like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


JNM (JlDool 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


JNM_UUj /lo 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 

mPM A 
ill IV IN f\ 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5 (16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A3 3 (transmembrane) (GPA33), mRNA 
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JNJVL UUj4Uo 


Homo sapiens Rho- associated, coiled-coil containing protein kinase 1 (ROCK1), 
mRNA 


1M1V1 \)\)jDyy 


Homo sapiens protein kinase, AMP -activated, beta 2 non-catalytic subunit 

( i lvlv/\ t5Z J, III l\ IN /\ 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


JNJVL U(Jj4(5y 


Homo sapiens b>ti2 aomam-contammg 3C (brizDJC), mKJNA 


NM 005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 

w» V> "NT A 

m KIN A 


JNJVL UUj1j4 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


JNJVL UUjUoo 


Homo sapiens splicing factor pro line/glutamine rich (polypyrimidine tract 
DiiiQing protein associated,) ^orri^j, mivi\i/\ 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 

III IvlN /a 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum comeum) (KLK7), mRNA 


JN1VL UU J loU 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 


JNJVL UUDU 14 


Homo sapiens osteomodulin (OMD), mRNA 


JN1VL UlDUlo 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 

( o K LJ , olJAr ) ( IN LJ U r /\ D 1 J, m i\ IN /\ 


JN1V1 UU4V41 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 8 (RNA 

neilCaSe ) \ Ls LJ s\.C) J, 11 US. IN f\ 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


tsja/t nnzLS 1 ft 
lnivi uu^oio 


noino sapiens prpzo, uj sntviNr iuu Kupioiem ^ud-iuuivj, mrviN/\ 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


JNiVl UU4Z / Z 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3A (STX3A), mRNA 


NM_UU47iy 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protein 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (18kD) 
(oJNKrLo), mKJNA 


JNM (JU4:)9z 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor- of- white-apricot 
nomolog, Drosophila) (SrKiSo), mKNA 


JNJVL uu4/yy 


Homo sapiens MAD, mothers against decapentaplegic homo log (Drosophila) 
interacting protein, receptor activation anchor (JVIADHIP), transcript variant 3, 
mRNA 


iNlvl UUh-o / J 


iionio sapiens kin/v poiymeiase i suDunii (Kr /V4U j, ituvin/v 


NM 004292 


Homo sapiens ras inhibitor (RINl), mRNA 


TvTA/T MM/1 Q 1 < 

JNJVL UU4olJ 


riomo sapiens r iri^i-associateQ KHOuAr 1 ( i aku i j, niiviN a 


JNJVL UU4//Z 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NM 004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
( in a LJn -coenzyme reductase) (iNUUrooj, m k in a 


NM 004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 

/ 1 A cl.n 1> 1 A cU\ / "VI FA I I tTY^O \ DMA 

(14.JKU, r>14.jD) (INUUrL^ZJ, mKlNA 


NM 004271 


Homo sapiens MD-1, RP105-associated (MD-1), mRNA 


JNM (J(J4o7z 


Homo sapiens mitogen- activated protein kinase kinase kinase 6 (JVIAP3K6), 

mKJNA 


JNJVL UU4ozo 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 

mT? TNT A 


NM_004735 


Homo sapiens leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non- selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 

Z ^JSA^JNrSZJ, mKJNi\ 


JN1VL UU4o4o 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


JNJVL UU4/OJ 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1 , mRNA 


TvTA/T H/l/l Q 1 A 

JNJVL UU4ol4 


Homo sapiens Uj snKJNr -specific 4U kDa protein (nrrpo-Dinamgj (hFJ<xoDrj, 

111 IV IN A. 


JN1V1 vKJ^-ODy 


iiomo sapiens nomei, neuionai immeciiate eany gene, z ^nuiviii/ix-zo j, mivJN/\ 


NM 004684 


Homo sapiens SPARC-like l (mast9, hevin) (SPARCLl), mRNA 


JNJVL UU4oJZ 


Homo sapiens glutathione- S -transferase like; glutathione transferase omega 

(UO I l LpZo J, mivJN/A 


JN1V1 UU44oO 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNGIO), mRNA 


TvTA A C\C\A AQL 

JNJVL UU44oJ 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


JN1VL UU4/0/ 


Homo sapiens endothelin type b receptor- like protein 2 (ET(B)R-LP-2), mRNA 


TvTAyf MM/1 /I /in 

JNJVL UU444U 


Homo sapiens EphA7 (EPHA7), mRNA 


JNJVL UU4/J/ 


Homo sapiens small inducible cytokine subfamily E, member l (endothelial 
monocyte -activating) (oL 1 lli j, iyikjn/a 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 

mT?TsJ A 
III IV IN /a 


JNJVL UU44ZZ 


Homo sapiens dishevelled, dsh homolog 2 (Drosophila) (DVL2), mRNA 


IN iVL U U44 1 0 


riomo sapiens ueitex nomoiog 1 ^urosopnuaj ^jjiaj j, miviN/\ 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


IN IVL UU43CO 


Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, yeast) (CETN3), 

mT?TsJ A 

m iv in /a 


INJVl UU40oU 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


TsJA/T nflzL9 Q1 
IN IVL U U4Z 1 


Homo sapiens cocaine- and amphetamine -regulated transcript (CART), mRNA 


IN IVL UU4jjU 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 2 (BNIP2), 
mRNA 


IN IVL U U 4 U Z 4 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


IN IVL UU1 1 / / 


Homo sapiens ADP-ribosylation factor- like 1 (ARL1), mRNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


IN IVL UUirOJ) 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


JNMUUlMiy 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(ur ad j, iransciipt variant i, miviN/\ 


XTA/T MM 1 ^zLQ 
IN iVL UU 1 D 4V 


Homo sapiens aspartyl-tRNA synthetase (DARS), mRNA 


AJA/T MM 1^00 
IN IVL UUl^ZV 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant l, 

III IV IV r\ 


TsJA/T MMMMR9 
IN 1V1 uuuuoz 


riomo sapiens ^. ocKayiie syiiciiome i ^ciassicai^ ^i^jnjni nuviN/A 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


TsJA/T MM1 MS7 
1N1V1 UU 1 Uo / 


riomo sapiens angio-associaieu, migratory ceil piotem ^/A/Aivir j, mrviN/v 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


TvTA/f MM'SOM/I 
JNJVL UUJVU4 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


IN IVL UUjJ4o 


Homo sapiens ubiqui tin-conjugating enzyme E2N (UBC13 homolog, yeast) 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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TvTA/f f\f\^2 1 1 C 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAP1), mRNA 


JNJVL_UUJ3Uj 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

J { J J\xLj J, 111 Iv IN f\ 


JN1V1 WJDyO 


Homo sapiens tyrosylprotein sulfb transferase 1 (TPST1), mRNA 


JN JVl \J\Jj 1 *t 1 


riomo sapiens lanKyrase, iiv_r i -interacting anKyrm-reiaieQ AUr-noose 
poiymeidse ^ iinjn.oj, mrvi>/\ 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


1N1VL UUJIO^ 


nomo sapiens syntaxm j/\ ^oito/\j, mi\JN/\ 


JNJVl UUJ/O^f 


riomo sapiens syniaxm 1 1 1^.1 1 mix.iN.fV 


IN JVl \j\jdYdd 


jriomo sapiens signal recognnion panic le yxjj ^oivr y itikjn/\ 


JNJVl UUJUu 


Homo sapiens signal recognition particle 54kD (SRP54), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


JNJVL UloUVo 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG), mRNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_U(J3(J80 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_(Jlo(J5y 


Homo sapiens solute earner family 22 (organic cation transporter), member 4 

/ct poo A A \ ™,T>7vT A 

(pLCZZA4), mKJNA 


JNMUlolo J 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


JNJVL K)K)jyj>Z 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


IN IVL UUJ /zy 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


JNJVL UvZyj / 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


JNJVL UUJoU4 


Homo sapiens receptor (TNFRSF)-interacting serine -threonine kinase 1 
(RIPK1), mRNA 


IN IVL UUZ070 


Homo sapiens RNA binding motif, single stranded interacting protein 2 

n?RA/T<v9^ mT?AJA 
(1vj3JV1oZ J, mivlN/\. 


JNiVl UUZooO 


nomo sapiens Jvajt^zd, memoei oi rc/\o oncogene iamuy (JvArZD j, rnKJN/\ 


IN IVL \J\Jjy?>J 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 

y r olVlUJ J, 111 iv IN s\ 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


A.TA A AAT7C7 


Homo sapiens mitogen- activated protein kinase kinase 5 (MAP2K5), mRNA 


NM 002754 


Homo sapiens mitogen- activated protein kinase 13 (MAPK13), mRNA 


JNM UUJooo 


Homo sapiens mitogen- activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_00z718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
/Zj, alpna isoiorm ana (rK 1 oUJ, beta isoiorm (rrrZKj ), mKJNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (liprin beta 1) 

r r lDr 1 ), HI iv IN /\ 


JNM UlooZo 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
\r i i^rvr j, mieiacinig pioieni (iiprinj, aipna i ^ri"JAJ j, mrviN/\ 


IN IVL UUZOoV 


nomo sapiens poiymeiase (uiN/v-aiiecteQj, aLpna \ /ukuj (rULAz j, mivJN/\ 


1M1V1 WUZOOJ 


nUIHU odpiCIlo pUiyiliy UolLliS/ oL/lCIUClCIIIlcl dU-LUdllLlgCIl ^1WUJVJ_>/^ ^X^IVIov^-L^Z,^, 

mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinosito 1-4 -phosphate 5-kinase, type II, beta 
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( Fir jJvZr>), m K IN A 


JNJV1 Uloozy 


Homo sapiens phosphoinositide- 3 -kinase, regulatory subunit, polypeptide 3 (p55, 
gammaj i ivj ko j, m iv in ja 


1N1V1 uuzo4y 


Homo sapiens phosphoinositide-3 -kinase, catalytic, gamma polypeptide 
(PIK3CG), mRNA 


1N1V1 UUZOZ4 


riomo sapiens pieioicrrn j ^rrursij j, mrviN/\ 


1N1V1 UUJ o40 


Homo sapiens peroxisomal biogenesis factor 1 IB (PEX1 IB), mRNA 


1N1V1 UUZOl / 


Homo sapiens peroxisome biogenesis factor 10 (PEX10), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


1N1V1 KJUVyZj 


Homo sapiens phosphodiesterase 4C, cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


1M1V1 UUZDW 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


INIVI UUZMJ4 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFX1), mRNA 


1N1V1 UUZ4oZ 


Homo sapiens nuclear auto antigenic sperm protein (hi stone -binding) (NASP), 
mRNA 


JN1V1 UUJoZo 


Homo sapiens N-ethylmaleimide- sensitive factor attachment protein, gamma 
(NAPG), mRNA 


JNJVl UUZ4CO 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


JNJV1 UUz4ol 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


JNM_Uloo /O 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 

/ p> p r; q \ mi? xt a 
( j, m Iv IN /\ 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 
in K IN A 


IN1V1 WZZ 1 1 


riomo sapiens Karyopnenn (lmpoirmj oeta j ^JvriNDj j, m iv in /\ 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


JNJVl UUZZ 14 


Homo sapiens integrin, beta 8 (ITGB8), mRNA 


ataa nnoori/i 
JNJVl UUZZU4 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens inter leukin 13 receptor, alpha 1 (IL13RA1), mRNA 


1N1V1 UUZlco 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


JNM UUzIjo 


Homo sapiens heat shock 60kD protein 1 (chaperonin) (HSPD1), mRNA 


JN1V1 UUZ 14^ 


Homo sapiens hippocalcin-like 1 (HPCAL1), mRNA 


NM_003947 


Homo sapiens huntingtin- associated protein interacting protein (duo) (HAPIP), 

mKJN/V 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 
antigen ; ^rdNjj, mrviN/\ 


JN1V1 UUUo4Z 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


ataa nnon^i 
INIVI UUZUjJ 


Homo sapiens guanylate binding protein 1, interferon- inducible, 67kD (GBP1), 
mRNA 


1N1V1 UU14oZ 


Homo sapiens glycine amidinotransferase (L-argininei glycine 
amidinotransferase) (GATM), mRNA 


1N1V1 UUZU44 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 




Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(rl/lr^ol), m K IN A 


INIVI UU14U4 


nomo sapiens euKdryoxic irdnsiation elongation iacxor i gamma ^jj,j_,r ioj, 
mRNA 


NM 001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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INIVI UUJ>3oO 


LiOlllO SapieilS QOUDLe ^Z-LlKe QOlllalllS, aLpLla (JJULZAj, llirvlN/\ 


1M1V1 UUIooj 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mRNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA 


1N1V1 UU 1 / oz 


nomo sapiens l^u/z antigen {k^d / z), mKJN/\ 


JN1VL UU 1 /oz 


Homo sapiens chaperonin containing TCP1, subunit 6A (zeta 1) (CCT6A), 

m n\T a 

niKJN /\ 


inivi uuj / io 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


xTA/f nn^Q8A 

1N1V1 UU J 7O0 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 

VmtK rfAno+Qino nTrnrnvirlaco I 1 ( RT3||V^ 1 1 m 1~? A 

DUTyroueiciinc nyuroxyiase ) i \d D^jy\ i ) 9 mrvL>/\ 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


TvTA/T fin 1 1 7^ 
1N1V1 UU1 1 ID 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


INIVL UZDUOD 


Homo sapiens RN A processing factor 1 (RPF1), mRNA 


jnivi uz^yu / 


iioiiio sapiens i-dox piotem r tJvj^ ^rDU'+j, in is. in /\ 


IN 1V1 UZ J i y 4 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase C (ITPKC), mRNA 


INIVL Ul'+ZUJ? 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 

III IN. IN r\ 


M1VT 1^078^ 
In 1V1 1 jU/OO 


nomo sapiens dipiid- i -d giycopioiem \r\ i d^j in is. in i\ 


IN 1V1 \)D 1 H- OZ 


noiiio sapiens iiypoiiieLicai pioLeiii j-^Jvr^z^p^ooiW'T-i o ^urvrZir jouiUH-ioj, iiixvinj'-v 


XTA/f 0 1 ^zL 1 Q 
IN 1V1 KJ 1 D*-t 1 !7 


nomo sapiens aciiican ^i^is.FZ^p^oH-iiyzzj, in iv l > r\ 


IN 1V1 V ID OO D 


nomo sapiens iiyponieucai pioiein ^i^i^vjiNi^zH-yH-jjj, nirviN/Y 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


INIVL UoU Id 1 


Homo sapiens synaptotagmin-like 4 (granuphilin-a) (SYTL4), mRNA 


INIVL UoU /Zj 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


INIVL UoUO / O 


Homo sapiens NEDD 8 -conjugating enzyme (NCE2), mRNA 


INIVL UoUOOO 


C Q«; a «c. cirMilor M o H<^ I^NI ,.1^X1 A OA 1 CVHAI 1 7 /A/inn A^Q^A DMA 

nomo sapiens simiiai to kilvi^in cuin/\ zoiuujolu (jvlol. iojooj, mKiN/\ 


NM 080666 


Homo sapiens similar to RIKEN cDNA 2600001A1 1 gene (LOCI 12840), 

111 KIN /V 


INIVL UoUOOJ) 


nomo sapiens similar to iviisjj,in cuin/\ ^fyj^^z^fiNuy gene ^ivio^ ioy*+D j, mrviN/\. 


INIVL UoUOOl 


nomo sapiens similar to KiJviirM cuin/v uoiuuuor 10 gene (ivio^ov:) / j, miviN/v 


INIVL UoUODo 


nomo sapiens similar to ivirviiiN cuin/\ uoiuuuoniu gene ^ivioL^y /^-u^, niKiN/\ 


INIVL UoUtOO 


nomo sapiens simuai to rviivij/iN ctjin/a A'+juiuiduo gene ^ivlol^ij>ui / 

111 IV 1>J f\ 


1N1V1 UOWOZ) 1 


nomo sapiens simiiai to iviiviZ/i>i ci^i>i/\ io iuujoinuj gene ^ivivj^yoyw^, mivi>i J rv 


1M1V1 UOUOJU 


nomo sapiens siniiidi io tvtjx.j_/1>j cTvi>i>r\- d / juh-ziijio gene ^ivto^ih- /voj, iiirviN.rv 




nomo sapiens iigin juiicuon pioiein h- ^peiipneiaij ^ urn- j, iiiiviN.rv 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


INIVL UoUH-Zy 


nomo sapiens acjuaporm iu i^A^r iuj, miviN/v 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


IN 1VL U L J D / U 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


XTA /T A1 CI 'JO 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


TvTA/f HOO/1C7 

JNJVL Uzz4j / 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 

APT T1^,/11A^ ™T?XTA 
yr L^J 1 U^ 1 0 ) , mKJN /\ 


INIVL UJjUOOo 


Homo sapiens putative aiikyrin-repeat containing protein (DKFZP564D166), 

mT?TsJ A 
III lv 1>J AV 


inivl iijozzy 


nomo sapiens r-oux oniy pioiem da yr Dj\\jdz.)^ itttvin/\ 


1N1V1 U3 0100 


nomo sapiens enromosome z i open leacnng irame o/ ^i^ziono/ mrviN/\ 


NM 0SR187 


TTomo Q^r^if^nQ r*hTomoQomf» 91 nnfii rr*^i inix framp A ^ ^ A 1 9 1 o r t A ^ ^ mT?TvJA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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TsJA/T O^zllOR 
InIVI UjHII'o 


1— 1 1 -v yy\ 1 -\ cQnipnc T— I rM / 1 f!7 1 1 r» nrn+pin ^ lT— TT? T T^ ^ 1 tv»T?ATA 

nuino sapiens n-rev i kj / -iiKe protein d ^nivLr j hi in in /a 


ATA/T 090704 

IN 1V1 UZU / z/'-x 


nolllO SapieilS C1C11S111- 1 OU ^JSwl/AT-vl jOj J, II11\J_n/a 


l_NlVl \J jH-U D Z 


1— \r\XY\r\ c a ni r>n e nrA+^in ^>/\i 1 1"\ 1 r» / 1 i~r*( * r*t~\t t~w A/TT? ^~i^^zL ^A/TT? fr^^zL^ in T? AT A 
nOIIlO SdpieilS piOieill-COUpietl lecepiOI IVlrvvJ^VH- ^IVlrvVJ^VH-J, IIlrviN.rv 


MA/T O^zlO^ 1 
InIVI UJH-UJ) 1 


riomo Sapiens o pioieiii-coupieci recepior ivixvo^vj ^ivirvo^vj iiixv1n/\ 


TsJA/T O^zLO^O 
InIVI UDH-LOU 


n (jnio iscipieiiis v_r pruTCin-L/Uupicci reL/Cpiur ivi in. vjyvz ^iviivvj^a.z in in. in /a 


MA/T 0^zL09^ 
In 1V1 UjH-WZj 


I — I / -\ / \ C O "K\ 1 C 1 "1 + /=»T*/A*t1 /^T\1-K» fploi Am »-\ 1~/ \ 1 1~\ 1 /TTl-rT?T?1 1 T? ^.1 /\ 

nUIIlU SapiClllS UlCI UglUDlIl-I CldlCCl piULClll 1 ^UUlvr 1 ), lIliviN/\ 


MM 0^4.094. 


I — I / x r\ c o i~\ i c p% \ c»n AtYi o in TiiTm \ An r o A+n ' i "f \ 7 nvA+pm / lAyTTA/i in T? AT A 

nUIIlU od-piCIllS IllCldllUIIla llllllUlLUiy aL/Llvliy piULClll Z ^lVll J rvZ y |, IIlivlNy-V 


TsJA/T fH 1 QzlA 


nUIIlU ISdpiCIllS L/CllldUI 111, ^dlllllld j> \\^\2jL\ 1 VJJ IIllvlN/\ 


MA/f 0^9 8^0 
InIVI UJZOOU 


riuiiiu sdpiens Kruppci-iiKe zittl/ imger pruicm ^iMr juuj, in in in /a 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


TsJA/T 0^0^ 


riomo sapiens o-r i j-dssocidieQ idCTor h-z i/vr^tzj, miviN/\ 


ATA/T O^^O/IQ 
INlVL UDJU4o 


riomo sapiens iiypotiieiicai pioiein ivlol^ iojo4 (iviol^ iojo4J, mrviN/\ 


ATA/T O^OzL7 
INlVL {JjfjyJ^t/ 


nomo sapiens nypotneticai proiein iviol^ i ouo d ^iviol^iouoj ), mrviN/v 


ATA/T O^^O/IO 


n nmn con :a« c pat A C 10 7 / T Q \ rviT? AT A 

nomo sapiens riNAo-izj {i^yjK^ojvJZo), miviN/\ 


ATA/T O^^O^Q 
InIVL UDJUjV 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B28 (UGT2B28), 

III IN.1N f\ 


TsJA/T 0^001 
InIyI Uj jUUI 


1 — 1 / a / \ c» o -p\ i f»« c / a / 1 / I cb-intM3/l rolo+orl / A nrA+3in /flQIT? / 4 *v^T?A.T A 

nomo sapiens OQU-SKippeci-ieidTeu z/\ proiem ^^oJxzj, mxviN/A 


AJA/T 0^9007 

INIVI UJZ77 / 


l — l / \ / a c 1 o -*"\ 1 3n c 1 V\t*oo cl o z^r* Qtifiir^n AT v' 1— < 1? 1 /ATA/^ T-)T? 1 \ -t^T T? AT A 

nomo sapiens oredsi cdiicer dnngen in i - d in- i ^in i - d in- i ^, in in in /a 


AJA/T 0^9071 


nomo sdpiens iiver-expresseci dnnmicroDidi pepncie z yL^riij-s^r-z, riiiviN.rv 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


ATA/T 0^90/19 
INIVI UDZV4Z 


Homo sapiens guanylate binding protein 5 (GBP5), mRNA 


ATA/T 0^90^1 

inivi uozy d 1 


Homo sapiens activating NK receptor (KALI), mRNA 


ATA/T 0^9 Q7Q 
JNJV1 UjZo/7 


Homo sapiens c-Mpl binding protein (LOCI 13251), mRNA 


ATA/T O^OQ9Q 
InIVL VJKJyZo 


Homo sapiens DNA replication factor (CDT1), mRNA 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 
mrviN J\ 


ATA/T 01^1 7Q 
IN 1V1 U 1 J 1 / V 


LJ AmA ooniatic 1/ I A AHAQn nrA+Ain /T/ I A A MAOM\ tviT?ATA 

nomo sapiens Ls^i/A/Auoyu protein ^jvi/\>\uoyu mrviN/\ 


ATA/T 07 ^^9 fy 


Homo sapiens JM1 1 protein (JM1 1), mRNA 


ATA/T 0997^^ 
INIVL KjLLIdj 


Homo sapiens golgi phosphoprotein 1 (GOLPH1), mRNA 


INIVL Ujjj4/ 


nomo sapiens nypotneticai gene ivlol^io/jJ similar to Luizi i j ^ivlol^io/jj j, 

111 INI N f\ 


TnJA/T 0^99^8 
IN 1V1 UjZZUO 


nomo sapiens nerve injury gene zoj ^iniinzoj) mrviN/A 


ATA/T 01^1 /^7 
1M 1V1 KJ 1 O 1 O / 


T— 1 ATY1A rA+1tl A1A Q/-»1/l rAr\rPCC1 P r\T"A'f A1T1 /T? A 1? I t 1 i rnTv AT A 

nomo sapiens leunoic aciu lepiessiuie pioiein ^iN^rvivvj-i ^, iiuvin/a 




nomo Sapiens iiypouieiicai pioiein ivio^. i / jj>z ^ivivjv^ i /jj>z^, iiiivln/a. 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), mRNA 


TsJA/T 0^^17 


T— 1 1 A f»1 / A CQniPtlC 1t\ ^|-\^Atl^r'tw»'i 1 fTPtlP 7n^0PI n ^7T^^9Th10^ TV»T?ATA 

nomo sapiens nypotneticai gene z>i>ozr lu yz^LJDZr iuj, mLvrN/\ 


ATA/T 0^9AA 
InIyI UjjZOO 


Homo sapiens ER to nucleus signalling 2 (ERN2), mRNA 


ATA/T O^IQ^ 


I 1 , \~\-\ j a coniAnc ATVP^ CP 1 9 r^r*^+^in /\IVH CDI \ mT?ATA 

nomo sapiens in i u-or iz piotem ^in y u-or izj, miviN/\ 


ATA/T O^ ^9 1 O 
INlVL KjddZVK) 


nomo sapiens nypotneticai piotem ilj 14oj j ^ri_^j i^-oco j, mrviN/\ 


ATA/T 0^9 1 1 
INlVL \JjjZl L 


T— 1 1 a in / a conipnc V«rr\^+Vir»+ir»ci1 rr/=»n^ ciinnnr+AA 1 , AThO^Q189* 1^^000907 

nomo sapiens nypotneticai gene supported oy Arujoioz, DK^vvyzvj 

^LUL7Ujjj ), 1U IN IN /A 


TsJA/T 0^1 QzL 
1>I 1V1 KJ S) 3 1 "t- 


1 — 1 l \ t A £> tjt -n 1 /2»T1 C CTVIQ 1 1 Tl£*C»+ i.' 1~1 / A / » IS f-\ r/Afn 1 11 I— < C.) / 1 — 1 t ' f\ 1— < C.J \ mP AT A 

nomo sapiens siiiau ueai siiocjv pioiein Dy ^nspijvj, iiirviM/A. 


TsJA/T 0^9199 

rN 1V1 UjZI ZZ 


I 1 / A m / A CQtMPIIC /I \ / i ' A lA l - *^ "\ ' 1 H rMtl/lltlfT uta+pih 1 ill 1 \TR TJ 1 1 T? AT A 

nomo sapiens uysiiouieviii uniciiiig pioiein i iiNDr 1 iiitvtn/a. 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


ATA/T 0^^ 11^ 
INlVL Uj J L 1 J 


nomo sapiens nypotneticai piotem iviovx i o i ^ivio^ioioy^, miviN/A 


ATA/T O^ ^ 117 
INlVL KJJJ 11/ 


nomo sapiens nypotneticai piotem iviov^z/j^ ^ivlol^z/j)^+j, mrviN/\ 


IN 1V1 ujj 1UJ 


l— I / a m / \ c 'A nir>nc i" It r ~\ n It i 1 i n _ 1 i V r» nrntAi n / T {^^8^zl1 ^ ^ m T? ?Nl A 

rruiiivj ocipiciio iiiuuiiiiiii Hive piuicin i i^Uv/O jt i j> i, iiixviNyA. 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_0 14001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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TsJA/t 0^90^9 

INIVL KJDAfZ/DA 


TTr\mr\ cqhiphc \^\n~\(\t\^r*t\(*'\ 1 r\iv^tr»i n A/TOO 1 1 7 1 A /fV/IOO 1 1 7 1 A^ mPTsJA 
nULLLU Sapiens nypotneticai pTOiem IVIOI^ 1 1 jlO ^IVLVJI^ L 1 JlOj, HlLvIN/\ 




TTr\TYir\ cynifnc U\/t^i\tUr*i\<* -a 1 iTr^tr»i n A/fHr 1 7040 ^A/fOP 1 7040^ mT?TsJA 
nOIIlO SapieilS ILypOlLLeiLCdL piOieill IVIVJ^ 1 J UH-U ^IVLVJV^ L JU4UJ, LLLLvlM/A. 


mm 0^9018 
In 1V1 U J) ZSy L o 


nOILLO IScipLCLLa LVrvo-LLKC, CISU Ogeil - ! e^UiaieCL, glOW 111-lllLllUllOI ^LvC/LvOJ, LLLLVlN/A. 


TsJA/T 0^901 A 
INIVL UjZ:7lO 


U n m n conipiic ViTrr\r\+Vi/=»+ir»c»1 »-\r^fr»i it N/IOO 1 A97G /N/IOO 1 A97Q^ ml?\T A 
riOllLU SdpieilS liypOIlietlCai pL Ult/LLL IVLVJT^ L OZ / y yrvLKJK^ L OZ / y LllLvIN/\ 


TsJA/T 079007 

INIVL \JDA.y\) 1 


PTr\m/T e a it i r> n c lTTmr*+1rp»+ir»Ql rwr*+^ir» A A OO 1 449 1 HV/f OO 1 449 1 ^ mT?TsJA 
nomo Sapiens nypOLIietlCdl prUICLLL IVIOI^ 1 H-H-Z 1 ^IVIVJTI^ 1 H-H-Z 1 J, LLLLvINy-V 


mm 079004 


TTrrmrr CQnifnc U\/t^i\iUr*t\<* <a 1 tviwh=MTi A/fHr 14477 ^A/frtP 1 447 7^ mT?TsJA 
nULLLU SdpLCLLlS LLypULLLetLCdL piULCLLL IVLVJTV^ L H-H- J J ^ IVLVJl^.- L 4tjj ^, LLLLV1M.TV 


mm 079000 


JTIULLLU ISdpLCLLlS LLypULLLCLLL/dl pLULCLLL IVLO^-LH-ZJO ^IVLVJ^ L H-Z J O^, LLLLVl>l/\ 


TsJlVT 07980^ 


JTIULLLU ISdpLCLLlS LLy pU LLLC ILL/ dL pLUlCLLL IVLVJ^LHO /O ^IVLvJ^LH-J / O^l, LLLLvl>/\ 


MA/f 079888 
INIVL UjZOOO 


Womr* c^ninnc T<TT A A 1 870 nrntr»in H<T I A A 1 870^ mRNA 
nULLLU SdpLCLLS IV 1 /A /A 1 O /U prOLCLLL ^ 1V1/A/A 1 O /U^l, 111 IV IN r\ 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), liiRNA 


TsJA/T 079 884 

inivl UjZoo^ 


nomo sapiens nypoineticai pioxem ivlol. l jooz ^ivlol. l joozj, ltllvin/v 


NM 032876 


Homo sapiens hypothetical protein MGC 15563 (MGC 15563), mRNA 


INIVL Ujzo/j 


riomo sapiens nypotneticai protein ivioci j4oz (^ivioci j4oZJ, mKiN/v 


JNJVL Ujzo/4 


rlomo sapiens nypotneticai protein MuLIMjo (Mutl j4jo), mKJNA 


MAA mOOTl 

JNJVL lozo /z 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
m k in /\ 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 

\ 1 INr Kor L 7L J, mivIN/V 


MA/T 0^98AA 
1N1V1 UjZOOO 


riomo sapiens nypotneticai piotem rL^j l^vj / (^ilj myz> / j, mLvrsi/\ 


MA/T 0798AO 


riomo sapiens nypotneticai piotem ri^ji^yuy ^ilj i^+yuyj, miviN/\ 


MA/t 079 8^8 


nomo sapiens nypotneticai protein ilj i^yu^ ^r-LJ i^-yun- j, mrviN/v 


MA/T 079 8^9 
INIVL UjZOJZ 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTL1), 

111 IxlM f\ 


TsJA/T 079 848 
INIVL UJZ040 


U nni A cQnipnc K\/i-»^th r»t i 1 r»r^tr»i n P 1 T1 4897 / PI T1zl897^ m F? NI A 

nomo sapiens nypoineiLCaL piotem r l^j i^oz / ^ilj ih-oz/ j, miviN/A 


TsJA/T 079 84^ 
INIVL UjZoHO 


I— Pm-tw-v cQni^nc liTmr\+li^+ir»'a1 r\r*r\+*^in PT I 1 A8 1 A / PI I1A81A^ mt?M A 

nomo sapiens nypotneticai piotem ri^jiH-oio ^ri^j i^toioj, mLviN/\ 


TsJlVf 07987^ 


nOLLLO JSapLCLLo LLy pOLLLCLLCaL pLOLCLLL r PJ 1 4 / O 1 ^rPJ 14 / Ol J, LlLL\J_>l J rv 


TsJA/L 079 894 
IN IV! U J Z oZH- 


Hnmn canipnc lr\rv\<^+li^+ir»ci1 i~% W a i n PT T1 Zl/^8 1 /PI T1 Zl^8 1 ^ mDM A 

nomo sapiens nypotLieticai protein rLji^ooi ^ilj ih-ooi mLviN.rv 


mm 079897 
IN IV! U J) Z O Z J 


ITnmn ctinipnc X\^rr\r\\X\(*\\c*<*\ r\~rr\\p>\r\ PT I 1 A A7 ^ /PI I 1 A/^7'^^ ty»T?TsJA 

nomo sapiens iiypoiLieiicai proxem rpji^o / j ^rLjiH-o/j j, mLviN/\ 


TsJlVT 079899 
INIVI UjZOZZ 


noLiLo isapLeLL» LLypoiLLeiicaL pLoieLLi rpjitooo ^rpj It-ooo j, llllvi>j/\ 


TsJlVT 079818 


Hnmn c^nipnc \\^rr\c\\\\c*-\ ir»t»1 rwc\\p*\r\ PT 1 1 ZlAzl9 /PI T1zl^»49^ mT?TsJA 
nOIllO odpLCLLlS LLy pOLLLeiLCdL pLOLCLLL fLJ IHOHZ ^TPJ 140H-Z j, LlLLVi> J rV 


TsJA/T 079 804 
INIVL UjZoU^ 


nomo sapiens nypotneticai piotem rLji^j^ / ^ilj 14 j4/ mLviN/\ 


TsJlVT 07970^ 
INIVL \)DLiyj 


Pnmn c ' l nir»n c Inmn+lipf ir»c»1 nmfpin PT I 1 A Ad A / PT TIzlzlQzl^ mDM A 

nomo sapieLis nypotneticai protem rLji'+Hy^ ^ilj iH-H-yn-^, mLviN/\ 


TsjA/r 079787 


Unmn canipnc V»^/-iTi^+V»^+i^Ql nrntfi n PT T1 AA'X 1 ^PT Tlzlzl^l^ tyiT?TsJA 

noiLLo isapieLLs ny pouieiicai ploiclll rLji^Hji ^rbj i^ttji llllvln.tv 


TsJIVt 0^97AA 

±N1VL UjZ / OO 


nOLLLO iSapLCLLlS LiypOllieilCaL pLOieLLL IVLVj:^ L O L /y ^IVLVj:^, LOL /y), LLLLvl>/\ 


MM 0797^7 
IN IVL UjZ / O J 


nomo sapiens nypotnextcaL protem ivlov^ l o l h-z ^ivlvj^lolh-zj, mLviN/\ 


TsJIVt 07 9 7^ A 
INIVL UjZ / JO 


nomo sapiens nypotneticai protem iviuci jooo ^ivlvj^l jooo j, mLvi>/\ 


TsJlVT 079744 
1M1VL UjZ /H-H- 


nomo sapiens LiypoLLieiicai pioiem iviv_rv_ izj j j ^ivlvj^izj j j^ ? liilvi>j/\ 


TsJlVT 079778 

rNlVL UjZ/ JO 


nomo jsapienis nypotneticai pioiem ivlo^h-j>' j ^ivlvj^h-j^j j, liilvl>i/\ 


TsJl\/T 079797 
INIVL UjZ / Zj 


T-Tr\TV»r\ c 'i it i r» it c iTx/tT'-itlToti 1 tTr'-\tr»i n A/TOf" 1 1 9 7 AO /N/I^r^ 1 97A/1^ mt?MA 

nomo sapiens nypotneticai protein iviov^ iz /ou ^ivlvj;^ iz /ou ) 5 miviN/\ 


TsJIVt 079790 
INIVL \jdZ^IZ.\j 


T-Tr\m/r conipnc lTTrr\rT+1rp»+ir»Ql tTr^tr»i n 1^/10^10794 ^1^/100 1 O 79 AA mPTsJA 

nomo sapiens nypotneticai protein ivioi^ i u / Z4 ^ivivjv^iu /Z4 j, miviN/\ 


TsJlVT 07971^ 

IN 1V1 UjZ / 1 J 


Pnmn ccinipnc It \ / it ^ ~\ / It r» t i ^ » 1 ittyt+pmit \ A (~^. A A/1 "X (AA (~t A A /I rnl?\T A 
nUlllU JSapiCllo liy pULllCHCal piULClll IVIVJ^H-UH-J ^ 1V1VJ CtU4 j UllVLN.rV 


TsJlVT 079719 

iNlVL UjZ/IZ 


PTmitt^ cinipnc 1rT7iT,r\f 1r^fir»Ql it r^tr^i it A A C^CA ^ 1 7/"l ^1^/1001^170^ mPTsJA 

nomo aapieiiis ny pomeiicdi pioiem ivivj^i ji /u ^ivivj^i ji /u^, iniviN.rv 


TsJlVT 07971 1 
rNlVL UjZ / l l 


TTnmrk canipnc h\mr*ihF>i\m) nrnfpin lV/TOO1^000 TA/TOOI^OQO^ mTJTsJA 
nOIllO J^apieilb liy pOLlieilCal piOLeill IVLVJ^LjU^U ^IVLvJV^L jU7UJ, llllvl >l ^rv 


TsJM 0^9 70 A 
INIVL UjZ/UO 


U nnin c 'i it i r» n c Vi\rr\n+Vic*+ir>n} rwrr+^irt 1V/TO019QAA / N/I Pif 1 9 Q A A^ itt I? NT A 

nomo sapiens nypotneticai protem ivioi^izyoo ^ivivj^izyoo^, mLviN/\ 


TsJlVT 07970^ 
InIVL UjZ /Uj 


T-Trrrvirv CQnipnc Kx/tT^tlT r»t i 1 tTr^tr»i n A A 001/1801 / A A OO 1 A80 1 ^ mT?TsJA 

nomo sapiens nypotneticai pioiem ivio^ ih-oui ^ivivjfi^ih-oui j, miviMi-v 


mm 079^04 


PTmitt^ cjnir>nc ti\n^r\+1rp»+ir»Ql nrnfpiti \/I OO 1 907^ / \/1 0 O 1 9 Q 7 ^ ^ mRTsJA 
nOILLO odpLeLLa LLypOLLLdlCai piOLeill IVlVJ^lZj/ J J ^1VLVJT^LZj7J J LILLvlN^rV 


TsJlVT 079^07 


TTnmn Q^r^iprtQ Vi\mntliptir»a1 n rntr*i n lVTOO10fr4^i ^lVTOO 1 C\f\Af\\ mt?TsJA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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ATA/T 079A71 


UAwirt c'lninnc \-\\r\-\(\\\-\c\\(*'-\ 1 it ivA+rM n \/I PIP'O A4 1 ( A/T P^P 1 9 A4 1 ^ iti P NI A 

nomo sapiens nypoineiicai pioiein ivio^zoh-i ^ivio^zoh-i mivr>i/-\ 


ISTlVyf 079 AO 1 


nomo Sapiens meinymiaionyi v^o^rv epiineiase ^iviv^jj/Jj/J, iiirvrNy-v 


mm 079 ^QA 


nUIIlU SapiCllS ICSICS UCVClupiIlClll-IClalCU 1M I LJ-iDL ZZ ^rN I £Z, )^ IIlrviMy-v 


ATA/T 079^07 


nvjiTio Sapiens r js.i^,i- 1 -leiaieci nil pioxem ^nii-i / j, nirvT>j/-v 


ATA/T 079^8 A 


numu sapiens tesns transenpi i o i ioj, mrvi>i/\ 


ATA/T 079^89 


nunio Sapiens iiDiquiim specmc pioied.se ^tm i -ivij/Tn-ouj, iiiivt\i/\ 


mm 079^80 


nuniu sapiens naiiy aiici eniiaiieei ui spin / ^-L/iusupiiiiaj ^nij/o/ iinviNi-v 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


ATA/T 079^8 


nomo Sapiens nypoineTicai pioiem ru i^ /d d (tlj i^ /z>d j, mrviN/A 


ATA/T 079^7 


I— 1 1 \ t~VT / \ canine IT P/1 7 Ul/n nrn+Ain / LJ O/l ^ U \S T~\\ m n\T A 

nomo sapiens nr^o.oJvu protem (nr ^j.ojs.uj, mivrM/v 


ATA/T 079^7 


Homo sapiens putative purinergic receptor (FKSG79), mRNA 


ATA/T fl79</1-N 


Homo sapiens cryptic gene (CRYPTIC), mRNA 


ATA/T 090QA7 


nomo sapiens ivioviu, ivioioney leuxemia virus iu, nomoiog ^mousej ^iviw v iuj, 

mPXT A 
III 1x1 N f\ 


ATA/T 079^99 
1M1V1 WjZJZZ 


nomo sapiens nypoineiicai pioiein ivio^zozy ^ivivj^zozyj, inixTNy-v 


ATA/T 079^07 


nomo sapiens ceieuiai pioiein-H- ^nu^-Cz-r-H-j, iinvTNy-v 


ATA/T 0794QQ 


nomo sapiens iiypoineLicai pioiem nni 14 ^nni It-j, mrvT>j/\ 


MA/f 0794Q4 


nomo sapiens zinc linger protein ^ l 1^ ohjzh 111 ivim /\ 


ATA/T 0794Q9 


nomo sapiens nypoineiicai pioiein ulwu7 yvji^wy mxvrN/-^ 


ATA/T 079487 


1—1 r \ %~\-\ 1 \ c ni r»n c I ofp /T nrAt^m A/T1 / APPA/T1 ^ mPATA 

nomo sapiens aL/iin leiaieci pioiein ivii ^jrvrvr ivii j, iiirvTMy-v 


ATA/T 079 48 A 


nomo Sapiens uyiiaL/Lin h- ^ivivjv^jzh-o j, iiirvLNy-v 


ATA/T 07944^ 

1>I 1V1 W S) Z4H- J 


nomo sapiens iviij/Vjp 1 1 pioiein ^ivij_/Vjr^ 1 1 ^, nnvi^.rv 


ATA/T 0708Q8 


nomo sapiens iiypoiiieiicai pioiem rLjzio / j ^rpjzio/ j j, mrvr>/\ 


ATA/T 079419 


1 — 1 / X / x f o IT 1 IT O IT 1 if 'if M 7/^» IT 1 l/*lr»01" IT 1"*/ A f" 1 IT II T? P 1 IT I /I CI / 11 T? P 1 IT I A\ O 1 ITT 1? AT A 

nomo sapiens puiauve nucieai pioiein vjivf i-rLt7 ^vJiv-r i-rLtvj, iinvrN/A. 


ata/t 07941 1 


1 — 1 / X ITT / \ CQM1f»HC OCAMrlQfTOQl f ^1q+/3/1 f Tr> IT /I f \ t"/ \ f 1 tT / T7 1 1? 1 "tTT P AT A 

nomo sapiens esopnageai cancer relaxed gene proiem ^ij/^ivo i t j, mivi>/\ 


ata/t m ^947 

iNlvl U 1 jZH / 


nomo sapiens cyimciromaiosis ^xuroan xumor syncirome j \ \~ i p vj j, iniv in /a 


ATA/T 079 770 


nomo sapiens nypoineiicai proiem ivivj^izz) jo ^ivivj-Lx i zz> joj, i i i i v i > /\ 


ata/t 079784 


nomo sapiens nypoLiieiicai pioLein P-Ljzj)ioj) ljzjioj j, nirvi>j/\ 


ATA/T 079779 
iNlvl LOZj/Z 


Trlnmn c ' l it i r» n c 1t\ /it/ AtK r«t i ^ » 'i 1 iTr/ Atr» i it \ A Pi P" 1 1 A 1 ^ A PN/TPiP 1 1 f\ 1 mPATA 

nomo sapiens nypoineiicai proiem ivio^ loiou ^ivivj-l^ i o i ooj, miviM/\ 


ATA/T 0797A7 


UnniA c 'i n i ah u lT\/iT/Af It r-t 'i 1 iTr/Af r» i n \AC\C^ 1 ^ zl 7 ^ PN/TPiP 1 1 ^4^? mPATA 

nomo sapiens nypoineiicai proiem ivivji^i jho d ^ivivj^izjh-j) j ^i, mivi>j/\ 


ATA/T 0797^4 


TJ Arnn c'minnc lT\/iT/^tlT r»t ii» o 1 it r^tr* i n A/T P^P 1 1 H744 ^A/f P^P 1 1 0744^ mPATA 

nomo sapiens nypoineiicai pi oiem ivivj-l. iu / h-h- ^ivivj-l. iu / h-h- irnvi>/\ 


AT Ayr 079747 

1MIV1 UJ)ZJ)H- / 


U nrnn c'lnir-nc lT\/tT^f It r»t ii» 1 nr^fr-i n A/TOP 1 ! 79^0 ^ N/l PtP^ 1 79 mPATA 

nomo sapiens iiypoiiieiicai pioiein ivioi^uzzju ^ivivjv^i jzju^, iiiivin/a. 


ATA/T 079744 


nomo sapiens nypoineiicai pioiein ivivjv i jutj ^ivivjv^ iziu^+j^, iinvi>z-v 


ATA/T 079749 


Hnmn ciinipnc h\rr\nthp>tinn] nrnfpin A/TOP 1 ! 9QQ9 fAAdC^ 1 9009^ mPATA 

nomo sapiens iiypoiiieiicai pioiein ivivjv^i z,yyz, ^ivivj^i Z77ZJ, iiiivintt- 


ATA/T 079740 


PTomo c^nipnc h\fm\ih<^t'u"A 1 nrntpin A/TOP 1 14877 ^\/IPiP^ 1 487 7 ^ mPATA 

nomo sapiens nypoineiicai pioiem tvivjv ih-oj>.j ^ivio-l. ih-ojjz) ^, mivi>z-v 


ata/t 079778 


T-Tnmn c ' l it i r- n c lT\/tT/-\f It r»f ii» 1 iTr/-\f r« i n A/TOP 1 1 48 1 7 ^A/TOP 1 1 48 1 7^ mPATA 

nomo sapiens iiypoLiieiicai pioiein ivio^ih-o i / ^iviov^ih-oi / ^, iiiivim/-\. 


ATA/T 079777 


Unmn c^iti r>nc lT\/iT/-\tlTr»ti^ »^ 1 it r ^tr* in A/TP^P 1 4948 ^A/TPf P 1 4948 > \ mPATA 

nomo sapiens iiypoLiieiicai pioiein iviO"L^h-zh-o ^ivivji^h-zh-oj, mivi>/\ 


MA/f 079797 


Rnmn ciniAnc h\/tTMf hr»tii"j 1 it r^fr-in A/TOP 1 9QQ7 ^A/fOP 1 9QQ7^ mPATA 

nomo sapiens iiypoiiieiicai pioiein i\L\j\^z,yy d \i\L\j\^z,yyD inivi>i/-v 


ATA/T 07979^ 

1>I1V1 VJJ5ZjZ^ 


PTnmn Qsmif^nQ h\rr\nihM\r<x] n rntr-in A/T CIC 1 1 1 09 fAAClC 1 1 1 09^ mPATA 

nomo sapiens iiypoLiieiicai pioiein ivivj-l^i i iuz ^ivivj-l^ i i iozj, iiiivin^v 


TsJTVT 079 794 


P-Tr\Tnr\ c^nipnc lT\/tT^tlT r»ti^ 'i 1 it r^tr-i n A/TOP 1 1 7 1 8 A ^ \A PtP^ 1 71 8 mPATA 

nomo sapiens nypoineiicai protein ivio^ i j i oo ^ivivj^ i t) i oo ^, iiiivimta. 


ATA/T 079 797 


U nnin ennifne h\m{\thr*t\(*<A 1 nrntAin A/TPiP 1 1 7 1 09 rA/TP^P 1 1 7 1 09^ mPATA 

nomo sapiens nypoineiicai pioiein ivio^ ij i wz ^ivivj'L^iz) i uzj, inrvi>j/-v 


ATA/T 079 790 


U ntY1 /x c'lniAnc lT\/rwAtlTr»f 1 tTr/Afr»i n A/TPiP , 17007 ^A/TPiP 1 1 7007^ mPATA 

nomo sapiens nypoineiicai proiem ivio-l^ijuu/ ^ivivji^i-juu / miviMT-v 


ATA/T 079718 


PPmtt/a cQr\if>r»c lT\/iT^tlT r^t i/ • o 1 tTr^fr-i n A/TPiP 1 19Q4^ rA/TPiP 1 1 9Q4^^ mPATA 

nomo sapiens nypoineiicai proiem iviU'L^izyHo iivivj-LxizyH-z? i, iiiin. i > /a 


ATA/T 079717 


P-Tr\TYir\ c'lnifnc 1t\/it/ Ath r»ti^ 'j 1 !Tr^fr-i n A/TOP 1 19Q47 ^A/TOP 1 1 9Q47^ tviPATA 

nomo sapiens nypoineiicai proiem ivivj-l.. izvt-j ^ivivj"L., izvh-j mivi>i J rv 


NM 032316 


Homo sapiens hypothetical protein MGC 12936 (MGC 12936), mRNA 


ATA/T 07970^ 


P P a itt / A c 'i it i it c It \ / it / A f It f i / » • J 1 it i'/A+r« i it A A PtP^ 7 9 PN/TPTP 1 7 9 OOA rvtPATA 

nomo sapiens nypoineiicai pioiem ivio-u-jzuu ^ivio-ujzuuj, miviN/v 


ATA/T 0799Q7 


nomo sapiens iiypoiiieiicai pioiein urvr/jp/oi j izjzj? ^i^/ivpz^p /oi j izjzz?^, niivi>i/-v 


NM 032291 


Homo sapiens hypothetical protem DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NM_032288 


Homo sapiens hypothetical protem DKFZp76 1 B 1 5 1 4 (DKFZp76 1 B 1 5 14), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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mrvlN/\ 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


INIVL KjdZZO 1 


nomo sapiens nypotnetical piotem ujs.rz.p^j^iiioy (^isJ H z,p434c,ioyj, mrviNA 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


JNJVL (JJzzol 


Homo sapiens nypotnetical protein JJKl H Zp4J4JNvJoj(J (L)KrZp4J4JNvJoj(J), 
mKJN A 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 

m Iv IN A 


NM 032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 

111KJN A 




riomo sapiens nypotnetical protein iJivr z/p4J4Ai / 1 ^iJJvrz>p4J4Ai /i), mrviNA 


JNJVL loZZ4y 


riomo sapiens nypotnetical protein UrvrZp4J4r loiv (UrvrZ,p434r lolVJ, 

m iv IN JA 


TsJl\/T H^99A£ 
JN1V1 VJZZho 


nomo sapiens nypotnetical protein urvi;z^p4j)4r i / iy ^uivi H z>p4j4r i / iyj, 

m T? TvT A 
111 IvlN /A 


1N1V1 LOZZH-O 


rromo sapiens nypoineTicai protein uj\.r ZipH- jh- j uo i / ^uivr Zip^jH-juoi / mrviN/v 


TsJA/T fR99A^ 


riuniu sapiens nypoineiicai pioiein uivr z^pn- j h-i i y i o ^r^/rvr^z^pHOH-ii yioj, irirviNj'-v 


TsJIVT 0^999^ 


rroiiio sapiens nypoLiieiicai pioiein rLjzzH-z / ^ri^jzzH-z / ^, iiirviN/\ 




U nnin c'inir>nc ViTrr\r\+Vi/=»+ir»c»l t-\r^tr»i n PT T9 1 777 /'PI 19 1 777^ mT?XT A 

nomo sapiens nypotnetical protein rLjzi / / / ^tljzi / / / j, mrviN/\ 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


TsJA/T 0^9177 
IMIYI U jZ 1 / / 


T-Tr\m/^ conipnc l-»\ /rw-\tl-» r»t 1 PT I 1 7 1 Q7 /PI I 1 7 1 Q 7 \ rv»T? AJ A 

nomo sapiens nypotnetical piotem rjuj i j iyj ^rjuj t j iyj j, mtviN/\ 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


aji\/t n^9 1^1 

1N1V1 UJZlOl 


nomo sapiens rvtAAio /u piotem (maaio /^J, mrviN a 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


JNM UJzlM 


Homo sapiens nypotnetical protein lJKl H Zpjoorviy4o (IJKrZr joolviy4o), 
mRNA 


JNM U3Z14o 


Homo sapiens nypotnetical protein !JlvrZp4J41vU4Z/ (!JrLrZr4J41v(J4Z/), 
mRNA 


NM lozUV 


Homo sapiens nypotnetical protein DKrZp434LU/lo (L)KrZr434HJ /lo), 
mRNA 


NM_UJzl 38 


Homo sapiens nypotnetical protein UKl H Zp4J41iz31o (L)KrZr4341iz31o), 
mRNA 


TvTA/f A 'JO 1 ^2 A 

NM vjZijo 


Homo sapiens nypotnetical protein DKr Zp434Ll / I / (UrLrZp4J4Ll / I /), 

mKJN A 


JNM loZlZj 


Homo sapiens nypotnetical protein UrLr Zpj o4DU4 /o (JJKr Zrj o4UU4 /oj, 
mRNA 


TvTA/T A'} 9 1 9 A 

JN1V1 loZlZU 


nomo sapiens nypotnetical protein iJivrz,pjo4iJUjZj (Uivr/Lr joqvjvjZj), 

m Iv IN JA 


TsJA/T n9HQ9 1 

iNivi uzuyzi 


Homo sapiens ninein (GSK3B interacting protein) (NIN), mRNA 


1N1V1 UZU441 


nomo sapiens nypotnetical piotem uis.rz,p/oztioo (UivrZJ^ /oziiooj, mrviNA 


TsJA/f H 1 871 Q 
IN 1V1 U 1 O / 1 y 


II A , . conif»nc 1t\ It i 1 r-\t-/-v+^i n P^ P IT 7n7A7 I 1 1 / p\ IV IT V ^7 A 9 T HI 1 1 \ 

nomo sapiens nypotnetical protein urvr/irp /ozi^uj) 1 1 (urvrz^p /ozl^kjd i 1 j, 

rnRTsJ A 

111 IN 1 N A\ 


IN 1V1 \J 1 O D \J 


U nrnn Cim i PT1c Pil^P7'P^^^P9 1 9 J. m rotf^in rP>l^P7P^^^P9 1 94^ mRTsJA 

nomo sapiens uiNrZir jour zizh pioiein ^uivr Zir juorzizn- j, iiirvrN.rv 


TsJA/T 01^91 
IN 1V1 Ul J OZ 1 


nomo sapiens ujNrZir^j^L i / 1 protein (UNrzr^j^L/i / 1 iiiiv in a\ 


TvJA/T 01 
1N1V1 UlTjOyr) 


U nmn c < m A nc n^P7 PA ^AD] A£\ n r^tnin ^ H P V PA ^ zl P* 1 zl M mRXTA 

nomo sapiens uivr ai h-jh-u ih-o piotem ^p/rvpz^PH-jH-t^iH-oj, mrviN/\ 


MA/T 01^AQ£» 

1N1VT Ul 


T-Tomn c<ar»ip>ne F>1^P7PA^4T1 \f\ nrn+pin ^Fil^P7PA^ AT 1 1 f\\ mPTsJA 

nomo sapiens L/ivrZirHj^ii 10 pioiein ^p/jvp zrijin toj, mrviN.rv 


NM 015471 

1_ >l 1YJ_ W 1 V i / 1 


Homo <ianipn<i F)KF7P5^^01 £\A£\ rvmtHn TDPR^ mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KIAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KJAA1049 protein (KIAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKFZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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ATA/1 079070 
InIVI LOZPOU 


U nrnn c<i rubric P V <sl 7 (W <sir^7^ mPATA 

n OHIO Sap lens rivouoj ^rKouoj J, ill in. in /a 


INIVI LOZUZO 


I— I / ^ »tt t x cQmptic cnnnn / f It i~r* nninr 1 Viuqcp P \<T ^ 1 I Pl<^ Q ^~iQ 1 i tviPATA 

nomo sapiens sei ine/ mieoiiiiic Kiiid.sc rjvouoi ^rrvouoi nirviNZA 


mm 07909 a" 


U nmn c^ninnc PFi AH9 nrntpin f Pi A 09 ^ mPATA 
nOIIlO SdpiCllS UAUZ piUlClll ^ L UAUZ ^, IIlrvrNZA 


ATA/T 079091 


1— T^tvi/^ o a it i it c A TA07 1 i"\ w i it / A TA07 1 ^ rnDAI A 
nomo SaplCllS AL/Uj 1 piOlClIl ^ZaP/U-j 1 J, mJtvTNZA 


ATA/T 071QAzl 
in ivi kj z> i yn-H- 


n omo sdpiens iviix-iiKc nomcouox protein i ^ivii.pp'i iiiivin i\ 


ATA/f 071Q90 
In 1V1 W J) 1 7ZU 


nUlllU SdpiCllS AlvVJy 7 piUiem ^ /A IvVJ W j, ITlrvlNZA 


mm 071J.&0 


nUIIlU SdpiCllS llypULllCLlCdl piUlClll AJJI/Jt 1 ^ZAI-^WJt-J, IIllviNZA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


ATA/T 07 1 ZL77 
IN IVI UJ) 1 <4 / / 


riomo sapiens nypoTiieTicai pioiem iviol. iuduu ^iviol. iuduuj, nirviN/A 


ATA/T 07 1 /I 7A 


riomo sapiens nypoineTicai pioiem uivr ZjP^j^jdu^^ ^iJrvrz^r^j^iDU^^j, mrviN/\ 


ATA/T 07 1 A79 

inivi KjdY^il 


riomo sapiens nypoineticai protein iviol^i 1 1 ^iviol^i i i^^j, mrviN/\ 


ATA/T 071/171 
iMlvl 14/1 


riomo sapiens nypoiiieiicai pioiem iviuL iuyoo (ivio^ luvooj, mrviNZA 


ATA/T 07 1 4^7 
IN IVI Uj 1 40 / 


nomo sapiens memorane- spanning ^-oomams, suoiamiiy za, memuer o d 

TA/T^zlARR^ ml? XT A 
^IVloH-ZAOD J, III IN. IN z\ 


ATA/T 07 1 zKO 


nomo sapiens nypoinencdi proxem pjz»zo yrDjzo ), miviNZA 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


ATA/T 07 1/17Q 


nomo sapiens nyjjOTneticai protein urvrz^p/oiii /z ^urvrz^r /oiii /zj, mrvrNZA 


ATA/T 07 1/174 
INIVI LOl4j)4 


nomo sapiens nypotneticai protein ivio^o^t^z ^ivio^o^-h-zj, mrvrNZA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


INIVI U1D4V/ 


nomo sapiens urvrz^r jo4vjzuzz protem (^uivrz^r jo4ozuzzj, m k in /a 


NM 031306 


Homo sapiens hypothetical protem DKFZp564B1023 (DKFZP564B1023), 
m K In A 


ATA/f H'J 1 OflC 


Homo sapiens nypotneticai protein rrlzzo (rrlzzo), mKJNA 


ATA/1" miOfll 

JNJV1 lolzVl 


Homo sapiens nypotneticai protein UlvrZ,p4J4JN Izo j (!JrLrZ,r4J4rN iZdj), 
mRNA 


ATA/T 07 1 9 on 


n nnin . U, ,n/\tlir.+!/>o 1 ,t t'/Af ^ItT TAI<ZPV»t/17/1I^ 1 170 /TAI<ZP7P/17/1I<^ 1 170\ 

nomo sapiens nypotneticai protein iJrvr i z J p4j)4ivi i /z ^urvrz.r 4j4rvi i /zj, 

m DM A 
111 iv IN ZA 


ATA/t 07 1 970 
INIVI UJ) 1 Z/U 


nomo sapiens ris\jiz>yo piotem yrisxjijyO), mrvrNZA 


ATA;f fl7 1 9^Q 
IN IVI UJIZOO 


nomo sapiens rKAJU4oi protein (^kaju4o i j, m k in /\ 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 
111 In In z\ 


ATA/T O 1 77 
IN IVI Ul jjjo 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 


ATA/T 070QQO 
1N1V1 \JJ\Jyo\J 


Pr»*virv ctonionci t»-i rr^^+1^ /-»o 1 iai'aIa! it T?T T19A71 / C7 I I 1 A A ^7 1 \ <tt P XI A 

nomo sapiens nypotneticai piotem Jri_,j izo / 1 (ri_,j izo / 1 j, iiikjnza 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


ATA/T 0700^7 
INIV1 loUbOJ) 


n Amn ., 0 „' n ., U ^ ^.t/^It^+J/w! 1 »t .vxfrwln TWf i;7«7 A 1 p; A 1 1 n / 1A I<^ P Z7 P^7 Z» 1 P A 1 1 0^ 

nomo sapiens nypotneticai protein uivr z,p /oi ri/Z 1 1 u ^uivr z,r /o i P/Z 1 1 uj, 

mPAT A 

in iv In za 


ATA/T 0700/1 1 
IN IVI VDVy^l 


Homo sapiens exonuc lease NEF-sp (LOC81691), mRNA 


ATA A 07 AQ7 Q 
IN IVI UJUVJV 


nomo sapiens nypotneticai piotem rLJizoiy ^ri^j izoivj, mKJNZ\ 


ATA/T 070Q7 2 
IN IV1_U D \Jy S> O 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMP1), 

mT?TsJ A 

III 1V1N ZA 


ATA/T 070Q79 
1N| IVI \) D Z. 


I — I / -\ itt / \ cQni3np nionhoriAiic It / a »tt / \ 1 / \ r r 7 f PfAO ammi 1q 1 / I~A I A T^l— T7 4 -rv»T?"M A 

nomo sapiens uidpiidnous nomoiog d ^p/iosopmid^ ^piArrij mrvrNZA 


TsJA/T 070Q97 
In IVI \JD\)yA / 


nomo sdpiens iiypoineiicdi protein iviov^i ujz ^ivivjv^i ljjz,), mrviNZA 


ATA/T 07009 s" 
1M IVI V J v y Z D 


I — I / -\ itt / \ c o-f\i ^ it c It \ / 1"\ / aI"1t^»I"1/* o 1 i"\r/\I"r^ i it P I I 1 O S / / / p I T 1 / / \ itt T? ^VT A 

nomo sdpiens iiypouieiicai pioiem rrj izzj / / ^flj izj / / j, miviNZA 


TsJIVT 070Q18 


PI / \ itt / a ccimftic It \ / kw"\ I - It I - 1 f » o 1 nrnlf m \ /T \ / O 1 A ( ~\/\ \Z (\ 1 A \ mPATA 

nomo sdpiens ny poiiiCLicdi pioiein iviyuin- ^ivi i oih-j, iiiin_l>iza 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


ATA/1 070SQQ 
INIV1 \Jj\JOyy 


T-Ti^m/^ CQr\iAnc \\^Tr\r\+\\c*+\r»cA »Tr/\f it P T T97/L07 ZPT T9 7/107^ mP AT A 

nomo sapiens nypotneticai piotem r i^jzj?^tu / ^ri^jzj^fu/ j, miNiNZA 


ATA/T 01R^A"7 

1M1V1 V 1 OOj / 


nomo sapiens myoiieuiiii ^ivi i in in ^, iiiivinza 


NM 030818 


Homo sapiens hypothetical protein MGC10471 (MGC10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS l -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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™PNT A 


nta/t 0^0209 


I— I / aitt /\ coniwc P 1 RUP i n /P w»r^/l nrntni it / T O f"" 1 Q 1 ^ 'n ^ \ ittPNTA 

nomo sapiens wJ^Kr-inciuceG piotem (i^u^oi jjoj, ihiv1n/v 


xnv/r o^osoo 


Hatvia c a i-\ir»n o It \ m-w a t It r» t i ✓ » o 1 iTrvAt/"» i it T^T^ln 7r»^A40 1 / P\ P R7P^A/1 O 1 A A/1 \ 

rionio sapiens nypotneticai protein iJiNrz^pjo^-vj 100*4 ^iJJNrz^r jo^fuioo^fj, 

rn T?TsJ A 
III IvlN f\ 


TsJIVT 07O7QQ 


TTrvmn Q^ni^nQ t^rnnthf'tintil nrntfiti AF 140995 f AF1-4099M m R Kl A 

nomo sapiens iiypoineiicai pioieni /ap ihuzzj ^/ap ihuzzj iillvin/a 


TvjA/r 07O7Q7 
inivi \JD\J i yj 


pluiiiu sapiens iiypuiiieiiL,ai pioieiii or JZ7 ^or jZ7j, nnviN/A 


TsJA/T 0707Q9 


nomo Sapiens nypoinencai proiem rr iooj yr r iooj j, miviN/\ 


NM 030780 


Homo sapiens folate transporter/carrier (LOC81034), mRNA 


TsJA/T 070A7A 


noiTio sapiens somte carriei iamiiy jo, meniDei i voi-^jo/yi )•> nirvLN/v 


nta/t 070A79 


rionio sapiens nypoineiicai piotem rLj iuj iz ^ri^j iuj izj, mrvrM/\ 


NTA/T 09/10/17 


nomo sapiens nypotneticai protein rLj iz / zy ^r_Lj iz /zy j, mrviN/\ 


nta/t niio^'? 
inivi vz^-yoj 


nomo sapiens nypotneticai protein ru i i^-o / ^ri^j i i^-o / j, mrvr>/\ 


nta/t o 1 7Ann 


nomo sapiens nypotneticai protem iJis.rz^p4j4iViUjj i (i^ivrz^p4j4iviujj i ), 

111 IvlN /\ 


TsJA/T o^oa^9 

IN 1V1 UjUOjZ 


I I / -\ / \ cor^i/^T^c 1 Alii \ nrA+Am / ^.1 1 t ^ 1 "fv^TJ^vT A 

nomo sapiens invjj protem ^invjj iiiix in /a 


1N1V1 UJUOJ 1 


nomo sapiens cniomosome o open ledcimg irame ji ^i^ooriji mrvrN/\ 


NM 020444 


Homo sapiens KIAA1 191 protein (KIAA1 191), mRNA 


NTA/T 0940^^ 
InIVI UZ^tUJJ 


nomo sapiens nypotneticai piotem ivio^ j^+yy (ivio^ j^yy), mrvLN/\ 


NTA/T 09 < 1 
1N1V1 UZjlJH- 


PI/mtt/a cq«ia«c P I A A OQ 1 O iTt-/\f r^i ^ / P I A A OQ 1 (\\ tviT?TvT A 

nomo sapiens is.i/\/\uoiu protein ^ivi/\>\uoiuj, mrviN/\ 


NTA/T fi17^1 ^ 
IN 1V1 U 1 /DID 


nomo sapiens novel protein (noiNLJ v i ), mrviN/\ 


NTA/T 09zlQ9zl 


nomo sapiens nypotneticai protein ru izvoj ^ri^j izyoj j, mrviN/\ 


NTA/T O^O^'TQ 

injvi UjUj /y 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- 
ivi ) , mrviN r\ 


TsJA/T 09 9 OAR 


nomo sapiens nypotneticai piotem rpjzj^tuj ^rLJzj^uj j, mrsJLN.rv 


NTA/T 09^170 
IN 1V1 UZ J 1 / y 


PPmt-wt c 'j n i r> n c »t 1 r»v i it A 9 /PI VN1 A 9^ itt R NI A 

nomo sapiens piexm /\z p,jvin/\z mrviN/\ 


1N1V1 UIt-uJJ 


T-r nrnn cQnip-nc DT^FZP^R^i A 0^99 nrotr-in rn^F7P^8^ A 0^99^ mRTsJA 

nomo sapiens u j\r Z/i j o o/\u J zz pioieiii ^uivrZir jooaujzz j, iiirviN.rv 


TsJTvr ooazlas 

IN 1V1 UU0400 


U n m n c'itTir»nu nnKmiprQCP / R NI A \ TTT / PiNl A A i rr-i*tr-A\ f ^IX/TW / P P /"^ A 9 ^ itt R NI A 

nomo sapiens polymerase ^ivin^-vj 111 ^l>/in/\ ciirecteu^ yozKu ) ^ivrv^ozj, mrviN J rv 


mm 09 ^9 A"! 
1N1V1 UZ JZO J 


nomo sapiens l/\i jo protem ^lai joj, in iviN /\ 


TsJIVT 09^9A9 

1N1V1 UZJZOZ 


T-Tattia CQtMPnc Py ^ it ri \i~ r*\ n / P ^ (~^ \ itt R NI A 

nomo sapiens UJL/ pioieiii ^vjjv^j, nnviNy-v 


TsJA/T 09^9A1 

1N1V1 UZjZOl 


PI t -v tTT i \ c 'i it i r» it c (~\(-\(~* wYr\\e*\-r\ (C\(~\C^\ itt R NI A 

pLoiiio sapiens uol pioieni ^uol j, iiiivin/\ 


NTA/T 09 ^9 AO 
1N1V1 UZJZOU 


1 — 1 /~\1TT / "\ i_' 0"K\"I IT i ' i - /\ LJ tT t"*/ A ^ 1 "IT 1 I -r /x I— < \ tTT /\ 

nomo sapiens uod protein ^ vjo d j, in in. in /a 


NTA/T 09^9^0 


PlrMTT^ c'lnifnc NI C\ 9 7 tTiv^tr»i n rM097^ itt R NI A 

nomo sapiens invjzj pioieni ^inuzj ^, iiiivin/a 


TsJA/T 09^9^8 

1N1V1 UZJZJO 


TJnmA CQnipnc NT077 it r^toi n ( C^H \ itt R NI A 

nomo sapiens invjj / protein \ \j ik^,)^ mrvi\i/\ 


TsJIVT 09^9^1 

1N1V1 UZJZJ 1 


LlnmA cciiti r»iTC \^\\!r\t\i\^c*\\(*'A \ it rMtr»i n PT 199 1 Q 1 / PT 199101^ itt R NI A 

ploiiio sapiens nypoineiicai pioieni rLJzziyi ^rLJzzi7i iiuvin/a 


MATT 09 ^9 9 A 
1N1V1 UZJZZO 


U nrnn c'iiTir»nc A/TQTP079 nrA+pin / \A QTP07 9^ itt R NI A 

nomo sapiens ivio i rujz protein ^ivio i rujz miviN/\ 


NTA/T 09 s9 1 1 


I — I / \ itt / a c or^i it c< »t < / \ |- i it P-|-»T o c orii^n An tt rr »t t"*/ a t it lilc A Tj/1 9 / 1 » \c A T^/l 9 1 itt A 

nomo sapiens piotem Kinase ancnormg piotem vj rvAr 4z ^O-Ln/aph-zj, iiiiv in ia 


TsJA/T 09^901 
IN 1V1 UZjZUl 


P[ , A ITT ^ CQnipne lT\/IT^tlTr»ti^'l 1 ITI^/PM IT PP 1 A9 8 ^PP 1 A98^ ITT R NI A 

nomo sapiens nypoineiicai pioieni rriozo ^rr iozoj, iiiivin/a. 


TsJIVT 09^1Q9 

IN 1V1 UZJ 1 "Z 


pi , Am/A cinipnc lT\/iTMtlTr»ti^*^ 1 it rMtr»in PT T97071 TPT T9707^ tyiRNJA 

nomo sapiens iiypoineiicai pioieni iljzju / 1 ^tljzju / 1 j, iiiinJ-N/a. 


NTA/T 09^188 
IN 1V1 UZJ loo 


I— I / a itt { \ c ' i it 1 r~* n c 1 It \ / it / a It / w » 1 it i'/ a ! n PT T 1 7 1 ft 1 / P I T 1 7 1 Q 1 1 m O NT A 

nomo sapiens nypoineiicai pi otem ilj i jioi yr i_^j i jioi miviN/\ 


NTA/T 09^174 
INIVI UZj 1 /H- 


T4 ATYin c'inipnc lT\/iT^tlTr»t 'i 1 rvrrvf^in PT T97040 / PT T970AO^ itt R NI A 

nomo sapiens nypotneticai piotem rLjzjun-u ^pi^jzjuh-u^i, miviN/\ 


NJN/T 09 MAS 

1N1V1 UZ J 1U J 


TTnmn Qanipnc h\mr\thf*i\m] n rntnin FT T99^77 TFT T99A / s7 > i mRNJA 
piumu jsapiciio ny puiiiciiL/ai piuicin rLjzzuj / ^rLrjzzuj / ^, iinxiN/A 


TsJIVT 09S1AO 

IN 1V1 UZJ 1 OU 


I — I / A ITT / A C O IT 1 IT C> It \ 7~K\ /A+P /» O 1 IT t"V A //~* 1 1T p I T9 1 1 1 1 n / p I I / 1 | | 1 A 1 "ITT t? ^Vl A 

nomo sapiens nypoineiicai pioieni rpjziuio i^jziuioj, iiiivin/a. 


TsJIVT 09^1^ 

1N1V1 UZjljj 


I4 M mA ciinipnc lT\/iTMtlTr»tu» 1 it rMtr»i it FT 19 1 All / P T T9 1 Zl77^ itt R NI A 

ploiiio sapiens iiypoineiicai pioieni ri^jziH-/ / ^ri^jziH- / / iniviN.rv 


NTA/T 09^1 S1 
IN 1V1 UZj 1J1 


Piaitia c « i it i r» n c lrTmr\+tip»+ir»Ql nvrt+^ir* FT 1 9 9 A 9 9 / p I T99A99^ itt R NI A 

nomo sapiens nypotneticai protem rLjzzozz ^pi^jzzozz^, miviN/\ 


TsJA/T 09S14Q 
1N1V1 UZJ 


PI t ~\ itt i \ cQnipnc lT\/iT^tlTr»ti^'i 1 it r^tr»iiT FT T90Q90 / P T T90Q90^ itt R NI A 

nomo sapiens nypoineiicai pioieiii rLjzuvzu ^rpjzuyzu j, miviN/A 


TvJA/T 09^144 

1N1V1 VJZJ1H-H- 


P T (\ itt i\ cinipnc lT\/iTMtlTr»ti^ci 1 it rntpin FT T99A70 TFT T99A70^ mRNTA 

nomo sapiens nypoineiicai pioieni rLjzzo/u ljzzo /uj, iiiivin/a. 


TsJM 095 

1N1V1 UZ/J1JO 


P I ( a itt i \ cQnipric |T\/i-\|Af|Tr»tn»'i 1 it a tr» i it FT T19/^A1 iFT T19AA1 i mRNTA 
±±vjiiivj saijit/iio iiy ijvj nit/ tiL/ai ijivjit/iii i lj i^uui \l ix-ljlji p iiiiv±>i J rA 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJ13263 (FLJ13263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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TsJA/T 09^008 
In 1VI UZjl/70 


PTr\mr\ c-jnifnc \ t r*t \ ( 1 r\ rn+£*i 11 P T T99A44 P T T99^»44A m 17 NI A 

nomo sapTens nypoiiieiicai pioiem fi^jzzoh-h- ^pi^jzzoh-h-j, mivrN/\ 


TsJA/T 09^007 
1M1V1 UZJU7 / 


noiIlO Sapiens liypULllCllL/d.1 piOieill rLJZl 1 WO ^rLJZl 1WOJ, II1Tx±n/\ 


mm 09^00^ 

iNlVI VJZJVJ^'J 


I — I / x itt / x 0 am £^tt c \ j it /• \ -i- It pqI it i"v a "f ^ 1 it P T T / 7 ^ ^ >i / P T I 9 1 S \ \ 1 rnt? ^Vl A 
nOTIlO SapieilS liypOlIieilCal piOieill rLJZj J JO ^Pl^JZJ J JO,), IIlr\J_NI/\ 


TsJA/T 09 ^08 A 


rioiiiu Sapiens iiypoTiiexical proxciii rLjzzjyo ^rpjzzjyo j, iiiiviN/\ 


TsJA/T 09^080 


Unmn c <* it i r» n c T»Tmrt+Tip»+ir»Ql nm+pin PT T 9 9 7 1 A / P T 199 7 1 tv»T?TsJ A 

riuiiiu Sapiens nypuiiiencai piuiem rLjzzjio i^j zzj ioj, miviN/\ 


TsJA/T 09^070 


I — I / -v itt / a c'lnifnc TiT7T^r\+V»r'+ir»Ql it r^tr»i n PT 19797 1 ^PT T97971^ tyiT?XTA 

nuniu sapiens nypuineiieai pruiem rLjzjzji ^rLjzjZji j, miviNj.rv 


mm 09^077 
rNivi vjzjvj/ / 


1— rnmn cqtmpho lTArn^T+lT/=»+i^ci1 nrntpm PT T1 7Q4Q ^PT T1 7040^^ ml?W A 

pluiiiu Sapiens nypuiiieiieai piuLein rbji jyt" yri^j ijy^ry)^ iiiinj_ni/\ 


TsJlVT 09^07^» 
rNivi uzju/o 


T-Tr\mr\ ciinipnc U\m(\iUr>i\{*<A 1 nrnfpin PT 197^0 1 ^ PT 197^01 ^ mT?TsJA 

nuniu Sapiens iiypunieLieai piuiein fpjzj jyi ^rLjzj jyi iinvi>i/\ 


MA/f 09^079 
In 1V1 UZJU / Z 


1 — I / \ ITT / A COtMPtlD f>h1*ArMACAtM/3 Q / \ IT ^ IT fPQ/lltlfT 4" |"*f | ITT 1^1 1 Q /TTT 1 ^1 "ITT 1? AT A 

numu Sapiens eiiiumusuine y upen reacmig name id ^7oni j iiiivlna 


TsJlVT 09^070 


U nrnn otinipflc U\/t^i\tUr*t\<*<A 1 i-»r^tr»i it PT T99949 f PT I00 9/10 \ itt F? KI A 

numu Sapiens nypuuieiieai piuiem r l^jz.z.z.^z, ^rpjzzzH-z j, niiviN/\ 


TsJA/T 09^0^8 
In 1V1 UZ J VJ J 0 


T-TMTYirv c^nipnc h\/i-»Mthr»ti^'i 1 nrntni n PT T9799Q fPT T9799Q^ tyiRTsJA 

nuniu sapiens nypuiiieiieai piuLein rLjzjzzv ^rijjzjzzyj, iiiisj_My-v 


tsja/t 09^0^ 

IN 1V1 WZ J) U J J 


T4nmn ciinipnc \^\/\-\(\i\^ci\(^'A 1 nrntfin PT T97 1 ^8 TPT T97 1 mRTsJA 

nuniu Sapiens iiypuLiieiieai piuiein fpjzj 100 ^rLJzj 100 j, iniviN.rv 


TsJA/T 09^044 
IN 1V1 UZJU4H- 


U nmn c 'i it i r» n u V»xrr\r\+V»p»+ir»ci1 nrn+pin PT T9947^» ^PT T9947/r^ tyiT?TsJ A 

numu sapiens nypuiiieiieai piuiem rLjzzH-/o ^fi^jzzh- /o^i, miviN/\ 


TsJA/T 09^047 
In 1V1 U Z J UH- J 


Unmn ctinipnc U\n^i\ihr*i\<*<A 1 nrntpin PT T99404 ^ PT 1 9 9/104 ^ mPXTA 

numu Sapiens iiypuuieiieai piuiem pi^jzzh-uh- ^pi^jzzh-uh-j, miviN/\ 


TsJlVT 09^041 
IN 1V1 UZJ UH- 1 


T-4/mtt^ rnnipiic TiA/r\r\+TiP'+ir»Ql nrntfi n PT T99 1 77 f PT T99 1 77^ mRTsJA 

numu sapiens nypuineiicai piuiem rLjzzi /d ^rLjzzi 'D)^ miviNjrv 


TsJl\/T 09^074 
In ivl UZj U J) 


VA i\ itt i \ c'inipnf lT\/iT^tlTr»ti^'i 1 nrn+pin PT T9 1 9QO ^ PT T9 1 9QO^ itt F? NI A 

numu Sapiens nyputneTicai piuiem rLjzizyu ^pi^jzizvuj, miviN/\ 


TsJl\/T 09^079 
In 1V1 UZ J U J) Z 


|_| nmn canipnc T-»\/rw^tT-i r»t w»'i 1 tTr^tr»i it PT T91979 ^ PT T9 1 979^ mT?M A 

numu Sapiens nypuinexieai piuiem rLjziz /z ^iljztz /z^j, miviN/\ 


TsJlVT 09^090 
IN 1VI UZJ UZ y 


T—I ^ -v itt / a cQrxipnc 1 Ita tt^/t+It r*ct 1 it t"/^ a f - r» i it PT I 1 /I 7 /T / p T T1474^\^\ tnl?M A 

numu sapiens iiypuiiieiieai piuiem rLjT^jH-o ^tlj ih-^h-oj, miviN/\ 


TsJlVT 09^00^ 
In Ivl UZjUUj 


I — I l X ITT / *\ CQtMPnC It \ ^ IT / A^It^^I/*'! 1 IT A "f 1 IT p T 11 77 1 ^ / p T T 1 7 7 1 ^ 1 -|TT I? NT A 

numu sapiens iiypuineiicai pi u i em rLj ijj id ^rLjijjijj, iinviN/A. 


TsJlVT 094008 


Unmn ccn^i r»nc lT\/nMtlTr»ti^»^ 1 it r^^tr'i n PT T1 9704 ^ PT T1 9704^ mT?TsJA 

numu sapiens iiypuuieiieai piuiein rLj iz /W4 ^tlj iz / inivi>/\ 


TsJlVT 094004 


Unmn canipnc h\rr\nthp>t\nn] nrnfpin PT T19^Q^ ^PT T19^Q^^ tyiRTsJA 

numu sapiens iiypuLiieueai piuiein r i^j i ADy d ^plj izj7j iiiiviN.rv 


TsJlVT 094077 


Uninn cinipnc \^\!Y\(\\\^c^\\(*'a 1 nmipin PT T1 9078 fPT T1 9078^ tyiT?XTA 

numu sapiens iiypumeiieai piuiein ri^j izu / o ^rL,j izu / oj, iiuvin^v 


TsJlVT 094Q7£i 
In 1V1 UZH-7 / O 


numu sapiens iiypuiiieueai piuiein v l^j i two i^-ri^j i two miviN.rv 


TsJlVT 0940^ 


I — I / A ITT / A CQtM PT1C 1t"* 7T"\ /T+1t l~* O 1 IT 1"*/ A 1 IT ThI T/ 7 7 7 ^ / p T I t 7 7 7 ^ 1 ITT \\\ A 

numu sapiens iiypuiiieiieai piuiein ri^jzj j / j ^ri^jzj j i d j, iiii\j_>/\ 


TsJl\/T 094044 
In 1VI UZ'+y^H 


I — I / A ITT / \ CQni3HP / » It \ ITT / \ L ' / A ITT / 1 < \ IT IT fOO/TlMrT l|-r | ITT h\Q I 1 / 1 / M"» IV^v >C \ ml? A 

numu Sapiens eniumusume zi upen leading name oo ^^ziunooj, miviN J rv 


TsJlVT 09 A 049 


PJ,n,tt/a c'inipnc U\m(\ihr*i\(+<A 1 rvm+PMn PT T1 7400 ^ PT T174QO^ mPTsJA 

numu sapiens iiypunieiieai piuiem rLjij^yu i^pi^j \. D L ry\) )^ mivi>/\ 


TsJlVT 094041 


T— l/Am n c o-k\i ^ it c It \ / #t / a "f It /^o 1 it f*/ \ "f i it P T Tl a A 1 1 i P T T 1 7 h\ 1 1 1 itt F? A 

numu sapiens iiypuLiieiieai piuiem flj t jot i i^pi^j t jot t iiiTviN.rv 


TsJlVT 094078 
iNlvl UZH-;7jO 


T— 1 1 a itt i a c 'i it J r»iT c It t tt^ *a+T» r* ct 1 nm+Ain PT T1 1 787 ^ P T i I 1 787^ tv>T?\l A 

nuTiiu sapiens nypuLiieiieai piuiein rpj t t joj ^"i^j t t joj j, tiii\j_>i/\ 


TsJlVT 09407^ 

iNlvl WZH-:/JJ 


|—I t a itt / \ ' | it i n c |T\/|-\/A'f|T^'l-i/»'i 1 ntAfpin PT T1 7^87 i PT T1 7^87 i tnPM A 

nuTiiu sapiens iiypuLiieiieai piuiein rLjijoo/ ^rLjijoo/ miviN.rv 


TsJA/T 094090 
in ivi v z y z w 


PTr\mr\ c'lni^tTC \-\\r\-\(\i\-\(^\\c'-\ 1 r\iv~\t^i n PT T14981 ^ PT T14981^ rr»T?TsJ A 

numu Sapiens nypuineiieai piuiem rLjT^zoT ^rLj thzot j, mi\j\i/\ 


TsJlVT 094010 
In 1V1 UZH-7 1 ;/ 


PI ( \ m i \ cQnipnc \-\\i\-\(\\\-\r^\\(^'-\ 1 r\r/-\tr»i it PT 1 9 9 A 1 ^ / PT 1 9 9 A 1 ^ ^ mT?XTA 

numu sapTens nypuineiieai piuiem jtt^jzzot d ^pi^jzzot d j, mTviM/\ 


TsJlVT 094017 

INlVl UZH-7 1 / 


Rnmn canipnc h\m(\ihr>t\(*<A 1 nrnfpi n PT T1 9A87 ^PT T19A87^ mRTsJA 

numu sapiens nypuiiieiieai pi u lein vl^j 1 zoo / ^ilj tzoo/ j, iiiisj_n/\ 


TsJA/T 094014 
In 1V1 UZH-!7 1 


U AtYm c 'HTir'iTC lT\/iT^tlTr»ti/»'i 1 nrn+pin PT T 1 7 9 A 9 /^PT 117 9 A 9 ^ mT?M A 

numu Sapiens nypuiiieiieai piuiem ftL/J t jzoz ^jtt^j t jzoz j, mi\iN/\ 


TsJA/T 09401 1 


tr ntY1A cQr\i<^r»c ViTrr*r\+V»p»+ir»Ql nrn+pin PT T970Q1 ^ PT T970Q1^ mRTsJA 

numu sapiens nypuiiieiieai piuiem rLjzjuyT ^rLjzjuyT ^, miviN/\ 


TsJlVT 094000 

iNlvl UZH-7U7 


Unmn cqhiphc U\/t^i\+Ur*i\<*<A 1 t-»r^f r»i n PT T171^8 ^ PT I 1 7 1 itt P Kl A 

numu Sapiens iiypuiiieiieai piuiem rLj id i do i^pi^j t j tjo mivrsi.rv 


TsJlVT 094008 

iNlvl UZH-yUO 


H^rnn cunipnc Ti\mr\lTip>+ir»Ql nmtpi n PT T1 9Q77 ^ PT I 1 9 0 7 7 ^ tyiRTsJA 

numu sapiens iiypuuieiieai piuieiii ri^j tz" / j ^rbj tzv / j j, iiiisj_ni/\ 


TsJlVT 09400^ 


Rnmn ciinipnc h\?t^(\ihci'u*<A 1 nrntpin PT T9 1 079 ^ PT T9 1 079^ mRTsJA 

numu sapiens iiypuuieueai piuiein rLjzTV/jz ^rpjzTi/jz j, niTviN.rv 


TsJlVT 094807 

iNlvl UZtO" / 


Unmn cinipnc h\mr*t Tip»lir»ci1 nrntpi n PT T99^»79 TPT T99^»79^ tyiRTsJA 

nuTiiu sapiens nypuLiieLieai piuiein P-Ljzzo/z ^rbjzzo /zj, iiiisj_>i/^ 


TsJlVT 094880 
In ivl UZH- 007 


I I / A |TT / A CQmPMC It \ / #T / A It ^» "1" 1 / * 1 V\T , /T J f^»1 IT p T T / 7 ^ 7 7 / P T T / 7 ^ 7 7 1 ITT ^.1 A 

numu sapiens iiypuiiieiieai piuiem r l^jz,dd d / ^rLjzjjj / j, miviNi-v 


TsJlVT 09488^ 
In ivl uzh- 000 


Unmn c 'A nipnc V»\7r\r\lTi^+ir»ti1 r\rMtr»i n PT T14980 ^ P T T14980^ tyiT?TsJA 

numu sapiens iiypuineiieai piuiein rLj th-zou ^n^j th-zouj, iiiTviNjrv 


TsJlVT 094889 

1NIVI UZH-OOZ 


Unmn canipnc U\m(\iUr*i\(*<A 1 rvtwt^in PT T1 7 1 80 ^ PT 117 1 80^ mRM A 

nuTiiu sapiens iiypuLiieiieai piuiein jtl^j t d to" ^iti^j t d loy), iiiixin /a 


TsJA/T 094880 
In 1V1 UZH- 0 0 u 


TTninn canipnc It \ / it ^ a ^ It 'f 5 ^ » ' 1 1 it i"^ a i"/^ ! n PT 1 9 7 ^ ^ / p T 197^^/^^ «iDM A 

numu Sapiens nypuineiieai piuiem rLjzjjjo ^rLjzj d do), miviNi-v 


TsJlVT 0948^4 
INITVl UZH-OOt- 


Unmn CQnipnc h\mt\thi^i\<*<A 1 nmTpin PT T99^78 f PT T99^78^ mPXTA 

numu Sapiens nypuineiieai piuiem rLjzzj / o ^rLjzzj / oj, iiiini > /a 


TsJlVT 0948^7 

INlvl UZH-OJJ 


TTnrnn CQnipnc Tixmn+ViP»+ir»ci1 iTi'^Atr^i n PT T1778^ / p T T1778^^ itt T? Tvl A 

numu sapiens iiypuiiieueai piuiein ri^j t j joj ^rLj t j joj tiiisj_>i/\ 


TsJlVT 094848 
In Ivl UZM-oM-o 


Unmn canipnc It \ / it / a + It 1" i » ' 1 1 it w a i it PT T 1 7 O/l 1 / p T T 1 7 Q4 1 ^\ itt T? ^.1 A 

numu Sapiens nypuiiieiieai piuiem ilj t jy^T ^rLj t jy^tT j, miviN/\ 


NM 094R47 

1 > 1V1 Ua^O^ / 


Hntnn <iar»ipn<i hwinthpfiral nrntHn FT T91940 TFT T9 1 940^ mRTsJA 


NM 024841 


Homo sapiens hypothetical protein FLJ 142 13 (FLJ 142 13), mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638), mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472), mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1 ), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA 
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TsJlVT 094R17 
IN 1V1 UZH- o 1 J 


1— I / -v t-*'* / a caniptic T*"\rr\f"\+Lip»+ir»ci1 wxT\+e±\w P T T1 7 1 ^O ( P T T 1 7 1 ^O^ tnDM A 

numu sapiens nypuiiiencai piuiein flj yd ldv ^rLj i j ljkj j, mivrN/\ 


TsJlVT 094R1 1 


Uatvia cynifnc ta\/rw Atln r»ti 1 nrntfi n P T T19^9Q f PT I 1 9 ^9C)\ tyiTJTsJA 

numu sapiens nypuiiiencai piuiein rLjizjzv ^rijj izjzyj, iiiix±n/\ 


In 1V1 UZH- OlU 


U nmn C oni Pnc iTwiTMtlTr't 1 nrntni n PT T9701R fPT T97018^ tyiRTsJA 
nUIIlU SapieilS IiypuiIlCLlL/Cll piUieill rLJZjUl O yrL^JZtJ \J 1 o J, IIlTvrN.rY 


TsJA/T 094R0Q 
1>J 1V1 UZ'+OU" 


PTr\rvir* CQniptio 1t\ /rwAtlT r»ti 1 nrn+pin PT T1 9Q7^ f PT T19Q7^ mT?T\J A 

numu Sapiens iiypuineiicai proicm flj izy / d ^tlj 1Z7 / j j, miviN/\ 


TsJA/T 09 4 80S 
IN 1V1 WZH-OWO 


U nrn n cc»r\i^r»o TiTmr*+Tip»+ir»Ql nm+pir> PT T99A94 ^ PT T99£»94 > k tv»T?TsJ A 

numu Sapiens nypuiiiencai piuiein fi^jzzozh- ^fi^jzzozh-j, miviN/\ 


TsJlVT 094R07 


riuiiiu Sapiens nypuineiieai pruiem rLj 1 jovj ^flj 1 juvj j, mivrN.rv 


mm 09480^ 
iNlVl vjzh-ouo 


U nmn c'lnicnc ViT7r\r\+V4P»+ir»Ql nrntfin PT T9^ i ^ < s4 TPT T9^^^4^ mPTsJA 
PLUIIlU SapieilS liypULlieiieal piULeill V L^j Aj> D D'-t \VL^jAODD i -T)^ IIllSJ_NI/\ 


TsJlVT 0947QQ 

IN 1V1 UZ^ / z/y 


PTr\TYir\ ciinipnc V\\r\-\(\iV\r*i\<*'A 1 nrnfpin PT T1 ^994 ^PT T1 ^994^ mRM A 

nuiiiu Sapiens nypuLiieiieai piuiein flj i jzzh ^ri^j i jzzh- iiiinj_ni/\ 


MA/f 0947Q£» 
IN 1V1 UZH- / 7U 


U nnin cQiiiPnc Ti^rr\r*+Vi^+ir»ci1 r\vr\+(±\r\ PT T99A^Q TPT 1 9 9 A 7 O \ mT?TsJ A 

numu sapiens nypuiiieiieai piuiem rLjzzoj" ^rLjzzoj" j, miviN/\ 


TsJlVT 0947RQ 
In 1V1 UZH- / 07 


Unmn conipnc 1^\/n^tK r»t i 1 i-»r^tr»i n PT T99^9Q ^ PT 199 < ^90^ mT?TsJA 

numu Sapiens nypuiiieiieai piuiem r L^jz,z,j>z,y ^rpjzzjzyj, miviNi-v 


TsJTVT 094784 

IN 1V1 UZH- / OH- 


PTMTYirv c^nipnc h\/i-»Mthr»ti^'i 1 nrntni n PT 197 709 f PT 19 7 7Q9 ^ tyiRTsJA 

nuinu sapiens nypuiiieiieai piuiein r l^jaj s>yz, ^rpjzjjyzj, iiiisj_n/\ 


TsJlVT 094780 


nuinu Sapiens iiypuLiieiieai piuiein rL(j t ^rLj t jj7j ^, nnvrN.rv 


TsJA/T 094777 

IN 1V1 UZH 1 I D 


PTrtmrv c 'i n i r» n u V»xrr\r\+V»p»+ir»ci1 nrn+pin PT T177QS ( V>\ T177QS^ mT?TsJ A 

numu sapiens nypuiiieiieai piuiem flj ij) / 70 ^rLj 1 j / 70 j, miviN/\ 


TsJlVT 094779 

INlVl UZH- / / Z 


numu Sapiens iiypuineiieai piuiem rLjzjT ji \r i^j zj> u i j, misj_N/\ 


TsJlVT 09zl771 

IN 1V1 UZH- / / 1 


U Mnin cQnipnc Ti\/r\r\+TiP'+ir»Ql nrntfi n PT T17848 ^ PT T17848^ mT?TsJA 

numu sapiens nypuineiicai pi u lein rLj ijoto ^rLjijotoj, nnviNjrv 


TsJl\/T 0947^*7 
In ivl UZH / O J 


numu Sapiens nypuineTit/di pruiem rLjzj izy ^pi^jzj> izyj, mi\j>i/\ 


TsJl\/T 0947^4 
In 1V1 UZH / 


PTr\Tnr» ecinipnc U\/t-M^tUr^i\^'A 1 nr/Atfi n PT T19^QS ^ PT T19^^QS^ tnRXI A 

numu Sapiens nypuineneai pruiem flj tzj70 ^r;i^j izj?vo miviN/\ 


TsJlVT 09474Q 


U n m n c'lninnc 1-i\/rw-\t1-i r»t i 1 i-\ r^tr^i n PT T19^0^ / PT T19^0^^ ml? XT A 

numu sapiens iiypuiiieiieai piuiem flj tzjuj ^tlj lz^dvd j, miviN/\ 


TsJlVT 09474A 


Unmn conipnc h^rrmth(*tir>n] nmfpi n PT T17840 ^PT T17840^ tyiRTsJA 

numu sapiens iiypumeiicai pi u lein rLj ijohu ^rLjijowj, iinviN/A. 


TsJlVT 094779 


Pntvin CQmptic It \ / i~w\ + 1i i - wci 1 -Kwn+^in PT I 147^1 /PT I 147^1 i tnPM A 

numu sapiens iiypuuieiieai piuiein r ih-d j> 1 yri^j ih-ddi iiii\j_>/\ 


TsJlVT 09477 1 
In 1V1 UZt / 1 


Hatyi n c n c i^TiT*/TTn / "\ L' Atn o 1 / "\ it it rr* / T i tT rv tvqtyi /I /l / 1 1 /-v / \ i**t/T /T i *tt T? ^vT A 

numu sapiens einuiiiusuiiie 10 upen leading iiaine h-h- iouiih-t-j, iiiiviN.rv 


TsJlVT 094797 
In 1V1 VJZH- / Z / 


PTomo cinipnc \^\!Y\(\\\^c^\\(*'a 1 r^rof^in PT T979^Q TPT T979^Q^ tyiT?XTA 

numu sapiens iiypuLiieneai piuiein .r l^j zj? zj7 ^r/i^jzj)zjj7j, iiiivini.tv 


TsJlVT 09zl799 
In 1V1 UZH- / ZZ 


U nnin c-inipnc Vi^7T^n+Vip»li^Ql nrntni n PT T17799 ^PT T17799^ tyiPXTA 

numu sapiens iiypuiiieueai piuiein ri^j i j jzz ^.ri^j ij)j>zzj, miviN.rv 


TsJlVT 09zl717 
In ivl uzt / l / 


PTr\Tvir\ cQnipnc h\m(\th<^t\(*<A 1 it rMtr»i n PT T99744 TPT T99744^ mRTsJA 

numu Sapiens iiypuiiieiieai piuiein r/-Ljzzj5H-H- ^rLjzzj i t i t j, mivi>/\ 


TsJA/T 09zl71 ^ 
In 1V1 UZH / 1 J 


T-Trtmrv CQnipnc lT\/tT^tlTr»ti 1 r\m+f*irt PT 1 9 9 A 9 ^ ^ PT I O O A 9 ^ mT?T\J A 

numu Sapiens nypuineiieai pruiem rLjzzozj ^rLjzzozj j, miviN/\ 


TsJlVT 09zl70Q 
In ivl UZH- / Uy 


UAtnn canipnc It \ ^iT^f It r«t 5 1 it r» i it PT T1414A ^PT T1414A^ rv»T?TsJ A 

numu sapiens iiypunieiieai piuiem fi^jih-ih-o ^rLj ih-ih-oj, mivi>i/\ 


TsJlVT 09470^ 
In 1V1 UZH- / KJD 


TTaitia CQr\iPnc Vii tt^ n+T» r» a 1 ■r\T*n+/='i'n PT T1 7 A 7 O I PT T1 7 A7Q l tv»T?~M A 

numu sapiens iiypuLiieiieai pruiem ri^j i juj7 yr l^j i jv^y ) , iniviN.rv 


TsJlVT 094707 
In Ivl UZt / UO 


U nnin cjnipnc h\m(\ihf^t\(*<A 1 it rMtr»i n PT T99^Q7 TPT T99^Q7^ tyiRTsJA 

numu sapiens iiypuLiieneai piuiein v l^j AADy o ^rLjzzjyj ^, mivi>i/\ 


TsJlVT 094701 
In Ivl UZt / U 1 


1 — I / A ITT / A C 1 0 1^ 1 £^"tT C QTlLr^TTn IT O "f" O IT / 1 111 ^ V\Av /^ntrf Q1TI111 (T 1 7 1 A V. T-* 1 7 1 ITT ^.1 /\ 

nUlllU SapieilS allKyilll iepeal allQ owl^o UUX-eUIlLallllllg 1S> y.rS.ijD l D )j lIllvlNj'-v 


TsJA/T 094700 
In 1V1 UZH- / UU 


numu sapiens omaci nueiear lnieraeimg pruiem ^oi>ii-r i mivrsi/\ 


TsJlVT 094/^CK 
In Ivl UZH-Oi/D 


U niT | n c'inipnc V»T7T^r\+T»P'+ir»Ql iTr^tr»i n PT T1 7QQ7 ^ PT I 1 7 0 0 7 ^ tyiT?XTA 

numu Sapiens nypuineneai piuiem r LjJ ijyyj yrL^j uyyj j, miviN/\ 


TsJlVT 094^07 
INlVl UZH-0:7.J 


Rnmn cininnc h\m(\ihr>t\(*<A 1 iTivAtoi n PT T90Q0Q TPT T90Q0Q^ mRXTA 

numu sapiens iiypuiiieiieai piuieiii rLjzu"U7 ^rpjzuyuyj, iiiisj_n/\ 


TsJlVT 094^88 
In 1V1 UZHOoO 


I — I / \ i^\~i / \ cQm^nc mA+1i/3+i/»Ql «i*/a+oii-i p T 11 7ll7 1 / P T 11 7li7 1 1 ittT?"\.T A 

numu Sapiens nypuiiieiieai piuiem r tuj i i ^pi_^jij)uj)i j, miviN/\ 


TsJA/T 094^8^ 
IN 1V1 UZH-OOO 


U nmn rnniAnc U\n^i\iUr>i\i*<A 1 nrn+pin PT T97077 ^ PT T97077^ mRTsJA 

numu sapiens nypuiiieiicdi piuiem r l^jadkjdd ^rLjzjUjj j, miviN/\ 


TsJlVT 094/^78 
In 1V1 UZH-O / O 


Unmn ccmipnc U\/t^i\+Ur*i\<*<A 1 nrntnin PT T97441 ^ PT T9744^ mRXTA 

numu Sapiens iiypuiiieiieai piuiem ri^jzjH-HT ^rLjzjH^T miviM.rv 


TsJlVT 094^7^ 
In ivl UZHO / J) 


U nmM c 'A nir>nc Ti\7r\r\+Tip>+ir»Ql nrntfi n PT T9 1 ft 1 A ^ PT T9 1 8 1 A^ tyiT?TsJA 

numu sapiens nypuLiieLieai piuieiii rLjzToio ^ri^jzioioj, iiiisj_>i/\ 


TsJlVT 094^79 
IN 1V1 UZH-O / Z 


Unmn ciinipnc h\?t^(\ihci\i*<A 1 nrntpin PT T97790 ^ PT T97790^ mRTsJA 

numu sapiens iiypuirieiieai piuiein rLjzjjzw yVL^jASjDZ^yj)^ miviN.rv 


TsJA/T 094^£» 


1— Ti^-fTT/r comor\o Itt rnn+ It 1 i^o 1 i~/ \i~ ^ i n p T I 3 1 ^ II /--i / p T I I 1 ^ II A \ ittT?"\T A 

numu sapiens nypuiiieiicai piuiem flj i i juo ^rLj i iz)uo j, miviM/\ 


NM 024654 


Humu sapiens hyputhetical prutein FLJ23323 (FLJ23323), mRNA 


IN IVL 


numu sapiens LiypuiLieticaL piuiem r l^jzzjj i {r ljzzdj l j, mKJN/\ 


TsJl\/T 094^40 


TJ ntY1A c 'i it i r» it c lTA7~r\/T+1r^+ir»o1 iTi-/Atr»i it PT T97^QO / P T I O ^ ^ GfY\ itt F? NI A 

numu sapiens nyputneiicai pruiem ri^jzjoyu ^ri^jzjoyuj, mrvrsi/\ 


TvTAyT 09/1^/17 
IN IVL UZ404 / 


TJ AtV in oni-xickno Tixmrv+Tia+iAol mrv+mn PT T 1 7 O Q T / tT T T170QT\ mDM A 

numu sapiens nypuineTicaL piuiem rLj i jzo / ^ri^j i jZo / ), mKJN/\ 


TsJA/T 09/1A/10 
In IVL U Z 4 0 4 U 


P[ / A ITT / \ i <l IT 1 ^ IT C 1t\ ^IT/ Af It 1 1 tAmln! IT PT T97/17A / PT T9 7/17£^ ITT D NI A 

numu sapiens nypuiLieiicaL piuiem rLjZj4/o vrLJZj4/oj, iiilvin/v 


TsJl\/T 094^7A 
In IVL UZH-OjO 


Humu sapiens likely urthulug uf muuse tumur necrusis- alpha-induced adipuse- 

rcA'AfcA it ivAtr»i n ^PT T971^7^ tyiPXTA 

leiaieci piuiein \v l^j as> ids> iiiivin/\ 


NM 094698 

1 N 1V1 \JZ^'-T\JZ^O 


Hnmn <;anipn<i Vivr^ntViftiral nrnfpin FT T971 ftft ^PT T97.1 RS7\ rnRTsJA 
jLTVJiiivj &apit/ii& iiy pvj nit/ LiL/ai pivjit/iii i ljz. j 100 ^t j 100 ^ ? 1 1 1 1\. i > / \ 


NM 024627 


Humu sapiens hyputhetical prutein FLJ21 125 (FLJ21 125), mRNA 


NM 024626 


Humu sapiens hyputhetical prutein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Humu sapiens hyputhetical prutein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Humu sapiens h^uthetical prutein FLJ23186 (FLJ23186), mRNA 


NM 024615 


Humu sapiens hyputhetical prutein FLJ21308 (FLJ21308), mRNA 



(400/104) 



TsJA/T 094A1^ 
in IVI UZ^+0 1 J 


T-Tr\mr\ CQnipnc nlidfin 9 ^ PT T1^1S7^ rv»T?ATA 

numu sapiens piidim z ^rLj ijio / j, miviN/\ 


TsJA/T 094A10 
IN 1V1 UZM-0 1 U 


Uatvia cQni^nc P\/rw^tP r»tP»'i 1 nrntfi n P T T 9 9 A 9 7 f PT T99A9^* tyiT?1\JA 
nUIIlU SdpieilS liy pUlllCllCal piUieill ri^JZZOZj ^TLJZZOZj J, IIllvLNy-v 


mm 094A0Q 
InIVI UZH-OU:/ 


T-Tr\mr\ c a r\ i r* n c P^n^rif pp»+ir»Ql r%-rn+<=*i n P T T91841 ^ P T T91R41^i mT?XTA 
nUIIlU SdpieilS IiypuLIlCLlL/Cll piULClIl rLJZloT 1 ! ^rLJZlO'rl J, IIll\J_N.rY 


TsJA/T 094A0A 


rioiiiu Sapiens iiypoTiiexical proxciii rLj 1 1 / jo ^tlj i i / do iTiiviN/\ 


TsJA/T 09 4 AO ^ 
INIVI UZH-OUZ) 


riuiiiu Sapiens nypunieiicai piuiem rLjzuoyO ^rLjzuoyo j, miviN/\ 


TsJA/T 094A09 
inivi v zh-ou z 


PJ / a m / a c 'i nir>n c n \ / 1"\ m t n r> 1 1 / 1 ' 1 1 i~\ n A+r^ i n p T TO 1 1 / p T TO 1 1 ml? AT A 

nuniu sapiens nypuiiieneai pruiem rpjzi ijo ^rLjzi iz)uj, miviNjy-v 


InIVI VJZHO!7.J 


nuiiiu sapiens iiypuLiieiieai piuLein rpj izouo ^"i^j izooo^i, iiiinj_ni/\ 


TsJA/T 094^8^ 

rNlVl UZH-JOJ 


PTr\TYir\ ciinipnc P\/n^^tPr»tP»^ 1 nrnfpin PT T99 1 AO PI 199 1 AO^ mRM A 

nuiiiu Sapiens nypuLiieiieai piuiein rpjzziow ^rpjzziouj, iniviNi/\ 


MA/f 094^84 
In IVI UZH-jOH- 


1 — I / \ / \ c o i /^»t^ c liTmA+riO'fir»ol nfA+om P'T Tl ^A/l A / P T T 1 a A/I A^ ty»T?AT A 

nuniu sapiens nypuiiieiieai piuiem rLjijOHo ^rpj uoh-o^i, miviN/\ 


TsJA/T 094^80 


PJ < a m / a car\ipnc P"\/T^/^\+P/=»+ir»"a1 i~\ i- /A + r» 1 11 PT T1 ^ 1 1 Q P T I 1 T 1 1 Q \ mT?AJ A 

nuniu Sapiens nypuuieiieai piuiem rLj i j 1 1 y ^rpj i d 1 17 inivrNi-v 


TvJA/T 094^70 

1N1V1 UZH-J /V 


U nnin ciinipnc pT7r\r\+P^+ir»Ql ttr^Atr'i n PT T1 1719 ^PT T1 1719^ tyiRTvJA 

nuniu sapiens nypuiiieiieai piuieiii rpj 1 1 / iz ^rpj 11/ izj, iinviMy-v 


TsJA/T 094^A^ 

rN!Vl UZHOOJ) 


PI ( a m / campnc P"\/r^/^+P/ =k +ir»ci1 nrAfpni PT • I 41 (-\(-\ 1 PT 1 (41 AA i mT?AJ A 

nuniu Sapiens iiypuLiieiieai piuiein rpjitioo ^plj itioo j, iniviN.rv 


xTA/r 094^a 

In 1V1 UZH-J J O 


PTrtmrv c 'i n i r» n u Pxrr\r\+pp»+ir»ci1 nrn+pin PT T9 1 \ CYX ^ P T T9 1 1 O^^ tyiT? AT A 

nuniu sapiens nypuiiieiieai piuiem rLjzi lkjd ^rLjzi lvd j, nriviN/\ 


TsJA/T 094^9 
In ivi uz HO 3 z 


U nrnn ctinipnc P\/i-\^tP r»t i 1 rvrrd-^in PT T1 90ftQ ^ PT T190£Q* mPXTA 

nuniu sapiens nypuuieiieai piuiem rLjizuo" ^ri^j izuoyj, miviN/\ 


TsJA/T 094^4A 
iNlvl UZH-J40 


nuniu sapiens nypuineiicai pi u i em vl^j ijn-^y ^rLjijttvj, iniviNjrv 


TsJA/T 094^4 
In ivl U Z J J) 


U n m M c'inir>nc P\ /i-\^tP r»t i 1 nrn+pin PT T1 9AS4 ^ PT T19AS4^ mT? AT A 

numu Sapiens nypuTneTicai pruiem rLj izoot ^tlj izoo^t j, miviN/\ 


TsJA/T 094^9 
In 1V1 UZ^t J) J) Z 


T-Tr\Tnr» ecinipnc P\/r»^tP r»t w»'i 1 nr/Atfi n PT T99794 ^ PT T99794^ AT A 

numu Sapiens nypumeneai pruiem rLjzz /z^+ ^rLjzz /zt ^, miviN/\ 


AjA/f 094^9A 


T4 nnir v t-'inifiic P\/n^tPr»ti^'i 1 r^tr»i n PT T9 1 ^99 ^ PT T9 1 ^99^ mT?\TA 

numu sapiens iiypuiiieiieai piuiem rLjzi jzz ^tljzi jzzj, miviN/\ 


TsJA/T 094^9^ 

INlvl UZH- JZ J 


U Mnin canipnc P^^^+pp'+ir'Ql nrnfpi n PT T9907^ ^PT T9907^^ tyiRTsJA 

numu sapiens iiypumeiicai piuiem rri^jzzwj) j ^rpjzzujj iinviN/A. 


TsJA/T 094^99 

rN!Vl UZHOZZ 


I — I { X / A C 1 O "f\ 1 O nT7T\ A+n^l AqI 1"*/ A 4 1 1~\ ThT Tl / A A II / ThT Tl 7 A^l M *YlT? AT A 

numu sapiens iiypuuieiieai piuiein rLj izoj>u ^tpj izoju j, iiiivln/^ 


TsJA/T 094^1 A 

In 1V1 WZHJ 1 O 


numu sapiens iiypuiiieiieai piuiein ivivj^h-ouo ^ivivjv^^touo^, iiiivlni jt\. 


T\TA/T 094^14 

In 1V1 UZHO 1 H- 


PT i \ m / a canipnc pA/T^r\+pp»+ir»Ql i"\ r^^tr» i n \ /T A • A^ 4 A A ^ ^A/TArA^4 A A^^ mPAI A 

numu sapiens iiypumeiieai piuiein ivivj^h-ouj) ^ivivji^h-uoj^j, iiiivln/^ 


TsJA/T 094^07 
iNlvl UZ^jU / 


T-Tomrk canipnc h\rrmihf*iinn] nrntfin A/TOP 107Q1 AA/mf^ 1 1 07Q 1 mTJTsJA 

numu sapiens iiypuineiieai piuiein iviov^ i v / y i ^ivivjv^ i u / y i ^, iinviNy-v 


TvJIVT 01^928 
in ivi ui jzoo 


TTrrmo c-ini^nc K T A A 09 nrntnin /T^TA A09^Q^ mRTsJA 
nUIIlU SapieilS JVl/WrVUZJ)" piUieill ^JS.l/A^rvUZJ)!^^, IIllVl>l J rV 


TsJA/T 09441 Q 
In IVI UZ^t4 1 y 


nomo Sapiens r nuspndTiciyigiycerupnuspnd.Te oynxnd.se ^rooi m±viN/\ 


TsJA/T 094^4^ 


U nnin cQnipnc Px/rtri+Pr'f ir»Ql r\^r\+p»ir» A/TA^A^ 1 07A^ /1\/TA^A^ 1 07 A ^ tv»T?XTA 

numu sapiens iiypuiiieiieai pruiem ivio^ iu / oj ^ivivj^ i u / uj miviN/\ 


TsJA/T 094^40 


U nmn canipnc P\/i-\^tPr»ti^'i 1 nrn+pin A/TOA^417Q ^ 1\/T At A^4 1 7Q \ tyiTJTsTA 

numu sapiens nypuiiieiieai pruiem ivivj^h-i /" ^ivio^h-i /vj, iiiivini.tv 


TsJA/T 094^0 

iNlvl UZHOJ)W 


T-lAmn cinipnc P^7r\r\f pp>+ir»Ql t-\ vi\ir* i n \/T A^A > '4'? A^ ^ \/I At A" 1 4 7 A ^ ^ mT?XTA 

numu sapiens iiypuLiieiieai piuiein ivivj^h-jo^) ^ivivj^h-oo^) )^ iiiivin/\ 


TsJA/T 094^9 A 


U ATYm c'inir>nc ln/nAtlir>ti^'j 1 r\r/A tr»i n \ /I At A^ 1 197Q AA/TA^A^ 1 1 97Q^ i-nT?ATA 

numu Sapiens nypuineiieai pruiem ivio^i iz iy ^ivivji^i iz / 7j, miviN/\ 


TsJA/T 09 4^ 9 1 
in ivi uzh-jZI 


UAtYiA c'lnipnc U\m(\ihi^i\(+<A 1 »-\r^tr»i n A/TA^A 1 104^^ TA/TA^A 1 1 04^ mPXTA 

numu Sapiens nypuiiieiieai pruiem ivioi^iuho.j ^ivivj^iuh-jjj) ^, miviN/\ 


TsJA/T 094^19 
In IVI UZH-j 1 Z 


T-Tr\mr\ c'inipnc P\/n^ itPr»t -i 1 nrntpin A/TA^A 1 4170 AA/TA^A 1 4 1 70^ inPTsJA 

numu Sapiens nypuinetieai piuiem ivio^h-i /v ^ivi\j^h-i / uj, miviN/\ 


TvJA/T 094^08 
iNlvl UZH-jUO 


T-TAmn c 'A ni(Anc \-\^j\-\(\i\-\r<-i\(*'A \ \-\ r(\ic i n \/I C\C^ A 1 79 ^ fv/I At A^ 1 4 1 7 9 ^ mT?AJA 

numu sapiens iiypuiiieiieai piuiein ivivji^h-i /z ^ivio^h-i /zj, miviMy-v 


TsJA/T 094^07 


PntriA c 'l i-\ i r» n c P \ / 1-\ *a t P r» + i ^ » ■ 1 1 r^T*n+<=»ir» 1\ /T At A^ 4 1 71 AA/TA^A 1 4 1 7 1 ^ mT?ATA 

numu Sapiens nypuiiieiieai pruiem ivivj^h-i / 1 ^ivivj^h-i / i j, miviN/\ 


TsJA/T 0949CK 


Uatyia cnnipnc P\/n^tPr»t i ^ 'i 1 n r^tr^in A/TA^A 1 ^OA7 /'A/TA^A 1 ^OA7^ tyiRATA 

numu sapiens nypuiiieiieai pruiem ivivj^ouo/ ^ivio^owo/ miviM/\ 


AJA/r 0900A9 


numu sapiens o ll za4 reguiaiui ^oll zahivu ^, in ivi > /a 


TsJA/T 0 1 R4Q 1 

In IVI KJ 1 O l tz/ 1 


numu sapiens uud w-inve piuiein ^ p j> j» o / 1 iinviN.rv 


TsJA/T 0941 1 A 
in ivi uzh- no 


U Mnin ccn^i r»nc P\/nMtPr»ti^^ 1 n rMtr»in A/TA^A^^^OA AA/TA^A^^^OA^ mRXTA 

numu sapiens iiypuiiieLiL/di piuiein ivivjv^jouo ^ivivj^j^uoj, iiiivin/a. 


TsJA/T 0941 1 4 

IN IVI WZH- 1 It 


Uatyia cinipnc \ rvrrd-PMn A/TA1A 1 4897 ^A/TA^A 1 489 7^ m RM A 

numu sdpiens iiypuLiienedi piuiein ivivj^h-oz/ ^ivivj^h-oz / iniviNjrv 


TsJA/T 0941 1 ^ 
IN IVI UZ4 1 1 J 


Unmn c'lnipnc P \ / i~w » t P r» t i <^ '4 n r^tr^in A/TA^A~ 1 4707 AA/TA^A 1 4707^ m F? NI A 

numu sdpiens iiypuuieiiL/di piuiein ivivj^>+/u/ ^ivio^>+/u/ mrviN.rv 


AJA/T 0940QQ 

1N1V1 UZH-U77 


Unmn c ' l nipnc P\7r\r\+P^+ir»Ql nrn+pin A/fOA 1 9477 ^ N/I At A^ 9477 ^ mRATA 

numu sdpiens iiypuineiicdi piuiein ivivj^zh-/ / ^iviov^zh-/ / iniviMjrv 


MA/T 0940Q9 

1N1V1 UZH-Uj/Z 


U nmn cQnipnc 1i\/notTir'tH"^ 1 n rotr'in A/TOP^^08 ^A/TOA^^^OR^ mT?TsIA 

numu sdpiens iiypuuieiiL/di piuiein ivivj^j»juo ^iviv_t^»?^)Uo^ ? iiitvin r\ 


TsJA/T 094084 


L| nmM c 'i t-\ i r» n u Pxrr\r\+pp+ir»ci1 »-\ r^Atr» i n A/TOA 1 ^ 1 OA ^A/TA^A 1 ^ 1 QA^i tyiT?ATA 

numu sdpiens nypunieiiedi pruiem iviov^ji^o ^ivio^^iyoj, miviN/\ 


AJA/T 094079 
IN IVI UZH-U / Z 


U nmn c'lnipnc P\/i-\^tPr»t 'i 1 r\ r^tr»in A/TA^A 1 9ft^^ ^A/TA^A 1 9ft^ mPXTA 

numu sdpiens nypuineiiedi pruiem iviv_r^zoj)o ^ivio^zoj) d iiiiv in /a 


at Ayr 0940A7 
INIVI UZH-UO / 


H Mmn C n n i P11 n 1i\/nHi"1ip i" ip q 1 r^tp»in NT AtA^97 1 8 / \/I At A^97 1 £H m R Nl A 
numu sdpiens iiypuLiieiiedi piuiein ivivj^z / 10 ^iviov^z / 1 oj, 111-tviNi.rv 


TsJA/T 0940A"* 


PTr\rYir\ CQnipnc P \ / r\ /A t P r» t i ^» ' 4 r^r*r\+^i-n A/TAiA 1 ^'^47 ^A/TA^A 1 ^^47^ m F? Tvl A 

numu sdpiens nypuiiieiicdi piuiem ivivj^oj'+/ ^ivio^oj>'+/ j ? miviN/\ 


ata/t 094040 


Hnmn canipnc hvnntViF'tipal nrnfpin A/TOP94Q1 rA/TrrP94Q1^ mRNA 
i±vjiiivj sciuiciio iiy pvj nit/ iiL/ai pivjLt/iii i v i vj v_ y i i^ivxvj v^Zj'-tz^ i I, 111-lvin.ta. 


NM 024036 


Humu sdpiens hyputhetical prutein MGC3103 (MGC3103), mRNA 


NM 015450 


Humu sapiens prutectiun uf telumeres 1 (POT1), mRNA 


NM 021249 


Humu sapiens suiting nexin 6 (SNX6), mRNA 


NM 023932 


Humu sapiens hyputhetical prutein MGC2487 (MGC2487), mRNA 


NM 023930 


Humu sapiens hyputhetical prutein MGC2376 (MGC2376), mRNA 
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1N1V1 V 1H-UHO 


U nnin c<i rubric DW P7"P^A4P 1 040 rvro+P'in rH¥F7P^ A4P 1 040^ ml? XT A 

n omo sapiens ivr ai j (hl i j L r\) piotem ^i^ivpz^x^oh-^i vh-uj, mix in /a 


IN 1V1 Ul J J JJ 


noillO sapiens UJvr Zif J ODD 1 OZ 1 piOieill ^JvrArjoODlOZl J, IIlrvlN/A 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


in ivi u/j yz j 


Homo sapiens hypothetical protein FLJ13171 (FLJ13171), mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


IN IVI UZJU/U 


Homo sapiens hypothetical protein (LOC65243), mRNA 


ATA/f AT3A1 C 
JNJVL UZJUlj 


nomo sapiens hypothetical protein rLJzlviy (rLJZlyly), mKJNA 


IN IVI UZZoW 


Homo sapiens likely ortholog of mouse actin-re late d protein 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


ATA/T MOOQ^A 
IN IVI VZZojO 


Homo sapiens DNA cross- link repair IB (PS02 homolog, S. cerevisiae) 

( LJL Live, 1 D J, m In. IN A 


ATA/T H99 87 1 
IN IVI UZZojI 


nomo sapiens hypothetical piotem ri^jizouo ^ri^jizouoj, miviNA 


ATA/T H99£9£ 
IN IVI UZZoZo 


II n , x c> or^i c T»Arr\/^+T»/=»+ir»o1 r^rv^+^in PT 19 1 O/l O / PT 19 1 G/1 mT? AT A 

nomo sapiens hypothetical protein ri^jz ty^tu ^ri^jziy^tuj, miviNA 


ATAyT H99Q99 
IN IVI UZZoZZ 


Homo sapiens hypothetical protein FLJ12387 similar to kinesin light chain 

fFT T19^R7^ mRNA 


MA/T 099784 


|4 nmn c'inir>nc li\/rw^tli r»ti I r\r^fr»i n P T I I 9 47 A f PT I 1 947/^ tyiT?MA 

nomo sapiens nypoinencai proiem p i^j izh- /o ^tlj izh- / oj, nirvrN.rY 


IN 1V1 UZZ / Oj 


PTr\mr\ c'^nifnc h\m(\ihr>t\(*<A 1 t~\ r^toi n PT T19498 ^ PT T19498^ mT?MA 

nomo sapiens iiypouieiicai pi o lein vl^j izh-zo ^rpj izh-zo ^, iinviMy-v 


TsJA/T 099774 

IN 1V1 UZZ / / *-t 


PTrrmr* cinifnc h\/t^Mthr»ti^'^ 1 nrntfin PT T9 1 144 ^ PT 19 1 144^ m R XI A 

noiiio sdpieiis iiypoLiieLiccii pioLeiii rL^jz,i ih-4 yr l^j z, i ih-h-j, iiirviN.rv 


MA/T 0997^^ 


nomo sapiens iiypoinencai pioxem flj i iyj) / ^rLj i iyj) / mrviN/\ 


MA/T 0997^4 
In 1V1 UZZ / OH- 


PTr\TYir\ CQtiipnc lT\/t^^th r»ti 1 nr/Ur>in PT T1 9QQS / PT T19QQft^ mPlMA 

nomo sapiens iiypoineiicai proiem r^i^j izwo ^i^j izyyo j, iiirviN.rv 


MA/T 0997^8 

IN 1V1 WZZ / JO 


T-TMmr* cunipnc h\n^(\thr>t\(*'A 1 nrntr^i n PT T99 1 ^PT T991Q^^ mRTsJA 

nomo sapiens iiypouieiicai pioiein rLjzziyj ^rpjzziyj j, iiirviNy-v 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 


ATA/T 09974Q 


nomo sapiens letmoic aciQ mQuceQ 10 ^rv/\iioj, miviN/\ 


ATA/T 099 7/1A 
INIVL UZZ /H-O 


P I / a / \ conipnc Lit rr*/~\+Vi r»o 1 PT T997QO / PI 100 7 Q/V\ w» 1? NI A 

nomo sapiens hypothetical piotem rJLJZZjyu ^JrJLJZZjyuj, mKiN/\ 


ATA/f HOOTOQ 
INIVL UZZ/Zo 


Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


ATA/f 0994QA 
INIVL UZZH-yo 


nomo sapiens hypothetical protein ri^j i d^tdd (rLj i j^jj j, mKJN/\ 


NM 022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 

111 iv In f\ 


ATA/f HOO/IQ/I 
INIVL UZZ4o4 


Homo sapiens hypothetical protein FLJ13576 (FLJ13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


IN IVI UZZ4/J 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ13057 similar to germ cell-less 

/PT T1 1f\^*7\ W D\TA 

(rLJ 1 1 j, m K IN A 


JNJVL UZZ4oJ 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible factor 

Q n1«lin . , , , P , , ^ + / LI T C 1 A \ TO D\T A 

J, alpha suDunit ( M 1 r - J A J , mKJNA 


ATA/T 

JNJVL Uzz4ol 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ2 1 939), mRNA 


ATA /I" HOO/l^Q 
INIVL UZZ4DJ 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein z yr L^jZDZyj ), miviNA 


ATA/T 

JNJVL UZzo / 1 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


ATA/T flOO^/^O 

JNJVL UzZJuV 


homo sapiens hypothetical protein rLJ 1Z041 similar to otrao yrs^S 1Zj41 j, 

AT A 
m lv In A 


ATA/T 09 I^Kfyl 
INIVL UZZJO / 


Homo sapiens hypothetical protein FLJ12287 similar to semaphorins 

TFT T19987^ mRXTA 
^flj izzo / lllrviN/\ 


ATA/T 09?^5Q 

1 > 1V1 


PI i \ m i \ QQniftic <: i m i 1 ^ r \c\ va t rnvnnipaaliti ( T Of^^izl 1 8 9 ^ mT?7\TA 

1±VJ111VJ SdUlCllo olllllldl l\J IdL 111V VJlllt/^Clllll I J_i\y V'Ut 1 Oz, j, llirvlN^rA. 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protein (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LIECG3), mRNA 
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ATN/T 0991/17 
1N1V1 UZZ14/ 


Homo sapiens 28kD interferon responsive protein (IFRG28), niRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1 -like 4 (EPB41L4), mRNA 


ATA/f 099 1 11 


Homo sapiens sorting nexin 16 (SNX16), mRNA 


JNJVL UZZIZo 


Homo sapiens phospho lysine phosphohistidine inorganic pyrophosphate 

»~\ 1~w"v o i~\ 1-i o t'l l r* ( T UPP\ tyiT?AT A 

pnospnatase ^i^rirr j, mrviN/\ 


ATA/T 0990Q7 
1N1V1 \)ZZ\)y / 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


?sjA/f 0990G/1 
INIVL UZZUV4 


nomo sapiens nypotneticaL protein rLJzuo / 1 similar to rorz / (rLJzuo / 1 ), 

111 IN IN A\ 


ATA/T 099 OQO 


nomo sapiens transposon-ueiiveu oustei j tiansposase-iiKe ^lulo d yzv), mr\JN/\ 


AJA/f 099074 
in IVI UZZU / 4 


U nmn c a r\ i r» n c pTrr\r\+pp»+ir»Ql r*-rr\+<=*i n P 1 T997QzL ^ P T T997QzL^ ml? AT A 

nomo sapiens nypotiieticai pioiem rLjzz /y^ i^j zz /y L t)^ mrviN/\ 


AJA/T 099071 
1N1V1 WZZU / 1 


PTrvmr* c'lnionc V»Trr\r\+V»r»+ir»Ql nn-itr>in PT 1 9 O Q A 7 f PT 000^7^ mt?ATA 

nomo sapiens nypotneticai proiem jri^jzuyo/ ^jri^jzuyo / j, miviN/\ 


AJA/T 0990^^ 
INIVI U.ZZUO.J 


nomo sapiens iiypouieiicai pioiein rLj ij i oo ^rbj ij i oo iiiivin/-y 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


ATA/T 0990^4 
IN IVI KJZZKJJ^- 


nomo sapiens estrogen leguiateci gene i y e>ivLj- i j, n i iv in /\ 


ATA/T 09 1 QA^ 


nomo sapiens nypotneticai piotem ri^jzzi /4 ^ri^jzzi /^j, mKJN/\ 


ATA yT 09 1 Q/l /I 
IN 1VL UZ 1 V44 


nomo sapiens nypotneticai piotem rLJizo4 ^ri^j izi!>4j, mKJN/\ 


ATA/T 09 1 QzL 1 
IN IVI UZ 1 y4 1 


nomo sapiens nypotneticai protein rL^jz ijz^ ^ri^jzi ^z^j, miviN/\ 


ATA/T 09 1 Q9 8 
IN IVI UZ 1 y Z o 


nomo sapiens nypotneticai protein ri^jzzo^y similar to signal peptioase 

< slPr i 99/9^ rPT T99^zLQ^ ml? AT A 
orL/ZZ/zj ^ri^jzzoH-yj, in in. in /a 


AJA/T 091Q97 
In ivi uz 1 7Z / 


PTr\TYir\ cynifnc lT\/t^^th r»ti 1 nrntfin PT 11 7990 f PT I 1 7990^ mPATA 

nomo sapiens iiypouieiicai proiem rbji jzzu ^tlj i jzzu j, iiLtviN.rv 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


\JAyf H9 1 89^ 
INIVL UZloZD 


nomo sapiens nypotneticai piotem ivlljouzz) ^iviijouzr) miviN/\ 


ATA/T O 1 ^ A99 
INIVL U1DOZZ 


n Amn ,, on ;^ n ,, ^ i /l 7 «rA+a^n / 1 Or^^1^99\ ^viT? AT A 

nomo sapiens lui-4j piotem ^i^^jl^o iozzj, mKJN/\ 


ATA/T 09 1A7Q 
INIVL UZ lOjy 


nomo sapiens nypotneticai piotem oriyz iyz), miviN/\ 


ATA/f 09 1 ^^^7 
IN 1VL UZ L O D 1 


nomo sapiens nypotneticai piotem ru i4Uo4 (ri^j i4Uo4j, mKJN/v 


NM021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
cnannei, suoiamiiy in, memuer z ^ivv^ininzj, miviN/v 


ATA/t 09 1 1 £9 
INIVL UZ 1 1 oZ 


nomo sapiens minor nistocompatiDiiity antigen riD-i ^nr>-i mrviN/\. 


ATA;f 09 1 1 HC\ 
IN 1VL UZ 1 1 / U 


nomo sapiens DnLn tactor nes4 /oui j, miviN/v 


ATA/T 09 1 1 zLA 
INIVL UZ 1 140 


Homo sapiens angiopoietin-like factor (CDT6), mRNA 


ATA/T OO^IzLA 
INIVL UU014O 


nomo sapiens squamous ceil carcinoma antigen recognised oy i ceus ^o/vivi i 

1 1 1 IvlN /A 


AJA/T 09 1 07Q 
in ivi uz i u / y 


nomo sapiens iN-mynstoyitransierase i ^inivii i iins. in za 


AJA/T 09 1 

IN IVI UZ 1 UH-O 


PTnmrk c^nifnc T TPT<s I<T r»rR OP^78^0^ mRAJA 

nomo sapiens u inci d ^ l J) / ojuj, iiuvin/y 


AJA/T 09 1018 
IN IVI \JA 1 U 1 O 


nomo sapiens nj insiuiie idiiiuy, nieiiiuei i ^no-Tij, iiuvin/a 


AJA/T 00^4^ 

1N1V1 UUOOHO 


nomo Sapiens seioiogicaiiy cieinieLi coion cd-nuei ainigeii j ^o-L/^v^/avjj) hixvin/a. 


ATA/T 01 7^ AO 


nomo sapiens iiaiiscnpiiuii iacioi ^pj>o miei acting protein j \r joir miviN/\ 


AJA/T 01 ^9^0 
IN IVI U ID z. s> y 


PTnmo c-ininnc W I A A 1 O^S nrot^in I A A 1 0^ S ml? AT A 

nomo sapiens is.i/\7aiuj)j piotem ^ivt/A^rviuo J), iiixvln/a. 


AJA/T 01J.Q77 


U^mn c 'A nir«nc 1 A A 0A70 nr^^tr»i v\! ni ic / I<^ 1 A A 0^»70^ mt?ATA 

nomo sapiens ivprw-vuo/u pi oie 111/ acinus ^ivi/\^-vuo /uj, iiuvln/a. 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


ATA/T O 1 Af* 1 O 
IN IVI U 1 40 1 U 


ti Atnn canipnc FT A AOO88 nrn+pin / T A A0088^ mt?ATA 

nomo sapiens isj./\>\uuoo protein ^ivi/v/vuuoo ) 9 miviN/v 


ATA/T A 
IN 1VL U 1 1 0 


Homo sapiens hypothetical protein, estradiol-induced (E2IG4), mRNA 


ATA/T O 1 ^88 
IN 1VL U 1 J D O O 


nomo sapiens uis.rz.r jool.Z4^ piotem (UKrZ;r dodl^Z4Jj, miviN/\ 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


ATA/T HI A A no 

INIVL U144UV 


Homo sapiens TAF5-like RNA polymerase II, p300/CBP-associated factor 
(riAr j-associateG tactoi, or> kl/ ^i/\r jlj, mis. in /\ 


TsJA/T 014^68 


n.omo !Scipicii» L^iivt iioiiicouoa pioiem 0 ^L^rryvoj, miviNjrv 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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tvta/t c\c\nc\nA 

INIVL UU/U/4 


Homo sapiens coronin, actin binding protein, 1A (COROIA), mRNA 


inivi uuoyz / 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
siaiy li diisiei ase^ ^oia. i h-_d inivrNA. 


rNlvl UUOOOl 


JTlOlllO SapiCllS £N^rVl30J', IllCIlluei IVrVO OllCOgGllG Idllllly ^£VrVJ30^) J, IIUVTNA. 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


rNivi uuo / i u 


iioiiio sapiens poiygiuiamme DiiiQing piotem i ^r^jjr i mrvrNA 


IM1VL UU J lOo 


Homo sapiens ras homo log gene family, member E (ARHE), mRNA 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 


JN1V1 UU41JZ 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 


NM 004492 


Homo sapiens general transcription factor IIA, 2 (12kD subunit) (GTF2A2), 
mRNA 


JNJV1 UU45Z4 


Homo sapiens chromodomain protein, Y chromosome -like (CDYL), mRNA 


jnm UU3969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


JNM_00271 1 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 3 A (glycogen 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 

*-»-»T> AT A 
m K IN A 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM (JUz(J(J4 


Homo sapiens farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransf erase, geranyltranstransferase) (FDPS), mRNA 


ATA yf Aini 1 1 

JNM UlVl 1 1 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- 
DRA), mRNA 


NM_UUzlzu 


Homo sapiens major histocompatibility complex, class II, DO beta (HLA-DOB), 
mRNA 


ATA ,4" AAO 1 1 O 

JNJV1 UUZllo 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA 


NM_UUzlz5 


Homo sapiens major histocompatibility complex, class II, DR beta 5 (HLA- 

UKdj), m 1< IN A 


ATA/f HO IQQ^! 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- 
DRB4), mRNA 


ATAyT mO^^^ 

JNJV1 UZZojj 


Homo sapiens major histocompatibility complex, class II, DR beta 3 (HLA- 
DRB3), mRNA 


ata/t nn^o^o 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1, mRNA 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXH), transcript variant 2, mRNA 


\i \ 4 AOAm i 
NM (JoU9zJ 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 4, mRNA 


ATA/f AOAOOO 

NM Uo(J9zz 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 3, mRNA 


"VTA ft AOAA11 

NM_U809zl 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
variant 2, mRNA 


ATA A *\1 Q 

NM Ulooo 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant I, 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant II, 

111KJN A 


ATA/f 1 1f\HHQ 
NJVL 1JU//0 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant short, 

miviN A 




nOIIlO SdpiCllS COlldgCll, lype A Vll, dljjlld 1 yV^VJ_Ll /.rYl J, LldlllSClipL VdlldllL long, 

mRNA 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 



212 



(400/104) 





variant 1 , mRNA 


JNM 130.390 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 3, 

o TvT A 


NM_130389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 

T? AT A 

lllKIN/V 


NM021616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1, 

*v^T? AT A 


TvTA/T mno^n 
JNM Ujvyjy) 


Homo sapiens ret finger protein (RFP), transcript variant beta, mRNA 


ATA/f 1 ^2 f\*7Q < 

JNJVL IJU/OJ 


nomo sapiens 1 r 1 ana r 1 HIN homologous inositol lipid pnospnatase ( 1 rif ), 

III Iv IN J\_ 


IN1V1 1 jU/o4 


nomo sapiens nypotneticai gene supported oy /\ i uz / ou /, /\ i uz /ouo 

ft 0^0^49/^ mR AT A 
^ LV^l^ VJH-ZO j, III iv In /A 


1M 1V1 1 jU / o J) 


nomo sapiens simiiai 10 neuronal leuaspaiiiii \L^KJ\^y\j i ~yy)^ iiixvin^-v 


in ivi i j) w / o z 


nomo sapiens leguiaioi 01 v_r-pioieiii signalling 10 ^ivuoioj, inivrN/A 


ATA/T 1^0781 
IN 1V1 1 jU/OI 


nomo sapiens ^ iv /a d z in iv in j-\ 


ATA/t 1^0779 

IN 1 VI 1 J\J / / Z 


TJ Arvm CQnipnc Q 1 007 nrn+pin ( *s! 1 C\(Y7\ rr»T?ATA 

nomo sapiens oiuwZj protein ^oiuuz^j, imvi n /a 


TsJA/T 1^07^0 
inivi Ljj\J/yjy 


nomo sapiens giycopioiem aipnd. z ^vjr .rvzj, iiuviN.rv 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


IN 1V1 1 jU/Oo 


nomo sapiens uaj/, ^o/Voz^j, n i iv in /\ 


ATAyT 1 '207^7 
INIVI IjU/O/ 


Homo sapiens cytosolic acetyl-CoA hydrolase (CACH-1), mRNA 


ATA/T 1 ^fk77^ 
INlVl IjU / / J 


Homo sapiens caspr5 protein (caspr5), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


ata/t n^^^^/i 
INlVl 


Homo sapiens major histocompatibility complex, class II, DP alpha 1 (HLA- 

PlP a 1 \ ml? AT A 

yjv i\ i j, n l iv in /\ 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


INlVl UjZUdD 


nomo sapiens ivio i rUj i protein ^lvio i rUj ij, mKiN/\ 


ATA yf H1 7QQO 

INlVl U 1 /ooz 


Homo sapiens ceroid- lipofuscinosis, neuronal 6, late infantile, variant (CLN6), 

™T> AT A 

miviN/\ 


ata/t nnAQQQ 
INlVl yjKJoyoj 


Homo sapiens matrix metalloproteinase 23 B (MMP23B), mRNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 

/'PTPPrAP'i ml? AT A 
[i I r IvL /a I J, 111 IvlN /a 


ATA/f nH/IA^Q 
INlVl 


Homo sapiens matrix metalloproteinase 23A (MMP23A), mRNA 


ATA/T 09^001 
IN 1V1 UZO 1 


nomo sapiens nypotneticai piotem rJL/j i d j dkj {rLjj i j jjuj, miviN/\ 


ATAyT 1 ^H7^Q 
IN 1V1 IjU / J7 


Homo sapiens immunity associated protein 1 (IMAP1), mRNA 


ATA/T niQQ/11 
1N1V1 UlVo^l 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
5 (TRPV5), mRNA 


ATA/1 fl17^8zL 
1N1V1 Ul / J Of 


nomo sapiens aicienycie leductase Ramose leductasej iixe o ^/ai^uivuoj, miviN/\ 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


INlVl UU04oU 


Homo sapiens regulator of G-protein signalling 14 (RGS14), mRNA 


ATA /T H1 / 2 / 3^7 

JNM UiJDJ/ 


Homo sapiens purine-rich element binding protein G (PURG), mRNA 


ata /r n 1 1 ^ ^ 
JNMOlol J j 


Homo sapiens matrix metalloproteinase 17 (membrane-inserted) (MMP17), 
miviN/A 


ATA/1 nri9s 1 ^ 
INlVl UUZolJ) 


nomo sapiens proteasome ^prosome, macropamj zoo suounit, non-/virase, y 
(PSMD9), mRNA 


ATA/T fl9/1^/lQ 
1N1V1 UZf j4 y 


Xlr\xv\r\ CQniwc l-» \ / 1-\ / a t It ^« f i ^ » • 1 1 i-\mfr>! n IhT T9 1 197 / P T T9 1 1 0'7\ rviT?ATA 

nomo sapiens nypotneticai protein rLjzi iz / ^ri^jzi iz/ j, miviN/\ 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


IN 1V1 VxD H-xjy 


nomo sapiens c- 1 r\ Dmcimg piotem p^tuu yiir ^tuuj, m ivi \ /a 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NMO 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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IMlVL UUDo Id 


nomo Sapiens regulator oi o -protein signaiLing vy ^rvvjoiyj, miviNA 


1N1V1 IjU^Oy 


Homo sapiens Jun dimerization protein 2 (jdp2), mRNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


INIVI 


nomo sapiens r auc-j piotem ( r Avj no j, ni k in /\ 


NM_ 130463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

^ A r TT>^n\ DMA 
(Alruuj, 111 K IN A 


JNJV1 UU4jy 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 


JN 1V1 UZ 1 U / U 


Homo sapiens latent transforming growth factor beta binding protein 3 (LTBP3), 

III IV IN JA 


IM1V1 UZUoOD 


nomo sapiens ull/\u/ n ^/\sp-vjiu-/\ia-/\sp/riis j dox poiypeptiae jo ^ijijajoj, 

ml? XT A 
II I IN. IN /A 


1N1V1 W 1 O.JUH- 


nomo sapiens ouo riDosomai protein lju lsoiog ^i^vjv^o i lo/j, miviN/\ 


IN 1V1 1 J 1/44 J) 


nomo sapiens ciipepLiciyipepiiciase 111 ^urr j Lidiisciipi vaiidiiL z,, inivi>/\ 


1N1V1 UUj /UU 


nomo sapiens uipepiiciyipepiitiase 111 ^urrj uanscnpi variant i, miviN/\ 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


INIVI UUOUZ / 


Homo sapiens exonuc lease 1 (EXOl), transcript variant 1, mRNA 


NM 003686 


Homo sapiens exonuc lease 1 (EXOl), transcript variant 3, mRNA 


IMlVL 1 jUj70 


Homo sapiens exonuc lease 1 (EXOl), transcript variant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


"X TA A 

NM_UUU775 


Homo sapiens cytochrome P450, subfamily IIJ (arachidonic acid epoxygenase) 
polypeptide z (C YrZJZ), mKJNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
m KIN A 


NM_0 12090 


Homo sapiens microtubule -ac tin crosslinking factor 1 (MACF1), transcript 
variant 1, mRNA 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


TVTA A A1 COn 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(rCJNZ), transcript variant oVj, mKJNA 


TvTA A H1 ^ O ^2 Q 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV2, mRNA 


IMlVL Ul joj / 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(FCN2), transcript variant SV1, mRNA 


JN1VL UUZUlo 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mRNA 


TvTA /T HI /v^2 1 T 

1N1V1 UlcoZ/ 


Homo sapiens ureidopropionase, beta (UPB1), mRNA 


NM_0 16328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcript 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucolin) 
(rLANZj, transcript variant ovu, mKJNA 


InIVI UUZolo 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRNA 


NM_ 130396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant 2, mRNA 


NM_003880 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant i, m k in a 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


\T \ /f AOAOTO 

JNM (JoUoJo 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


IMlVL UUJooZ 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 1 , mRNA 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 


JNJVL Ulooj 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 2, mRNA 


IN 1V1 U 1 oH-yZ 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


IN IVL VVJZHOZ 


Homo sapiens myxovirus (influenza virus) resistance 1 , interferon-inducible 
protein p/o ^ mouse j ^iviyvi j, mrviN/\ 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


IN IVL V 1 0 1 O D 


nomo sapiens iioosomai pioiem, laige, r u-iiKe ^ivr Lr itlkjn/\ 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPLIOL), mRNA 


IN IVL KjdZZdO 


nomo sapiens ri^jzjz / / protein {ri^jzjz / / j, itikjn/v 


JNJVL loZ/o4 


Homo sapiens thrombospondin (FLJ 14440), mRNA 


JNJVL UoU/Jl 


nomo sapiens mtermecliate iiiament-iiKe jvloczoZj (DivrZ,r jooizzzoj, 
transcript variant 3, mRNA 


JNJVL_UoU /JU 


riomo sapiens mtermecliate tuament-LiKe rvioczozj ^uivrz,r jooizzzoj, 
transcript variant 2, mRNA 




nomo sapiens ovaiian cancel oveiexpiesseu 1 \kj w^kjw 1 mrviN/\ 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


IN IVL UZZ4Z) 1 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide -binding protein SRI (FENS-1), mRNA 


NMUJJ63U 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 2, 
mKJN A 


JNM Ulojjo 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1, 
mRNA 


ATA A ClI ^AIQ 

IN IVL U O4:)o 


nomo sapiens mtermecliate tnament-iiKe ivloczozd (UJvrz,r jooizzz^j, 
transcript variant 1 , mRNA 


JNM UU/3/1 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


JNM UlDlol 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


TvTA>T HO 1 OAO 

JNM UZiyUZ 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


IN IVL U 1 4 1 04 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5), 
mRNA 


IN IVL UUZ4DJ 


Homo sapiens myxovirus (influenza virus) resistance 2 (mouse) (MX2), mRNA 


JNM U14j// 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


JNJVL UZ1UU4 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR), 
mRNA 


JNJVL UZKJDyy 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 

Kj 1 r ase 1L1U yr 1 J, III Iv IN /\ 


IN IVL U 1 /yjj> 


nomo sapiens nypotneticai protein ri^jzu/uo ^J3/\injs.j, mrviN/\ 


IN IVL U15Z44 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44), mRNA 


IN IVL UIOIUU 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NAT5), 

111 IV IN f\ 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


IN IVL UU/J>OJ) 


Homo sapiens non-POU domain containing, octamer-binding (NONO), mRNA 


TsJIVL 0094^8 

1M1V1 UUZijO 




NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (RIN2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
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transcript variant 2, mRNA 


JNJVL UUZo^o 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 1 , mRN A 


NM 024832 


Homo sapiens RAB5 interacting protein 3 (R1N3), mRNA 


JNJVL vjZjyij 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


JNJVL UKJjvZy 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 

/cnri \ ml? AT A 
( o Ji L 1 J, HI lv IN /\ 


1N1VL Ulo4yu 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NMO 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 

111 lv IN /A 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


jnjvl uuouto 


Homo sapiens signal-regulatory protein beta 1 (SIRPB1), mRNA 


JNJVL UUCOZ/ 


Homo sapiens heat shock 70kD protein 1-like (HSPA1L), mRNA 


XTA A C\C\A i^A Q 
JNJVL UU4o4o 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 

\r 1 r IN o 1 J, m K IN A 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 

111 IvlN /a 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


JNJVL 1JU4J4 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NMOOzlzz 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NM 006442 


Homo sapiens DR1 -associated protein 1 (negative cofactor2 alpha) (DRAP1), 
mRNA 


JNM UoU91o 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


JNM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


JNM UoOylo 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


JNM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


JNM UViyZy 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


X T \ 4" AO AO 1 C 

NM UoUoIj 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


TvTAyf AO AO 1 A 

JNM UoUol4 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


"VTA ft AO AO 1 1 

JNM OoUolJ 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


TvT A >1" A O A O 1 O 

JNJV1 UoUolZ 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


A.TA 4 AOAO 1 1 

NM08081 1 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


TvTA/f AOAO 1 A 

JNM UoUolU 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


JNJVL UoUoUV 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 13, 
mRNA 


NM_080808 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 1 1, 
mRNA 
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A.TA A C\Qf\Q(\£. 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 10, 
mRNA 


TvTA/T nOnO AC 

JNM_UoUoUj 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 9, 
mRNA 


ATA A C\QC\Q C\A 

JNJVL UoUoU4 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8, 
mRNA 


JNJVL UoUoUJ 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 7, 
mRNA 


ATA/T no AO no 

NM_UoUoUz 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 6, 
mRNA 


TVTA A AO AO A 1 

JNJVL (JoUoUl 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 5, 
mRNA 


TvTA>T AOAOAA 

JNJVL UoUoUU 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 4, 
mRNA 


JNJVL_UoU fyy 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 3, 


JNJVL UoU/Vo 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


JNJVL UIDZUJ 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 1, 
mRNA 


JNJVL UU4:5bO 


Homo sapiens drebrin 1 (DBNl), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBNl), transcript variant 2, mRNA 


"XTA A AOAlflO 

JNJVL UoU/yz 


Homo sapiens brain- immunoglobulin- like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


ATA/f AOAOI/; 

JNJVLUoUo lo 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 
mKJN A 


AJA A A1 QCCA 

JNJVL uioroo 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 1 , 

™ T> AT A 
ITIKIN A 


XTA/T finfl'70'7 
JNJVL UUU/o/ 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-mono oxygenase) 
(DBH), mRNA 


In 1V1 UOUH-ZO 


nomo sapiens uim/\o complex locus ^uinao j, iranscirpi valiant z, mivrN a 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


JNJVL UUUjIO 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


"VTA A AOAAT/C 

JNM_U8U9zo 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610),mRNA 


XTA A AO AO'") /I 

JNM Uo\)yZ4 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA 


A.TA A AOAA1C 

JNM UoU9zj 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) III beta (H. 
sapiens) (LOC 129020), mRNA 


TvTA/f AOAA1/1 

JNMUoUy 14 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


XTA /T AO AA 1^3 

JNM (J8U913 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 

*^r> AT A 
mKJN A 


A.TA/T nonmo 
JNM UoUylz 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2', 

mT? AT A 

1T1KJN A 


rN ivi 1 1 o i 


JT1.U111U IScipiCllo dMdlU^lYL/UpiUlClll 1 CL/CpiUl Z ^jrvovJXVZ^, LlclllaL/lljJl VdllclllL 1, 

mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGRl), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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INIVL UOZoOo 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FLJ 14428 (TIM3), mRNA 


JNJVL VjZDKJy 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


JNJVL UZlOZj 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


JN1V1 KJZKJy OU 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HIV cJ J ), m K IN A 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


"VTA /*r n 1 c I no 


Homo sapiens phospholipase C, beta 1 (phosphoinositide-specific) (PLCB1), 
mRNA 


ATA4" AOO/IO 1 

JNJVl_Uzz48 1 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains -containing protein 3 (ARAP3), mRNA 


NM 021634 


Homo sapiens leucine-rich repeat-containing G protein-coupled receptor 7 

(LuK/j, m In IN A 


ATA a m ^2 ^ n < 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 

™T? AT A 
111 In. IN A 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


ATA/f A1 A1 

1N1VL UlOl /y 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


ATA/T HU^QO 

1N1VL VjiostyZ 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


JNJVIU 12471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


ATA >f AIOKO 

JNJVL U1Z4JV 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMM8B), mRNA 


TVTA A A/^/ O 1 

NMUU4621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

O ( 1 Jvr Uoj, mKJN A 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 

1(1 KrL 1 J, mKJN A 


NM 002124 


Homo sapiens major histocompatibility complex, class II, DR beta 1 (HLA- 

LJlvtS 1 J, 1Y1 In. IN A 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


ATA/f 1 TAIO/I 

JNMl JUJo4 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mKJN A 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 

T? AT A 

111KJN A 


NM 0321 66 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 

„_ T> "XT A 

mKJN A 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


JNJV1 UJJOZy 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 

t? AT A 

111KJN A 


AT A /T AIT/ITO 

JNM UJJoZo 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 

*v, T? AT A 
1T1 In. IN A 


TsJA/T 

JNJVL UlOJ)ol 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 

ml? AT A 
111 IN. IN r\ 


NM fni89? 


1-Tnmn cuniFM'iQ ^ 1— I ^ _ H o m 'a i n VinticF' himHino" rtTritFHn 1 f^l— r^l^RPI^ m F? TnI A 

J__LVJ111VJ odljlt/llo OllJ LlVJllldlll JVllldoC' Ly 1 1 ILl 1 1 111 IJlVJLdll 1 I Oil JlvJJ JT 1 ), llirvlM^V 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


TV T A If f\ 1 O C\ C\ '~l 

NM_0 13997 


Homo sapiens tachykinin, precursor l (substance K, substance P, neurokinin l, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant gamma, mRNA 


TVTA A A1 ^nn^ 

NMO 13996 


Homo sapiens tachykinin, precursor l (substance K, substance P, neurokinin l, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant alpha, mRNA 


rsiivi uiozjo 


Homo sapiens G protein-coupled receptor, family C, group l , member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor l (SFl), mRNA 


JNJVL UUUZ3U 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


JNM_U03 185 


Homo sapiens TAF4 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 135 kD (TAF4), mRNA 


JNJVL_UU3 1 oZ 


Homo sapiens tachykinin, precursor l (substance K, substance P, neurokinin l, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant beta, mRNA 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


JNM_(J(J5857 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 


JNJVl UUollo 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant l, 
mRNA 


TVTA A AOAT)/C 

JNM_U<5U736 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 2, 
mRNA 


TVTA A f\ O /\T1 C 

JNM_U80735 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5, 

„- O TV T A 

mKJN A 


JNJVl UoU/J4 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 4, 
m iv in f\ 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 

III IN. IN f\ 


IN 1V1 UZ 1 i y / 


Homo sapiens WAP four-disulfide core domain l (WTDCl), mRNA 


iNIVL UU/IZo 


Homo sapiens pre-B lymphocyte gene l (VPREBl), mRNA 


NM 006373 


Homo sapiens vesicle amine transport protein l (VATI), mRNA 


TvTA/f AATI Af 

JNJVl UIoIUj 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 

/CADT 1\ rvi DMA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


JNJVl UDZVlo 


riomo sapiens VrolU domain receptor protein ^UKLo i (oUKLbi j, mKJNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 2, mRNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 


TV TA A AQAC/:/| 

JNM_Uoujo4 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1 , mRNA 


TVTA A f\C\£L*l 1 1 

JNM (JUo/11 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 1 , mRNA 


TXT A A AOACA/I 

JNM_U80594 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPS1), transcript 
variant 2, mRNA 


JNJVl !UU4oO 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 3, mRNA 


NM_ 100264 


Homo sapiens WW domain- containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain- containing adapter with a coiled-coil region (WAC), 
transcript variant 1 , mRNA 
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iNlvl UUJ / Ul 


noino Sapiens lx.rN/\, U Ilalispuricr 1 ^rvTNU 1 1 J, liirvl>/\ 


±N 1V1 UlH-OlU 


nomo sapiens ceiiiiosoiiie-associaieti pruicm jju ^Urvr j juj, miviMi-v 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B), mRNA 


TsJA/T 0909^^ 
1N1V1 KjZKjZdj 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hypothetical protein RP4-622L5 (RP4-622L5), mRNA 


INIVL UlCOlZ 


Homo sapiens WW domain binding protein 1 1 (WBPl l), mRNA 


JNJVL Ulo/Uo 


Homo sapiens KlAAloJU protein (KJAAloJU), mKJNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1 , 

™ T> XT A 

m K In A 


NMO 15542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mKJNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENT1), mRNA 


JNM UUZ833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 (PTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


JNM UolOoo 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 2, mRNA 


NM (JUzoiz 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 1 , mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non- receptor type 21 (PTPN21), 
mRNA 


N MO 143 69 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 8 (brain-derived) 
(PTPN18),mRNA 


X T \ /T AAC /I H 1 

NM (JUj4U1 


Homo sapiens protein tyrosine phosphatase, non- receptor type 14 (PTPN14), 
mRNA 


NM_U0z835 


Homo sapiens protein tyrosine phosphatase, non- receptor type 12 (PTPN12), 
mRNA 


NM_U80o85 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


"\TA A AOACOO 

NM_U80683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


\TA/T AOA/CA1 

NM (JoUoUl 


Homo sapiens protein tyrosine phosphatase, non- receptor type 1 1 (PTPN1 1), 
transcript variant 2, mRNA 


NM (J(JzoJ4 


Homo sapiens protein tyrosine phosphatase, non- receptor type 1 1 (PTPN1 1), 
transcript variant 1 , mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF), 

I? AT A 

m K in f\ 


NM 006709 


Homo sapiens HLA-B associated transcript 8 (BAT8), transcript variant 
in kj Jo/ova, mKJNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


XJA4" AA/l^^O 

NM_UU4o39 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


NM_UoU/UJ 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 

111 i\ IN /A 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


■\. T IV A A A A £L A A 

JNM U(J464U 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 1, 
mRNA 


JNM_vJoUjVo 


Homo sapiens HLA-B associated transcript 1 (BAT1), transcript variant 2, 
mRNA 


TVTA A~ A O A 1-1 A ^7 

JNM_080797 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

o W T>AT A 

3, mKJNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

Z, 1Y1 IV IN A 


NM 022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 
1, m K IN A 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NJVL_UoU/oU 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 2, 
mRNA 


JNM_UoU /jV 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 1 , 
mRNA 


TvTA A A A /I T(V1 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mKJNA 


NM 005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 

^PAT A 

mKJNA 


NM 0 16569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 

O "XT A 

mKJNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


JNM_UoU /Ul 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


\T \ 4 AOA7AA 

JNM O&u/vv 


rlomo sapiens three prime repair exonuclease z (llvbXz), transcript variant 3, 
mRNA 


JNM UoUoyy 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 2, 
mRNA 


JNM_U175 18 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


JNM UU/ZlO 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1 , 
mRNA 


JNM_080o3z 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 1, 
mRNA 


JNM U2JU1U 


Homo sapiens similar to yeast Upf3, variant B (UPF3B), transcript variant 2, 
mRNA 


JNM (Jouoo / 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 2, 
mRNA 


TvTA 4" AT) Mil 

JNM UzJUll 


Homo sapiens similar to yeast Upf3, variant A (UPF3A), transcript variant 1, 
mRNA 


\t \ 4 AOA/OA 

JNM (JoUoJU 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant C, 

111KJNA 


JNM UoUozy 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant B, 
mrviN/\ 


JN1V1 UU1oj4 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant A, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


A (\ 1 A A O 1 

NM (J14481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


JNM_(J80o49 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA 


JNM UUlo41 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 1 , mRNA 


JNJV1 UOUOJ7 


Homo sapiens similar to gamma-glutamyltransf erase 1 (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein ^i^oijjn j, itikjn a 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


JNM UoUVZU 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


JNM UZ1 loo 


mo mo sapiens kak ( kao iiKe oir Aoii) UKe ( kakl), m k in a 


JNM UoUo4Z 


Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-like 
activity i \\^kJK^ lZyvjzo j, itikjna 


JNIVI lOl^OU 


Homo sapiens potassium channel, subfamily K, member 1 7 (TASK-4) 

^ rvv^ 1 >J IV 1 / J, III IN. IN r\ 


JlNJVI UJjUDO 


nomo sapiens protocaunenn id ^rLunij j, mjtviN/v 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


JNJV1 UjjjIo 


nomo sapiens soiute camei iamuy jo, meniDei d (olujoaj j, mivj\i/\ 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BAT5), mRNA 


inm uuzz/y 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 


JNM UloJlU 


Homo sapiens polymerase (RNA) III (DNA directed) polypeptide K (12.3 kD) 
(POLR3K), mRNA 


JNM UJ lyy 1 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
J, mKJNA 


NM 031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 

1 *viD\T A 

Z, mKJNA 


NM 002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
1, mKJNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


TVTA A AO O A C A 

NM_0zz454 


Homo sapiens SRY-related HMG-box transcription lactor SOX17 (SOX17), 
mRNA 


JNM UU4COZ 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
urosopniiaj (UorVAj, tianscnpt variant 1, mKJNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
ui os op nil a j ( UorVAj, tianscnpt variant z, iyikjna 


NM_022349 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 6A 

( 1V1 o4A0A), mKlNA 


TvTAyr noo 1 11 
JNM UZZ1ZZ 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


JNM UUtoo/ 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 

III lv IN r\ 


jnjvi uuoy 1 o 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 
like rSP5DT mRNA 

1 1IV t ^ O ^ ' ^ ' i— J L^/ J , 111 1\ 1 > / v 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute earner family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 /TD DN/l 1\ _ DMA 

1 ( 1 KrMl ), mKJN A 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


IN MUUo /jo 


nomo sapiens Uz(KJN Uzj small nuclear KJNA auxiliary factor 1 (UzAr 1 j, 
mRNA 


JNJV1 UUozo4 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 2, mRNA 


JNM_UUoUjj 


Homo sapiens LanC lantibiotic synthetase component C-like 1 (bacterial) 
(LANCL1), mRNA 


JN1V1 UID / 10 


Homo sapiens regulator of G-protein signalling 1 9 interacting protein 1 
(RGS19IPl),mRNA 


JNJVL UUD 14V 


nomo sapiens i-dox iv ^irsy^ivj, m k in a 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


NM_UU0z75 


Homo sapiens oculocutaneous albinism II (pink-eye dilution homolog, mouse) 
(OCA2), mRNA 


JNJVL UUUo4 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


JNJV1 UUUUoz 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (C 1 inhibitor), 
member 1, (angioedema, hereditary) (bl^KrlJNOl), mKJN A 


MA A C\C\^.1C\H 

JNJVL Ulo:>U/ 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

9 fTT?PA/T9^ mD\TA 
Z \ 1 IvrlVlZ J, illrvlN /\ 


JN1V1 UlOoU/ 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 14 


INIYI UUZ70H- 


numu sapiens sniaii mciuciDie cytUKiiie /\4 ^oi^ i/v+j, miviM/\ 


TsJIVT 00910^ 
In 1V1 UUZ 1 UJ 


nuniu sapiens nzA nisiuiie laiiuiy, ineiiiuei {r±z,i\rjv), iiuvint-v 


TsJA/T oo^^i 


nomo sapiens nemogioum, ineia i (riD^ i ), mivr>/\ 


MM 000^8 


numu sapiens nemugiuom, aipna i ^jidai in ivim j-\ 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


TSJA/T 0199A9 
JNJVL U1ZZOZ 


Homo sapiens heparan sulfate 2-O-sulfo transferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


JNJVL UloVoU 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 


JNJVL Ul /oU / 


Homo sapiens O-sialoglycoprotein endopeptidase (OSGEP), mRNA 


JNJVL_Ulo/Jz 


Homo sapiens RNA binding protein (auto antigenic, hnRNP- associated with 
lethal yellow) (RALY), transcript variant 1, mRNA 


NMO 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 

111KJN A 


JN1V1 UlZj)ZU 


Homo sapiens lysophospho lipase 3 (LYPLA3), mRNA 


aja/t 0001 s/i 

JN1V1 UUUlo4 


Homo sapiens hemoglobin, gamma G (HBG2), mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


JNJV1_UU / Jo / 


Homo sapiens RNA binding protein (auto antigenic, hnRNP- associated with 
lethal yellow) (RALY), transcript variant 2, mRNA 


JNIV1 \J\JDj>5Z 


Homo sapiens hemoglobin, zeta (HBZ), mRNA 


TsjAyT oo^zi^s 

JNJV1 UUj4jo 


nomo sapiens ruo-iiKe antigen i (ruoi^ij, m k in /\ 


tsja/t oooi^q 

JNJV1 UUUlDo 


nomo sapiens giucan ^i,4-aipna-j, orancning enzyme i ^glycogen orancning 
enzyme, >\nuersen uisease, glycogen storage Qisease type i \ ) \kjdiii mtviN/A 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


Mn 000007 

JNO UUUUU / 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


tsjo ooooo^ 


nUlllU JscipiCllo i^dlUllllL/ dipilct ^lUUlll IC^lUll ^nJZ> J rVl.t-i^^ Ull Ull UlllUoUlllC 1U 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM 004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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cerevisiae j (jviL^ivii u ), mKJN/\ 


NM_0 18593 


Homo sapiens solute earner family 16 (monocarboxylic acid transporters), 
memoer iu ^o-LL^io/viuj, m iv in /\ 


IN 1V1 UloZ^fU 


noiiio sapiens Kin 01 hvkjz, iiKe ^uiosopniiaj ^ivikjvjj/LJ, mrviN/\ 


IN 1V1 U 1 OU 


Homo sapiens chromosome 20 open reading frame 9 (C20orf9), mRNA 


1M1V1 UUOo41 


Homo sapiens solute earner family 38, member 3 (SLC38A3), mRNA 


INIVL Ulo / Zj 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
cieiiytuogeiid.se, j-iiyuioxysieioici epmieiase ytsAjLjri), iiiiviM.rv 




nomo sapiens genomic smaii mstoiie iamiiy cluster yrir&{ciJ,) on enromosome o 


1N1V1 UoUO/o 


I — 1 1 \ i \ canipnc r» n / ^ ^ a f~ 1i r» 1 1'll 1 r^-i^ tin I— I T O / 1— | T r )\ ml? MA 

nomo sapiens encioineiiai ice i m jil-z ^jil-z j, miviN/\ 


1N1V1 uouo/o 


nomo sapiens pioiein piiospiiaid.se ^oJvivr 1 7, iinviN/A 


TsJA/T 08087J. 


nomo sapiens aiiKyini lepeai diici ouL/o uox-C/OiiLdiiimg j ^aodj ^, iiuvin/a. 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 (ASBl l), mRNA 


TsJTV/T 080879 
IN 1V1 UoUo/Z 


I— I nm/\ conionc FT A A 1777 nrn+oiti ( \ I «t» K /I ^ t-»T F? TVl A 

nomo sapiens ivi/-\j\i / / / proiem ^uncon^j, miviN/\ 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


"VTA yr AQAQ/:/| 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


JN1V1 UoUouJ 


Homo sapiens ankyrin repeat and SOCS box-containing 16 (ASBl 6), mRNA 


jnivl uoUooz 


nomo sapiens orKY domain-containing oULo Dox protein bor>-4 (bor>-4j, 
m iv in /\ 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protein SSB-3 (SSB-3), 
mRNA 


InIVI UoUooU 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


TSJA A A1 /:i CA 

in ivi u i o l r> u 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


AJA/1" C\C\A 1 Hf\ 


Homo sapiens solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


TvTAyf C\ 1 T/i 1 1 
JNJV1 Ul /ol 1 


nomo sapiens hypothetical protein DrvrZ/p/oZAZZ / (UJvrZp /oZAZZ /), mKJNA 


JNJVL KjZjZZkj 


Homo sapiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
niKJN /\ 


TsJA/T 01 8^48 


nomo sapiens ciown-ieguiateQ m lung cancer { n ll uui i in ivi n /a 


XTA/f 080740 
1N1V1 UoU /4U 


nomo sapiens similar to uvis anes i enromosome repeat region \j i 1 1 . i 


MA/f 0191^^ 
1N1V1 UlZlOJ 


nomo sapiens f-dox dnci leucme-ncn repedt proiem y yr dal/ ^, in in. im /\ 


NM 012304 


Homo sapiens F-box and leucine -rich repeat protein 7 (FBXL7), mRNA 


TvJA/T 0191 £\C\ 
IN 1V1 U1Z1 OU 


nomo sapiens f-dox anci leucme-ricn repeat protein h- yr dj^l^^+j^ miviN/\ 


NM 012159 


Homo sapiens F-box and leucine -rich repeat protein 3B (FBXL3B), mRNA 


ATA yT M10KQ 

IN 1VL Ulzl jo 


Homo sapiens F-box and leucine-rich repeat protein 3A (FBXL3 A), mRNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


TvTA/f AO/ICC^ 

JNJVL_U24j j j 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant 2, mRNA 


XTA /T nioi^o 
JN JVL Ulzl oZ 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcript 
variant l, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 
variant 2, mRNA 


TvTA A H1 9 1 ^ 1 

IN 1V1 U 1 Z 1 o 1 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcript 

Vdl IdllL 1, II1IV1>^V 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 
mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


JNM (J3z954 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 4, mRNA 


NM_U3z953 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 3, mRNA 


NM_03z95z 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 2, mRNA 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
transcript variant 1 , mRNA 


JN OUUUUUo 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A) on chromosome 19 


1N1V1 K)j\Jo\)y 


nomo sapiens cmomosome iz open reaumg irame zz ^i^izorizzj, mrvrs/\ 


IN 1V1 U Z O 


Homo sapiens early development regulator 1 (polyhomeotic 1 homolog) (EDRl), 

111 IN. IN IA 


IN 1V1 UZWZH-H- 


1— T^Tn/^ o 'A n 1 r> n o r»Vi/~\1in^ i^1^/^ci^1^/^'h~ciTiCT7 = »r , cio/ =k 1 ( (~^\— \T^' I'll tmPM A 

numo sapiens cnoiine piiospiiouansieiase i ^ v_ ni i i j, iiiivin/\ 


IN 1V1 KJ 1 y\j 1 *-t 


nomo sapiens uena-iiKe h- ^L-rosopmiaj (ijll^ j, hi i\. in /\ 


TsJA/T 018QQO 


nomo sapiens cmomosome open leading name y vvoiiyj, iiiivin/a. 


IN 1V1 KJ 1 / O 3 3 


nomo sapiens cinoiiiosoiiie zi open leaciin^ name dd ^L/Ziuiij j iniviN.rv 


IN 1V1 U 1 OZJ 


nuniu sapiens eioii^dioi pioLemz yC/L^rz.j^ iiiivln/\ 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


XTA/f 01 409 7 


nomo sapiens connectoi ennancer 01 r^oivz ^^rsjvzj, miviN/\ 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


JNJVL UlzZ4/ 


Homo sapiens selenium donor protein (SPS), mRNA 


iNivi uizioo 


Homo sapiens F-box and WD-40 domain protein 3 (FBXW3), mRNA 


NM_007198 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
m K In a 


NM 006011 


Homo sapiens sialyltransferase 8B (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


JNJV1 UUjo/4 


Homo sapiens zinc finger protein 239 (ZNF239), mRNA 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-1 10 (Drosophila) (DLG2), 
mRNA 


TVTA If f A f 

NM 000646 


TT ' 11/^1 'A All 1 , n s i 

Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransierase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
6, mRNA 


"TVTA If f\(~\f\S' A C 

NM_000645 


Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
5, mRNA 


"TVTA If f\f\f\/Z A A 

NM 000644 


Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
2, mRNA 


NJVL_000643 


Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
3, mRNA 


TVTA It (\ f\ /^ /■ A ^> 

NM 00064Z 


Homo sapiens amylo- 1 , 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
1, mKJNA 


TsJA/T 00009S 


Homo sapiens amylo- 1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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JNJVL Ul /ooz 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
6 (TRPM6), mRNA 


JNM_UoU /44 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (oKUK±>4ijj, m k in a 


NM 000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(LUL 1 UA 1 ), mKJNA 


JNM_lO /Wo 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, 
mRNA 


IN 1V1 U 1 40 / o 


Homo sapiens ras homolog gene family, member D (ARHD), mRNA 


NM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 
j (oLLlzAjj, mKJNA 


TvTA/f HI AAfl'J 

JNJVL viovyj 


Homo sapiens ribosomal protein Lzo-like l (KrLzoLlj, mKJNA 


JNJVl_lO /USO 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 2, 

™ t? AJ A 
111KJNA 


JNJV1 UZZoZU 


nomo sapiens cytocnrome r^jv polypeptide i rjA^j j, transcript variant i, 

111 iv 1>J /A 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


TsJA/T PK9Q7fi 

inivi ujzy/u 


nomo sapiens cnromosome zu open reading rrame ou ^i^zuoriouj, mKJNA 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


injvi uziuzy 


Homo sapiens ribosomal protein L36a (RPL36A), mRNA 


NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


"ATA A C\11£iAZ. 

JNM U33o4o 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 1 , mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 2, mRNA 


ATA A M1 OQMA 

JNM UlzJUU 


Homo sapiens F-box and WD-40 domain protein IB (FBXW1B), transcript 
variant 3, mRNA 


1N1V1 UZZ/OU 


Homo sapiens chromosome 20 open reading frame 81 (C20orf81), mRNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 

*v»T>AJ A 

111KJNA 


NM 021810 


Homo sapiens cadherin-like 26 (CDH26), mRNA 


NM_030o76 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OR5V1), 
mKJNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM 031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1, mRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


JnM_UU64oz 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orf 1 8), transcript 
variant 1 , mRNA 


JNM lolzzy 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA 


7vTA4~ A'l 1 TOO 

JNM UJlzzo 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orf 1 8), transcript 
variant 3, mRNA 


JNJV1 \jd\LLI 


Homo sapiens chromosome 20 open reading frame 1 8 (C20orf 1 8), transcript 
variant itikjn a 


TsJTV/T 0^1494 

rNlvl WJ5 1H-ZH- 


noiiio odpieiis L/iiioiiiosoiiie zw open iedLini^ iidiiie ^zuuiij j j, inrviM.rv 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross- link repair 1C (PS02 homolog, S. cerevisiae) 
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( U L L lv 1 1 L ) , m Iv IN /\ 


1M1V1 \)ZZ\)yy 


Homo sapiens chromosome 20 open reading frame 51 (C20orf51), mRNA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 

111 IS. IN f\ 


IN IVI {JZly^tj 


Homo sapiens testis expressed sequence 27 (TEX27), mRNA 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


TvTA A no HI C 


Homo sapiens chromosome 20 open reading frame 77 (C20orf77), mRNA 


JN IVL U 1 z 1 4 1 


nomo sapiens JJi^AJJ/ri ( Asp-Uiu-Aia- Asp/nis ) vox polypeptide zo ( DDAzo J, 
mRNA 


TvTAyr no 1 oo ^ 
IN IVL VjZAZ Z d 


Homo sapiens pro line-rich 1 (PROL1), mRNA 


JNJVL UUoMlo 


Homo sapiens regenerating islet- derived-like, pancreatic stone protein- like, 
pancreatic thread protein-like (rat) (REGL), mRNA 


IN IVL UZUJOO 


Homo sapiens chromosome 20 open reading frame 32 (C20orf32), mRNA 


in ivi uzuooy 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
^ oTiongyiocenrroTus pui|juiarusj ^ro^iNoj, miviN/\ 


1N1V1 VZKJ i^-tD 


nuinu sapiens ono-tiomain ^jin-dz-hkc enuopmun dz (onjuLDZ iiii\.in /a 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


in ivi u i y\jzj 


norno sapiens Liiioiiiosoiiie zu opeii leading name 10 ^^.zuoiiioj, iiiivin/\ 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP1 1), mRNA 


IN IVL U 1 lj<$y 


Homo sapiens B-cell translocation gene 4 (BTG4), mRNA 


XTA/T fl 1 QAOO 

JNJVL UlooVz 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


JNJVL UlooV/ 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 

(JLAJNl^JL/ZJ, III 1 v IN /a 


AJA/T fl 1 Q&HH 
IN IVL U 1 oO / / 


Homo sapiens acetyl- Co enzyme A synthetase 2 (ADP forming) (ACAS2), 

mRM A 
III 1x1 N r\ 


IN IVI U 1 Ot-J 1 


noino sapiens ciiiomosoiiie zu open leaunig name iou ^v^zuoni ouj, iiiivinz-v 


IN IVI U 1 O / Z J 


noino sapiens inieiieuiviii i /d lecepioi ^il^i /-Div^, iiuvlnza. 


TsJA/T fl 1 RA1A 

IN IVI U 1 OH- / t- 


nomo sapiens cniomosoiiie z\j open leacimg iranie iy ^^zuoniyj, mrviNz-v 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orG5), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


TvTA/f fl 1 'TQT/I 
IN IVL U 1 / o / 4 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


IN IVL Ul lojy 


Homo sapiens uridine kinase- like 1 (URKL1), mRNA 


TvTA/f 77flQ 

JNM Ul / /yo 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


"VTA/T HI 77QO 

JNM 1)1/ /oV 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4C (SEMA4C), 

1 1 1 IV In r\ 


TsJA/T fl 1 77 1 A 

IN IVI Ul / / 1H 


nomo sapiens ciiioiiiosoiiie zu open reaumg irame i j ^^ zuonio iniviN.rv 


TsJA/T 0 1 7^7 1 
IN IVI Ul / O / 1 


nomo sapiens cnroiiiosoiiie zu open leacimg irame h-z ^i^zuorin-zj, miviN/\ 


1N1V1 UIOjOt' 


nomo sapiens iiiiiiiuiie assoL/iaieu nucieoiicie *+ iiKe i ^mousej ^i/\inh-i^i j, iiiivi n za 


IN IVI UIOJJH 


nomo sapiens ciiioiiiosoiiie zu open leacimg iidine h-o ^i^zuuiih-oj, iiiivinz-v 


TsJIVT 018^47 
INiVl U 1 OJ^f / 


I I / \ l^YI / \ CO-|^1/^-K»C AK»t"A-m AO Am A Oil / \ 1~\ n 1"AO/1ir»A frotMO OQ I 1 /llAI'T/Q 1 A 

nomo sapiens cnroiiiosoiiie zu open leacimg irame zy ^^zuonzyj, mivrN/\ 


1N1V1 U 1 OjZ / 


nomo sapiens cnromosome zu open reacimg irame jo ^^zuonoo ^, miviN/\ 


MATT 018989 

IN IVI U 1 OZ OZ 


nomo sapiens paiaspecKie proiem i ^ron j, miviNr\ 


IN IVI U 1 oz / u 


HaTMA CQmATIC r>lir ATYI AC ATM P O 1 1 AT\AT1 rAQA:1T1 A TrQTYIP Oil / I / I I At" T / III "111 T? ^Vl A 

nomo sapiens ciiioiiiosoiiie zu open leauing iidine zu ^v^zuoiizuj, miviN.rv 


TsJA/T 0189^7 

1N1V1 U 1 OZJ / 


H ATM A COTXI/^nC 1 nnfATYlACATMP Oil AT\AT1 T*AQ/l1Tl A TVQTYIA r\ 1 1 /I IAT*T A A 1 Tnl?^VTA 

nomo sapiens ciiioiiiosoiiie zu open ieacinig iidine jo ^^zuoiiooj, iiiinin/y 


TsJIVT 0181 07 

r\ IVI UlOl"/ 


nomo sapiens zinc inigei pioiein oh- iioinoiog ^iiiousej ^rruT- j, iiiivi>i J rv 


NM 018010 




NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15'-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3 -domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


ATA A C\*\£iAC\H 

JNM Ulo4U/ 


Homo sapiens chromosome 20 open reading frame 43 (C20orf43), mRNA 


NM016319 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7A 
(AraDidopsis ) (tUro/Aj, mKJNA 




Homo sapiens angiopoietin 4 (ANGPT4), mRNA 


ATA A C\1 ^ Q ^2 A 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARB1), transcript variant DRADA2c, mRNA 


ATA A H1 ^Q^^ 

JNJVl UlDoJJ 


Homo sapiens adenosine deaminase, RNA-specific, B 1 (RED 1 homolog rat) 

/ A T~"\ A R U 1 \ 4rancr>T>inl- ^7Qrian+ HI? A R A OK tyi!?ATA 

{/\u/\[\d i j, transcript variant ukadazd, iyikin /\ 


NM 014036 


Homo sapiens BCM-like membrane protein rjrecursor (BLAME), mRNA 


ATA A C\ 1 A f\ 1 1 
IN JVL U 1 4U 1 Z 


nonio sapiens kao (kali ana ot^JVij-iiKe oir-Dincimg (kj^jvlj, m is. in a 


NM_0 14841 


Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 

/'CATAT^QI^i ™T?ATA 
^oJNAr^lj, mKJNA 


NM 014795 


Homo sapiens zinc finger homeobox lb (ZFHX1B), mRNA 


NM015313 


Homo sapiens Rno guanine nucleotide exchange tactor (GEF) lz (AKHGE? lz), 
mKJNA 


NMO 14784 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEF1 1), 

1T1KJNA 


ATA/f ni/IQ/^O 

JNJVL (J14ooz 


Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 


ATA yr n 1 /I n ^ A 
IN JVL U14U04 


Homo sapiens chromosome 20 open reading frame 40 (C20orf40), mRNA 


ataa n 1 c/;oo 
JNJVL UIjozV 


Homo sapiens PRP3 1 pre-mRNA processing factor 3 1 homolog (yeast) 
(PRPF31), mRNA 


ATlV/f Pi 1 </l 1 T 

IN JVL Ul J41 / 


Homo sapiens chromosome 20 open reading frame 28 (C20orf28), mRNA 


ATA A H1 /I /^O ^ 

JNJVl U14oZj 


Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocin) (NPHS2), 

ITIKJN A 


A. FA 4' H 1 /I CQO 

JNJVl U14JVZ 


Homo sapiens Kv channel interacting protein 1 (KCNIP1), mRNA 


NM_014140 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
cnromdtin, suuidmiiy d-iiKe 1 ^oivi/Aixv^ /\l i j, iiiin. in /a 


IN JVL U 1 J 44Z 


nomo sapiens stomatm yrLr r> / z j-iiKe z pi kjnll^z j, miviNA 


NM 013248 


Homo sapiens NUTF-like export factorl (NXT1), mRNA 


ATA 4" ri1 / 2'2 1^ 

JNJVL UlJJlu 


Homo sapiens CCR4-NOT transcription complex, subunit (CNOT4), mRNA 


ATA a nn^/iQ 
JNJVL U1Jj4o 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 

r^XT T 1 zL^ ml? XT A 
^IS^JN J 1 *+) , mivlN A 


JNJVl uuz/y 


Homo sapiens chromosome 1 1 open reading frame 9 (C 1 1 orf9), mRNA 


NM012418 


Homo sapiens fascin homolog 2, actin-bundling protein, retinal 
^otiongyioceimotus |3urjjuiatusj ^ro^iNzj, miviNA 


NM 012201 


Homo sapiens golgi apparatus protein 1 (GLG1), mRNA 


ATA/T rifiA<1Q 

JNJVL UUUMV 


Homo sapiens hemoglobin, delta (HBD), mRNA 


ataa nn^floo 
JNM \)\)byyy 


Homo sapiens polymerase (DNA directed) sigma (POLS), mRNA 


ATAA C\f\£H 1 O 

JNM uuo/iy 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-m, 
mRNA 


IN JVL UUZ.M3 


Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 

™T? AT A 
miviNA 


NM 007238 


Homo sapiens peroxisomal membrane protein 4 (24kD) (PXMP4), mRNA 


ATA/f Q/l 

JNM UU/lo4 


Homo sapiens nischarin (NISCH), mRNA 


1NI1V1 uuo /zu 


nomo sapiens actm Dinumg i^iivi protein {i\DL^ii\L), transcript variant /\x3i^iivi-s, 
mRNA 


NM 007026 


Homo sapiens dual specificity phosphatase 14 (DUSP14), mRNA 


NM_006837 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 
(Arabidopsis) (COPS5), mRNA 


NM 006614 


Homo sapiens cell adhesion molecule with homology to LI CAM (close homolog 



228 



(400/104) 





(J 1 1^1 ) \ \^ YY L 1 J, III IN IN /\ 


±Nivl UUu4 1 W 


rioiiio sapiens ni v - 1 i di lnxerdctive pioieni z, \ri i /a. i irz miviM/Y 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 




Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


\TAyf C\C\fiiAC\<>l 


nomo sapiens anterioi giauient z nomoiog ^^eiiepus laevisj ^aoinzj, mixiNA 


iNlvl UUOIUO 


nomo sapiens i es-associateci pioiem i, to icu ^ i at i j, iiiinina 


iNlvl UUDUVO 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA 


iNlVl UUOU / 1 


Homo sapiens polycystic kidney disease (polycystin) and REJ (sperm receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


INlVl UUOUi/Z 


nomo sapiens caspase recruitment uomam iamuy, memoer ^i_./\ivi>/H- miviN/v 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


iNlVl UUD /ID 


Homo sapiens urony 1-2 -sulfo transferase (UST), mRNA 


iNlvl UlDOZZ 


Homo sapiens SA hypertension-associated homolog (rat) (SAH), mRNA 


TvTA/f AA^l'J'J 

JNJV1_UUj) /j J 


Homo sapiens RAB6 interacting, kinesin-like (rabkinesin6) (RAB6KIFL), 
m Ik in j\ 


INlVl UU J OOo 


Homo sapiens sialyltransferase 8D (alpha-2, 8-polysialytransferase) (SIAT8D), 

mRTsJ A 
III IV IN /A 


iNivl WWJjOWO 


raOIIlO ScipieilS IC^UlllcllIl ^L^VJiVliN ^, IllIViN.rv 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


inivi uuo^foy 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


1N1V1 UUjIUo 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


JNM UU4olU 


Homo sapiens t-complex 10 (mouse) (TCP 10), mRNA 


NM 004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 

(IVlAr 4JVZJ, miviN/V 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 

(LULH), 111 K IN A 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


JNM U(J49Uz 


Homo sapiens KJNA-bmamg region (KJNr 1, KKM) containing z (KJNrCz), 
mRNA 


JNM_UU4J j J 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 


JNM UU43 1 / 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 
(AbJNAl), mKJNA 


NM 001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
runction) (liJN IrJJo), mKJNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 

™T?AvT A 
mixTN A 


NM 003143 


Homo sapiens single- stranded DNA binding protein (SSBP1), mRNA 


NMUUJ098 


Homo sapiens syntrophin, alpha 1 (dystrophin- associated protein Al, 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
siaiytiansieiase, kjljj syntnasej (oiAioAj, micrsiA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 

/ O IT l_> \ V> NI A 

(onD j, m K In A 


JNM UUJj)/V 


Homo sapiens KAlJj4-liKe (o. cerevisiae) (KAUj4L), mKJNA 


iNlVl UUZOOy 


nomo sapiens pieioiropic regulator i ^rivi^i nomoiog, AraoiGopsis^i ^rLKui 
mRNA 


NM 000139 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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(Arabidopsis) (COPS3), mRNA 


JNM (JUUUoJ 


Homo sapiens chloride channel 1, skeletal muscle (Thomsen disease, autosomal 
dominant) (CLCN1), mRNA 


JNMuuuoV 1 


Homo sapiens aldehyde dehydrogenase 3 family, memberAl (ALDH3A1), 
mRNA 


TVTA A f\f\ 1111 

N MOO 1 112 


Homo sapiens adenosine deaminase, RNA-specific, Bl (RED1 homolog rat) 
(ADARBl), transcript variant DRADA2a, mRNA 


JNJV1_UU43 /u 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant long, 
mRNA 


\t \ 4 AO A/ A C 


Homo sapiens collagen, type XII, alpha 1 (COL12A1), transcript variant short, 
mRNA 


TvTA A AOA/CO 1 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 2, 
m K IN A 


NM_080680 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 1, 
mKJN A 


NM_080679 


Homo sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcript variant 3, 

111KJN A 


NM 003593 


Homo sapiens winged-helix nude (WHN), mRNA 


jNM_UUUo.3o 


Homo sapiens vitronectin (serum spreading factor, somatomedin B, complement 
b-protem) (V 1JN), mKJN A 


JN1V1 uoUOoz 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 2, 

111KJN A 


JNJVl UUlU/o 


Homo sapiens vascular cell adhesion molecule 1 (VCAM1), transcript variant 1, 

IIUvlN /A 


In 1V1 UUO 1 1 J 


noiiio sapieiis pieieieimaiiy expiesseti aimgeii in melanoma yrss^t\i\Li2i)^ iiuvin/a 


1N1V1 UUU 1 / D 


nonio sapiens grucose pnospnaie lsomeiase {\jri), miviN/\ 


rNivi uzujzo 


noiiio sapiens el p 1 1 1\ o ^ ci n /a o iiixvin/a 


TsJA/T 009 1 OQ 
IN 1V1 UUZ 1U7 


n oiiio sapiens msiiuyi-uviN/\ synmeiase ^ n /a in. o j, iiirvi \ /a 


TsJA/T 019908 


I— I / \ m / -v c: 0 i~\ 1 0 n c Viic+i/'lwl "fT?^JA n/ntnr»t'n;r i mL^p* (\— TAT?QIT 1 ttiT?~MA 

nomo sapiens nisiiuyi-iiviNZA. syiiuieiase-iiKe ^riAix jl ) r iiiivln/a 


TnJA/T 004^08 
1N1V1 uutouo 


H ( ~\ m t \ compnc 1 r\/^v ^-a / ' 1 ' l-i A^/^ 1 +r*ci Tier* 1*1 ^ • ' 1 1- 1 ' 1 n f 1 tnPM A 
mOIHO SapieilS 1 -UUa O ^ 1 DAO j, LlallSClipi VallallL 1, 1 1 1 1 v 1 > f\ 


IN 1V1 UoU / JO 


nomo sapiens i-uox o ^irs^vo^i, iranscripi v di lain z, in in. in /a 


TsJA/T 08071 8 
IN 1 VI UOU / 1 o 


nomo sapiens i - dux j ^ i jd^vj ^, uanscnpi vaiiani z, miviN/\ 


TsJA/T 080717 
IN 1V1 UOU / 1 / 


nOlllO SapieilS 1-UOX J ^ll_>yvJ^, UallSClipi VallallL J, IIllviN/A 


M1VT 0001 Q9 

1N1V1 UUU1"Z 


nOlllO SapieilS 1 - UUA J) ^ 1J_>^vJ>^, llallSClipi Vallalll 1, lllrviN.rV 


1N1V1 UOUO.JZ 


nomo sapiens poiy^/A.^ uiiiciiii^ pioiein, cy lopiasiinc d yri\Dr k^dj, iiuvin/a 


XTA/T 080894 
1N1V1 UoUoZ'4 


nomo sapiens cmomosome zu open leaQing name iuo ^L-Zuoiiiuoj, miviNA 


TsJIVT 080899 
IN 1V1 UOUOZZ 


nomo sapiens caiicuciaie rumor suppressor kj v ^/\z v ^/a.z j, mxviN/\ 


TvJA/T 080891 

1N1V1 UOUOZ1 


nomo sapiens ciiioiiiosoiiie zu open leaciiiig, iiaine iuo ^v^-zuoiiiuoj, iiiivin/a 


TsJA/T 080890 
1N1V1 UOUOZU 


nomo sapiens cmomosome zu open reacung irame oo v ^zuorioo j, mrviN/Y 


TsJIVT 080818 
IN 1V1 UOU010 


nomo sapiens o proiem-coupieu receptor ou ^urivouj, mrviN/\ 


TsJIVT 080817 

1N1V1 UOUO 1 / 


I — I / A 1"\"1 / A CQfMAMC | x t"\ f/ \f A1 1^ AAlir\lp/l r r» / * 0 1 A t / M" W / 1 | x IJ W / 1 1A"1 F? Nj A 

nomo sapiens \j proiein-coupieu receptor oz ^vjrjvozj, iiixvinz-v 


TsJIVT 0807QJ. 

IN 1V1 UOU/ j/t- 


nomo sapiens iiiiiuciiuiiuiiai iiuosumai pioLein L^jy ^iviivr L^s>yj, iiiivlnza 


TsJIVT 09007^ 

1N1V1 UZU" 1 D 


nomo sapiens cyiuounc ueLa-giucositiase iiuvin/a 


TsTIVT p\<A^ 1 9 
IN 1V1 1 Z 


nomo sapiens enromosome zu open leauing irame oj> ^i^zuonoj) miviN/\ 


NM 052951 


Homo sapiens chromosome 20 open reading frame 167 (C20orfl67), mRNA 


TvJA/r 01zL1A^ 
IN 1V1 UlH-1 HO 


nomo sapiens enromosome zu open reacting irame dkj ^^zuoruuj, mrviNA 


TsJIVT 0T^40Q 

1N1V1 WJ JT-U7 


I— l / a i,i i \ cQnipnc piirnTnAcnmp 0 M nnr»n rpiiH ina -f-i"^i m r» ^Zl f f^ 1 ^ r\r1A /I i m A 
nVJlllU odUlCllo L/lll VJlllUlaVJlllC Z,U UIJC11 ICaCllll^ liaillC .Jt - v \^Z/WU1Ut-^, lllJVl>J J rA 


NM 032013 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 032109 


Homo sapiens orthopedia homolog (Drosophila) (OTP), mRNA 


NM_024021 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 4 
(MS4A4A), mRNA 


NM 022910 


Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


JN1V1 UZ4yoU 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48), mRNA 


INIVL UZ40JO 


Homo sapiens chromosome 20 open reading frame 39 (C20orf39), mRNA 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orfl49), mRNA 


TvIA A HO /I C\HH 

JNJVL UZ4U / / 


riomo sapiens onLio Dincimg protein z (porzj, itlkjn a 


"VTA A 

JNJVL UZZ/JU 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 

(^/VraDlGOpSlS ) (^Ur o / D ), mKJN A 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


JNJVL KjZZdoo 


Homo sapiens aldehyde dehyrdogenase 8 family, member A 1 (ALDH8A1), 
m iv in a 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


JNJVL UZZUoZ 


Homo sapiens chromosome 20 open reading frame 59 (C20orf59), mRNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter- like, 
memoer iu ^oi^C4Ai uj, ni k in a 


TvTA A (\ r ~) 1 

JNM UzlzJU 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 

1T1KJN A 


JNJVL UlDZoo 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETS1), mRNA 


JNJVL UZU4oj 


riomo sapiens inuku tamiiy memoer 4 ( in ljk.04 j, m k in a 


NM_0 14227 


Homo sapiens solute earner family 5 (low affinity glucose cotransporter), 
member 4 ( oLL o A4 ), m l< IN A 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


JNM (Jljooj 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_0zl95U 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


TvTA/f nn^^QQ 
JNJVL UUjOoV 


Homo sapiens aldehyde dehydrogenase 6 family, member A 1 (ALDH6A1), 
mRNA 


JN1V1_UUU:> d d 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


INIVL UIOZjZ 


Homo sapiens baculoviral IAP repeat-containing 6 (apollon) (BIRC6), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4A, member 1 (SULT4A1), mRNA 


JNM UiZjZj 


Homo sapiens v-maf musculo aponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006o00 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


JNM_UUo14j 


Homo sapiens DnaJ (Hsp40) homolog, subfmaily B, member 1 (DNAJB1), 

1T1KJN A 


INIVL UIDIZU 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 

KU SUDUlill ) \ llNrv^ l 1 J, lilrvlNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
Diosyntnesis-iiKe i ^o. cerevisiaej (jjrrizLi j, miviNA 


1N1V1 VVLdZ/ 


Homo sapiens cancer/testis antigen 1 (CTAG1), mRNA 


IN 1V1 UoU/ jU 


Homo sapiens chromosome 20 open reading frame 143 (C20orfl43), mRNA 


INIVL loZolV 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 




FTnmn caniptiQ HFAD / H ^Acn Olii Ala Acr»/14ic^ hnv nnk/nrriti Hr* 97 /DDy?7^ 
nuiiiu »dpiciij , > u izr\ vJi n ^/A^p-vj iu /Aict-/A^p/ ni^ j uua puiypcpuuc jL i \ vjvj js^z. i 

mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine- arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEU4), mRNA 


TvTA/T AQAT^fl 

JNJV1 UoU/Jy 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


JNJV1 UoU/3Z 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mKJNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
leceptor, o (tiJJOoj, mKJNA 


JNJV1 UloUoy 


Homo sapiens mitochondria-associated protein involved in granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


IN IVl UZ 1 ZU D 


noiiio sapiens wnt-i lesponsLve ^cic^fz nomoLog y wiv^ ri-i j, miviN/\ 


TsJA/L H^9zlQ^ 
1N1V1 KJjZ^yD 


nomo sapiens nypoineiicaL pioiein oivi/vr ji (oivi/vr jl j, miviN/v 


1N1V1 IoZOjO 


nomo sapiens LnterLeuKin- i n i z ^il inizj, miviN/\ 


IN 1V1 U 1 J? 1 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
sysiemj ineiiiuei 1 1 i ^, iiirviN.rv 


IN 1V1 Ul / J 04 


nomo sapiens sidDiim-z ^oi/vdzj, imvi n /a 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


IN IVl U 1 3 D J 0 


nomo sapiens scriuoie (oL>ivir>j, lyll\jn/\ 


aja/t n^n^/iQ 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


AJA/T n 1 £zL££ 
IN 1V1 U 1 oh-o o 


nomo sapiens i-dox ^ i djss+), in iv in /\ 


AJA/T n 1 A/17fl 
IN IVL U L O^f / U 


Homo sapiens chromosome 20 map 20cjl3.1 1 


AJA/T flQfl7'")'") 
INIVL UoU /ZZ 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

llllOlllUOSpOllCUll lype 1 lllOlll, 14 ^/\1^//A.IV11 0 IH-J, IIllVlNi-V 


IN 1V1 \j O WO / O 


nomo sapiens ciiioiiiosoiiie zu open leauiiig iiaine ij)j ^L/Zuui i i j j iniviNy-v 


IN IV! KJ O UO / 


nomo sapiens cmomosome zu open reaumg name oo ^^zuoriooj, miviN/v 


IN IVl KJ O UOZ 1 


nomo sapiens cmomosome zu open reacnng irame i s>o ^^zuonij)oj, miviN/\ 


NM 080608 


Homo sapiens chromosome 20 open reading frame 1 65 (C20orf 1 65), mRNA 


IN 1V1 KJ O U / 1 y 


nomo sapiens nypoineiicaL pioiein ivio^H-^t/j) ^ivio^h-h- /^j, miviN/A 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


AJA/T HO^A^Q 

INIVL UZUoJJ 


nomo sapiens viK-iiKe l (^VLKLLj, ihkin/v 


AJA/T nr\70^Q 
INIVL UU/Zjy 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45A), mRNA 


JNJVL UoUoJL 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 

ml? XT A 
III IV IN r\ 


aja/t ni/i^XQA 
INIVL UlHoyo 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 

111 Iv 1M r\ 


INIVl UIOOOO 


nomo sapiens vacuolar pi oiem sonuig ddl> ^yeasij ^ vrojjDj, miviN/\ 


IN 1V1 UZZy 1 O 


nomo sapiens vacuoiai pioiein soiling \ia.i uoiiioiog^ ^vr ojjAj, iiuvin/\ 


NM 003610 


Homo sapiens RAE1 RNA export 1 homolog (S. pombe) (RAE1), mRNA 


AJA/T n 1 zLHA 1 
INIVL Ul^fUOl 


nomo sapiens /\ r iv- 1 pioiein y i vi Aucti i j, mrviN/\ 


NM 001927 


Homo sapiens desmin (DES), mRNA 


JNM U80593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


aja/t nni q^7 

INIVL UUloO/ 


Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 
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A.TA A AA1 O/CC 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 (liver) 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


TVTA A AA 1 O /T A 

JNM_UU1864 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 1 (muscle) 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM (JUo4io 


Homo sapiens collectin sub-family member 10 (C-type lectin) (COLEC10), 
mRNA 


NM_080544 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


"\.TA A AOAC/IO 

JNM_U80543 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


TVTA A AO AC A O 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


JNMU80541 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


TVTA A AOAC/1A 

JNM_U80540 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


JNM_(J805:>y 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant III, mRNA 


JNM_(J8U5.38 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


JNM_UU5o77 


Homo sapiens collagen- like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


JNJVL UolD^Z 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 2, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 

mKJN/V 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


"VTA A AA17/IC 

JNJVL UU1/4j 


Homo sapiens calcium modulating ligand (CAMLG), mRNA 


NM 004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD),, nuclear gene encoding mitochondrial protein, 
mRNA 


A.TA A AlO/im 

JNJVL 1)32493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (API Ml), 
mRNA 


A.TA /T A A 1 1 TO 

N MOO 1 128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subunit (AP1G1), 
mRNA 


TVTA A AOAC/IC 

JNM_U80545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


TVTA A AATA17 

NM 003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1 , mRNA 


A.TA A AOAC/IA 

NM_080549 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


JNM_U80548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


JNJVL UUzo31 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1 , mRNA 


M\4 A AO OTA 

NM_00z830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
^megaKdiyocyie ) yr i r rv-t ), mrviM/\ 


NM_002829 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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transcript variant 2, mRNA 


JNM (JUzozo 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 1 , mRNA 


JNM_(J(Jzsz7 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 
mRNA 


TVTA /T (\ 1 A *"> A 1 

NJVLU 14241 


Homo sapiens protein tyrosine phosphatase -like (proline instead of catalytic 
arginine), member a (PTPLA), mRNA 


JNM_(J(J3479 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 1 , mRNA 


NJVL 080392 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (PTP4A2), 
transcript variant 3, mRNA 


NJVL_080391 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA 


"XTA >T AOACA1 

jnm_Uou:>91 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 2, mRNA 


JNM UUUVOZ 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS1), transcript variant 1, mRNA 


JNJV1 0040jo 


Homo sapiens calcyphosine (CAPS), transcript variant 1 , mRNA 


NM 080590 


Homo sapiens calcyphosine (CAPS), transcript variant 2, mRNA 


JNJVl OOoJoO 


Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBP2), mRNA 


NM_003905 


Homo sapiens amyloid beta precursor protein binding protein 1, 59kD 
(APPBPl ), mRNA 


AJ"\ if AAC701 

NM_005783 


Homo sapiens ATP binding protein associated with cell differentiation 
(Al ALU), m K IN A 


JNM UoOoUO 


Homo sapiens myelin associated glycoprotein (JMAG), transcript variant 2, 

111 Iv IN A 


1N1V1 UUZ.3 01 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 
mivrN A 


TsJIVT nn^QQj. 

1N1V1 UUJ774 


nomo sapieiis i-uox z ^iijvvz^, iiiivrN.rv 


TsJA/T 080^47 
rNlvl U0U04 / 


nUIIlU SapieilS 1-UOX 1 ^ 1 I_>vV 1 J, LldllSCIipi Valld.111 V_x, IIlIviM^V 


NM 080646 


Homo sapiens T-box 1 (TBX1), transcript variant A, mRNA 


INlVl UoUO /D 


nomo sapiens sperm associaieci antigen ^t-iiKe (or ao^-i^, rntviNA 


NM 080617 


Homo sapiens cerebellin precursor- like 1 (CBLNL1), mRNA 


JNM (JoUoll 


Homo sapiens dual specificity phosphatase -like 15 (DUSP15), mRNA 


JNIVL UoUolU 


Homo sapiens cystatin 9-like (mouse) (CST9L), mRNA 


JNM UoUuUz 


Homo sapiens actm related protein z/:> complex, subunit Jr> (zl kD) (AlvrLor>j, 
mRNA 


JNO UUUU11 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.3@) on chromosome 19 


JNM U1004V 


Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA 


JNM UoUj9/ 


Homo sapiens oxysterol binding protein- like 1A (OSBPL1A), mRNA 


JNM UoUolO 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

O (KjUAL 1 0 J, 111 iv IN A 


INJVl UDolOV 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 
mRNA 


rNlVl UJOIOt 1 


n.01110 Sapiens oiidL/Loiiieu.111 z, ^^-Lr-riviz,^, inrviN.rv 


NM 052866 


Homo sapiens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 018030 


Homo sapiens oxysterol binding protein- like 1A (OSBPL1A), mRNA 


NM 033142 


Homo sapiens chorionic gonadotropin, beta polypeptide 7 (CGB7), mRNA 


NG 000013 


Homo sapiens genomic MHC class III complement gene cluster (MCGC@) on 
chromosome 6 
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TvTA/f 


Homo sapiens nuclear receptor coactivator 5 (NCOA5), mRNA 


JNJV1 U33U44 


Homo sapiens microtubule -ac tin crosslinking factor 1 (MACF1), transcript 
variant 3, mRNA 


INiVl KJDDKJA^ 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 

"ifQT"iQTi+ / "t"YlT?TvT A 

Vallalll Z,, IIIIVINZA. 


xto nnnn 17 

1NO UUUU 1 / 


nomo sapiens genomic proiocadnerm ueta ciusiei yrK^i^riDiuj,) on cmomosome d 


IN 1V1 Ul JO OH- 


nomo sapiens ciiioiiiosome o open leading name jz ^Luuiijzj, huvimz-v 


INlVl UjZIOO 


nomo sapiens insione aceiyiiiaiisieiase ivi ion ^ivi i 01 ij, iiuvin/a. 


rNivi uju / / o 


nomo sapiens cnromosome zu open reading irame ioj ^v^zuonioj) j, mivi>/\ 


IN 1V1 1 O 


I — I / \ /-\ c o t~\ i a« o Al'i-r'A-fv* /a o Am o / M / \ »~\ -rv^o / 1 1 <t from o 17/ / i O Matt 1 / f \ ml? TvT A 

nomo sapiens cniomosome zu open redoing irame i /z ^v^zuoni /z^i, miviN/\ 


1>J 1V1 UZH-O 1 z, 


I— lAmA com^T^c nfo -m *.i n / 1 oAii-fa lonl^/=»-rmo ATrlAnlocmiA / T-) A A T ( \ n^T?TvT A 

nomo sapiens uram ano aeuie leuKemia, cytoplasmic ^jd/\z-vjL/v^ mivi>i/\ 


TsJA/T 09/L777 
rN 1V1 UZH- / / / 


l-T Am a c> o t~\ i f»n c 1 AnrAm ac A"m o /I 1 Anpn rf»Q Am rr framp 1 / /I / i /i lArfl / /I \ tviT?TvT A 

nomo sapiens cniomosome z,w open ieaumg name izh ^v^Z/UOiiiZ/H-j, niivi>jy-v 


IN ivl UZ't / Z> o 


nomo sapiens agmaimase ^fi^jzjjjo'H-j, mrvTNZ-v 


1N1V1 UZ^tOH 1 


T— T Am a c> om n m o-n /iicoli n / T7T 11 / W A Q l mT? TvT A 

nomo sapiens manoaseim ^i^j izojo niiv in /a 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


TvTAyT C\1A'\C\'\ 
IN IVL UZ^lo U 1 


Homo sapiens fukutin-related protein (FKRP), mRNA 


tvta/t nn^7/^^ 

IN IVL UUD / Oj 


Homo sapiens aminoadipate-semialdehyde synthase (AASS), mRNA 


TvTA/T H9^Q^^ 

injvl uzjyj j 


Homo sapiens chromosome 20 open reading frame 116 (C20orfl 16), mRNA 


TvTA/T fl9 1 QQQ 

IN IVL vZiyyj 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mRNA 


NM_0 14555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

^ ^TRPM^"i ml? TvT A 
D { 1 Ivl 1 VI J J, 111 iv IN r\ 


TvTA/T nflfK^7 
IN IVL / 


Homo sapiens renin (REN), mRNA 


TvTAyT H 1 A^^9 
IN IVL ULOODZ 


Homo sapiens Cm, crooked neck- like 1 (Drosophila) (CRNKL1), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


tvta/t nmo^7 
JNJVL uuiyo/ 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


TvTA/T H 1 Q/^/l O 

JNJVL Uloo4V 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


TvTA A H1 /IQ 

JNJVL UlM4o 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NM_0 17902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 

mrvTM/V 


TvTA A A1 QOQC 

IN IVL UloZoD 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


TvTA/f C\ 1 Q9/^7 
IN IVL ULoZO/ 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM_0 17555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 

m T? TvT A 
1Y1 lv IN /A 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


TvTA/T A1 COOQ 

JNJVL \)ijyy5 


Homo sapiens plasmolipin (PMLP), mRNA 


TvTA/T f\'\ ACllQ 

JNJVL U14boo 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_0 14948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
mtei acting protein j yUDK^ti / lrj ), mrcrM/v 


NM014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 

t> XT A 


TvTA A A1 ^1 

IN IVL U L J 1 J 0 


Homo sapiens REST corepressor (RCOR), mRNA 


TvTA A m / 2'J / 37 

JNJVL U1JJJ/ 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


TvTA A C\ 1 ^2 O ^2 ^2 
JN1VL U1JZJJ 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 

1 IV J) J J, I1HV1N.TV 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (API5), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(TIMM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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^ r T~'^Aft~Aft~0 / 2\ *^OM"A 

( 1 1JVLJVLZJ), mKJNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 

r^ao-A /"TTA /TA /T 1 1 A ^ i-»-iT?M A 

(yeastj ^iijvljvli //vj, mKJNiv 


NM 006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide- exchange factor 2 
(DieieLQin A-mniDiteci) (/VKrLrJ^fZj, niKiN/v 


NM 005992 


Homo sapiens T-box 1 (TBX1), transcript variant B, mRNA 


JNM UUjoJ4 


Homo sapiens translocase of inner mitochondrial membrane 1 7 homolog B 
(yeast) (TIMM 1 7B), mRNA 


NJVL_UUU3o5 


Homo sapiens aquaporin 1 (channel- forming integral protein, 28kD) (AQP1), 
mRNA 


"XTA if AAOOni 

JNJVL vvZoyi 


Homo sapiens Ras protein-specific guanine nucleotide-re leasing factor 1 
(KAoOKl^ 1), mKJNA 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


JNJVL K)K)Z/yZ 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 

rP Q A/T A 1\ mPMA 
y r olVL/V / ) , mrvJN /A 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


"VTA/T AA 1 A AO 
JNJVL UU14UZ 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1), 
m is. in /\ 


JNJVL UoUO / / 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


1N1VL UoUO/Z 


tj Arvin cotti^tic f^QTlATA Mire* fXA 1 HH'~IC\\ *«DAT A 

no mo sapiens \ *yr¥\ 14 LiKe ( ri i / /jyj, mrciN/v 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 

( IKL IN J, III Ix IN /\ 


xta/t 0£0^70 

1N1VL UoUO/U 


mo mo sapiens similar to k i ike, in cuin/a zoiuiouj 10 gene ^ivioL^zj^ti iyikin /\ 


JNJVL uouooy 


U nnin c-inifnc ci -mil err Iva R IT<f P Nl r»TYNJ A 1 1 10009^08 (rr-nf HV/f r^CK^A \ mRMA 

nomo sapiens simnai to ikijsjj,in cuin/v i i luuuz^uo gene (ivio^boo^j, miviN/\ 


1N1VL UoUOO / 


nomo sapiens simnai to IvIJSJ^in cuin/a 4Vj j^zouj^ gene (iviol.t j4U/ j, itikin/\ 


JN1VL UoUOOj 


riomo sapiens similar to kijnj^jn cuin/\ jdzjui Iolji / gene ^ivii_rLyiyoU4j, 

IIllvlN r\ 


TsJA/T O&O^zL 
1M 1V1 


nomo sapiens siiiiiiai lo rvirvj_!/iN ci-'iNi'-v h-!7J)oj) /oruo gene ^ivivj^j/j? izj, iiuvin/\ 


MA/T 080^9 


Homo ^niotu cimikir to R H<^ FK1 ^DKIA 1 ^ 1 009? F 1 1 crp>r*(* {AA^CA r >5l^\ m R Kl A 
noiiio sapiens siiiiiiai 10 rviivjj/iN Lz-L/in/a. loiuwzzr 1 1 ^ene ^iviv_tv^h-z,o i nirviN.rv 


TsJA/T ORO£»^0 
IN 1V1 UOUOOU 


nomo sapiens similar to in. i ivl_/1n c iv in /a izuuuih-in io gene ^ivivj^iH-zoy^, nil v in /a 


IN 1V1 UOUOJ7 


FTomo cQnipflc cimilcir to R H<f F Kl oDTsJA 9 ^ 1 OO^OTiOA rr^ri^ rA/TOr 1 1 48^Q^ m R Kl A 

noiiio sapiens siniiidi to iv i ivll in L/T-/iNi-v zjiwujuuuo gene ^ivivjri^ ihojV j, iniv in /a 




noino sapiens vipiiin ^cigj iiirvLNrA. 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC 17337), mRNA 


\r\yf oso/^zl 


nomo sapiens in y - k cl in -h- i anugen ^in i - ivll in i j, miv in /a 


JN1VL UoUojJ 


nomo sapiens simnai to Kiis.r!/iN cuina 4yjujuuci4 gene (jvl\jL^j41 j, itikjn/v 


TsJA/T oso^9 

INIVL UoUOOZ 


FTnkTYi^ cQnipnc cimilor +n R IT<f F Kl ^FiKl A ^7^0^78KT02 f rr>nr> /N/inr 1 ^ 7 Q7^ m R Kl A 

nomo sapiens simnai to ivirs.riiN cuin/v j / jvj /ojnuo gene (iviov. ijjy i ), miviN/A 


xTA/r oozL9Q/^ 

IN 1VL U U^fZ y o 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


MA/T Pi ^ AOL A 
INIVL U14Z.34 


Homo sapiens FabG (beta-ketoacyl-[acyl-carner-protein] reductase, E coli) like 

yCi. con ) ^ r ADUL III IV IN /A 


MA/T 09477^ 

IN 1V1 WZH- / / 


nomo sapiens gemiii o ^vjj_/1viiino^, iiiinin/y 


MA/T 080^9/^ 
IN 1V1 UOUOZO 


nomo sapiens J3rvu uiiiuiiig pioiein yDts^ijDr iiirviNrA 


MA/T 080^9^ 

IN1V1 UOUOZj 


noino sapiens ciiioiiiosome z,\j open leacinig iidiiie iou ^v^z^uoiiiouj, 111-tviN.rv 


TsJA/f 080^1 A 


nomo sapiens cmomosome zu open reaomg irame i iz ^^zuoni izj, iiiivin /a 


MA/T 080^19 
IN 1V1 W O WO 1 Z 


nomo sapiens uuo/udD idiniiy iiieiiiDei d ^v_t/ajz>j)j, iiitvin/a. 


mm 080^07 
1N1V1 VJOWOU / 


noino sapiens ciiioiiiosome zu open leauiiig iidiiie iuz ^^zuoinozj, iiiivin/a 


1 N 1V1 UOUUUJ 


1-Tomo ciinipnc plirnmncnmp 90 nnr»n rr*^w1 i 11 ct Jtva m r» 1 A9 r^90oi*"F1 ^9^ mRTsJA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDACIO), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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IN 1V1 UZZ 1 U^+ 


numu sapiens cnruniusume zu up en icduiiig irdmc 0/ ^i^zuuno/ miviN/A 


NM 080546 


Humu sapiens CDw92 antigen (CDW92), mRNA 


XTA/T 01^1 1 
In 1V1 U 1 D D 1 1 


numu sapiens emumusume zu upen reaumg irame 4 ^v^zuurin-j, mi\j>j/\ 


XT A yf 009 1 1 A 

iNIVL UUZ 1 1 0 


Homo sapiens major histocompatibility complex, class I, A (HLA-A), mRNA 


NM 023017 


Homo sapiens phosphoinositide 3 -kinase enhancer (PIKE), mRNA 


JNJVL UZUboJ 


Homo sapiens zinc finger protein 317 (ZNF3 17), mRNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

1T1 K IN A. 


JNJVL UloZUo 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS35), mRNA 


xta/T o 1 /i 
JNJVL U14UUJ 


Homo sapiens UcAU/n ( Asp-uiu-Aia-Asp/riis ) dox porypeptiae do (UL)Ajo j, 
mRNA 


XTA/T MHA/l/l^ 


Homo sapiens PRP8 pre-mRNA processing factor 8 homolog (yeast) (PRPF8), 
mRNA 


XTA/T C\f\1.^H^ 

JNJVL UlOO/O 


Homo sapiens pre-mRNA processing factor 18 (PRP18), mRNA 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


JNMUU4374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM (JUlooJ 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM (JUjzUj 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


XTA/T mOAHO 

JNJVL UoZoUV 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


XTA/T 0^9/IQQ 
INIVL UJZ4oV 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91 -like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


XTA/T HOA/ITJ 

JNM UoU4/J 


Homo sapiens GATA binding protein 5 (GATA5), mRNA 


NM 002121 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 
DPB1), mRNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 
mKJNA 


NM_004375 


Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX1 1), nuclear gene encoding mitochondrial protein, mRNA 


xta/T nn 1 "i r\"2 
JNJVL UUlolo 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
A/famesyltransferase (yeast) (COX 10), nuclear gene encoding mitochondrial 
piuiein, iiirviM/A. 


TsJA/L 0^4098 
In 1V1 Uj^-UZO 


I— I / -v itt / x c ni r>n o 0 /"* t /■ 1 itt 1 <"\ n \ / 1 ^nn/iPiieiiifT piiTx/tnp I AA/T A Pi tyiT?XTA 

jTiuiiiu sapiens acyi-iiiaiuiiyi cuiiciensing enzyme ^rviviz-v^,j, nnvrNy-v 


TsIA/f 0^948^ 

1N1V1 UjZt-OJ 


jnuinu sapiens ciiiuiiiusuine zu upen leading iidine id^-t ^v^Z/UUiii^h-j, 111-tviAi.rv 




numu sapiens uipaniie muiii-cuniaming / ^ iiviivi/ j, in i\ in /\ 


XTA/T 0T^49 1 


nuinu sapiens ciiiumusuiiie zu upen leading iidine 101 ^lzuuiiioi j, nnviNi-v 


TsJA/L 0^1 Q7 
In 1V1 U S) J) 1 ;/ / 


nuinu sapiens ciiiuiiiusuine zu upen leauuig iidine 1 14 ^v^zuuiii Hj, iiiivlm/a 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


XTA/T 0^9££^ 


Homo sapiens chromosome 20 open reading frame 100 (C20orfl00), mRNA 


TvJAvf 0^9S9^ 

1M 1V1 W J) Z, ,J Z, J 


mUlllU acipiCll!^ UAy&LClUl UlllLllll^ piULClll -IIXC U ^woD± L^U^, llllvlAl.rV 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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TSJA/f 09^198 
IN 1V1 UZJ 1ZO 


1— 1 1 -v »tt / a c a nir>n c A>TTTQS21 Anrlnnnol aqca /\4T I Q S2 1 \ -ml? AT A 
nomo Sapiens IVIUOOI eiltlOllUCiease ^IVIUoOl J, IIlivlN/\ 


TSJA/T 0940^8 

1 N 1V1 


I — I / A ITT / \ CQtM AMC /"»lr-r*^"t"*T /TO AtYl /II / A »T IT IT* O / 1 1 IT / T TT*0"f"V»^» O Si I | J| |/\ t~T"\.J St 1 1-V> I? AT A 

nomo sapiens cm oiiiosoine zu open reatimg iianie 70 ^i^zuuiivoj, mrviMz-v 


iNlvl UZH-OOj 


nOIllO SapieilS d-IIllIlUpcpLlQalSC-llKC 1 ^IMrE/ri^l J, nilVLN/A. 


TSJA/T 09A^&A 
1>J 1V1 UZlJOO 


nomo Sapiens oxysteioi Dincimg piuTeiii-iiKe y ^uodi L^y)^ iiiivin/\ 


TSJA/T 094190 
In 1V1 UZH- 1 Z U 


riuniu sapiens eniuniusunie zu open reading irame / ^v^zuun/ nnvLN/\ 


TSJA/T 09977^ 
IN 1V1 wzz / / o 


numu sapiens UAysteiui uincinig piuiem-ince 1 1 ^vJoJ3r 1^1 1 hiivin/y 


NM 022109 


Homo sapiens CDw92 antigen (CDW92), mRNA 


TSTA/T 0990££ 
1M1V1 UZZUoo 


Homo sapiens zinc finger protein 338 (ZNF338), mRNA 


ATA>T 09 1 1 

IN JVL UZ 1 1 JO 


Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 


NM 021232 


Homo sapiens proline dehydrogenase (oxidase) 2 (PRODH2), mRNA 


ATA A 07 1 770 
INIVL UZlZZK) 


Homo sapiens zinc finger protein 339 (ZNF339), mRNA 


ATA/T HO 1 AQO 

jnjvi uziujy 


Homo sapiens SI 00 calcium binding protein A14 (calgizzarin) (S100A14), 

™ T? AT A 
1Y1KJN /V 


ata/t non^^o 
inivl uzuoov 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 


NM_0 18972 


Homo sapiens ganglio side -induced differentiation- associated protein 1 

(uJJArl J, 111 i\. In f\ 


TsJA/T O 1 7Q9 1 
IN 1VL U L / y Z 1 


nonio sapiens nypotneticai protein ri^jzuoD / ^iNr miviN/\ 


TsJA/T O 1 77SA 
1N1VL U 1 / / O^f 


nonio sapiens oxysieioi DiiiQing pioiem-iiKe lu (UoDrLiuj, misuNzA 


ATA/T O 1 77^ 1 
IN 1V1 U L / / jl 


Homo sapiens oxysterol binding protein-like 7 (OSBPL7), mRNA 


ATA/T 01290Q 
INIVL ULoZUV 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 

/"ARFinAP"! mT?TSJA 
\ r\ Iv F 1 VJ/A 1 J, 111 IN.1N /\ 


AJA/T 0181 09 
IN 1V1 Ulol UZ 


tiuniu sapiens zinc imgei pioiem ^z^iNr d j'+j, itiivln/-v 


TSJAyf 0 1 1 
In 1V1 UlJOVl 


nomo sapiens pie-iinviMiA spiicmg i actor i / ^rivr i / j, miviN/\ 


NM 016599 


Homo sapiens myozenin 2 (MYOZ2), mRNA 


ATA/T O 1 zLQ/^9 


nomo sapiens did ^ruZij uomam containing j {d iduj j, miviN/A 


TSTA/T 01zL&^ 
INIVL Ul^OJO 


Homo sapiens oxysterol binding protein- like 2 (OSBPL2), mRNA 


TSTA/T 01zL79^ 


nomo sapiens syntapniim ^oiNrnj, miviN/v 


ATA/T 01/L12"* 
INIVL U14 loJ) 


nomo sapiens uyiiem iignt cnain z/\ ^uiNi^L^z/Aj, mrviN/A 


TSJA/T OlzLO^ 
INIVL UL^fUZIO 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle l 

rrnV 1^ mRTSJA 

^ V - 1 J, 111 IN. IN /A. 


TsJA/T 0 1 AA11 
In 1V1 U 1 H-^t / / 


1 — 1 / a i-\t / \ c o on c / » It i"/ \ itt / a l' / a tTT ^ / i I / \ »t it roQ/iir>fT TT*omo 10/ i / | |/\r 4" 1 II \ tv»l?\T A 

nomo sapiens cm oiiiosoine zu open leacnng name iu ^^zuoriiu^, miviNj'-v 


NM 012261 


Homo sapiens chromosome 20 open reading frame 103 (C20orfl03), mRNA 


TSJA/T 01T^£*Q 


nomo sapiens uinz-v ^cytosiiie-z>-j-metnyitiaiisieiase j-LiKe ^ijinivli ^lj, miviN/\ 


ATA/f O 1 7/1 /^O 
INIVL ULZ40V 


Homo sapiens chromosome 20 open reading frame 14 (C20orfl4), mRNA 


NM 012291 


Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 


ATA/f C\f\HC\C\1 

INIVL y)v/y)UZ 


Homo sapiens adhesion regulating molecule 1 (ADRM1), mRNA 


NM_006809 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mKJN A 


ATA/f riflAQ 1 1 

JNJVL UUooLJ 


riomo sapiens pioime ricn z (rKULz), mKJN A 


NM_002509 


Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 

itt X? AT A 

111KJN A 


ATA A f\Qf\AH A 

JNM Uou4/4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

itt r»iTrkr»i~ 19 ^QTh T? P1AJR 1 9^ mT?ATA 

memoer iz ^oi^ivr iindizj, itikjna 


NM 006009 


Homo sapiens tubulin, alpha 3 (TUBA3), mRNA 


ata/t nni/iAi 
In JVL UU J 4o J 


Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 


TSJA/T 01Q£QQ 
IN 1V1 U 1 y O O o 


nomo sapiens meianocortm d receptor ^ivi^orvj, mrviNA 


NM 001846 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mRNA 


NM_079422 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 3f, mRNA 


NM 079420 


Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant 1 f, mRNA 
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JNJVL UUU/Vj 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1, mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 


NJVL_(J798J7 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


JNM (Jl/ooy 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1 , 
mRNA 


NJVL_(J 79425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


TVTA 4" ATA/I O /I 

JNJV1 (J7v4z4 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


ATAyr mo/in 
JNJVL U/V4ZJ) 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscLe ^ivi i lo j, transcripT variant z, mrvr>/\ 


IN 1VL uz 1 u 1 y 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 

UlUSCie ^1V1 I l^O^, UdllSCIipi Vdlldlll 1, IIlrvlMy-v 


tnja/L ooj.^oq 


nuino sapiens on iu iiucieai uuciy piuieiii ^ori iuj, iidiiSL/iipi vdiidin d ? iiirvrN /\ 


IM 1V1 U O UH-ZH- 


nomo sapiens on iu nuciear oouy pioiem ^or i iwj, irdnsciipi vdndni c, miviN/\ 


TsjA/r 004^10 


nomo sdpiens on iu nuciedr uociy proiem ^or i iwj, irdnscnpx vdridnx d, i i i iv i n r\ 




nomo sdpiens pediiu-i-mve z ^L>/iosopniidj ^n>i u i-Lzj, iidiisciipi vdiidin 1, iiuvl>j/\ 


TnJA/T 0£0zL17 
IN 1V1 U O U4 1 / 


nomo sdLJiens Ljediiux-iiKe z ^i^rosopmidj ^n\u ilz j, xrdnscnpi vdridni h-, mivi>/\ 


TsJA/T OROzll^ 
IM 1V1 U O yJ^t 1 O 


nomo sdpiens pednui-iiKe z ^j_^rosopmid^ ^ri>iu ii^z^i, iidiiscnpi vdridni j), mivi>j/A 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


TvTA/T OOO 117 
INIVL UUZ1 1 / 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


JNL UUloU/ 


Homo sapiens mitochondrion, complete genome 


TvTA A AQA/lOO 

JNJVL UoU4oy 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


JNJVL UUiyy/ 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


JNJVL lO / 1 /y 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo- 1 (DERMO 1 ), mRNA 


JNJVL UUlUUo 


Homo sapiens ribosomal protein S4, Y-linked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


NM_005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


TVTA 4" ATA/IO 1 

JNJVL (J/94zl 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


TVTA 4" A A 1 OAA 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


TVTA 4" ATO/CO/C 

JNM_U78ozo 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


TVTA 4 /\ /\ 1 T/O 

NM_001zoz 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(^uj>vJ\izcj, transcript variant i, rnKJNA 


TvTA/T A7Q/1C7 

JNJVL U/o4o/ 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
^v_.iJJs.iNzr> j, transciipt variant z, miviN/\ 


NM 004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
^v_,ijjsjnzd j, xranscripx van ant i, mivj>i/\ 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 


TsJA/T 0^9 QzL^ 

1NJV1 UJZ74J 


I — I { -\ i \ i ■ * } »-\ i /-^n t ■ T-J A 1717 i-r\ / ~* »"\ |-/\r / A 17171? 1 i~\-\ TVl A 

nomo sapiens d/\ r r leceptor ^ d/\ r r iv m ivin /\ 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1 , mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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TvTA/f f\f\AH Af\ 


Homo sapiens TGFB 1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 

Z, mKJN/\ 


NM_078471 


Homo sapiens TGFB 1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 

1 , 111 iv IN r\ 


NM 001852 


Homo sapiens collagen, type IX, alpha 2 (COL9A2), mRNA 


JNJVL U/o4oj 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 2, mRNA 


NM 001851 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant 1, mRNA 


JNJVL_Uj4Uzo 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


NJV1 013354 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 1 , mRNA 


JNJV1 004064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1B), 
mRNA 


TVTA A AAA 1 OA 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 1 , mRNA 


JNJVL U/o40/ 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 

111 Iv 1>J f\ 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


1N1VL U/o4ol 


Homo sapiens CD97 antigen (CD97), transcript variant 1, mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


A.TA A AOA/1 TO 

NM_U804Jz 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 2, 
mRNA 


JNM UzUoj / 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcript variant 1, 
mRNA 


NM080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 2, 
mKJN A 


JNJVL UoU41J 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 

m pvr a 
111 Iv IN JA 


NM_022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 

11 1 IV IN J\ 


in ivi uzi /zy 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPS1 1), mRNA 


JNJVL UUDoUO 


Homo sapiens oligodendrocyte lineage transcription factor 2 (OLIG2), mRNA 


TvTA/T C\ 1 9 1 MA 
IN IVL U1Z1UO 


Homo sapiens binder of Arl Two (BART1), mRNA 


NM_006095 


Homo sapiens ATPase, aminophospho lipid transporter (APLT), Class I, type 8A, 
memoei i (AJroAJ j, mrviN/v 


NM 058241 


Homo sapiens cyclin T2 (CCNT2), transcript variant b, mRNA 


MAyT C\C\ 1 O/l 1 

JNJVL UU1Z41 


Homo sapiens cyclin T2 (CCNT2), transcript variant a, mRNA 


"VTA A C\C\ 1 O/lfi 

JNJVL UU1Z4U 


riomo sapiens cycim 1 1 (CL.JN i ij, rnKJN/\ 


TvTAyT f\f\f\AH A 

JNJVL UUU4 /4 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syriciiomej ^urosopnuaj ^i wioi ), mrviN/v 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

lllClllUCI 1 1 o LL Iv r 1 IN D 1 1 J, 111 Iv IN /\ 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


IN IVL U14jOU 


Homo sapiens caspase recruitment domain protein 10 (CARD 10), mRNA 


IN IVI U 1 ZZ o / 


noiiio sapiens centaunn, oeia z (^ j_/1n idz j, mrviN/Y 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member A 1 (BTN2A1), transcript 
variant 1 , mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member A 1 (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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TsJA/f OOzLzlzL^ 
INJVl UU444J 


nomo Sapiens C.p IId J y52,r rlDJ J, ITllv IN A 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


AJA A H1 7/1 A Q 
JNJVL Ul /44V 


Homo sapiens EphB2 (EPHB2), transcript variant 2, mRNA 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


"VTA A n/U,0 (\f\ 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 3, mRNA 


TVTA A AlO^IA 

JNJVMJ/ooJO 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 2, mRNA 


JNJVL u/oozy 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant i, m iv in a 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 
variant 4, miviN/\ 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


TvTA/T OQO/I^O 
1N1V1 UoU4.)U 


Homo sapiens selenoprotein SelM (SELM), mRNA 


JNJVL 


Homo sapiens putative sodium-coupled cotransporter RKST1 (RKST1), mRNA 


NM_02483 1 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 

AT A 


JNJVL loZolo 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
systemj, memoer j (oi^LwAo j, m Jv in /\ 


JN1VL UoUjoj 


Homo sapiens carboxypeptidase A5 (CPA5), mRNA 


IN 1VL U L 04 / O 


Homo sapiens APC 1 1 anaphase promoting complex subunit 1 1 homolog (yeast) 

( AAJ APP1 1 ^ mT?AJA 


TvJIV/r O&O^ &Q 

IN1V1 UOUJ07 


I — I / x i \ comAnc /i t £»T"» c i n Vn/^+o /I / Ti T— < T— < I— < A \ ml? \T A 

noiiio sapieiis ueieiisiii, ueia h- yucr jdh- j, iiiiviN.rv 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


AJA/T OOAQ9 8 

inivl uuoyzo 


nomo sapiens suver nomoLog ^mousej ^oii^ v j, miviN/\ 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


JN1VL UoUjoo 


nomo sapiens nypotneticaL piotem ivlol,! ozo ^jvlol,i /dzoj, miviN/\ 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


JNM (JoUZ84 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 6 
(ABCA6), mRNA 


JNM_UoUZ83 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 9 
(AdLAV), mKJNA 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 

( AtSL A 1 U J, m K IN A 


JNM UUoj4V 


Homo sapiens calcium/calmodulin- dependent protein kinase kinase 2, beta 

(L AM iNlNZ j, HI Jv IN A 


tsja/t 007900 

INIVL UU/ZUU 


nomo sapiens /\ Kinase ivr^/vj ancnor protein id ^ AJSAr i j miviN/\ 


INIVL UUZ4/0 


nomo sapiens myosin, ngnt poiypeptiae 4, aiKan, atnai, emoryonic ^ivi i L^t 
mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


ATA/f OOAO0 1 
INIVL UUOUU1 


Homo sapiens tubulin, alpha 2 (TUB A2), transcript variant 1 , mRNA 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


JNM UUoUUU 


Homo sapiens tubulin, alpha 1 (testis specific) (TUBA1), mRNA 


NM_004376 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 2, 

™T? AT A 
m KIN A 


TsJlVT 094407 


I— I / -v y\-\ ( \ cQmpnc AT A T^U / J o It \ / /■ i \~i MTfiTJ c f ^nrM/niiiTii^Tip*^ T7p» Si ntnlpm 7 ( / \ I \ \ 

rruiiiu iSdpiciia iN.rvj-vn. Liciiyuiu^ciidisc ^U-Uic^U-iiiuiic^ rc o piuLCiii / ^z,wjvj_v^ 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1 , mRNA 



241 



(400/104) 



TvTA A C\ 1 1 1 A ^ 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


TVTA A riCOO/IA 

JNJVL Ujoz4U 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
^oLLoAj transcnpt variant d, mrviN a 


IN IVL UjjZOZ 


Homo sapiens solute earner family 8 (sodium-calcium exchanger), member 3 

/ T A'J'i t r*o ncr i ri nt a f ct r i ct n t o mT?AT A 
^ oJ-^v_-o/^J) J, LldllSCIipi VcUldllL d, IllIVlN.rv 


IN IVL UUH-OO" 


nunio sapiens suppressor 01 Lvn- trdnsport cieiect l ^ojvljl mrviN/\ 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1, mRNA 


TsJA/T 09^141 
IN IVL UZD LH-L 


nomo sapiens JDL3r-LiKe protein z {DL^rZ), tidiiscripi variant z, mLvr>/\ 


TvIA/T H78zl7^ 
IN IVL U/oH-/J) 


nomo sajjiens Dor -LiKe LJiotem l ^Jz>i^r l transcript variant l, mLviN/\ 


IN IVL \Jjly*+\) 


nomo sapiens L3L5r -iixe piotein i (DLri j, tianscnL-^'' variant z, mtviN/\ 


TvTA/T HOA7/1Q 

1M1V1 \JZv/4y 


Homo sapiens AT2 receptor- interacting protein 1 (ATIP1), mRNA 


IN IVl U 1 0 0 / Z 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 5 

^ARfA^ mt?MA 


TsJA/T 090177 
1M1V1 UZU1 / / 


nomo sapiens Leminization i nomoiog d ^fjj/Ivli/a.^, hi iv in /a 


TsJA/t 009088 


nomo sdpiens giutdiiidie receptor, lonouopic, Kdiiidte d yyjis^ijs^j mrviN/\ 


NM 006835 


Homo sapiens cyclin I (CCNI), mRNA 


TsJA/t 001 9^Q 
IN IVL UUlZjy 


nomo sapiens cycim n ^LLiMij, mLvi>i/\ 


AJA/T 01A98A 
IN IVL U 1 ^fZ o O 


nomo sajjiens iiequemn nomoiog (LJioso|jiiiiaj ^rxvLj/V^j, rnLviN/v 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


JNJVL UUooM 


Homo sapiens complexin l (CPLXl), mRNA 


NM 006463 


Homo sapiens associated molecule with the SH3 domain of STAM (AMSH), 

ITlKJN A 


NM 001850 


Homo sapiens collagen, type VIII, alpha l (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VII, alpha l (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


JNM_UU0U77 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant l, mRNA 


TVTA 4" A C O 1 AT 

NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


TVTA A AC01 fl/C 

JNM (Jjolyo 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
L L>lv4) (dJLvJNzA), tLanscrL]3t variant z, mKJNA 


TvTA /f 

JNM_l)jolbO 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


iNlVL U14oUU 


Homo sapiens engulfinent and cell motility l (ced-12 homolog, C. elegans) 

( tL L IVl \J 1 J, 111 in. IN /A 


IN IVL U /yo 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


TVTA/T A 1 Q 1 1 O 

IN IVL U 1 y L 1 U 


nomo sapiens ny]30tneticai ]3iotem ri p^ /^co \r irj /dv^o), mLviNA 


AJA/T 09908/^ 
IN IVL UZZ UoO 


nomo sapiens enguirment anu ceiL motnity z ^ceu-iz nomoiog, l^. eiegansj 
(ELM02), mRNA 


TsTN/T 0^8 1 £^ 
IN IVL UjoIoj 


nomo sapiens ovjiN ljina umQing piotem ^ovjin ), in is. in /\ 


TvTA/T OO^ 1 fl^ 
IN IVL UUjIUj 


nomo sapiens oL^in ljina DLiiQing ]3iotem (oljin j, ltllvina 


AJA/t 0^07/^7 
IN IVL UjU/O/ 


nomo sapiens ai -nooK transcrijjtion iactor alvina ^alvinaj, in is. in /\ 


AJA/T fK8 1 Q 1 
IN IVL UJ0I7I 


nomo sapiens cniomosome zi open reaumg irame oo y\ zi oriooj, mtviNA 


TvTA/T O 1 < 6.^*7 
IN IVL U / 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 12 
(AB C A 12), mRNA 


TvTN/T 090497 
IN IVL UZU4Z / 


nomo sapiens /vivo component d ^ /aivo j, in is. in /a 


TnJIVL 0916^8 


T-Tr\Tn^ ciinipnc ^1 f * t i n -Pi 1 o m r* n t cicc/^r»i Q+f^H v\T*r\+<='i'n ^ A PA ml?\T A 
11UII1U SdpiCIliS ctCLlll llldlllCIll daaUL/ldLCLl piULClIl ^/A.r^rA.JT ^, II1IV1>^V 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP- associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCR1), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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IN 1V1 UZ iyjD 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 
precursor (BV8), mRNA 


TvTA/T H1 ^QQO 

iMivi uiDjyy 


Homo sapiens breast cancer metastasis-suppressor 1 (BRMS1), mRNA 


JNJVL UU/U/J 


Homo sapiens blood vessel epicardial substance (BVES), mRNA 


JNJVL U 1 / /ZO 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14D 

fT>T>T> 1 T? 1 A TW ™ DMA 
( ill 1 in. 1 J, 1T1 lv IN A. 


JNJVL UU04J 1 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAIP1), 
mRNA 


inivi \j i ou / d 


nomo sapiens protein oooo ^oo-joj, mivr>/\ 


JNJVL (JjZoiZ 


Homo sapiens tumor endothelial marker 7-related precursor (TEM^7R), mRNA 


INJVl UZZ/^to 


nomo sapiens tumor enuoineuai maiKer o ^ijj/ivioj, miviN/v 


JNJVL Ujz / / / 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


IN 1V1 uzz / / y 


nomo sapiens un,/\u/ m (/\sp-Ljiu-/\ia-/\sp/riis j dox polypeptide jj (l/l/aji 

IIlrviN /A. 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


jnjvi uio^toy 


nomo sapiens uiicime z> monopnospnate nycnoiase 1 ^uivir ni mivJN/\ 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


JNJVL UlVoUo 


nomo sapiens nypotneticai piotem r l^jzuzj / (i^i^jzuzj mKJN/\ 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 




Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


JNM_lOoZ44 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WJN 1 oA), transcript variant Z, mKJN A 


"VTA A Ci^QIIQ 

JNJVL Ujozjo 


Homo sapiens wingless-type MMTV integration site family, member 7B 

WIN 1 /J3J, mKJN/\ 


NM 004625 


Homo sapiens wingless-type MMTV integration site family, member 7 A 

AX/AIT 7 A\ Tvi T? XT A 

^ w in i / mi\.iNi/\ 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


JNJVL UUjjOj 


nomo sapiens Keiatin or> (JvivioJ^j, mrciNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


JNJVL_UjoZU / 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


JNM UjoZUo 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant B, 
mRNA 


NM (JjoZUJ 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 
mRNA 


JNM_lOoZUZ 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 
mRNA 


JNM lOoZUl 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant D, 
mRNA 


JNM (JjoZUU 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant G, 
mRNA 


TVTA A C\ 1 /CC 1 O 

NMU165 lz 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant A, 
mRNA 


JNM Uj/IoU 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mKJN A 


JNJVL UIOZZO 


nomo sapiens vacuolar protein sorting zy ^yeasij ^vrozyj, transcript variant i, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1 -like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3, mRNA 


"N.TA A Af 1 /T 

JNM (Jjozlo 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
1, mRNA 


JNM_UUzo /o 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
2, mRNA 


A.TA /T AC O 1 

jnM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 
mRNA 


A.TA /T HO 1 1 C/l 

JNMUzl 1 J 4 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 
mRNA 


NM U7o4oV 


Homo sapiens BKCAz and CDKJN 1 A interacting protein (BCClr), transcript 
variant C, mRNA 


JNJVL U/o4oo 


Homo sapiens BKCAz ana CDJsJN l A interacting protein (BCC1F), transcript 
variant B, mRNA 


"VTA A A 1 / r/a 

NJVL_(Jlo5o7 


Homo sapiens BKLAz and CDKJN 1 A interacting protein (BCC1P), transcript 
variant A, mRNA 


"VTA/T fi^Q1 ^7^7 

JNJVL Ujo 1 / / 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 2, 

mT?TsJ A 
IiijaJN /A 


JNJVL Ujo I/O 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 1, 

tviRTnJ A 

111 IV IN J~\ 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


IN JVL UJZ Jo J 


riomo sapiens rj^ouo Dinamg pioiem o poJvjjj ^rjs.r>r oj, nirviN/A 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mRNA 


TvTA/T C\C\A 1 1 H 
JNJVL UU41 1 / 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 


NM 002014 


Homo sapiens FK506 binding protein 4 (59kD) (FKBP4), mRNA 


jnjvl io /U9z 


Homo sapiens l^rLjuo binding protein 1 (UkDj (rrLBrz), transcript variant z, 
mRNA 


NM 004470 


Homo sapiens rKSOo binding protein z (13kD) (rKBrz), transcript variant 1, 
mRNA 


JNJVLUU41 lo 


Homo sapiens rKjuo binding protein IB (Iz.o kJJ) (rKBrlB), transcript variant 
1 , mRNA 


JNJVL Uj4U3J 


Homo sapiens rroUo binding protem lr> (Iz.o kD) (tIvdI^Io), transcript variant 
2, mRNA 


JNJVL UUUoUl 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1 A), transcript variant 
12B, mRNA 


JNJVL_Uj4U14 


Homo sapiens FK506 binding protein 1A (12kD) (FKBP1A), transcript variant 
IzA, mKJNA 


JNJVL_Uj / Y Ij 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 1, 

™T?TvT A 
llliviN A 


NM_025085 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcript variant 2, 

ill Ivl >J f\ 


IN JVL U 1 4 / V o 


Homo sapiens kinetochore associated 1 (KNTC1), mRNA 


TsJA/T fK8 1 QQ 
JNJVL ujoiyy 


Homo sapiens olfactomedin 1 (OLFM^l), transcript variant 3, mRNA 


NM 014279 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 1, mRNA 


JNJVL lO / 1 /4 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 
mRNA 


TvTA/f C\11 1 1 Q 

JNJVL UJJllo 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 


TvTAyT H1 Q1 17 

IN JVL U 1 V 1 1 / 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 1 , mRNA 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 1 , mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZ1), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 2, mRNA 



244 



(400/104) 



TvTA/f HI 7/101 

JNJVL Ul /4V1 


Homo sapiens WD repeat domain 1 (WDR1), transcript variant 1, mRNA 


"N.TA A AA1 O/TO 

JNJVL UUlooz 


Homo sapiens cytochrome c oxidase subunit Vb (COX5B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UU4ZJJ 


Homo sapiens cytochrome c oxidase subunit Va (COX5A), nuclear gene 
encoding mitochondrial protein, mRNA 


M \ i Aral /TO 

JNJVL (Jj/loz 


Homo sapiens kelch-like 4 (Drosophila) (KLHL4), transcript variant 2, mRNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


JNM_UU1799 


Homo sapiens cyclin- dependent kinase 7 (MO 15 homolog, Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


JNM_U57U89 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2, mRNA 


JNJVL (JUlzoJ 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
trans crrpt variant 1 , mRNA 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 

™T> AT A 
111 JviN A. 


JNJVL 1041oj 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 2, 

™T? AT A 

m iv in /\ 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


JNJVL UUZ4U1 


Homo sapiens mitogen- activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


JNJVL UUJ /zo 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 


JNMU54U16 


Homo sapiens FUS interacting protein (serine- arginine rich) 1 (FUSIP1), 
transcript variant 2, mRNA 


JNJVL UUoozj 


Homo sapiens FUS interacting protein (serine- arginine rich) 1 (FUSIP1), 
transcript variant 1 , mRNA 


\u 4 AC/I AT7 

NM_0540z7 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2, mRNA 


JNJVL_Ulyo4 / 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1 , mRNA 


ATA 4" ClCk^l/ZI 

JNJVLUUoJoJ 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 1, 

™ o XT A 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 

*v»T> AT A 

mKJN A 


ATA A mOOQ^ 

JNJVL lozyoj 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 

rviT?AJ A 

III iv IN A 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


ATA A H1 Q/l/in 

JNJVL Ulo44U 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


ATA A n 1/1 /I TO 

IN JVL U 1 44 / V 


riomo sapiens aljaivi-iikg, aecysm i ( a lj a ivi u c,l i j, in iv in a 


ATA A AIA^/I^ 

JNJVL U1oj4j 


Homo sapiens immediate early response 5 (IER5), mRNA 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
z , mKJN A 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 
1, mKJN A 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


ATA/T f\<1 Q 1 A 

JN1VL LOZol4 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1 , mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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INIVL UDZy/o 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 2, mRNA 


1M1V1 UIjIOj 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript variant 1, mRNA 


NM_052840 


Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 

111 in. In f\ 


jnjvi uuuyo / 


Homo sapiens ribosomal protein L3 (RPL3), mRNA 


1M1V1 UlDlzj 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA 


NM 018256 


Homo sapiens WD repeat domain 12 (WDR12), mRNA 


JNJVI UlOOUl 


Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCNK9), 
mRNA 


JNJVI 


nomo sapiens nypotiieticai gene iviOv_ ivj^j (^vioci>o>o), iiikjn/y 


NM 001253 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 


JNJVL_U(J7Uo5 


Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) (CDC37), 
mRNA 


JNJV1 (JUJM)4 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiae) (CDC45L), 
mRNA 


NJVL_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC42BPB), 
mRNA 


TvTA/f f\AAAH^ 

JNJVL 1)444 /z 


nomo sapiens cell division cycle 4Z (kj 1 r bmamg protein, zokD) (CDC4z), 
transcript variant 2, mRNA 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 1 , mRNA 


NM 001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) (CDC6), 

„_ t> "vr a 
m K IN A 


TvTAyf AOOQQ/1 

JNJVL UZZoy4 


Homo sapiens poly(A) polymerase gamma (PAPOLG), mRNA 


JNlVl_loJcO J 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 

1 *vi DMA 

i, itlkina 


JNJVI UZ4o/V 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 

9 mI?TsJ A 
Z, IllIV IN /A 


TsJIVT 0191 1 ^ 
In ivl uizi l J 


noiiio sapiens i^z-Yo.ro associated pioiein z ^L/Aoi oArzj, nirviNZ-Y 


MA/T 01917^ 

IN 1V1 U1Z1 / J 


noiiio sdpieiis r-uuA oiiiy pioLeiii zj ^tdauzj ^, iiixviN.rv 


IN 1V1 W J D OZH- 


nomo sapiens r-Dox oniy proiem zi \ r dauz i ^, iranscnpi variant i, mrviNZ-v 


1M 1V1 W 1 JUUZ 


noiiio sapiens f-dox oniy pioiein zi ^rDAuzi ^, iraiisciipx vanaiii z, iiirviN/\ 


Tsjiv/r rn^9^ 


noiiio sapiens iiuosoinai pioieiii 1^04 ^ivrLjtj, iiaiisciipL vaiiaiii z, iiuviniza. 


TsJA/T nnnQQ^ 

1M1V1 UUU77J 


nOIIlO SapieilS llUOSOlllal piOieill J-^OH- \t\± L^DH- ) , LlallSCIipL Vallalll 1, lllrvLNZ-v 


InIVI W-?J)JH-W 


n.01110 SapieilS IlllLOlU-Slll 1 ^IVIPINI ^, LI alllSCl ip I VallallL 1, IIlr\JN| J rY 


1M1V1 UUJOIZ 


nunio sapiens rvjj/i -silencing iiaiisciipiiuii lacioi ^rvij/oi ^, miviNZ-v 


1M1V1 UU/UOZ> 


nonio sapiens loiiisiaiiii-iiKe i ^roiLi ^, iniviNZ-v 


iNIYl UUU77J 


nomo sapiens riDOSomai proiem l^d i ^ivi lj i miviNZ-v 


AJA/T 019 180 
1>I 1V1 U 1 Z 1 O U 


nomo sapiens r -uux oniy protein o ^ r Dy\vjo j, in in in /a 


NM 033182 


Homo sapiens F-box protein FBX30 (FBX30), mRNA 


JNJVI UJJ4UO 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 2, mRNA 


ATA/T 019 17^ 
IN ivl U 1 Z 1 / J 


Homo sapiens F-box only protein 3 (FBX03), transcript variant 1, mRNA 


NM 017425 


Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA 


JNJVL UUjoJJ 


Homo sapiens son of sevenless homolog 1 (Drosophila) (SOS1), mRNA 


NM_003333 


Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 
(UrSAjz), mKJNA 


TsJIVT OIQRQzl 
In 1V1 UI7O y*r 


nomo sapiens tiansm em Diane piotease, serine ^ iivtr ivoo^j, mtviNZ-v 


NM_033313 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
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(CDC14A), transcript variant 1, mRNA 


"VTA ^ AA CTO /T 

NM_(JU5786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


JNM_Uloolo 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (rSJOJN 1 1 J, transcript vanant 1, mKJNA 


JNJVL UZUVol 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

1 ( D J> O /\ L 1 1 J, 1X1 K IN A 


INIV1 \JddZjZ 


riomo sapiens uui -oicrNACDetaoai Deta-i,j)-iN-acetyigiucosaminyiTransierase 
l (B3GNT1), transcript variant 2, mRNA 


inivi \j\)zyj>*+ 


nomo sapiens nDOSomai pioiem oz/a (jvroz/Aj, miviNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


JNJVL U J 3:544 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


"XTA A A'J'JTI 1 

NM k)33ZZi 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 4, 
mRNA 


NM_UJJzzu 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 3, 
mKJNA 


jnjvi ujjziv 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 2, 
mRNA 


IN 1V1 U 1 4 / o o 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 1, 

1Y1 IV IN /\ 


INIVI UUOU/4 


Homo sapiens tripartite motif-containing 22 (TRIM22), mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 


JNJVL UU/Z/o 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(CBX3), mRNA 


ATA A fiO^T^7 

JN1VL kjZjZZI 


riomo sapiens hypothetical protem clJ /zoLo.Z (DJ /ZoLo.z/, mKJNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


JNM (Jl /oio 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


jnm ujzyyj 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


TvTA /f A1 OOOI 

JNMUl oyo3 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
KJNrs) (JNULA1), transcript variant 1, mKJNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 

111 KIN A 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (JVLrr4), mKJNA 


JNJVL VJJVDK) 


rlomo sapiens Doi, Dome- Like (Urosopniiaj (rSUi^L), mKJNA 


XTA/T C\C\A 1 1 A 
INIVL UU4Z10 


Homo sapiens death effector domain- containing (DEDD), transcript variant 2, 
mrvrN a 


INIVL VDZyyo 


Homo sapiens death effector domain-containing (DEDD), transcript variant 1 , 

1 1 1 1 v 1 N r\ 


TsJIVL 0^^010 
iNlvl Uj jUIU 


nomo sapiens poiy^iv^j uiiiciing pioiein h- L/DrH- j, Liaiisciipi vaiiaiii h-, iiiivi>i/\ 


INIV1 UJJ>UUy 


nomo sapiens poiy^iv^j Diiicmig pioiem ^r^ ^iz>rH-j, iraiiscrrpi variani z, mrviN/\ 


NM 0^n008 


T-Tr»mr^ canipnQ Y\r\]\rfv(~*\ HinHincr r^Tr^tf^in 4 ^Pf^RT*4^ tv'A n * ri r\t ^/jivitiTit ^ mRTvJA 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK3 1), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(ocLOJAl J, m Iv IN /\ 


JNJVl Uj14j1 


riomo sapiens Teinering iactoi or^ j4 ^oiii^o^f,), mrviN/\ 


NM 015490 


Homo sapiens secretory pathway component Sec31B-l (SEC31B-1), mRNA 


iMlvl UUh-oVZ 


Homo sapiens SEC22 vesicle trafficking protein- like 1 (S. cerevisiae) 

( ZZL 1 J, mivTN/-V 


JNM \J5Zy /\J 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 1, mRNA 


inm uuuvoy 


Homo sapiens rib o soma 1 protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide K (7.0kD) 

\ 1 ^JLivZiV J, III Iv IN f\ 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


JNM loZVol 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDH10), transcript variant 2, mRNA 


JNM lol9oo 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_00z758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 1 , mRNA 


A.TA 4" AO O/l 1 A 

NM 032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 2, mRNA 


TvTAA AA 171/: 

JNM UU1 / lo 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (BLR1), 
transcript variant 1 , mRNA 


JNM J 1 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 




riomo sapiens r>L^Lz-associaieci ainaiiogene *\ yD/\\j*+), mrviN>\ 


NM 001016 


Homo sapiens ribosomal protein Sl2 (RPS12), mRNA 


TvTA/T m 1 Ofl/I 

JNM lolW4 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


JNM UIoWj 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOV 10L1), mRNA 


JNM03Z5 10 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


JNM UUo/U4 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, homolog of 
(oul 1), mKJNA 


INM lolVOo 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 

Z, 111 ix IN /a 


xta/t mo^^A 

iNIVI UIZdjO 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
1 , mRNA 


1N1V1 uioyou 


Homo sapiens microtubule-associated protein 7 (MAP7), mRNA 


INM UjZjoU 


riomo sapiens elongation iacior uz \rjr\jz), mrvLN/\ 


IMVI IOZZ14 


riomo sapiens orc-iiKe-auaptoi z ^oi^/\zj, mrviN/v 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHL1), mRNA 


iNM uioyio 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 

r\/T /^ 1 AyT'7\ *«DAT A 
(1VJUVJ / J, mrvlN/v 


INM UU4U*70 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


INM UUDoZO 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), mRNA 


TsJIVT 00^418 

1M 1V1 WUU't 1 o 


rrUIIlU sdpiCIlo UlllCICIlLlaliy CApiC»»CLl 111 llClllaLUpUlCLlL/ llllCa^Co ^VJ VV 1 l-^, 

mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcript variant 2, mRNA 


NM 006196 


Homo sapiens poly(rC) binding protein 1 (PCBP1), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1 , mRNA 


JNM 004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


TVTA A~ (\ O 1 O 1 A 

NM03 13 14 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1 , mRNA 


■\. T IV A AO 1 1 TA 

NM_(J3 1370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


NM 1)31369 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


JNJV1 00zl3o 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
KJNA binding protein 1, 3 /kl)) (HJNKrD), tianscupt variant 3, rnKJNA 


MA AAOnAO 

NM_00 3 y(J3 


Homo sapiens CDC 16 cell division cycle 16 homolog (S. cerevisiae) (CDC 16), 
mRNA 


JNJVL lol4oJ 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 
mRNA 


JNJV1 031V0/ 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


TvT/^ f\C\C\f\C\A 

JNo_000004 


Homo sapiens genomic cytochrome P450, subfamily IIIA (niphedipine oxidase) 
(CYP3 A) on chromosome 7 


A.TA A A A 1 TO O 

JNM_U0178<5 


Homo sapiens CDC 10 cell division cycle 10 homolog (b. cerevisiae) (CDC 10), 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
z, mKJNA 


TVTA A AO 1 A .C 

NM 031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1 , mRNA 


JNJVL 000 /o4 


Homo sapiens cytochrome P450, subfamily XXVIIA (steroid 27-hydroxylase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


TvTA/f CY1 HOI 

JNJVL 0314V1 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM 006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 

1Y1 K IN A 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


A.TA /T AAT1 A O 

NM_007z4z 


Homo sapiens DbAD/H (Asp-Crlu-Ala-Asp/His) box polypeptide 19 (DBP5 
homolog, yeast) (DDX19), mRNA 


NM_006773 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 1 8 (Myc- 
regulated) (DDX1 8), mRNA 


NM 030655 


Homo sapiens DbAD/H (Asp-Olu- Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


NM_030653 


Homo sapiens DbAD/H (Asp-Crlu- Ala- Asp/His) box polypeptide 1 1 (CHbl-like 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


NM_000 / /0 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


NM_030o78 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hp 1-2, mRNA 


JN1VL U1ZZJV 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 3 (S. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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ATA A OOQQ 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 1 (S. 
cerevisiae; (MK1 1 ), mKJN/V 


ata/t n^nno 


Homo sapiens scratch homolog 1, zinc finger protein (Drosophila) (SCRT1), 

mT?AJ A 
III 1x1 >J /A 


NM 031278 


Homo sapiens tudor domain containing 1 (TDRD1), mRNA 


NM 031277 


Homo sapiens ring finger protein 17 (RNF17), transcript variant long, mRNA 


JNJV1 lolz/O 


Homo sapiens testis expressed sequence 1 1 (TEX1 1), mRNA 


NM 031273 


Homo sapiens testis expressed sequence 13B (TEX13B), mRNA 


ATA/T A'J 1 T70 

JNJV1 lolz/z 


Homo sapiens testis expressed sequence 14 (TEX 14), mRNA 


JNJVL (JUooJo 


Homo sapiens methylene tetrahydrofolate dehydrogenase (NAD+ dependent), 
methenyltetrahydro folate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 


ATA/f 099 8 1 ft 


Homo sapiens microtubule -associated proteins 1 A/IB light chain 3 
(MAP 1 A/1 BLC3), mRNA 


ATA/T H 1 8/^fl7 


iriomo sapiens nypotneticai protein rKUJojj ^kujojj j, mtviN/v 


ataa nn/ic^A 

IN JV1 UU4oOO 


Homo sapiens kinesin-like 5 (mitotic kinesin-like protein 1) (KNSL5), mRNA 


ATA/T C\^lf\Q^7Q 


Homo sapiens poly (A) binding protein, cytoplasmic 3 (PABPC3), mRNA 


NM 030770 


Homo sapiens transmembrane protease, serine 5 (spinesin) (TMPRSS5), mRNA 


ATA A C\C\ r ) 

JNM UUzo4j 


Homo sapiens opioid binding protein/cell adhesion molecule- like (OPCML), 

™T? AT A 

mKJN A. 


ATA/f n 1 Afsnfi 
jnjvi u 140/0 


Homo sapiens pumilio homolog 1 (Drosophila) (PUM1), mRNA 


1N1V1 VDVO/J 


riomo sapiens oJ^L^ij-iiKe i ^o. cerevisiaej (oii^i dv^y j, miviN/\ 


INlvl WJJ^Z 


riomo sapiens uDiquitm-conjugatmg enzyme llzkj i (udl/ nomoiog, 
elegans) (UBE2G1), mRNA 


JNJVL UZZLO 1 


Homo sapiens egl nine homolog 1 (C. elegans) (EGLN1), mRNA 


NM 015577 


Homo sapiens retinoic acid induced 14 (RAI14), mRNA 


ATA/T Hf\ 

JNJVL Ulzl /U 


Homo sapiens F-box only protein 22 (FBX022), mRNA 


JNM UZZ3U4 


Homo sapiens histamine receptor H2 (HRH2), mRNA 


NM_022333 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 2, mRNA 


ata/t nmo^o 
JNJVL Ulozjz 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
(TIAL1), transcript variant 1, mRNA 


ata/t niacin 
in jvi u i / y i u 


jriomo sapiens nypotneticai piotem ri^jzuozo \r l^jzkjozo ), mrviN/\ 


1N1VL UIZJoh- 


Homo sapiens glucocorticoid modulatory element binding protein 2 (GMEB2), 
mRNA 


ATA/T fifl^ 1 1 Q 

JNJVL UUOllo 


Homo sapiens HS1 binding protein (HAX1), mRNA 


NM 022740 


Homo sapiens homeodomain interacting protein kinase 2 (HIPK2), mRNA 


ATA/T C\C\1C\C\^ 
JNJVI UUZUUD 


Homo sapiens feline sarcoma oncogene (FES), mRNA 


NM 014757 


Homo sapiens mastermind- like 1 (Drosophila) (MAML1), mRNA 


JNM_Uz5 136 


Homo sapiens optic atrophy 3 (autosomal recessive, with chorea and spastic 
paraplegia) (OPA3), mRNA 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 

w»T? AT A 


NM_022362 


Homo sapiens MMS19-like (MET18 homolog, S. cerevisiae) (MMS19L), 

*v^T> AT A 

m In. IN A 


NM 000256 


Homo sapiens myosin binding protein C, cardiac (MYBPC3), mRNA 


ATA/f nnm7A 
JNJVI UUUZ/O 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
a, mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA 


NM 001407 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA 
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JNJVL U(J14(Jo 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo 
nomolog, UlOSOplllla) (Lr!,LoKZ), lllKJNA 


TvTA/T ^^^7^^ 

JNJVL UUj / J J 


Homo sapiens ARP1 actin-related protein 1 homolog B, centractin beta (yeast) 

( /\L 1 Iv 1 D J, III Iv IN /\ 


NMO 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
m Iv IN A 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


JNJVL UIojVo 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 2, mRNA 


JNJVL U1j4U1 


Homo sapiens histone deacetylase 7A (HDAC7A), transcript variant 1, mRNA 


NM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 1 , mRNA 


NM 023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


JNJVL UzJUUl 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 3, 

o AJ A 
111KJN A 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 

t> AT A 

mKJN A 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 

1T1KJN A 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


NM01 23 1 1 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 

(K1JN), mKJN A 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 

m iv IN A 


NM_020180 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

i-v-* T? AJ A 
111KJN A 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


JNM_UUz4o / 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), 

**^T> AT A 

mKJN A 


JNJVL UZZol 1 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 1 , 

wi T? AT A 
1Y1KJN A 


IN 1V1 UUJoy^ 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 2, 

rn T?T\T A 
IIlIVlN /A 


1N1V1 uuooou 


noiiio sapieiis i^ip^v C/asenioiyuc pi o Lease js^ iiomoiog v j_/. couj yv^L^rJs^j, ni.tvrN.rv 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


JN1V1 ULH-Zj^t 


nomo sapiens zinc nngei pioiein nomoiog ^ mouse j y/^r ryj ), mrviN/v 


JN1V1 UUjo/U 


Homo sapiens sin3 -associated polypeptide, 18kD (SAP 18), mRNA 


JNJV1 UUjJOU 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


INlVL UZZ444 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 1 
(SLC13A1), mRNA 


TvTA A m Q1 07 

JNJVL UlolZ/ 


rlomo sapiens eLaC nomolog z (ii. colij (x^LAUzj, mKJN A 


AJA A C\ \ A'WH 

JNJVL U 14 ^ 1 / 


Homo sapiens trans -prenyltransferase (TPT), mRNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule -associated RNA binding protein (TIA1), 
transcript variant 2, mRNA 


INIVI UZZU.3 / 


nomo sapiens ii/vi cyioioxic granule- as sociaxeci xvln/v Dinumg protein v ii/\i 
transcript variant 1 , mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM 021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1 , mRN A 




Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 
mKJN A 


JNJV1 UUjo 1 1 


Homo sapiens growth differentiation factor 1 1 (GDF1 1), mRNA 


JNJVL UUjy/1 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1 , mRNA 


ajaa no ioin 
IN 1V1 UZ 1 y 1 U 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


JNJYL uzzvyo 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_0zz047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM 021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type 11) { uAA j, m Jv in a 


JNJVL UUZV1U 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_0 12072 


Homo sapiens complement component I, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
m K IN A 


JNJVL 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


ata a no 1 
JNJVL uziy/j 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 

fRFT A\ mTJTsJA 
ySSJ2iLu^) 9 IIllvl n /A 


IN 1V1 KJZ, 1 y J) o 


nomo sapiens nz,.u-iiJve iiomeo uox i ^.L/iosopima^ ^nj^Ai j, iiiivima 


rNlvl UUt-1 J7 


noiiio sapiens upopoiysacciiaiitie uiiitiiiig pioieni yL^nr 1 1 1 1 v i n /a 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


rNivi uu^f i o / 


nomo sapiens omcx nomoiog, -A. cnromosome ^mousej ^oivil.^vj, mi\j\iA 


JNJVL UlO 1 /U 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


1N1VL UUJUoo 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 

™T?AJ A 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


TvTA/f C\f\A 1 O/i 

NM UU4lyo 


Homo sapiens cyclin-dependent kinase- like 1 (CD C2 -related kinase) (CDKL1), 

™ o XT A 

m K IN A 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 

*^T?AJ A 

m K IN A 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 

mrvJN A 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


"ATA A C\ 1 /ICOO 

NM U14:)5o 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebraflsh) 

\ V ja 1 J, lilivlN A 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM 004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamine 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 



252 



(400/104) 



NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


TvTA A f\ 1 A ^ O 


Homo sapiens zinc finger protein 95 homolog (mouse) (ZFP95), mRNA 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 1 3 homolog B 

(\ ^ r ^lAAAA^ *„dat a 
(yeast j ( liivlivll jr$j, itlkjna 


JNJVL UUUO/z 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


JNJVLUUJoUJ 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

L, mrvJNA 


TsJA/T HO 1 H/^Q 

jnjvl uziuoy 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 

Z, IIl£Vl>/\ 


1M1V1 UUtyJU 


n.01110 sdpieiis Lie111id.Ld.11 bU-iidie pioieugiycdii d vjo )^ iiiivrN^rY 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


tsja/t no 1 1 nn 
inivl uz 1 1 uu 


nomo sapiens iNroi nLiiogen nxation 1 ^0. cerevLSLaej (iNroL j, ltilvtn/v 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


XTA/T no 111^ 

IN 1V1 Uz 1 1 1 j 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila) -like (NUMBL), mRNA 


JNM_UU4oyU 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
LTlKJN A 


JNJVL UUU4ol 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


AJAyr no 1 n^c 
IN Ivl UZ L U / o 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 2 (yeast) 

^ LJ IN jLZ j , III IV IN f\ 


TsJA/T 009 877 


nomu sapiens xsj^u j i -iiKe i v^- ceievisidej ^rvi-vi^/j 11^1 ^, miviNi-v 


NM 001552 


Homo sapiens insulin- like growth factor binding protein 4 (IGFBP4), mRNA 


TsJA/T OO04S7 
IN IVL UUZ^o / 


nomo sapiens necQin nomoiog ^mousej ^inljin j, mLviN/A 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


INIVL UUOO 1 o 


Homo sapiens delta- like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muse leblind- like (Drosophila) (MBNL), mRNA 


A.TA A A 1/10 /CO 

NM U14zoo 


Homo sapiens microtubule -associated protein, RP/EB family, member 2 

( 1V1 Ar KtZ J, m K IN A 


JNJVL UzUooz 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


JNJVL UzUo4y 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 

III IV IN A 


TSJA/T O 1 Q/l 
JNJVL U1o4jO 


Homo sapiens allantoicase (ALLC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


JNM U14Z /o 


Homo sapiens recombining binding protein suppressor of hairless (Drosophila)- 

LLKe ^LvTSL^o UrlL^J, mLvlNA 


JNJVL U L yjfj 1 


riomo sapiens nypotneiLcai pLoteLn Lvr i-j i /llzj ^luljoioi mLviNA 


NM 020347 


Homo sapiens leucine zipper transcription factor- like 1 (LZTFL1), mRNA 


IN IVL UU J / 44 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding 
protem, l (LjrosopnLLaj (ALvirii j, niKJNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


IN IVL UUzooo 


Homo sapiens peanut- like 1 (Drosophila) (PNUTL1), mRNA 


JNJVL UUJo4 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


tvta/T nono^n 
IN IVL UzUzJU 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 


TsJA/f O0O180 
IN IVL UZUloZ 


nomo sapiens Transmembrane, prostaie anurogen lnciuceci rvi>A ^ l ivljj/x aij, 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM 000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


JNJV1 UU2yo4 


Homo sapiens SI 00 calcium binding protein A8 (calgranulin A) (S100A8), 
mRNA 


JNJVL VVZyoj 


Homo sapiens SI 00 calcium binding protein A7 (psoriasin 1) (S100A7), mRNA 


JNJVL U14oz4 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6), mRNA 


JNJVL Ulyjj4 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 2, mRNA 


JNIVL uuzy Ol 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculin, 
metastasin, murine placental homolog) (S100A4), transcript variant 1, mRNA 


JNIVL uiowo 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


XTA A 

JNM_UlVoj)4 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA 


X T \ A A 1 1 n 

JNJVL UlVolV 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


"XTA A (\ ] H A Z A 

JNJVL (Jl /4j4 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T 1 , mRNA 


NMO 17453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T3, mRNA 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NJVL_(J15(J44 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


JNM UUJtO 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (LrLrAl), m K IN A 


TvTA/f MM/I HQ 1 

JNM U(J4/ol 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (VAMP3), 

™T? AT A 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 

^/vLN.UJN ), III K IN /\ 


IN JVL u i / y z / 


nomo sapiens mitoiusm i ^jvltjn i j, nanscript vaiiaiii z, mrviN/\ 


JN1V1 U 1 odo 1 


Homo sapiens spermatid perinuclear RNA binding protein (STRBP), mRNA 


JNIVL U 1 oj / o 


Homo sapiens F-box and leucine-rich repeat protein 8 (FBXL8), mRNA 


IN 1VL UJoJ jo 


Homo sapiens solute earner family 4 (anion exchanger), member 1 , adaptor 


NM 018032 


Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


IN 1V1 Ul / J/ J 


riomo sapiens cmomosome i / open reacting irame s>i yy^± /oriji j, miviN/\ 


JNJVL UloOyO 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


IN 1V1 ULO / O 1 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


JNJVL UIOojI 


riomo sapiens penoG nomoiog j i^urosopniiaj ^riiro j, mrviN/\ 


IN JVL UUJOO / 


riomo sapiens w lSKon-zviancn synQrome proiem interacting protein ^wAorir j, 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


JNJVL UUJU14 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


JNJVL vuZoyy 


Homo sapiens retinol binding protein l, cellular (RBPl), mRNA 


1NJV1 UUZ)Z)Z i + 


nomo sapiens nairy nomoiog ^i^rosopniia^) ^nrvi ^i, in is. in /a 


NM_005206 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C. elegans) 
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fP A 1? Fl f\ A ^ mT? XT A 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


ATA/T H1AQ^9 
IN 1V1 \J 1 Kjy D Z 


riomo sapiens sine ocuns nomeouox nomoiog z ^urosopniLaj ^oi^vzj, mrviNA 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


ATA A H1 1 A 1 9 

JNJVL Ul /41Z 


Homo sapiens frizzled homolog 3 (Drosophila) (FZD3), mRNA 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


JNM_U0z889 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 

( 1\.A JvJv t,oz), m K J N A 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 

t? AT A 

1T1KJN A 


NM_0 16656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 

„_ o 7v T A 

m K IN A 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


JNM (Jloojj 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


JNM UU2U41 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


ATA/f A 1 

JNJVL U10CO4 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(uAor jdi j, tianscnpt variant Deta, itikjna 


ata/t nn^o^/i 
JNJVL 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB1), transcript variant beta, mRNA 


ATA/T fl 1 

IN 1V1 U 1 Z) o4 J> 


noino sapiens i^iivi Qomam omy / ^i^ivkj/ j, nanscript variant j, iiikjna 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


ata/t aaiiiq 
JNJV1 UUZZZo 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


ATA /f A1/:nQ 

JNM Ulol /o 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM 016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (MKl /), mKJNA 


NM 0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae; ^oirvioj, mKJNA 


ATA/T A 1 1 A 

JNJVL UlOJlO 


riomo sapiens iv t v 1-LiKe (yeastj (^ivri/V iLj, mKJNA 


NM016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

1T1KJNA 


ATA A M1 A^QQ 

JNJVL UloDoJ 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 

rviRAT A 

111 KIN A 


NM 015886 


Homo sapiens protease inhibitor 15 (PI 15), mRNA 


JNM UloUo/ 


Homo sapiens mitochondrial ribosomal protein S18C (MRPS18C), nuclear gene 
eiicouiiig mitocnonuriai protein, mKJNA 


ATA/T H 1 ^\QzLA 

1N1V1 ULDy^O 


Homo sapiens pelota homolog (Drosophila) (PELO), mRNA 


ATA/T niA^QT 
IN 1V1 U 1 OJ Z7 1 


nonio sapiens i jtl i -iiKe ^urosopnna ) { i Jri i i^j, miviN a 


NM_0 16587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
™t?ata 

(LJjaj J, 111 in. IN A 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


ATA/f H1 ^707 

JNJVL U 1 d /Z / 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant short, mRNA 


ata>i" aai a^o 
JNM UUllOo 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 3 (BNIP3), 
nuclear gene encoding mitochondrial protein, mRNA 


ata/t nizL89n 

IN 1VL U 1 4 oZU 


riomo sapiens transiocase 01 outer mitocnonariai memorane /u nomoiog a 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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IN 1VL UIH-O / H- 


nomo sapiens miioiusin z ^ivlfinz^, mrviN/\ 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


inivi u i z> i w 


nomo sapiens nixw-v interacting proieLn j yriixSAr z> miviN/\ 


NM 015685 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like l (S. cerevisiae) (YMEILI), mRNA 


JNM 1)1429/ 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NMO 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 

m RNA 


X T \ A f\ 1 A A f\"J 

JNM (J144UJ 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha- 2, 6 -sialyltransferase) (SIAT7D), 
m iv IN A 


"VTA A 

INJVL UL44CO 


Homo sapiens sulfotransferase family, cytosolic, IB, member l (SULTIBI), 
m is. in ja 


TsJi\/r C\^ aasi^ 

1M1V1 Ul^f^+oD 


Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


INJVL 


Homo sapiens pescadillo homolog l , containing BRCT domain (zebrafish) 

fPF^I^l ml? XT A 
l^ l C J I J, 111 IVl N f\ 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog l (Drosophila) (ODZl), mRNA 


TsJA/f fi 1 AA1 Q 
In 1V1 U 1 H-Z !7 


nOlllO SdpieilS miClOlCillUla nomOLOg ^mOUSej ^1V1^J1\A_.J, mrvi>/\ 


IN 1VL U U 04 D y 


nomo sapiens rnau-zi-iLKe z ^v_,. eiegansj ^iVLAJzJZLL^zj, niLviNA 


INJVL UID^ZZ 


Homo sapiens fem-1 homolog b (C. elegans) (FEM1B), mRNA 


in ivi u l *\j> y l 


Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 


NM_004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 

rviT?XT A 
111 KIN A 


INIVL Ul^f^ZU 


nomo sapiens QLCKKopi nomo Log h ^^venopus Laevisj v ljiviv^ j, n 1 1\ in /a 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


TvTA A C\ 1 A "2 1 < 
INIVL U14JZJ 


Homo sapiens coronin, actin binding pixytein, 1C (COROIC), mRNA 


NMO 14246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flamingo 
nomolog, JJrosopmla) (LbLoKl), mKJNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


JNM U14JJo 


Homo sapiens aryl hydrocarbon receptor interacting protein- like 1 (AIPL1), 
mKJNA 


NMO 14265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1 , mRNA 


NM_0 14237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM 18), 

♦^"D AT A 

mKJNA 


NM 005032 


Homo sapiens plastin 3 (T isofomi) (PLS3), mRNA 


JNMUl 3y&V 


Homo sapiens loCEz/ adenovirus llyd lykJJ mteracung protein 1 (rsJNlr 1), 
transcript variant BNIPl-c, mRNA 


NM_0 13979 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 -b, mRNA 


NM_0 13978 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1- a, mRNA 


TvTAyf C\C\A 1 HQ 
JNJV1 UU41 /o 


riomo sapiens jak (riiv ) kjna Dincimg piotem z ( i AK±>rzj, mKJNA 


JNM UUjylj 


Homo sapiens MCM6 minichromosome maintenance deficient 6 (MIS5 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


xTA/r nno^7A 


Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 
fPAK1"i mRNA 

r\lvl llllvl>lr\ 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific 1 (ADAT1), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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ata/t nn^'79 1 

INIYL UUD /Z 1 


Homo sapiens ARP3 actin-related protein 3 homolog (yeast) (ACTR3), niRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 

/"•arm rt o i o £i 1 / XJTX? A \ -rv»T? AT A 

cerevisiaej ^n±rv/\j, in is. in r\ 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


ATA A C\ 1 9 A 9 Q 

JNJV1 U1Z4ZV 


nomo sapiens oiid4-iiKe z ^o. cerevisiae) (o±id4i^zj, mKJNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

CTA/TO *viDAT A 

MJVLZ, m K IN A 


ATA/T rifiQ^QA 

JN1V1 uuy^oo 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 

<vTA/T9c ™T?AJA 
ollVlZS, 111 Iv IN A 


ata/t nnoA 1 n 

JNJVl UUZ01U 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


AJA/T 01^7zL 
IN 1V1 \J IS) D 1 4 


nomo sapiens piogrammeci ceil cieani o mxei ac nng piotem ^rL/Luoirj, miviNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


ATA A MAOfl^Q 

JNJVL uuzyoo 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


JNM_UUo/39 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM (Jlz4oU 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


ATA/f AH/lf7 

JNM UlZ4j/ 


Homo sapiens translocase of inner mitochondrial membrane 1 3 homolog A 
(yeast) (TIMM1 3 A), mRNA 


tvta a mi/if /: 

JNMU1Z456 


Homo sapiens translocase of inner mitochondrial membrane 1 0 homolog (yeast) 
(TIMM10), mRNA 


JNJVL U1Z4M) 


Homo sapiens solute carrier family 1 3 (sodium/sulfate symporters), member 4 

/CT C A 1 "2 A A \ ^»r> AT A 

(oLCl:>A4), mKJNA 


NM 0 12444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae J (orUJ i J, mKJNA 


NM 0 12240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 

/iaf/M7iciioa\ /C ID T/1 \ *«D\T A 

cerevisiae j ^oirvi4;, rnKJNA 


ATA A ri101C7 

JNJVL UlZJo/ 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 

*vi T> AT A 


ATA yT niOT)^ 

JNJVL UlZZZj 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 

™T> AT A 
1Y1 iv IN A 


IN 1VL U 1 LLLL 


nomo sapiens mux i nomoiog ynL. conj (iviu i i nj, miviNA 


IN 1VL U 1 zz / y 


Homo sapiens double-stranded RNA-binding zinc finger protein JAZ (JAZ), 

mRTsJ A 
IIllvlN JS. 


TsJIVT 01990^ 


1 — I / x / a c 1 o "i^ "i c 1 /^"K\0"f i+"i c 1 A "\7inic r* /^l In l civ f*/~* / "» ^ "i - / a i - * 1 / T-J A \/i D 1 \ -rv»T? AT A 

nomo sapiens iiepaiiiis /\ vnus ceuuiai lecepioi i ^n/\ v v^iv- 1 j, nirviNi'-v 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


AJA/T n 1 9 1 Q£ 
IN 1VL UIZI70 


nomo sapiens giancaicm, jj/r-naiiQ caicium uiiiumg piotem ^o^aj, miviNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


ATA/T H 1 9 1 Q9 

JNJVL UiZiyZ 


Homo sapiens fracture callus l homolog (rat) (FXCl), mRNA 


NM 012076 


Homo sapiens crumbs homolog l (Drosophila) (CRBl), mRNA 


ata /t rtnn/i 
JNM (Jlzlz4 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
Dinamg piotem l (UhLUKJJCl), mKJNA 


AJA/T fl 1 9 1 1ft 
IN 1V1 U 1 Z 1 lo 


nomo sapiens ^l^xv4 caiuon cataDOiite repression 4-uxe i^o. ceievisiaej 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HPl alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling l (BRDGl), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA 


JN1V1 UU^tDUO 


rioiiio Sapiens neai shock iranscripiioii iacioi z ^riorzj, mivJNA 


JN1V1 UU^+ZJ) 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (DVL3), mRNA 


NM 007374 


Homo sapiens sine oculis homeobox homolog 6 (Drosophila (SIX6), mRNA 


JNJVL UU / 5 1 d 


Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (SHOC2), mRNA 


NM_002388 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 

(IVLdVLJJ, m K IN A 


JNIVL UU4o id 


Homo sapiens BCL2-associated athanogene 5 (BAG5), mRNA 


JNIVL UU /JlO 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 

-i Minn nt O ^ I A 

variant z, m is. in a 


JNJVL UUJol!/ 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (inducible form) 
(PABPC4), mRNA 


iNlvl UUD ID 1 


n onio sapiens -riDOsyiauon iacior-iiKe / ^ a / j, ill ivi n /\ 


NM 002358 


Homo sapiens MAD2 mitotic arrest deficient-like l (yeast) (MAD2L1), mRNA 


TvTA/f AA'7'")/i/1 

JNIVL UU/Z04 


Homo sapiens adrenomedullin receptor (ADMR), mRNA 


JNIVL UUOo/U 


Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 


NM_005476 


Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamine 
Kinase (OJNt,), mKJNA 


JNIVL_UU /^UV 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


JNM UUlo/o 


Homo sapiens cellular retinoic acid binding protein 2 (CRABP2), mRNA 


MA/t nnA/lQQ 

JNJVL UUU4oV 


Homo sapiens alpha thalassemia/mental retardation syndrome X-linked (RAD54 
nomoiog, o. cerevisiaej ^AirvA.j, mivJNA 


JNJVL UUZDZo 


nomo sapiens nin enuonuciease iii-iiKe i \tz,. conj ^jn ijili j, miviNA 


NM_004085 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 
(TIMM8A), nuclear gene encoding mitochondrial protein, mRNA 


NM 002310 


Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


JNM UU4/JJ 


Homo sapiens acetyl- Coenzyme A transporter (ACATN), mRNA 


NM 002657 


Homo sapiens pleomorphic adenoma gene-like 2 (PLAGL2), mRNA 


JNM UUo/z4 


Homo sapiens mitogen- activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


JNM UUoool 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_UU688u 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


TvTA/f AA/^C70 

JNM_UUoo /V 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse ) (iviJJiVLZj, nanscript vanant iVLDiviza, mKiNA 


JNJVL UUJoUl 


Homo sapiens GPAAIP anchor attachment protein l homolog (yeast) (GPAAl), 
mRNA 


JNJVL vUjiyj 


Homo sapiens tubulin-specific chaperone e (TBCE), mRNA 


INIVL UUZo /U 


Homo sapiens mago-nashi homolog, proliferation- associated (Drosophila) 
(MAGOH), mRNA 




nomo sapiens iviauz mitotic an est Qencieni-iiKe z ^yeastj ^jviaj_jzi^z j, miviN a 


NM_006149 


Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA 


NM 003585 


Homo sapiens double C2-like domains, beta (DOC2B), mRNA 


NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (ZIC2), 
mRNA 
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TvTA/T 00717Q 

iNivi uu/z/y 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD) 

^UZArUJ j, 111 iv IN /\ 




noiiio Sapiens uruvz L/iiCL/KponiL iioiiioiog ^o. pomuej ^njjivz j, iiirviN/\ 


IN 1V1 \J\J / Z, / 1 


nomu sapiens sei me/ mieoiiiiie Kinase jo ^oiJYjoj, nirviN/^ 


NM 007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


TsJA/T 00797Q 
JN1V1 UU/Z/o 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


JN1V1 UU /Z4o 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


JNM UUo4oz 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


JNM_UU3583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


JNM UU6484 


Homo sapiens dual- specificity tyro sine -(Y) -phosphorylation regulated kinase IB 
(DYRK1B), transcript variant c, mRNA 


JNM UUo4o3 


Homo sapiens dual-specificity tyro sine -(Y) -phosphorylation regulated kinase IB 
(DYRK1B), transcript variant b, mRNA 


TVTA 4" AA1 OOO 

NM UUlooz 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


JNM_UUjooV 


Homo sapiens apo lipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(AFUrSiiCl), transcript vanant z, mKJNA 


"VTA/T AA 1/^/1/1 

JNM UU lo44 


Homo sapiens apo lipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


jNivi uuoyjo 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 

mJvTN r\ 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


AJA/I AAAO 1 M 

JNM UUoylU 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC1), mRNA 


1N1V1 UU/UZ1 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


JNM_UU7UU7 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 

(Lroroj, 111 K In /\ 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


JNIVL UUo /4o 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCML1), mRNA 


NM 006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


JNM_UU J yZZ 


Homo sapiens mitogen- activated protein kinase kinase kinase 4 (JMAP3K4), 
transcript variant 1 , mRNA 


JNM UUooU/ 


Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBX1), 
mRNA 


JNM UUo/34 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIV cl z), mKJNA 


JNJVL UUo/jZ 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


JNM UUo/zV 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 

1 ^ mT?TsJA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIIA-alpha/beta-like factor (ALF), mRNA 


NM 006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 
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JNJVL UUoooo 


Homo sapiens KuvrS-LiRe z (£,. coli) (KUVdLz), mKJNA 




Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 

III IVl >J f\ 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


IN1V1 UUOOZU 


norno sapiens nj3oL-LiKe ^o. cerevisiae j ^jidojlj, mrviNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


JNJVL UUtO /y 


Homo sapiens emopamil binding protein (sterol isom erase) (EBP), mRNA 


JNJVL UUCOOU 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM001211 


Homo sapiens BUB 1 budding uninhibited by benzimidazoles 1 homolog beta 

A r^<-kL +\ / 1_) I ID 1 L>\ ^DM A 

(yeast; {d\je> id), niKJN/v 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 

m T> AT A 
ITIKJN/V 


JNJVL VVOD 1 1 


Homo sapiens unc-13-like (C. elegans) (UNCI 3), mRNA 


"VTA ft C\f\£1G.H 

JNJVLUUoJ j 1 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 

(ft TD C1C"J\ DMA 


JNJVL UKJOdZd 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 

Illlvi M f\ 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


JN1V1 UUOZ/Z 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NM 006271 


Homo sapiens SI 00 calcium binding protein Al (S100A1), mRNA 


JNJVL KJKJOjy 1 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


JNM UUoZlo 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM 006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce nomolog, Urosopnila) (rJJc/LA), mKJNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 

™T>AJ A 

mKJN/v 


\TA ft AA/; 1 Q 1 

JNJVL UUolol 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


JNJVL UUoloo 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


JN1VL UUOlO/ 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3 A), 
mRNA 


JNJVL UUOOV 


rlomo sapiens iNJ^L-iiKe z (cnicKenj (INJ^i^lzj, mKiN/\ 


JNJVL UUolj/ 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avianj (ivi/Vrj, mrviN/\ 


JNJVL UUoJUO 


Homo sapiens SMC 1 structural maintenance of chromosomes 1 -like 1 (yeast) 
(SMC 1L1), mRNA 


JNJVL UU04ol 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


TvTA/T riAA'J 1 /I 

JNJVL UUoJ14 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 

t*q<A /Y^AJfcM ^ mT?AJA 

rasj v i^injvi j, mrviN/\ 


JNJV1 UUtooo 


Homo sapiens adenylyl cyclase- associated protein 2 (CAP2), mRNA 


JNJVL UU0444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


1M1V1 UUUJ/<1 


I— I / -v / \ conipiic QriQ/inp ri/^Tn r\l cr / I ni 1 q i ( A. 1? Tl-T / 1 m T? A^l A 
mUIIlU kdpiCIlk al IdUllC IlUIHUlUg, U&U\jLllLd.) \J-\.JS^±r±Z. ) , IIlXVi>lj^V 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM_005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


JNivi UyJjyoZ 


Homo sapiens sine oculis homeobox homolog 1 (Drosophila) (SIX1), mRNA 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


"vta/t nn^QQn 
JN1V1 UUjVoU 


Homo sapiens SI 00 calcium binding protein P (SI OOP), mRNA 


NM 005979 


Homo sapiens SI 00 calcium binding protein A13 (S100A13), mRNA 


A.TA A AACmO 

NM 005938 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


ATA If (\(\ C (\^> T 

NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM_00593o 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM 005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLTl), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MLL), mRNA 


A.TA If (\f \ C (\f \ C 

NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


JNJV1 UUjyU4 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


"VTA /f AAf AA1 

NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


MA/f AA^AAO 

nm_oo:>90z 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 

/A it a rvrro \ r> XT A 

(JVlAlJiio;, mKJN A 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 

/'AAA TiTJO ^ wiD AT A 

( 1 VI A LJ H Z J , m K IN A 


NM 005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


A.TA A AA/CAT5 

NM 006033 


Homo sapiens lipase, endothelial (LIPG), mRNA 


NM 006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mKJN A 


NM 006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 

T> Tv T A 

mKJN A 


NM 006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


A.TA If AA/T 1 1 /A 

NM 0061 10 


Homo sapiens CDz antigen (cytoplasmic tail) binding protein z (CDzBPz), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


TVTA If AA /I A 1 A 

NM 004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


TV T A If (\(\ A AO 

NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


NM_0040zz 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140b, mRNA 
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A.TA It (\ A /I AO (\ 

NM_004020 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140c, mRNA 


"VTA It f\f\ A f \ 1 C\ 

NM 004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


A.TA It f\f\ A f\ 1 O 

NM_0040 1 8 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71ab, mRNA 


ATA It f\f\ A f\ 1 l ~l 

NM_0040l7 


TT ' J A. 1 * / 1 J A. 1 T*\ 1 J T"» 1 \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71a, mRNA 


ATA It AA/IA1 f 

NM 004016 


TT * J J— 1 * /" 1 J A 1 T^V 1 J "T» 1 j_ \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71b, mRNA 


ATA It (\l\ A l\ 1 C 

NM_004015 


TT ' J A 1 * / 1 J A 1 r\ 1 J T~» 1 , \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


A.TA It f\f\ A f\ 1 A 

NM 004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


ata it r\r\ a r\ 1 o 

NM_0040l3 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


A.TA It AA/1A1 O 

NM_0040l2 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM 00401 1 


TT * 1 , 1 • / -I I. 1 i-^v I J i -v 1 , \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


TT * J A^ 1 * f 1 A A. 1 1— \ 1 J T» 1 . \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


ATA It f\f\ A f\f\^l 

NM 004007 


TT * A A. 1 * / 1 1 , 1 r^v 1 J T> 1 , \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


a.ta it f\r\Af\r\f 

NM 004006 


TT ' 1 j 1 • / 1 1 . 1 r-v 1 A T> 1 a— \ 

Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXM42, DXM64, DXbzuo, DXbzJU, DXS2J9, DXS268, DXS269, 
DXbz /(J, Ua5z / 1 (DMD), transcnpt variant Dp4z /m, mKJN A 


JNJVL uuuiuy 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 

nYQ07n ^ Pi trcincv>rit-\t ^ orient Y^i^AH^ tyiD MA 
UAoZ /U, LJJ^&Z /Z {LJNLLJ J, TrdnSClipT Vdlldlll LJp^-Z / C, llirvlN/\ 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


"xta it 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 


TvTA>T r\A^/i / J 1 

JNJVL UUjuJI 


Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


JNJVL UlOOzl 


Homo sapiens SI 00 calcium binding protein A12 (calgranulin C) (S100A12), 
mRNA 


INIIVI UUjOZU 


nomo sapiens oiuu caicium Diiiciiiig proiem i\l i ^caigizzdriiij ^oiuuai i 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MRE1 1 A), mRNA 
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NM 005590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
( ivl K el 1 1 A), mKJNA 


JNJVL_UUj joj 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 
{ ivi z\ u n o j, in iv in /a 


IN1V1 UUrOo^t 


nomo sapiens mao-zi-iiKe i yy^. eiegansj ^ivi/vtszii^i j, iyikjn/\ 


1N1V1 UUCOoZ 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(LY64), mRNA 


1N1V1 ULOOO/ 


nomo sapiens zinc nngei pioxem iuo nomoiog ^mousej ^rr ilo,), mKJN/\ 


NM 005886 


Homo sapiens katanin p80 (WD40-contaming) subunit B 1 (KATNB1), mRNA 


iNlvl UU j ooU 


Homo sapiens follistatin-like 3 (secreted glycoprotein) (FSTL3), mRNA 


JNJVl UUj/jo 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


JNJVL UUjjIU 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 2, 
m is. in t\ 


1N1V1 UU J /OO 


Homo sapiens FERM, RhoGEF (ARHGEF) and pleckstrin domain protein 1 
^ciionQrocyxe-Qeriveuj ^rAKr i m±viN/\ 


1N1V1 WUZ) /zz 


nomo sapiens /\ i\r z aciin-reiaieci proiem z nomoiog ^yeasi^ ^ z\v^ i ivz in ivi n t\ 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


TvTA/f OfK 1 7H 
IN1V1 UUZ) 1 / \J 


nomo sapiens dcnaeie-scuie compiex-iiKe z ^lyiosopmiaj ^aollz j, miviNy-v 


INlvl UUD^ZO 


Homo sapiens tumor protein p53 binding protein, 2 (TP53BP2), mRNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOMILI ), mRNA 


1M1V1 UUj4oo 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt- Ruppin A-2) viral oncogene homolog 
(avian) (oKUj, mKJNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SIX3), mRNA 


TvTA A AAC/l/l/l 

JNM UUj444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


"VTA It AACT7 0 

NM_UU53/5 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


JNM_UUjJ / / 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 

(1V1 Y i^LZJ, 1T1 K IN A 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 

111KJNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 

( 1V1 /\ 1J H 4 J , mKJNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


"VTA It AAC '?A'7 

JNM_005307 


Homo sapiens G protein-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 
mKJNA 


JNJVL UlDZoZ 


Homo sapiens growth factor, augmenter of liver regeneration (ERV1 homolog, 
o. cerevisiae ) (orizivj, in is. in z\ 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 

ill Iv IN /\ 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


1N1V1 UUjZ4j 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


M\ 4 AACT1 A 

JNM (JloZJy 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 2 (avian) 

(ii 1 oZJ, mKJNA 


INlvl ULOZjJ 


nomo sapiens v-eio-a eryxnioDiasiic leuxemia virai oncogene nomoiog h- ^avianj 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer- like l (Drosophila) (DRILl), mRNA 


NM 005219 


Homo sapiens diaphanous homolog l (Drosophila) (DIAPHl), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-like 
(L JvJvL), mKJNA 


JNJVL UID1W 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM_005454 


Homo sapiens cerberus 1 homolog, cysteine knot superfamily (Xenopus laevis) 

(L rl/lvlJ, ni K IN A 


NM 005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-like 1 (yeast) 

(oJVLC4L1J, mKJNA 


JNJVL UUMoV 


Homo sapiens aristaless homeobox (Drosophila) (ARIX), mRNA 


JNJVL UlDU/o 


Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 
(TLE3), mRNA 


ataa nri^mi 
JN1V1_UUjU / / 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 


NM 005068 


Homo sapiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


JNJVL UUjUo/ 


Homo sapiens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


JNJVL UID l jo 


Homo sapiens SCO cytochrome oxidase deficient homolog 2 (yeast) (SC02), 
nucLeai gene encouing mitocnonQriaL piotem, mKJNA 


ata/t nn^ 1 ^A 
JNJVL vjyJj 1 DO 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protein protease (S. cerevisiae) (RCE1), 

mPTsJ A 
mrviM/\ 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


JNIVL UUjUjo 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


JNJVL UUjUjJ 


Homo sapiens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


ATA yT AACA/in 

JNJVL_UUM)4V 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (PWP2H), 
mRNA 


JNJVL UlOUUo 


Homo sapiens NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae) 

{ \| II OO T 1\ DMA 

(INrlKZl^l J, mKJNA 


JNIVL UU477 / 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis- specific XK-related protein on Y (XKRY), mRNA 


JNJVL UU4 / oo 


Homo sapiens ubiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 

tyiT? AT A 
ITIKJN /V 


ATA/T C\f\A 1 7 
JNIVL / 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SF4), mRNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


JNIVL UU4oUz 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 

i;ariQTi+ \VA ml? AT A 

variant i^f, itikjna 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


JNM UU4/0/ 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serine-rich 10 (transformer 2 homolog, 

JJrosOpLllLaj (orrColUj, mKJNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


"VTA /T f\f \ A 

NM_004657 


Homo sapiens serum deprivation response (phosphatidylserine binding protein) 

(oJJrVKJ, m lv IN A 


JNJVL UU4j)oV 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 

™ R AT A 
ITIKJN r\ 


ATA/f C\C\A 1 A/1 
IN 1VL U U^f 1 O^f 


Homo sapiens retinol binding protein 2, cellular (RBP2), mRNA 


1M1VT DD4S84 


I— I t\ c 'A nir>nt T? A T"^Q Vir\m<^1<^rr ( nnmKp^ ( T? A T^Q^ mT?\T A 
riUlllU ^clljlClla I v /A y llUlIlVJlUii ^O. JJvJl-llUC ) \ IV rA VJ s ) ^ 1 1 1 1 v 1 N /A 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM 004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12- like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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IN JVL UU4001 


Homo sapiens ovo-like 1 (Drosophila) (OVOL1), mRNA 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 

ml? AT A 
111 Iv IN f\ 


IN1V1 UU^^O / 


nomo sapiens in oxen LiomoLog 4 ^uiosopnnaj ^rsu i L^ ±i4j, iilkin/\ 


INlVL UUH-oUo 


Homo sapiens N-mynstoyltransferase 2 (N]VTT2), mRNA 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


TvTA/T C\C\A 1 AH 

JNM UU414 / 


Homo sapiens developmentally regulated GTP binding protein 1 (DRG1), 

rv-i T? M A 

miviN/\ 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


INlVL UU4jo3 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 


NM 004529 


Homo sapiens myeloid/lymphoid or mixed- lineage leukemia (trithorax homolog, 
JJrosopnila), translocated to, d (JVLLL l J), mKJN A 


NM 004668 


Homo sapiens maltase-gluco amylase (alpha-glucosidase) (MGAM), mRNA 


JNJV1 UU4JZO 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCM2), mRNA 


JNJV1 UU4ozV 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


INlVL UU4/44 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine — retinol O- 
acyltransf erase) (LRAT), mRNA 


INlVL 


Homo sapiens lethal giant larvae homolog 2 (Drosophila) (LLGL2), mRNA 


1N1V1 UU414U 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGLl), mRNA 


rsiivi uu^-yzz 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 

mT?TsJ A 
III 1x1 n r\ 


TsJA/T HOARDS 


noiiiu Sapiens isupeiiieiiyi-uipiiuspiiaie tieiia usumeiase iiiivim/-v 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


1N1V1 VV^ZOZ 


Homo sapiens airway trypsin- like protease (HAT), mRNA 


IN 1V1 UU4 / D Z 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


IN JVL UU44 / / 


Homo sapiens FSHD region gene 1 (FRG1), mRNA 


INlVL UU^-^-Oj 


Homo sapiens faciogenital dysplasia (Aarskog- Scott syndrome) (FGD1), mRNA 


NM 004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide { r l civ i o j, m k in /a 


INlVL UU4*4O0 


Homo sapiens enhancer of zeste homolog 2 (Drosophila) (EZH2), mRNA 


TsJA/T C\(\ 
INlVL UU^tlUU 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


TvTA/T C\C\AAAQ 
INlVL UU444o 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


TvTA>f C\C\AAAZ 
INlVL UU444J 


riomo sapiens lipnrSo (c,rriDO), mKlN/V 


INlVL UU44JO 


Homo sapiens endosulfine alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila) -like 2 (Hu 
antigen d) (cLAVLz), mKJN a. 


JNM_UU4zJU 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 

lecepTOl, J [jILjKjj J, 111 In. IN /\ 


INlVL UU44Z1 


nomo sapiens cnsiieveiieG, qsii nomoiog i ^uiosopniiaj ^uvlj j, nirsJN/v 


iNivi uu^jyy 


riomo sapiens u ca u/ m ^/\sp-oiu-/\ia-/\sp/riisj dox poiypeptiQe 1 1 (L m l i -iikc 
neLicase nomoiog, o. ceievisiaej (ijijai i j, naiiscnpi variain z, mivi\i/\ 


1N1V1 UU4J) / o 


nOlllU SapieilS CeilUlal leilllOlC aClCl UlllCllllg piOieill 1 ^l^lVrVJ_>r 1 J, 1IHv1M/\ 


±>I1V±. Uvt070 




NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(L ALtS J J, m lv IN A 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


JNJVL_UU4/zj 


Homo sapiens BUB 3 budding uninhibited by benzimidazoles 3 homolog (yeast) 

(oUr>J), 1TLKJNA 


TvTA/T HA/l'JQA 

JNJVL KjU^jjO 


Homo sapiens BUB 1 budding uninhibited by benzimidazoles 1 homolog (yeast) 

(dUdJ J, 111 Iv IN A 


NM_004331 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-like (BNIP3L), 

Til Iv IN A 


JNJVl UU4.3ZO 


riomo sapiens r>v^oi-iiKe ^yeastj (dLojlj, mrviNA 


iNlVL UU4U4D 


nonio sapiens aits.1 aniioxiQaiit pioiem i nomoiog (yeasij (ailj^vi j, ituvina 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


IM1V1 UU40/4 


Homo sapiens ash2 (absent, small, or home otic) -like (Drosophila) (ASH2L), 

mT?TvT A 
m iv IN A 


xta/t nnzL^ 1 ^ 

1M1V1 ULHO 1 0 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1), mRNA 


JN1V1 UU4/U/ 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 


JNJVl UU4 041 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


JNJVl UU4.3U1 


TJatvia coniAtic V) A Th ^ ^ / O A P ^ ^ A \ P NT A 

nomo sapiens ts a r j j (^DAro.jAj, m iv in a 


TsJA/T nn 1 1 9Q 

inivi uu i izy 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin- dependent protein kinase I (CAMK1), mRNA 


iMivi uuuzjy 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


JNJVl UUU4J j 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


JNJVL UUUzj 1 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 

(^IVlorlZJ, 1T1 IV IN A 


TsJA/T nnnozio 

JNJVl UUUZ4V 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (E. coli) 
(MLH1), mRNA 


tsja/t nnn9 1 n 
IN JV1 u uuz i u 


Homo sapiens integrin, alpha 6 (ITGA6), mRNA 


xta/t nn 1 ssxn 

IN 1V1 UU 1 DJ) / 


nomo sapiens neat shock iacioi uinumg proxem i v no-t>r i j, miviN/v 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


ATAyf nn 1 A^Q 
JNJVL UU 14jo 


Homo sapiens filamin C, gamma (actin binding protein 280) (FLNC), mRNA 


NM 001444 


Homo sapiens fatty acid binding protein 5 (psoriasis- associated) (FABP5), 

™ p XT A 

n i iv IN A 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


"VTA A f\C\ 1 TOO 

JNM_UU1388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


TvTA A C\f\ 1 ^2 A f\ 

JNM UU134U 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (CYLC2), 
mRNA 


TVTA It AA1 OT^ 

JNM_0013z6 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


TVTA yT AA1 QOC 

JNM UUUZj 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kD 
(LoJrzj, ni iv JN A 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 
(Lb Jrl), mKJN A 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 

mT?TvT A 
111 IvlN A 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM 003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM 003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37), mRNA 


inivi uujH-uy 


riomo sapiens zinc linger pioiem 101 nomoiog ^mousej yz^rr 101 miviNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


JNJVl yjyjDjyK) 


Homo sapiens WEE1 + homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULK1), mRNA 


JNM UU3340 


Homo sapiens ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast) 
(UBE2I), mRNA 


TvTA/f f\C\'2'2 A A 

JNJVL UUJ344 


Homo sapiens ubiquitin-conjugating enzyme E2H (UBC8 homolog, yeast) 
(UBE2H), mRNA 


JNJVL (JU3J43 


Homo sapiens ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast) 
(UBE2G2), mRNA 


JNM_UUJ34u 


Homo sapiens ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 

( U t>c,ZLo), m K IN A 


JNJVl VVDDDO 


Homo sapiens ubiquitin-conjugating enzyme E2D 1 (UBC4/5 homolog, yeast) 
(UBE2D1), mRNA 


JNlvl_Uloyoo 


Homo sapiens ubiquitin-activating enzyme E1C (UBA3 homolog, yeast) 
/ t 1 13 p i m DMA 

( U t5 c. 1 L ) , m In. IN A 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


JNJVL UloZ/o 


Homo sapiens tetranectin (plasminogen binding protein) (TNA), mRNA 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
( 1 Lbzj, mKJN A 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


ATA A AATTC 1 

JNM_UU3z5 1 


Homo sapiens thyroid hormone responsive (SPOT 14 homolog, rat) (THRSP), 
mRNA 


ATA A Ar^OCA 

JNM (Jlozju 


Homo sapiens thyroid hormone receptor, alpha (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog, avian) (THRA), mRNA 


NM_UUJzzJ 


Homo sapiens transcription factor AP-4 (activating enhancer binding protein 4) 
(TFAP4), mRNA 


NM_UU3zzz 


Homo sapiens transcription factor AP-2 gamma (activating enhancer binding 
protein 2 gamma) (TFAP2C), mRNA 


JNM 003221 


Homo sapiens transcription factor AP-2 beta (activating enhancer binding protein 
z beta) (JrArzDj, mKJN A 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
piotem z aipnaj ( JrArzAj, rnKJNA 


JNM (JUU4jo 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
iacior ^ i Lrz j, rranscnpt variant a, mivLN a 


JNJVl UUjIoI 


Homo sapiens T, brachyury homolog (mouse) (T), mRNA 


1N1V1 ULo 1 / J 


Homo sapiens suppressor of variegation 3-9 homolog 1 (Drosophila) 

U V J7lll J, IIllviN/A. 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


jnjvi uu-jioy 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H), mRNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


JNJVL uiojyy 


Homo sapiens suppressor of Ty 3 homolog (S. cerevisiae) (SUPT3H), mRNA 


JNIVL UUJloZ 


Homo sapiens striatin, calmodulin binding protein (STRN), mRNA 


aja/t nni 1 ^2/1 
JNJVL UUJ1J4 


Homo sapiens signal recognition particle 14kD (homologous Alu RNA binding 
pi 01 em ) { oJ\x 1 4 j, mKJN a 


rNlvl UUjUOo 


JTlOlIlO iSapieillS MllgCU-llKC ^lalSClIl llOIllOlOg, ISCa UlClllll^ OoOpillla^ ^ol^ll^^, 

mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI), mRNA 


NM 003031 


Homo sapiens seven in absentia homolog 1 (Drosophila) (SIAH1), mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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JNJVl VVJVVJ 


nomo sapiens ocA^i4-iiKe i ^o. cerevisiae j ^oiiL.141^1 j, rnKJN/v 


1M1V1 UUZVoj 


Homo sapiens small inducible cytokine A3 (SCYA3), mRNA 


ata/t nnooso 
jnjvi uuzyoz 


Homo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 
(SCYA2), mRNA 


ATA/T 009081 


nomo sapiens smaiL liiGuciDie cytoKine /\i , iouv ^ol i/\i j, rnKiN/\ 


JNJVl UUJ)o04 


Homo sapiens sin3 -associated polypeptide, 30kD (SAP30), mRNA 


NM 002962 


Homo sapiens SI 00 calcium binding protein A5 (S100A5), mRNA 


ata/t nnooAn 

JNJVl UUZVOU 


Homo sapiens SI 00 calcium binding protein A3 (S100A3), mRNA 


NM_002966 


Homo sapiens SI 00 calcium binding protein A10 (annexin II ligand, calpactin I, 
Ugnt polypeptide (p 1 1 )) ( b 1 UU/Y1 u ), rnKJN/Y 


ATA,T 

JNJVL UUJ/U/ 


nomo sapiens Kuvr>-Lik;e 1 (Jb. coLi) (KU VJDL1), mJKJNA 


ataa nnoo/i/i 
JNJVL UUZV44 


Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (ROS1), 

111 IV IN JA 


NM_002941 


Homo sapiens roundabout, axon guidance receptor, homolog 1 (Drosophila) 

( KLJdLJ 1 J, m K IN /\ 


ata/t nnn^oA 


Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA 


ata/t nnoo^n 
jnjvi uuzbou 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RIN), mRNA 


NM 003961 


Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mRNA 


rsiivi UVZyiZ 


Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 

/nc\/Ti \ -r»-» T? AT A 
(Ivli V J)!^, m K IN /A 


ata/t nnoonn 
jnjvi uuzyuu 


Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA 


NM 002894 


Homo sapiens retinoblastoma binding protein 8 (RBBP8), mRNA 


ata/t nnoQQQ 
JNJVl UUZooo 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 1 

( 1v/a IvlvCyO 1 J, li l lv IN /a 


ata/t nnoQ7Q 
jnjvi uuzo/y 


nomo sapiens s\j\ljdz nomoLog i^o. cerevisiaej (^k^vlozj, m k in /\ 


ata/t nnoQ7Q 
JNJVl UUZo / o 


nomo sapiens iv/vuz) i -Lixe d \&. cerevisiaej ^iNLA-i>/r>i-Lj mivrM/v 


ATA/f nn9 87^ 
INIVI UUZo/ D 


Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S. cerevisiae) 

^IvAlJj 1 J, 111 IS. IN r\ 


AJA/T 009874 
IM1V1 UUZO /4 


nomo sapiens ix/\ l^z 3 iioiiioiog d ^0. cerevisiae ) \ uz j d j ? 111 ivin /a 


NM 002853 


Homo sapiens RAD1 homolog (S. pombe) (RAD1), mRNA 


AJA/T 009 87^ 
INIYI UUZO ID 


nomo sapiens kajji / nomoiog ^o. pomuej ( u i / miv in /\ 


AJA/T 0009^4 
JNJVl UUUZ04 


Homo sapiens patched homolog (Drosophila) (PTCH), mRNA 


NM 003738 


Homo sapiens patched homolog 2 (Drosophila) (PTCH2), mRNA 


ata>t nno^i^ 
JNM UUZolo 


Homo sapiens period homolog 1 (Drosophila) (PERI), mRNA 


ATA/T nnO^nn 

JNJVL UUZoUU 


Homo sapiens phosphodiesterase 4B, cAMP- specific (phosphodiesterase E4 
dunce homolog, Drosophila) (PDE4B), mRNA 


JNJVl UUZooo 


Homo sapiens poly(A) binding protein, cytoplasmic 1 (PABPC1), mRNA 


NM_003932 


Homo sapiens suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 
interacting protein) (ST 13), mRNA 


JNJVL UUJ/Ij 


Homo sapiens vesicle docking protein pi 15 (PI 15), mRNA 


JNM_UUZj j J 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORC5L), 
mRNA 


ATA/T fifiO^^O 

INIVL UUZDjZ 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L), 
mRNA 


JNJVL UUJoJ4 


Homo sapiens nipsnap homolog 1 (C. elegans) (NIPSNAP1), mRNA 


NM 002499 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA 


ATA/T 009/1Q/1 
JNJVl UUZ4o4 


Homo sapiens nucleotide binding protein 1 (IVIinD homolog, E. coli) (NUBP1), 
mRNA 


NM_003827 


Homo sapiens N-ethylmaleimide- sensitive factor attachment protein, alpha 
(NAPA), mRNA 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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IN1V1 UUZ^+4o 


Homo sapiens msh homeo box homolog 1 (Drosophila) (MSX1), mRNA 


IN JVl ULOZ) / O 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 

III Ivl N f\ 


TsJA/f 0094.49 

rNlvl UUZHH-Z 


nOlllU ScipieilS IllUSaSIll IlUIllOlOg 1 ^ VJY OSOpilllaJ ^IVloll Illrvl>| J rV 


NM 002441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


AJA/T 009zLdO 

inivi vvz^^tv 


nomo sapiens muto nomoiog con,) ^ivion^tj, miviNA 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


JNJV1 UUZ4UJ 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


JNM uuzjyo 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEIS1), mRNA 


JNM_UUz393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


JNM K)\)Z5yZ 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2, mRNA 


JNM UUJyUo 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated piotem (ML JVUAf), mKJN A 


JNJV1 UUZooU 


Homo sapiens v-maf musculo aponeurotic fibrosarcoma oncogene homolog K 
(a vi an j (iviArJs.j, miviNA 


"nta/t nno^^o 
INIVL yjyJZDjy 


Homo sapiens v-maf musculo aponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


tsja/t oo^^o 


nomo sapiens ivi/vlji miioiic an est Qeiicieni-uxe i ^yeasi j (ivL^viJii^i miviN/\ 


JN1VL KJVjyj I 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


AJA/T 0099^0 


nomo sapiens Kaiyopnerm aipna r> ^lmponm aipna o) \r%^r in/\d mKJN/\ 


NM 003772 


Homo sapiens jerky homolog- like (mouse) (JRKL), mRNA 


JN1V1 KjKjZZKjZ 


Homo sapiens ISL1 transcription factor, LIlM/homeo domain, (islet- 1) (ISL1), 
mRNA 


IN JVl UUJDU4 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin- 1 receptor-associated kinase 2 (IRAK2), mRNA 


JNM (JUJooo 


Homo sapiens inositol polyphosphate -4 -phosphatase, type II, 1 05kD (INPP4B), 
mRNA 


JNMUU1536 


Homo sapiens HMT1 hnRNP methyltransferase-like 2 (S. cerevisiae) 

( M Iv M 1 1 LZ j, mKJN A 


NM 001535 


Homo sapiens HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae) 

( rl K M 1 1L1 j, mKIN A 


JNM UUJoUo 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 

n in. iv J, ITllviNA 


AJA/T 009 1 ^9 
iNlVl UUZ10Z 


Homo sapiens histidine rich calcium binding protein (HRC), mRNA 


AJA/T 009 1 1 A 
INlvl UUZ 1 1^4- 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HIVEP1), mRNA 


xiA/f 00^710 
inivi uuj? / i u 


nomo sapiens serine pioiease mniuitor, Jvunnz type i ^oriiN 1 1 mjxiNA 


NM 000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


INIVL UUUo Dy 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


JNM_UU387S 


Homo sapiens gamma- glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
nycliolase) (OOn), mKJN A 


AJA/T ooizi&£ 

1N1V1 UUI^OO 


nomo sapiens iranscripnonai auapior z ^/\u/\z nomoiog, yeastj-iiKe y l 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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JNJV1 KjKjZvj 1 


Homo sapiens GATA binding protein 3 (GATA3), niRNA 


JNM UUzlnU 


nomo sapiens uAlA bmclmg protein Z (OAJAz), mKJNA 


JNJVL UUZU4y 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (GATA1), 

III in. IN JA 


iNlVl UUZU<4-U 


Homo sapiens GA binding protein transcription factor, alpha subunit (60kD) 

^ I /A J, IIlIV IN f\ 


MA/f 0090^0 
iNlVl WWZWJV 


noino sapiens vjri\j3z- associated uincimg pioiem i ^uad i j, iiiiv in /a 


iNlVl UUjjUO 


noino sapiens inzzied nomoiog y ^-L/iosopmiaj yrz^Ljy)^ iiuvim/a 


rNIVl KJyJJDKJ/ 


ii oiiiu sapiens irizzieQ nomoiog / ^JL/iosopmia^ \r z^yj i niiviN r\ 


1N1V1 UUjjUO 


noiiio sapiens irizzieci nomoiog o ^i^rosopmia^ yr z^ljo), miviM/\ 


TsJA/T nrnzL^s 

iNlVl UUjHOO 


I — I / -\ / \ co-kxi/^hc 1 It" i ' j' j 1 c*r\ nnmAl Aft ^ ( TifA o am n 1 1 q l 1 Th / Tin \ tn D AT A 

nomo sapiens irizzieQ nomoiog j> ^i^iosopmia^ yr z^ljd miviN/A 


INIVI UUJ>Z)U3 


H Amn c> o t~\ i c fri ttIa/T TiAmAlAn 1 I TirACAnnila i / L< / Ti 1 \ tviT?^VT A 

nomo sapiens iiizzieu nomoiog i ^i_^iosopmia^ yrz^ui iiuvin/a 


IN ivl UU 1 HDJ 


nomo sapiens r iin Diiicimg pioiem \r i jd-izu/ ijjuj i Dj, mrvi>i/\ 


INlVl UUZUj 1 


nomo sapiens iyn-reiaieci Kinase ^ r in. iv j , 1 1 1 iv in /a 


1N1V1 UUJ / 1 / 


nomo sapiens neuropepiiQe rr-amicie pepiicie piecursor ^iNirr mivr>/\ 


1N1V1 UU 1HO / 


nomo sapiens niamm o, oeia ^acnn Dincimg proxem z/oj ^fi^inidj, mrviN/\ 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


1N1V1 UUZUlo 


nomo sapiens nigniiess i nomoiog (uiosopnnaj (ri^iij, miviN/-v 


NM 001991 


Homo sapiens enhancer of zeste homolog l (Drosophila) (EZHl), mRNA 


jnjvi uuivvu 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo sapiens eyes absent homolog l (Drosophila) (EYAl), mRNA 


JNM uuiyov 


Homo sapiens eve, even-skipped homeo box homolog l (Drosophila) (EVXl), 
mRNA 


NMUU1982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (iiKr>r> 3 J, mKJNA 


JNJVL UUJjo4 


Homo sapiens dual specificity phosphatase 1 1 (RNA/RNP complex l- 
interacting) (DUSPl l), mRNA 


JNJVL_UUJojV 


Homo sapiens dolichyl-phosphate mannosyltransf erase polypeptide l , catalytic 
subunit (DPMI), mRNA 


TvTA/T fin 1 QO Q 
JNJVL UUlVZo 


Homo sapiens D component of complement (adipsin) (DF), mRNA 


INIVL U10 04V 


Homo sapiens D-aspartate oxidase (DDO), transcript variant l, mRNA 


INIVL UU1J4J 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 

{ PW/m. /m-\1t i \'\ \ / FA A ml?M A 

(urosopnuaj \LJ/\dz j, n i iv in /\ 


XTA/T nrn Q 1 ^ 
INIVL UU iyij> 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (CUTL1), 

mT?TsJ A 
III IV IN /A 


In 1V1 UU 1 j lO 


nomo sapiens v_.kjj-/i L/inoiiiosome segiegauoii i-iiKe ^yeasij ^v^ o-C/ii^^, iiuviN/A 


1N1V1 UUjOjZ 


nomo sapiens caiDOxypepiiciase z, ^Lr^j, mrviN/\ 


1N1V1 UUJ7U7 


nomo sapiens copme 111 imj_/J) j, mrviMz-v 


NM 003915 


Homo sapiens copine I (CPNEl), mRNA 


inivi uui.jUo 


nomo sapiens caiDOxypepiiciase in, polypeptide i, juxjj ^v_.ii>ji j, mivrN/A 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


INIVL UUlZoU 


Homo sapiens cold inducible RNA binding protein (CIRBP), mRNA 


TvTA/f AH 1 T7y| 

JNJVL UU1Z/4 


nomo sapiens UnrLl cnecRpomt nomoiog (o. pombej (UnlirLl j, mKJNA 


JNJVL UUI0U0 


nomo sapiens UUAAl/ennancei omding protein (C/iirSr j, gamma (ClirSrOj, 
mRNA 


JNlVl_UlocO j 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosophila) (CBX4), 

III 1N.1 >J /A 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM 000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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INIVL KjKjiZvd 


Homo sapiens BCL2/adeno virus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 , mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


JNJV1 \)\JD I DO 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECN1), mRNA 


ATA /f nMQ^^T 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


ATAA MA1 1 Qfl 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA 


JNJVL UUlWo 


Homo sapiens AU RNA binding protein/enoyl- Co enzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


INIVL UUlO/Z 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


INIV1 UUloJo 


Homo sapiens apo lipoprotein F (APOF), mRNA 


JNJVL uujy// 


Homo sapiens aryl hydrocarbon receptor interacting protein (AIP), mRNA 


ata/t r\n 1 1 1Q 
JNJVL UU llJo 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1 , mRNA 


ATA A n<QO/l A 

JNJVL UjoZ4o 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 

™t? AT A 

m in. in j\ 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


ATA/f CiGQI^G 

JNJVL (Jjoloj 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


JNJVL UU lool 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitochondrial protein, mRNA 


ATA/T ni/l/1Q1 


nomo sapiens ioiKiieaG dox iz {rKjj^rZ), ittkin/y 


ATA/T f\<A 1 1A 
INIVL U041 1U 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
aceiyigaiaciosaiiiiiiyiiiciiisieiase / ^vj/vl_l>i i / j, inivr>/\ 


1N1V1 UUO / ZO 


nomo sapiens vesicie traiiicKing, oeacn anci ancnor containing ^ l iv d/a in iv in /a 


IN1V1 UZUOOj 


nomo sapiens ii^iu-iiKe rviio uirdsc \ lk^l^), n /a 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


ATA/T fK9£^9 


nomo sapiens nypotneticai zinc imgei piotem ivioi^zjyo ^ivioi^z^yoj, miviN/\ 


ATA/T n^^HzL^ 


nomo sapiens nypotneticai piotem ivioi^zu^tou ^ivivjl.zu^+ouj, miviN/v 


ATA/T 0^^017 
IN1V1 KJZ) jU 1 / 


nomo sapiens /\iJr-riDOsyiTiaiisierase z> i j j, niiv in /\ 


ATA/T fK9QQQ 
INIVL KjjZyyy 


Homo sapiens chemokine-like factor- like protein CKLFH1 (CKLFH1), mRNA 


ATA/T fK9 8&1 
INIVL UjZoo J 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zinc finger 

piOLClll^ yi\L\J\^Z,\Jsj\J e -t Illlvl> J rV 


IN1V1 UJZ7OO 


nomo sapiens apo lipoprotein /\- v ^ /\ i w/\ j j, iiiiv in /a 


ATA/T 0^9 QAO 


nomo sapiens retinoid Diitcung protein / ^rvJ3r / j, itirvi>i/\ 


AJA/T 0^9Q^Q 
IN1V1 UJZ7J7 


nonio sapiens pdimexiii d yrr\.\>\j^D ^, miviNi-v 


TvJA/T PK9QJ.8 

IN 1V1 UjZ7t-0 


nomo sapiens soiling iiexin z,o ^oi> azo j, iiuvi>i J rv 


ATA/T fK9QzL7 
IM1V1 UJZ74 / 


nomo sapiens nean aipna-xmase ^ n /\ iv j , hi iv in /a 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


ATA/T fK9Qzl^ 


nomo sapiens nypotneticai piotem iviol. lo^tyi ^ivivjv . lo^ty i ), mrviN/A. 


ATA/T fK9QzL1 
INIVL UDZy^fl 


Homo sapiens guanylate binding protein 4 (GBP4), mRNA 


ATA/T ri^OQ'J'N 
INIVL [JjZyjJ 


nomo sapiens nypotneticai protein ivlvjl^zu/oi (iviol^zu/oi j, mrciN/\ 


ata/t n^ocon 
INIVL VDZoyKJ 


Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 

(jLLZA 1 s> J, 111 Ix IN r\ 


ATA/T fK9££zL 
INIVL UjZoo'i- 


nomo sapiens siauc acici DiiiQing ig-iiKe lectin 1 1 ^oioi^J-/L>i i j, miviN/\ 


XTA/T fK9&77 


nonio sdpieiis siiiiiidi lo nypoineiicai pioieni ivii>i^u - z,j)oo ^ivivjv^i /jh-h-j, nirviN.rv 


NM 052876 


Homo sapiens transcriptional repressor N AC 1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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INIYL UOZoOV 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 
^ in r i i J, in iv i\ /A 


1N1V1 \JD Z,C)D O 


nOIllO SapieilS Slllllldl LO IV1JNJ_,1N C-L/1N/A. ioiuuuoaio gene ^LUUVIOOZJ, inivlN.rY 


1N1V1 \JD Z,OD D 


llOlllU Sd[JlCllS IiypUUieilCd.1 piUldll IVlUL 1 DDz/vj \ lVlvJv- 1 D D y\) nitvlNiA 


TsJA/T 0^98^4. 
rNivi i/jzoj^ 


nUlllU Sa|)lCllS OIU aSUUCyie SpeClllCaliy lllUUCeU SUUSlallCC ^UAOloj, iniVL>/\. 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


TSTA/f fK9 8^Q 
iNlVL UdZoDz? 


Homo sapiens pannexin 2 (PANX2), mRNA 


1M1VI V D D DDL 


riomo sapiens nypotnetLcaL piotem ivivj^iyDDo ^ivLvjv^iyD^oj, mrviN/v 


NTA/T n^^^/lO 
1M1V1 UjjD^V 


noiiio sapiens nypoineiicai gene iviOv^i lz / ^iviOv^i lz / j, mKiN/\ 


INIVL UJ)j040 


Homo sapiens myosin regulatory light chain (MLC-B), mRNA 


inivi U-?JD44 


Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MGC14386), 

111 IN. In 1 r\ 


1N1V1 UOOJl^) 


noiiio sapiens ivi cte vJ/\ r pioieiii ^ividCvJ/Ax ^, iiixvi>i/\ 


1N1V1 LO DD i y 


nomo sapiens oiiaciory lecepioi scion ^sciouj, mivi>j/\ 


inivi lo-jjio 


nuuiu sapiens proiem Kinase in i u-or zj ^in i u-oizj ^, in is. in /\ 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


INlYl U 1 O^J / 


nomo sapiens iiypoiiieiicai pioiem lilj sakj- i ^i_/U/-vo-i in is. in /\ 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


JNJV1 VD DD 1 1 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mRNA 


JNM 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


JNJV1 UJJ4Z4 


n,. ni ,. . , : : 1 ^ \ 4 A/^\C IN I A \ /A/ rtTA INI r AD P\ I A A/TT TC/^T 

riomo sapiens simnar to ivlyuoIJN riii/\v y Uri/\iJN, l.a.kjji/\l, iviUoUi^r!/ 

ALrnA loL^rL^KJVl ^1V1 1 TIL -/\L1 rl/\ J ^IVL. 1T1USCU1US J ( LUL VZ / / 1 J, ill In. IN /A 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 

(IVIOV^O iOd ), mrviN/\ 


1N1V1 Ujj4jy 


nomo sapiens u v oz /-reiateQ protein v oz / j, mrviN/\ 


NM 033440 


Homo sapiens elastase 2A (ELA2A), mRNA 


iNlVL UJJ4^o 


nomo sapiens LUo4-ni precursor (dJo4-ni), mKJN/\ 


JNM UJJ4ZJ 


Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T- lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLA1), mRNA 


INIVL Ujj'+I 1 


nomo sapiens nypotnettcai protein iviov^ i ddld \\s/ykjk^yddld j, mrviN/\ 


JN1VL LOJ^tlO 


T-Lrkrvirk c'lnipnc cimi l'ir 14 VPHTHPTIT A I "XA C\ k'nA DD OTP INI 71/7Q^ 7 TXT 

nomo sapiens simLLar to n 1 1 u i nt!/ 1 il /\l j?4.u in.lj/\ r\s\j i jz/HN z.rv /yjj tin 
n in^jivi vjowivi l> iv ^ ivi i vouo ^, in in in /a 


NM 033413 


Homo sapiens hypothetical gene MGC 16309 (MGC 16309), mRNA 


1N1VL Ujj^flU 


nomo sapiens iiypotiieticai pi otem ivlo^ i d i d o v ivivjLy iji joj, miviN/\ 


IN IVI UDD^lzJ 


nomo sapiens nypotneticaL gene jvlol^ / jj ^ivlov_ y /d j j, mKJN/\ 


1N1V1 Ul^fUoJ 


nomo sapiens Jrrv^ju / o / piotem ^jr kuu /o / j, mi\JN/\ 


ataa n^^n/i^ 
INivl UjjU4j 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


INIVL \JD 14 J 1 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 

IColUllvr ^IVIO^H- / OO ), IIlrvLNy-v 


In 1V1 UjjIOj 


nomo sapiens ciiuiiunic goiiacioLiopin, ueia poiypepucie o ^^vjijoj, iiiinin/a. 


IN 1V1 


nomo sapiens nypoineiicai proiem ivio^iH-yoi ^iviov^. i^-yoi ), miviN/\ 


1N1V1 VD D D*-tD 


nomo sapiens i^iivi nomeooox proiem h- ( LnAt j, iiiin in /\ 


1N1V1 UjjjIo 


T— T/^m/^ CQnipnc 1t\ a+1t r«ti ^ » 1 (tpiip cnnr\ArIp/I AT /l /l O 9 /l ^ / I O^QIASQ^ mPNT A 

nomo sapiens nypoineiicai gene suppoiieci uy .rvi^H-H-yzH-j) ^LULVioovj, mivrN.rv 


1N1V1 LOJ).jZ,0 


nOIllO SapieilS Capping piOieill aipila D \ \^r\.i: r t\D J, 111-tViN.rv 


NM 033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


INIVL yJDDDVy 


nomo sapiens nypotneticai piotem ivioi^^toco ^ivio^^fODDj, miviN/\ 


MA/f n^^9Q^» 
inivi i/jjzyo 


nomo sapiens i-cen acuvaiion pioiem ^ruivi ^, iniviNy-v 


NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


NM 033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 


NM 033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 




nomo sapiens Dioiner oi luu (dulj, m kin /\ 


IN IVI Uj jZUt 1 


nomo sapiens nypotneticai gene ujvrz^pj /uiuio^f ^urvrz^pj /uiuio^+j, miviN/\ 




nomo sapiens L^aivi-is.11 mniDitory protein ^i^/Vivi-jviiiN j, miviN/A 


\TAyf 0^9^07 


riomo sapiens testes Qeveiopment-reiateQ in y jj-orzi ^in i u-orzi j, nirviN/\ 


TsJA/T H^919 
1N1V1 VJJjZlZ 


rionio sapiens nypotneticai gene supporteQ oy dluu4ju/, dluuoZoj 
(MGC10992),mRNA 


1N1V1 UjjZUo 


nomo sapiens similar to jeiKy ^mousej iiomoiog-iiKe ^i^a^/v^. :/! ijij, mrviN/\ 


NTA/1 fl'}^ 1 

1M1V1 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NTA/T fl 1 ^^/l ^ 


Homo Sapiens lJJS.rZ,r4j^fr 1ZZ protein ^UJvr z^r^D^r VZZ), nirvlN/A 


TSJA/1 n^9^n/i 
1N1V1 UjZ0U4 


Homo sapiens lung alpha/beta hydrolase 1 (LABH1), mRNA 


TsJA/f H^9 1^^ 
1N1V1 UjZIjj 


nomo sapiens nypotneticai protein urvrz^p^o^-iN i^id ^ujvrAr ^j^-in i^id j, 

111 IV IN 7A 


INIVI yJDKJoKJD 


nomo sapiens nypotneticai piotem rLjiwujj ^rLj iuujj mrviN/\ 


inivi uzh-woz 


nomo sapiens iiypoiiiencai piotem ivivjr^jjjo ^ivivjt^j j> joj, mrviN/Y 


IN 1V1 KJZ^r UZ> !7 


nomo sapiens nypotneticai protein ivio^jj)jo ^ivio^jjjoj, mrviN/\ 


1N1V1 UIOJt-Z 


nomo sdpiens senile/ iineoiiiiie pioieniKiiid.se ivi_/\orv ^ivikjiH-j, iiuvin/a. 




noino sdpiens iegticdicni ^ene pionioioi iegion ieidieci pioiem ^rvvjrrv^, iiirvi>i J rv 


IN IVI UjjIZo 


nomo sapiens scmuerni ^oi^-iin miviN/\ 


tsjivt n^^n^R 

1N1V1 KJJJVJO 


nomo sapiens inrg migei pioiem zy ^rviNrzvj, iiirviN.rv 


in ivi \j s> s> no 


nomo sapiens iiypoiiiencai pioiem ivivj^io/ ih- ^ivivj^-io/ 1t"J, iiirviN.rv 


1N1V1 UJ5J1ZJ) 


nomo sapiens testis- development reiateu in i u-^rz / ^in i u-orz / miviN/A. 


1N1V1 Ujj 1ZO 


I — I / \ / A COmAMC CiPfinp/lllfAAtlltlP 1/1T1QCP I) Vj I4 I — I / / {J >J \c I — I / 1 tvi T? A 

nomo sapiens seime/tnreomne Kinase roAnz ^roAnzj, mrvr>/\ 


1N1V1 UjjIZ^ 


nomo sapiens in i jj-oizo pioiem ^in i jj-oizo iiirviNy-v 


1N1V1 Ujj 1ZZ 


nomo sapiens lcslis oeveiopmeiiL pioiem in i u-orzo ^in i u-orzoj, iiirviN/\ 


TsJA/T flT^ 1 1 A 
1N1V1 KJDD 1 14 


I— I , -\ \-\-\ 1 \ c 'i i"\ 1 n c MA P^ P 1 »"\ n / IV /I A P\ P 1 \ mP~MA 

nomo sapiens \\Li\ur- 1 piotem y\\Lt\iJr- 1 miviN/\ 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


INIVI \Jj jUo / 


U nnin conipnc 1t\ /rw-\+lT r»t i o-j 1 nrntpi n P T I 1 /I <T 1 1 / PI I 1 /I C 1 1 \ rv»PAJ A 

nomo sapiens ny|30tneticai protein rLj i-4-j 1 1 (tlj i^tz) 1 1 j, misJN/\ 


IN IVI UZ^O 1 Z 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


inivi uuouzy 


Homo sapiens paraneoplastic antigen MAI (PNMA1), mRNA 


1N1V1 VDJVZD 


Homo sapiens hypothetical protein FLJ1351 1 (7h3), mRNA 


atai n 1 ^ 1 AO 
JNIVI UIOIOV 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRS1 

fRR^I^ mt?TsJA 


M A/f 0 1 ^ 1 9 Q 
in ivi ui ji zy 


nomo sapiens sepmi u ^oDrzj, iiiivinz-v 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


IN IVI U J ZZK) O 


U nniA t Qnir>nc \-\\ i\^i\\\^r-\\(*<* \ nmlpin PI 19 1 7HQ PT 19 1 7^Q^ m P NI A 

nomo sapiens nypotneticai piotem ri^jzi i\jy ^ri^jzi /uy), mixiN/\ 


TvTA/T 0^9707 


lli^rvm coniPTic t»Trf^/^+t»^+ir»o1 r»rA+PiM PI 11 /I /I O 7 / P T I 1 /I /I 07 \ mPM A 

nomo sapiens nypotneticai protein ru i^^+y / ^ri^j i^+^y / j, rnKiN/\ 


TsJA/f H^9zL79 
1N1V1 LoZ^f/Z 


nomo sapiens peptioyiproiyi isomerase ^cyciopniimj-iiKe j (rriLo j, miviN/\ 


JNIVI lozboo 


nomo sapiens uljZ \D\^dZ), mrcrsi/A 


ATA/f Pl^9^77 


nomo sapiens meianoma-associateci cnonQroitm sunate proteoglycan- iiKe 

^ LUL O'tOO't J, IIllViM /A 


iNivi kjs) zyj S) 


nomo sapiens iiypouieucdi pioiem ivivj^i i joo ^ivivj^i i joo j, iniviN.rv 


TsJA/T D^9Q9Q 


nomo sapiens iiypouieiicai pioiem iviov^ih- /ys> ^ivivj^ih- iyj> iiiivin/\ 


1N1V1 UJZ7Z0 


tli"\mi~\ CQnipnc It \ / 1"\ / a t It r» t i / » 'j 1 i"\rntr> i n \ /I 1/11/11 / \ 4 1/11/1 1 ^ m P NI A 

nomo sapiens nypotneticai protein ivivji^ 1 1 1 h- i ^ivivjv^ i 1 ^+ 1 miviN/\ 


TsJA/T 0^9097 

1N1V1 \JDZyZ 1 


nomo sapiens nypotneticai pi otem ivio^ i d i jy ^ivio^. ij> i oy ), miviN/\ 


inivi ujzvzo 


nomo sapiens iiypoiiieiicai pioiem ivioi^i j / j / ^ivivjv^i j / s> i iiuvinz-v 


i_>HYl \) y 1 


Homo <5anien<i hvnothetiral nrotein MGP1 5^75 5^75^1 mRNA 

odljltllij 11 V IJVJ Lilt 1 LlV^Cll LJlVJLt'lll IViVJV^l^JO / ^ 1 1V1VJ V/ 1 J O / «J llllVJ_>l J rv 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC 14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC 14 156 (MGC 141 56), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC 14439 (MGC 1443 9), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC 14425 (MGC 14425), mRNA 
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INIYL loZ^WZ 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 6A 

fPPP1T?1^A^ mT?TsJA 


iNlYl UjZVUI 


T-Trrmrk cQnipTic h\/rw»tTir»tir»ii 1 nrotpin A/TOP 14988 fIVTOr 1 1 4988^ mT?TsJA 

nomo sapiens iiypouieixcai pioLeni ivivjv^ih-zoo ^ivivjv^ih-zoo^, iiixvrN.rv 


MA/f PH9RQQ 


nomo sapiens ny po meiicai piuieiii iviov^ n-izo \iviul i4izo j, iiixvrNiA 


TsJA/T 0^?8Q8 
rNivi vjjZsoyo 


tf nTnn QQnifnc Vi\mntVif final r»rotr»i n A/TOP 141 9^ nVTOP 1 4 1 9 M mT?TsJA 

noino Sctpieiis iiypoiiieiicdx pioieiii ivxvjv^ih-izo ^ivxvj^ih-izo^, iiirviN/A. 


rNlVl WJ)ZO!7 1 


nuniu Sapiens iiy poLiicLiecti pioieiii ivivj 1 .. ih-4-jo ^ivivj*,. ih-h-jo j, iiixvrsizA 


IN1V1 W-jZOi/O 


nomo sapiens nypoinexicai proiem ivio^ihooo ^ivivj^i^+^oo mivi>i/\ 


INlVl W-jZOj/Z 


noino sapiens iiypoineiieai pioieiii iviov^iH-ioi ^iviov^- ih-ioi iniviN^rv 


Tsjivr n^9RQi 

1M1V1 UjZO"! 


nomo sapiens nypoinexieai proxem iviuL/izyzo ^iviv_rv_, izyzo miviN/\ 


1N1VT UJZ07U 


nomo sapiens nypoineiieai proiem ivio^ i d l s>v ^ivivj^ i ji juj, mrviM/\ 


TsJA/T 0^9887 
rNivi ujzoo / 


nomo sapiens iiypoiiieueai pioieiii iviov^iouj) / ^ivivji^ i owj) / iiiivin^y 


TsJA/T 0^9 88^ 


nomo sapiens iiypomeiieai pioieiii ivivj^i j"uo ^ivivj^i^j/oo^, nirviNi.rv 


xta/t n^9R89 

1M1V1 UjZOOZ 


U nTYin C n«i PT1c ViA/i-irk+ViP'+i^Ql nrntfin A/TOP 1 ^897 ^/THP 1 ^897^ ml? ATA 

nomo sapiens nypoxneneai proxem iviol^ijoz / ^ivivj^ijoz / miviM.rv 


TsJA/T 0^9881 


nomo sapiens u / snivi>ir -speeriie om-iiKe proiem i^oiviio ^i^oiviiuj, mivi>i/\ 


1M1V1 UjZOOU 


nomo sapiens iiypouieiieai pioieiii iviov^i j / jw ^iviov^i j / juj, iiuvim/a. 


iNlvl WJ)ZO / O 


nomo sapiens iiypouieueai pioieiii ivivj^i jo / / ^ivivj^i jo / / j, inrviM.rv 


±N1V1 UjZO / J 


nomo sapiens nypoineireai pioxem ivivjr^i jho / ^ivivjr^ i j'+j / j, miviM/\ 


iNlvl UjZOU / 


nomo sapiens nypoineTieai pioiem rLj ih-voo ^flj in-yoo j, miviM/\ 


TsJivr 0^9 
InIVI W.3ZOOD 


nomo sapiens iiypouieiiLai pioiem rLj 147JU ^ri^j i^tyju j, nriviN.rv 


MATT fH9£^1 
iNivi wjjzooi 


U nm n cjnipnc \*i\rr\r\tVie*tir>n} t-\ rr^toin PT T14Q17 TPT T14Q17^ ml? XT A 

nomo sapiens iiypouieiieai pioieiii "i^j 147 1 / ^_ri^j m-y 1 1 iiirvi>i/\ 


rNlVl W-jZO^;/ 


nomo sdpieiis iiypoiiieLiedi pioieiii rLj 147UO ^ri^j ih-^uo j, nixvrN.rv 


TvJA/T 0^98^^ 

±N1V1 \JS) ZOJO 


noino sdpieiis iiy pome Lie di pioieiii ri^ij itooo lj itooo ^, iiirvrvi^A 


INIVT W-JZODJ 


nomo sapiens Hematopoietic onz proiem ^nonz miviM/\ 




nomo sapiens iiypouieiieai pioiem r l^j ih-o / 1 ^rbj ih-o / 1 j, inrviM/^ 


IN1V1 WJ)ZOZ)W 


nomo sapiens nypoxnexieai proxem rbji^o^-u ^flj i^+oh-uj, mivi>/\ 


TsJA/T 0^9 840 


nomo sapiens nypoxnexieai proxem ri^j ih-ojh ^rLj ih-ojh-^i, mivrN/\ 


rNlVl UJZ04 / 


Unmn conipnc h\/i^^thr'ti 1 m-rt+P'in ThT T14S9^ ^PT T1 489^ tyiPXTA 

nomo sapiens nypoxnexieai proxem rLj i^ozj ^r^r^j ih-ozj j, iiiivi > /A 


rNlVl W-jZOt-O 


nomo sapiens iiypoineiieai pioLeni rpj ih-ozh ^it^i^j ih-ozh-j, iixtvrN.rv 


IN 1V1 UjZO't't 


TTr\rYirv c ' 1 1-\ i r» n c T»Tmr\+T»<=»+ir»c»1 r\r*r\+<=»i-n PT T 1 AQ 1 ^ / pT T1zl£1^^ rv»T? AT A 

nomo sapiens nypoxnexieai pioxem rLji^oi j ^.t.lj i^foi j j, mrvr>/\ 


TsJA/T 0^9 RzL^ 


U nmn c 'i i-\ i r» n u Tixrr\r\+Tip»+ir»ci1 nrntpin PT T1 Aft 1 H ^ P T T1zLS1H^ tyiT?AT A 

nomo sapiens nypoxnexieai pioxem rLji^oiu ^rpj ih-oiu^i, mrvLM/\ 


TsJlVT 0^9849 

iNlvl W.3Z0H-Z 


nomo sapiens irypoxnexieai pioxem rLj ih-ouj ^tlj ih-olo j, mrvi>i/\ 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14800), mRNA 


TsJA/T fl^9ft^Q 


U M m n cQnipnc ViTrr*r\+ViP'+i^>ci1 »-\ r^f r»i n PT T1 AHQA ^ PT T1zL784^ rv»T?XT A 

nomo sapiens nypoxneTicai pioxem ri^j ih- / oh- ^rr^j ih /o^t j, mrvi>i/\ 


TsJA/T n^9S^7 


nomo sapiens nypoTneiicai proxem rLj ih- / / j (rLj ih- / /d j, mrviN/\ 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


JN1V1 LoZoJ>4 


Homo sapiens hypothetical protein FLJ14751 (FLJ14751), mRNA 


TvTAyf ATIO'J'J 

JNIVl loZoJJ 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 5B 

/"pppip i cm mT?TsTA 
\ ill T K T J D J, III l\ IN f\ 


INIIVL UjZojZ 


nomo sapiens nypoinexicai pioxem rLj 14 / d d (rLj m / s>d j, mKJN/v 


INIIVL UjZojI 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 

llllVLN IA. 


TsJlVT 0^98^0 

INIVI W.DZO.JW 


U nm n cinipnc h\m(\thr>t\(*<A 1 it m fpin PT T14798 TPT T1zL798^ mRXTA 

nomo sapiens iiypoixieixcai pioieiii vl^j 14 /zo ^rLj ih- /zo^i, inivi>/\ 


TsJlVT fH989Q 


Unnin ciinipnc h\/tTnthr»ti^'j 1 nnitpin PT T1 479 1 f PT T14791^ m R Kl A 

noino sdpieiis iiypoLiieLicdi pioieiii "lj ih- / zi ^rLji^/zi j, iniviN.rv 


TsJ1\/T fH9898 


Unmn cQnipnc nKi/nni+iiT T TRP fl ^T TRTh -fl^ mT?ATA 

nomo sapiens UDicjuixm lj d r - 1 1 ^U-Dp-ii^i, in in. im /a 


TsJA/T 0^9R97 


nomo sapiens nypoinexicai pioxem rLj 14 / wo ^rpj ih- / wo j, mivrN.rv 


1N1V1 WJ5ZOZO 


Unmn c nifnc T»T7r\r\+T»p»+ir»Ql nrntpi n PT T1 4AQ7 fPT T1zL^*Q7^ mT?7vTA 

nomo sapiens iiypoineixcai pioieiii rpj 1407 / ^rbj 1407/ ^, iiiivl>i/\ 


TsJlVT 0^9895 


Hnmn cani pnc Vi\mntliptir*a1 nrntr*i n PT T14f^8^i TPT T14^8^^ mT?TvJA 

±±VJ111VJ Sdljlt/llo 11V IJVJ lilt/ LIL/Cll IJlVJLt/lll 1 l^UOU ^± It-LJOV^J ^ ? 111 I\ 1 > / v 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FLJ 14641 (FLJ 14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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TsJA/r 0^9810 
In IVl UjZoIU 


jnumu sapiens nypuiiieiieai piuiei 


n FT T14A00 rFT TIzL^OO'i mRMA 
111 rLJ 1H-OUU ^rLJ 1H-OUU J, Illivl > f\ 




riumu sapiens iiypuiiieiieai piuie 


n FT TIzl^Q^ TFT Tli^Q^ tv»T?TsJA 
lii ri^j 1H-J7U ^ri^j 1H-J70 J, iiiivl>i/\ 


mm 079 808 
iNlvl UJ5ZOUO 


numu sapiens nypuiiieiieai pioie 


n FT T1 J.^Qzl TFT TIzKQzH mRNA 


TsJA/T 079 807 


nomo Sapiens nypoineiicai proic 


« T7T T14^Q0 ^FT TIzl^QO^ rnT?TsJA 

1 11 rLJ 1M-J7U ^JTl^J 1HJ7U J, 1 1 1 IV 1 > r\ 


TsJA/T 079 80£» 


numu sapiens nypoiiieiieai piuiei 


n FT J^A ^ >f\f\ ^FT Tlzl^^^'i mT?MA 
III rL/J IH-jOO ^rLJ 1H-JOO Illivl > f\ 


TsJA/T 079 80^ 


nonio Sapiens nypoineTicai pioie 1 


n FT T14^4Q ^FT T14^4Q^ mT?TsJA 
ill rLJ lH-jH-7 ^rLJ l^j^y J, IIlIN-1 >J /A 


mm 079 809 


numu sapiens nypuuieLieai piuie 


n FT T14^d.O TFT TU.^J.0^ mRTsJA 

11 TLJ IH'jH'U ^-T LJ 1 i -rD i -T\j)^ IIllVi>l/\ 


TsJA/r 0797QQ 

rNrvl UjZ Iz/y 


numu sapiens iiypuuieucai piuie 


■n FT T14^94 TFT T1zK9zn mT?TsJA 

.11 rLJ 1H-JZ4 ^TLJ 1H-JZH- J, IIllVi>/\ 


TMA/f 07970^ 


nomo Sapiens reserveQ x An ) 


, 111 ix 1 > r\ 


TsJA/T 0797Q9 

L> 1V1 U-J Z / 7Z 


numu sapiens iiypuiiieucai piuie 


ill r LJ 1 LJ 1 J, 11 lis. In /A 


M1VT 0797Q0 
1N1V1 UjZ / 7u 


numu Sapiens nypuiiieiieai piuiei 


ti FT T\AAf\f\ TFT TIzLzl^^^ mRNA 
111 TLJIH-H-OO ^rLJltlOOj, IIllviM/A 


TsJA/T 079788 

IN 1V1 UjZ / o O 


numu sapiens iiypuuieiieai piuie 


r» FT T14zK7 TFT T1zlzl^7^ mT?TsJA 

.11 rLJ 1H-HO / ^rLJ IttJ /^, IIllVi> J r\. 


TsJA/T 079787 


numu sapiens nypuiiieiicai piuiei 


n FT TIAzL^J. rFT \\AA^A\ mRTsJA 
111 rLJ I'H-HOH- ^r LJ 1H-4JH- L llllvl N r\ 


TsJA/r 07978A 
iNlYl UJZ / OO 


nomo Sapiens iiypoineTicdi pioiei 


ti FT T144^1 TFT TU.J.^1^ tyiT?TsJA 
nirLjit'tji \r lj ih-ho i J, mivi>i/\ 


TsJTV/T 07 9 78 S 
rNivi kjda/od 


nomo sapiens nypoLiieLieai pioie 


n FT TAAAAl TFT T1zLzld.9^ tviT?MA 
III r LJ 1 ^rLJHttZj, IIllViMjrv 


TsJl\/T 079781 
iNiVl UJZ / O 1 


nomo Sapiens nypoineiicai pioie 1 


n FT WAAll TFT T1zLzL97^ mRTsJA 
n r L J 1 H-H-Z / ^r L J 1 H-H-Z / J, lllixl N /\ 


TvTrVT 079780 
1M1V1 UjZ/OU 


nomo sapiens nypomeiieai proiei 


n FT TIA^QQ ^FT TIzl^QQ^ mRTsJA 

111 rLJ 1^+^77 ^rLJ l^f J77 L Illivl N r\ 


TsJrX/T 07 9 770 
1N1V1 UJZ / fy 


I — I / a itt / A com At>c It \ /■ »T /\f H 1 1 it r/\iri 

nomo Sapiens iiyponieiieai pioiei 


n FT T14^Q7 TFT J^A^Q1\ mT?TsJA 
in rLjHjy/ ^tlj i^jv/ J, inixiNA 


TsJA/T 079778 

1M1V1 UJZ / / O 


Hatha caniAnc It \ ^ it /Atnnf I it f / \ tr» 

nomo sapiens iiypoiiieiieai pioie 


n FT TIzL^Q^ TFT TIJ.^Q^'i mT?TsJA 
Lll rLJ IH-j^j ^rLJ 1H-J7J J, IIllviN.rv 


TsJA/T 07977^ 

iNlYl UJZ / / J 


I — I { A ITT / A CQtM AHC It \ /" IT / A "f" It A T" 1 / * T 1 IT 1"*/ 

nomo sapiens nypoineiieai pioie 


n FT T14^0 TFT TIzl^^O^ mT?TvTA 
11 rLJ IHjOU (rLJ IH-jOU ^, llllxJ_>J J rV 


TsJA/T 079777 

1M1V1 UJZ / / J 


1-1 atyia u it i An l 1 It \ / it /Atnr^f 1 nrA+p 

nomo sapiens iiypoiiieiieai pioie 


.11 IVlvJ^H-lZU ^lvlvJJ^^+ 1 ZUJ, IIllVL M Jr\. 


T\TlVf 079779 
1>J1V1 UJZ / /z 


nomo sapiens iiypouieueai pioie 


.11 IVlvJ^ZJJJ) ^IVlvJl^Z^ 111 1 vl > J\ 


TsJA/T 079771 
1N1V1 UJZ / / 1 


M ATYIA DQtMf»T1C Itt 7T\ AT"1t <=»"f 1 i~» O 1 IT TV \t A 

nomo sapiens nypoLiieiieai pioie 


n A/idC* 1 9 9 1 7 fPv/rrrr 1 1 9 9 1 7^ mT?TvJA 
.11 IVIUL/ 1 ZZ 1 / (IVlvJV^lZZl / ^, IIllVlNjrv 


TvJIVT 079770 
iNlvl UJZ / /u 


1-1 ATYIA CQTX1PHC It \ /" IT / A T" It A T" 1 / » T 1 IT 1"*/ ATA 

nomo sapiens iiypoiiieueai pioie 


11^0(^1^901 (A/[dC*\ ^9Q1 ^ TnT?TvTA 
.11 lvlvJ^10Zj7l (IVlvJV^- 1 OZ7 1 J, IIllvrN/A. 


TsJA/T 0797^^ 
1M1V1 UjZ / OJ 


HaTYI A L ' ^1 IT 1 A IT L ' Itt 7~K\ A+1t Ot1 A O l IT A 

nomo Sapiens nypoineiicai proxei 


n A/rrrr^ 1^1 7^ (\/\c±c* 1^1 7^^ mRTsiA 

111 IVlvJV^ IOI / J ^IVIVJV^ IOI / J L mivl>Jy-v 


TsJA/T 0797AA 
In 1V1 UJZ/ OH- 


I — I / \ ITT / A CQT\1AHC VnrT\ATrlAT1 aqI IT 1"* / a t a 

nomo sapiens iiypoiiieiicai pioiei 


n IVlvJ^ IOI JJ (rvlvJTV^ IOI JJ ^, miviM r\ 


TsJA/T 0797^*9 
i M 1V1 UJZ / OZ 


T— 1 ATYIA L ' IT 1 A IT L ' Vit 7T\ A+ It a o 1 IT 1"/ ATA 

nomo sapiens iiypoineiieai pioie 


n A/fnn A191 rA/Tfrr 1 1 ^ 1 9 1 ^ hiT?tsja 

11 ivio^.. 1 0 1 z 1 (ivivjri^., 1 0 1 z 1 iinvrN.rv 


TvJAyf 0797^1 
iNlvl UJZ/Ol 


1—1 ATYIA CQTI1AT1C It \ f IT / A T It A T" 1 A T 1 IT 1"*/ ATA 

nomo Sapiens iiypoLiieueai pioie 


.11 IVlvJl^x 1 OU / D \ [\\ vJl^ 1 OU / D ), IIllvlN /a. 


TxTTV/T 0797^0 

1M 1V1 UJZ / J7 


T— I ATYIA CQTI1PHC Iti/IT/AT'ItAT'IA'I 1 IT l~/ A ^ A 

nomo sapiens iiypoLiieLieai pioie 


11 FT T1 1^98 TFT T1 1^92^ mT?TsJA 
11 rLJ 1 1 jzo (rLJ 1 1 jzo j, iiiivr>i J rv 


TsJA/T 0797^8 
in ivi UJZ / jo 


I— 1 ATYIA CQniOMC It A ^ IT AT n ATI AO 1 IT 1"* A. T" A 

nomo Sapiens nypoineiicai pioiei 


ii A/Tfrr 1 1 ^ Afs ( A/tar* 1 iAf\\ hiT?xt a 

111 IVlvJ^UH-O (IVlvJl^ LD^-tO J, 111 ivi N f\ 


TsJA/T 0797^7 
InIVI UJZ / J / 


T— 1 ATYIA CQTI1AHC TlT7T\ATn ATlAol |^\ |-/ \ T" A 

nomo Sapiens nypoxiiexicai proiei 


m 1V1 ID / Uj (IVIVJI^ ID I Uj ^, IlliV 1 N /A 


TvJA/T 0797^^ 
iNlvl UJZ/JJ 


T— I ATYIA CQTM AMC It 1 ^ IT A.f n ATI AO 1 IT 1"*/ ATA 

nomo sapiens iiypoiiieueai pioie 


.11 IvlvJ^ 1 jOj't I IvlvJ^ 1 jOj't 1, II11v1>I/a. 


AJlVr 0797^1 
iNlvl UJZ / J 1 


nomo Sapiens nypoiiieiieai pioiei 


11 AAC^C} ^^Ozl (AAC^CA * t i \C\A\ mT?TsJA 


TvTA/T 0797^0 
INIVI UJZ/JU 


T—T ATYIA L' O IT 1 A IT L' It 1 ^ IT / A T" It A T" 1 A O 1 IT l"V A T" A 

nomo sapiens nypoiiieiieai pioiei 


ii AAC\C^\ ^Al Q (AAdC*\ ^zL9Q^ mT?MA 
111 IVlvJl^ 1 J4Z7 ^IVlvJ^ 1 JH-Z^j, miviM/\ 


TsJA/T 079747 

1M1V1 UJZ /H- / 


T— 1 ATYIA L ' 'I IT 1 A IT L ' It X ^ IT / A TTT A TT A T 1 IT 1"/ ATA 

nomo sapiens iiypoiiieiieai proiei 


n AACIC 1 AMI (AACiC* 1 Af*Ql\ mT?TsJA 
11 IVIO^.- 1 H-O" / (IVIVJ^- 1 40" / J, llllvl>| J rv 


TsJA/T 0797zl^» 
iNlvl UJZ /H-O 


T— 1 ATYIA i^' O IT 1 A IT It A J IT AT'ItAT'IA'I 1 IT 1"i \ T" A 

nomo sapiens iiypoiiieiieai pioie 


.11 IVlvJ^ 1 AD O O ^IVlvJ^ 1 AD D O ^, IIIIvIN/a. 


TsJA/T 079740 

rNlvl UJZ /H-U 


T— 1 ATYIA C O IT 1 A IT C It \ / IT / A T" It A T" 1 A O 1 IT l"V ATA 

nomo sapiens iiypoiiieueai pioie 


n A/rrrP^^Q1 (AACiC^QA \ niT?TsJA 


TvTA/T 079770 

iNlVl UJZ / DZ7 


Homo sapiens hypothetical protei 


in MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protei 


in MGC 13168 (MGC 13168), mRNA 


TvTA/T 079 77 7 
1N1V1 UJZ/JJ 


Homo sapiens hypothetical protei 


m MGC 12679 (MGC 12679), mRNA 


TvTA/T 079779 
1N1V1 UJZ/JZ 


Homo sapiens hypothetical protei 


in MGC 10763 (MGC 10763), mRNA 


TvTA/T 07977 1 
INiVl UJZ/J1 


Homo sapiens hypothetical protei 


in MGC14353 (MGC14353), mRNA 


TvTA/T 079770 
1N1V1 UJZ/JU 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


XTA/T 079797 
inivi UJZ/Z/ 


Homo sapiens internexin neuronal intermediate filament protein, alpha (IN A), 
mRNA 


1 N 1V1 UJZ, / Z- u 


Homo sapiens hypothetical protein MGC 12837 (MGC 12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC 13 125 (MGC 13 125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC 13269 (MGC 13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC 13275 (MGC 13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC 1 13 14 (MGC 1 13 14), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC 1 1332 (MGC 1 1332), mRNA 
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TsJA/f 079717 
IN1V1 UjZ / 1 / 


T-Tr\mr\ cqhiphc Yvs.rr\r\+\\e*t\r*vi 1 rvrrr+^in N/IA^A^ 1 1 179/1 f N/IA^A^ 1 1 79zLN mPTvTA 

nuniu sapiens nypouieiicai pruiem ivioi^i i jzh- ^ivioi^i i jZ4 j, mivrN/\ 


AjA/r 07971 A 

1M1V1 U JZ / 14 


T-Tr.TYir\ cynifnc .T\/iT^t It r»t 'i 1 iTr^tr»i n A/THr 179^1 Al\/TOA^ 1 79 ^ 1 ^ ml? TNT A 
nUIIlU SapieilS IiypULllCllL/d.1 piUieill IVlVJ^l JZJ1 ^IVlOV^l JZJ 1 )^ IIlrvlM.rv 


MM 079710 
In 1V1 U j Z / 1 U 


U nmn c^ninnc h\m(\thr>t\(*<A 1 nrntfi n N/IAtA^ 1 70^7 Al\/T 1 70^7^k mPTsTA 
nUIIlU SapieilS IiypuiIlCLlL/Cll piUieill IVlVJV^l JUJJ ^IVlVJ^l JUJJ J, inrv.LN.rY 


TsJA/T 07 9 700 
rNIVl UJZ/U;/ 


U n m n conipiio ViTrr\r\+Vi/=»+ir»ci1 it i^-\tr»i it 1^41^^17047 N/I HP 1 70zl7^ ml? AT A 

numu Sapiens nypoinciit/di piuiein ivivjr^i juh- / ^ivivjri^i juh- / j, mivrN/A 


TsJA/T 079701 
INIV1 UjZ /Ul 


U a111 a canipnc V»Tmrt+V»p»+ir»Ql rvrwh=*i-n N/I A* A^ 9 70^ f N/I At ^970^ m T? KI A 

nunii) sapiens nypuineiieai pruiem ivio^z/uj ^ivio^z/uj miviM/\ 


TsJA/T 079AQ1 


numu sapiens nypuiiieiieai pruiem ivivjr^i iuoz ^ivivjri^ i iuozj, miviM.rv 


MM 079AQ0 

rNlVl UJZO:7U 


nuniu sapiens nypuiiieiieai piuLein ivivjl,i j 170 ^ivivj^i j 170 inivi>i/\ 


TsJA/T 07 9 Aft 7 


nuniu Sapiens iiypuLiieiieai piuiein ivivj^uuiu ^ivi\jtv^i juiu^i, inivi>/\ 


MA/f 07 9 Aft 7 


U Mmn c 'i n i r» n c Vi\rr\n+Vif±+ir*ct} r\^r\+*^ir» A/ff^f^19Q79 ( AA C\C^ 1 9079^ mRATA 

nomo Sapiens nypuiiieiieai pruiem ivivj^i zy/z ^ivivj^ i zy /z^i, mivi>j/\ 


TsJA/T 079AftO 

rNIVl 1/jZOOU 


nuniu Sapiens nypuiiieiieai proiem ivivjvxH-zoo ^ivivj^h-zooj, miviN/A 


TvJIVT 079A7Q 


1-Lr\mrv c ' i i r» n c \\^Tr\c\\X\e±\\cvi\ r(\\r^ i n A/fOr^zl400 ^A/LOr^zLzLOO^ mT? AT A 

nuniu sapiens iiypuuieiicai piuiein ivivj^h-h-uu ^ivio^h-h-uu^, iniviMjrv 


TsJA/T 079 A7A 
JLN1V1 UJZO/O 


nuniu Sapiens iiypuLiieiieai piuiein ivivjt^iu^jj ^ivivjt^- iU7j j ^, inivi>/\ 


TsJA/T 079A77 
InIVI UJZO/J 


numu Sapiens nypuiiieiieai pruiem ivio^iuooz ^ivivj^i uooz^i, mivrN/\ 


TsJA/T 079A71 


numu sapiens nypuineiiL/di pruiem ivivjv^ i uo i *+ ^ ivi vj i uo i h-j, miviM.rv 


TsJTV/T 079AA4 


U nmn oQnipno Vi\/r\r\+ViP'+i^Ql nr^tr»i n MOPI 11/11 ^ N/I 1 1 1 Zl 1 ^ ml? 1ST A 

numu sapiens irypumeiicai piuiein ivio^i i ih-i ^ivivjv^i i ih-i inivi>j/\ 


xTA/r 079AA7 


U nt «n cQnipnc U\ mt\tUr*t\<*<A 1 i-\ rntfin N/l ^T^ 1 1 0709 fAAC^.^ 1 0709^ ml? AT A 

numu Sapiens iiypuineiicai pruiem ivio^iu/uz ^iviov^ i u / uzj, mivi>/\ 


XTA/r 07 9 a^ ft 


U M m n conipnc V»Trr\r\+V»^+ir»ci1 t"\r^tr» i n N/I 1 070 1 ^A/inP 1 070 1 ^ ml? AT A 

numu sapiens nypuineneai pruiem iviov^ i u / u i ^ivivj^ i u / u i miviM.rv 


AjA/r 079A^zl 

IN1V1 UJZOJ^ 


T-Lomrk cQnipnc h\rr%nihe*t\nc*] r^ro+^in A/LOP 1 OQft 1 (AAC\C^ 1 OQft 1 ^ m!?TsTA 

numu sapiens nypuineiieai piuiein ivio^iuyoi ^ivio^. luvoi mivi>/\ 


MA/r 079A^7 

1M1V1 UJZO J J 


numu sapiens iiypuineiieai piuiein iviov^ i uvou ^ivivjv^ i uvouj, iinvi>ji-v 


TsJA/f 07 9 Ad. ft 


U nrYin cQnipTic h\mnihf*i\m] n rotr'in A/TOP 1 0ft90 TA/LOP10ft90^ mRTsTA 

nuniu sapiens iiypuiiieiiedi piuiein ivivjv^. iuozu ^ivivjl iuozu j, mivi>i/\ 


TsJA/T 079A47 

1M1V1 WjZO't / 


UAtnn ciinipnc h\rr\nthp>t\nn] nrntr'i n A/LOf^lO^AI rA/LOf - ^ 1 0^ A 1 ^ mT?TsTA 

numu sapiens nypuLiieiieai piuiein ivivjv^iujoi ^ivivj^iujoi ^, iiiivin^v 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


TsJA/T 079AzL1 
IN 1V1 UjZ04 1 


I_| n m n cQniptic It \ / 1-\ ^ t It r» t i ^ ■ 1 1 nm+pin A/T0^9^10 ^ N/I 9 ^ 1 O \ i-r»T?ATA 

nomo sapiens nypuineiieai pruiem ivio^. zj 17 ^ivloi^zj 1 yj, miviN/A. 


ATN/T 079A7ft 
INIVL UJZO Jo 


T-T^rvi/A coniAnc lrTrr\/^+1r/=»+ir»o1 mr«^+^nn N /I C^. J H A /N/I At A" 1 9 7 O A ^ -i-v»T?ATA 

nomo sapiens LiypotLieiicaL pioiem ivlol^zjuo ^ivlol^zjuoj, inrviN/\ 


ATA/T 079A7 7 
INIIVL UJZO J J 


nomo sapiens nypoineiicaL protein ivlol^ j4J / (ivlol_ j4j / j, mrcrM/\ 


INIVL UJzoJz 


nomo sapiens LiypotLieiicaL piotem ivlocjj /o (ivlocjj /oj, mKiN/\ 


ata/t 079A70 

1M1V1 UJZOJU 


Homo sapiens HeLa cyclin- dependent kinase 2 interacting protein (CINP), 

111 IN.1 >J f\ 


XTA/T 079A97 
iNlvl UJZOZ / 


U M m M ctjn.pno I»Trr\r\+V»P'+ir»c»1 i^r^tr'i n A/TAiA~ i 7 1 ft 1 ^ N /I At A" 1 7 1 ft 1 \ ml? AT A 

nomo sapiens nypuineiicai piuiem ivivj^j i o i ^ivivj^j i o i ), mivi>z-v 


TsJA/T 079A9A 
INIV1 UJZOZO 


numu sapiens nypuineiicai uram pruiem myujo ^ivi i ujo mivrN/\ 


ATA/r 079A9J. 

InIyI UJZOZH- 


numu sapiens nypuineiicai oram piuiem myuju ^ivi i ujuj, mivi>i/\ 


AjA/r 079 A9 7 
1MIV1 UJZOZ J 


numu sapiens uvaiy-specinc acidic piuiein ^uo/\r j, iiiivi>j/\ 


TsJA/T 079A99 

rNIVl UJZOZZ 


I— I r \ m i \ C 'A IT 1 r» IT C ITT 1 1 1 i" 1 O I , 7 /I / A ITT 'A 1 1T P ATI fQI H1Ti fT IT 1"^A 1 IT AT AT^^N TnT?ATA 

numu sapiens muiii-ri-^z^-uuiiiaiii-cuiiiaiiiiii^ piuiein ^i^i> j a.^, ihi\in/\ 


TsJA/T 079A90 

1M1V1 UJZOZU 


T— rntnn cqiuphc itt i a ^ » It a it / i t'i 1 At 1 'P ninmTio nrnfpin / At 1 T^T^Ax7 i TnT?ATA 

numu Sapiens iiinuciiuiiuiiai uir unium^ piuiein ^vji-tj_>vjj ^, iiiivi>i J rv 


AjA/r 0 iftA99 

IN IV1 U 1 0 OZZ 


I — I / \ ITT / \ C Or^l ^ IT C 1 IT C ^ IT 1 1 1 "IT C QCCA^IO tAn T*It ATMnAI / I 1-1 L^/=» ITfAtAITi 1 A T? T 1 "ITT T? AT A 

numu sapiens piesemims assuciaieci rnumuuici-iiKe piuiem \r /\ivi^j, mivi>i/\ 


AjA/r 079ziQft 


U nTYin ettnipnc linmpnnAY tTr^toi n IV/ a itt AT ^00^9 A ( T O A^ ft 4 ^ 9 ft ^ m 17 Kl A 

numu sapiens iiumeuuux piuiein lruin aL/jvujzo ^lucot-jzo ^, inivi>ii-v 


tsjivt 079A00 

rNIVl UJZOUU 


nomu sapiens lesies tieveiupiiieiii-ieiaieci i> i u-on / ^im i l>/-o-l i / j, iiii\j_>/\ 


XTA/T 079^00 
1N1V1 ujzjyy 


U nnin c 'A it i r» n c tr>c tr«c / 1 r"v / r» 1 ^ tT itt r» n t rr»l '« tr»/1 ATVT^ QP1 ft AATVT^ QP 1 ft ^ mP AT A 

numu sapiens lesies CLeveiupmeni-reiaieQ r\ x u-or 10 ^in i u-orio j, miviN/\ 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA 


tsja/t 079^ft^ 
rNivi ujzjoj 


nomo sapiens lesiis-speciiic naiiscripi, x -LiiiKeQ o^iiiioj, mrvrsi/A 


ATA/T 079^7^ 
1N1V1 UJZJ / J 


Homo sapiens Kruppel-like zinc finger protein GLIS2 (GLIS2), mRNA 


ATA/T 079^77 
IN1V1 UJZJ Id 


nomo sapiens lesiis-speciiic proiem i or -in y { l or -in i mivrN/v 


ATAyT 079^79 
INIVL UJZJ /Z 


Homo sapiens ribonuclease 7 (RNASE7), mRNA 


ATA/T 079^\Aft 
INIVL UJZjOo 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 

rn T?TSJ A 
III 1N.1 >J f\ 


TnJA/L 079 ^A7 
r\ivi ujzjo / 


nomu sapiens lesiis-speciiic piuiein i>i i yj~ i or i ^i>i i yj~ i or i mivi>i/\ 


ATA/T 0^9566 


T-Lnmn qqt^if'tiq pcnnliaaiK c"^\T\c(^x-Yp\'xk f*c\ c x n r* - 9 ( F A^ At 9 ^ mT?TsTA 


NM 032562 


Homo sapiens group XIII secreted phospholipase A2 (PLA2G13), mRNA 


NM 032547 


Homo sapiens short coiled-coil protein (HRIHFB2072), mRNA 


NM 032546 


Homo sapiens ring finger protein 30 (RNF30), mRNA 


NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zink transporter 2 
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f\AC\C 1 1 mt?AJA 
V\lVlvJv- L 1 D\)D j, m K IN /\ 


aja/t f\i ia on 


W/^rvi/^ coniwc PNI A Q 197 nrntr>i n /'PAT A Q 1 O ^7 \ rv»T?AJA 

nomo sapiens riN/\o-iz/ piotem ^in/\o-iz/ j, miviN/\ 


TsJA/T fl^9zl££ 
1N1V1 UjZ'too 


Homo sapiens protein related with psoriasis (LOC84518), mRNA 


1N1V1 KjdZ^ 1 1 


nomo sapiens protein Kinase (c/vivir -Qepenoent, caxaiyticj lnniDitor oeta ^rivioj, 
mRNA 


TsJA/T H^99Q9 


rionio sapiens nypoineiicai pioiem ri^jzuzuj) ^rLjzuzio j, niKJN/\ 


injvi iozzoj 


rionio sapiens nypotneticai piotem uivrz,p4J4r5ZZ / ^ujvrz,p434J3ZZ / j, miviN/v 


IN 1V1 v 1 3 1 / o 


W^m/A coniAnc FTA A H7 1 7 nrn+r>in /FT A A H7 1 7^ ml?TvT A 

rionio sapiens is.i/\/\u / 1 / proiem ^is.i/\/vu / 1 / ), nirviN/v 


AJA/T Pill A 1 H 


Homo sapiens hook3 protein (HOOK3), mRNA 


NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
Qomam, ^semapnonnj ojd ^oJQiviA.ooj, miviN/\ 


1N1V1 U 00.30 


riomo sapiens uivrz^r joojui iy piotem ^ujvr z^r^ doojui ivj, itlkin/\ 


IN IVL V ID 1 KJ 1 


Homo sapiens hypothetical protein (CL25084), mRNA 


IN IVL UOZZH- 


Homo sapiens KIAA1 105 protein (RAP 140), mRNA 


1NJV1 UJZJVU 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(NIFK), mRNA 


INlVl UjZjOO 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


TsJA/T fH9^&^ 

1N1V1 UjZjOJ 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


AJA/L 0^9^78 


1-Tr>mn <sar>iprw hvr>r>thptir*a1 Pfnfp 


n FT T208Q7 TFT 120897") mRNA 


AJA/T 0^9 ^7^» 


Hnmn saniPTis hvr>nthftir*a1 pi^otf 


nMGC4251 fMGC425F) mRNA 

111 1V1VJ VyT^Z^ J 1 ^IVIVJ V/T^Z^J 1 y , 1 1 1 1 V 1 > J\ 


AJA/T fH9^7^ 


l~rnTTio *iar>i ptw hvnnthptioal Pfnfp 


n MGC2865 nVTGC286V> mRNA 


AJA/T fl^9^7^ 
1N1V1 VDZ,D / D 


J__LVJ111VJ SCllJlt/llS 11V 1J VJ Lilt* LIVvCll IJlVJLt/ 


n MGC1fS?0? (MGri^G?^ mRNA 


AJA/T 0^9170 


Homo saniprw hvnothpfif*a1 nrofp 


n MGC15716 rMGC15716') mRNA 


AJA/T fn9^£Q 
IN IVL U-jZOO;/ 


l~ToTno <5apipn*i hvr>othftir*a1 Pfotf* 

1__LVJ11HJ OClLJl^llO 11 Y M ^ Hlw LlV^Cll LJIVJL^/ 


n MGC15619 rMGri5619 . mRNA 


aja/t n^9^£ 

IN IVL UjZjOO 


T-Tottio ^anipn^ hvnothf*tir*a1 r>fotp 

IIUIIIU od.lJlV»/llk5 11 V YJ *J Lllw LlV^Cll 1/1 U IC< 


m MGG15436 rMGri5436") mRNA 

111 IVlVJV'l JTJU IIVIVJV^I JT^JvJIj 1 1 1 IV 1 > J\ 


IN IVL UjZj / 


1-ToTnrv qjh^iptiq 1i\/t^i ^tli r*t 1 1 1 vwaff 1 

1-±\JIL1.\J oCllJltllo 11 V [JU Lilt LlV^Cll IJIWI^ 


.11 1V1VJ V/Z/ J UZ/ I 1Y1_VJ As «J \J£j t , llllVJ-^l 


AJA/T 0^9^zL 
1N1VL KJDZDO'-t 


Hnmn <ianifn<i hvr>othpfir*Rl nrofp 

1__LVJ11HJ OCllJlt'llkS liy \JyJ Lllt/LlV^Cll JJIVJLC' 


n MGf 14726 fMGC 14726") mRNA 

.11 1 V 1 VJ 1 \ 1 ^ 1 V 1 VJ IT - / J , 1 1 1 IV 1 > J\ 


IN 1V1 V D Z J) OZ 


Hninn <5apipn<i T-TT-^TT 1 nrofpin Tl-Tl 

iiVJlllV/ OCllJlV^llij IIIjIIjI L/lVJL^/111 111J 


^TT n mRNA 

1 1—/ 1/9 1 1 1 1 V 1 > /V 


AJA/T fH9^1 
1N1V1 UjZjOI 


Homo sapiens hypothetical protei 


in MGC5469 (MGC5469), mRNA 


IN IVL LOZOOU 


Homo sapiens hypothetical protei 


m MGC2404 (MGC2404), mRNA 


AJA/T 0.^9^0 
1N1V1 UJ)ZJ)Z)!7 


Homo sapiens hypothetical protei 


m MGC4308 (MGC4308), mRNA 


AJA/T 0^9^^S 
1N1V1 VDZDDO 


Homo sapiens hypothetical protei 


m MGC 13183 (MGC 13183), mRNA 


AJA/T fR9^7 

1N1V1 KJDZDD 1 


Homo sapiens hypothetical protei 


mMGC 12981 (MGC 12981), mRNA 


INIVL \JDZDD\J 


Homo sapiens hypothetical protei 


mMGC14151 (MGC14151), mRNA 


aja/t n^9^^^ 

1N1V1 UJ)ZOZ)Z) 


Homo sapiens hypothetical protei 


m MGC 13272 (MGC 13272), mRNA 


TsJIVT 0^9 ^^9 
IN IVL LOZ03Z 


Homo sapiens hypothetical protei 


m MGC1 1296 (MGC1 1296), mRNA 


aja/t n^9^^n 


Homo sapiens hypothetical protei 


m MGC1 1257 (MGC 1 1257), mRNA 


1N1V1 \J D ZD'-ry 


Homo sapiens hypothetical protei 


m MGC1 1275 (MGC l 1275), mRNA 


AJA/T 0^9^48 
1N1V1 UjZj^O 


Homo sapiens hypothetical protei 


m MGC3047 (MGC3047), mRNA 


AJA/t n^9^J./^ 
IN IVL UjZjH-O 


Homo sapiens hypothetical protei 


m MGC13096 (MGC13096), mRNA 




Homo sapiens hypothetical protei 


in MGC13064 (MGC13064), mRNA 


1N1V1 LOZOHO 


Homo sapiens hypothetical protei 


m MGC13016 (MGC13016), mRNA 


T\TA/T 0^9^41 
rNivi wjZjh-i 


Homo sapiens hypothetical protei 


m MGC 14844 (MGC 14844), mRNA 


ma/t fn9^Q 
INlVl \JDZ.Dd¥ 


Homo sapiens hypothetical protei 


m MGC 14832 (MGC 14832), mRNA 


AJA/T 0^9^^^ 


Homo sapiens hypothetical protei 


m MGC 14799 (MGC 14799), mRNA 


AJA/T 0^9^^-d 

1N1VL VJ.jZO.Jt- 


Homo sapiens hypothetical protei 


m MGC 14595 (MGC 14595), mRNA 


NM fH9^9 


Homo sapiens hypothetical protei 


m MGC4238 (MGC4238), mRNA 


NM 032331 


Homo sapiens hypothetical protei 


m MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protei 


m MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protei 


mMGC13061 (MGC13061), mRNA 


NM 032321 


Homo sapiens hypothetical protei 


in MGC 13057 (MGC 13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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AJA/T 0^9^ 1 ^ 


PTr\mr\ cqhiphc Yvs.rr\r\+\\e*t\r*Vi 1 r» rn+<=»i n \/l OOzl7 GO f A/TOO QCV\ m F? KI A 

nomo sapiens nypotneticai piotem iviuL/H-jy" ^ivioi^ho7 7j, mivr>i/-Y 


aja/t 0^9^14 


PlOlllO SapieilS IiypULIlCllL/d.1 piOteill IVIVJ^H- / Of yi\i\JK_.; e -\- / O / J, IIlrvLNy-v 


MM 0^9^ 1^ 
rNlVl UOZ.jl.7 


U nmn c^ninnc ta\/rw^ttar»tir»ci 1 nrntni n N/I OO'J 9 7 9 ( \AC\C^ 797 9 ^ m 1? XI A 
PLOIIIO SapieilS liypOtlietlCai piOteill 1V1VJ^J)ZJ)Z ^lVlU^OZ.jZ v f, IIlIviN.rv 


MA/T 0^9^19 
1>J 1V1 U J)ZO 1 Z 


nomo Sapiens nypotneticai protein ivio^ i iuoi ^ivivjv i iuoi j, mivrsii-v 


TsJA/T 0^9^10 


PTr\mri e a r\ i r* n c T»Tmr*+Tip»+ir»Ql i-%-rn+<=»i n A/TOO 1 111^ f \ /T O O 1 111 ^ \ m P AT A 

riuiiio Sapiens iiypuineiieai pruiem ivio^i 1 1 id ^ivivj^i 1 1 miviM/\ 


TsJA/T 0^9^07 


nomo Sapiens nypoxnencai pioiem \\L\j\^A\jyyy \ ivi\jri^ 11/777 miviM/\ 


mm o^9^o^ 


nuiiiu sapiens iiypuLiieLieai piuLeni ivivjl, iu^hu ^ivio^iuyH-u^, inivi>i J rv 


MlVf 0^9^09 


nuinu Sapiens iiypuLiieiieai piuiein ivivj^iwyi i ^ivivjv^iuyi i iniviN.rv 


NM 032301 


Homo sapiens hypothetical protein MGC 10870 (MGC 10870), mRNA 


TsJA/r 0^9^00 


u nrnA c'inir>nc U\m<\tU^i'u*<A 1 m +p^« A/TO0 1 Oft ^zl ^A/TOO 1 Oft ^zl^ tyiPXTA 

nomo sapiens nypoxneiicai pioiem iviol^i uoj^t ^ivivjr^iuoD^tj, mivrN/\ 


NM 032298 


Homo sapiens hypothetical protein DKFZp7610132 (DKFZp7610132), mRNA 


ATA/T mOOQl 


riomo sapiens nypotneticai piotem JJJs.rz,p/oiJJi iz ^JJJvrz^p /oiui iz), mKiN/\ 


NM 032296 


Homo sapiens hypothetical protein DKFZp761A132 (DKFZp761 A132), mRNA 


JNM U3ZZ9j 


Homo sapiens nypotneticai protein JJKFZp/olJNUoZ4 (JJKrZp/olJNUoZ4), 
mRNA 


NM_U32z94 


T T , . , ^ , , \ . , 1-^ ™» ^.^.1 «..,„,, ^ r\T7T77«'7^1 ATA/IT) /"T\T>^T7 r 7-^'7/C 1 A It f\ A O \ 

Homo sapiens hypothetical protein DKFZp/olMU4z3 (DKrZp7olM04Z3), 

*^X> AT A 


ATA/T rilOOQQ 


riomo sapiens nypotneticai protein iJr^rz,p/oir>io 14 (^iJJvrZip/oir>ur)i4j, 

rviT? AT A 
m lv IN A. 


ATA/T niOOQ7 
JNJV1 UJZZo / 


nomo sapiens nypotneticai protein uivr z,p /oiui/izi ( uivr z,p /oiui / izij, 

inT?7sJ A 


TsJA/t 0^99ft0 


nuinu sapiens nypotneticai piuiein uivrZip / oi j i j" ^L-/rvr z^p /oi j ijy), iiirviN.rv 


XTA/T 0^9 97ft 
1M 1V1 UjZZ / O 


T-Tr\TV»r* ctinipnc lix7r*rv+li/=»+ir»ci1 t"\r^tr»i n T^T^Ih r Zr\^47POft9 ^T^T^Ih '7n^A7POft9^ ml? AT A 

numo sapiens nypotneticai piotem jjjvrzpj^ /r uoz ^ujvrZipj^ /ruoz j, miviN/\ 


TsJA/t 0^9974 
In 1V1 U J) ZZ / H- 


nomo sapiens nypotneticai piotem jjjvrzpjH- /ru /z ^L/jvrzpj i t/ru/zj, mrvi>/\ 


TsJlVT 0^9971 
1M1V1 UjZZ / 1 


Womo c^nifnc tawrw^thr'tu^ 1 nrofpin Pi I<T P 7" n ^ ^ A 1 0 9 1 ^ Pi I<T P 7 n ^ ^ A 1 0 9 1 ^ m R Kl A 

nomo sapiens nypoineiicai proiem uivrz^pjooiuzi ^ujvrZjpjooiuzi iiiivim/\ 


NM 032270 


Homo sapiens hypothetical protein DKFZp586Jl 119 (DKFZp586Jl 119), mRNA 


ATA/T 0799AQ 


I_| nnlM conipnc liTrr\/^+li^-<-ir»o1 »-\ rntr« i n Pi R 7n/11/1 TOGO / Pi I<f P7,,/j 'J /I T O O O ^ rvit?ATA 

nomo sapiens nypotneticai protein iJivrz^p^j^+iuyy ^iJJvrz>p4j4iU7 7 > ), mrviNi/v 


NM 032266 


Homo sapiens hypothetical protein DKFZp434Gl 18 (DKFZp434Gl 18), mRNA 


ATA/f mOO/^ 

JN1V1 KJjZZoj 


nomo sapiens nypotneticai protein UrvrZ,p4^4JN iz / (UrvrZ,p4J4JN iz / J, mKJNA 


ata/t moi^i 
JNJVL loZZoZ 


nomo sapiens nypotneticai protein JJJSwrZ,p4J4JNUJ j (JJJvrZ,p4J4JNU^j ), mKJNA 


ATA/T 0100^7 

JNJV1 UJZZ j / 


nomo sapiens nypotneticai piotem uivrz,p4J4iNZ4jj (iJivrZ J p4J4iNZ4jr>j, 
mRNA 


ATA/f A'JOO^^ 

JNM loZZjo 


nomo sapiens nypotneticai protein L)KrZp4/54JvZ4J j (L)JvrZp4/54JvZ4^jj, 

ml? AT A 

miviN/v 


ATA/T 079 9^n^ 
IN JVl \)dZZZ>Z> 


nomo sapiens nypotneticai protein ij ivr z^p4j 411 to u ^i^JSwrz^p4/)4ii7Ju > ), mKJN/\ 


ATA/T 0^99^zl 
1N1V1 UOZZD4 


PT*~\m/"v eor^i^-r»ci l»Arr\/^+li^+ir»c»1 r^T*/^+/=»i-n Pi P i-\ /I ^ /I P 1 /I 9 / Pi T<^ P "7 /I "2 /I P 1 /l O \ *Yit?ATA 

nomo sapiens nypotneticai protein L^Jvr;z J p4j4r 14Z ^iJj^rz.p4j4J H 14Z j, mivrN/\ 


ATA/T G'} 9 9/1 7 
IN JVL loZZ4/ 


nomo sapiens nypotneticai protein iJJSwrz^p4:)4J^ioi7 ^iJJSwrz>p4/34r!/Ur>i7j, 

ml? XT A 

111 iVl N /\ 


AjA/r 0^9949 

1M 1V1 W J ZZ4Z 


ptomo sapiens iiypouieiicai piotem i^iSwPzp.jOH-/A_i /o ^i^JVPZrp^oH-T-vi /oj, miviMy-v 


TsJA/t 0^9 9^ ft 
in ivi o J) zzj) o 


PI ( \ vx^\ i \ ccimptic Via rt*\ r^+li r» 1 ntA+piti p I 19^ZL1^\ ( P 1 19^41^x1 tv»T? AT A 

nomo sapiens nypotneticai piotem rpjzjH-io ^rpjzjH-ioj, iiii\j_n/\ 


TsJA/T 0^99^ 
1M 1V1 U J ZZ J) 


U nrnn cQnipnc 1nxrr\n+lip»+ir»c»1 nmlpin PT I9^1^ft ^ PI 19"? 1 7 ft ^ ml? AT A 

nomo sapiens nypotneticai protein rLjzj ij)o ^rLjzj ijoj, miviN/\ 


NM 032234 


Homo sapiens hypothetical protein FLJ23059 (FLJ23059), mRNA 


TsJA/T 0^997^ 


P-Trtm/^ conipnc 1t\ /i-\^tlT r»t 1 nrnfpin Pt 19^097 PT 19^097^ ml? AT A 

nomo sapiens nypotneticai protem rLjzjuz / (rLjzjuz/ j, mivrvj/A 


ATA/T 0^9990 

iNivi ujzzzy 


PTi^m/A coniATic t» wr-w-vf It 1 »-\t-^xf r»i n PT T9977A /PI 17 9 77/1 \ rv^T? AT A 

nomo sapiens nypotneticai piotem r l^jzz / /4 {rL^jzz / /4j, miviN /-v 


ATA/T 0^999 1 
IN 1V1 U J ZZZ 1 


nomo sapiens nyjjotneticai piotem rLjzzjoy ^ri^jzzjoyj, niiviN/v 


ATA/T 0^9 9 1 ^ 
IN JVL UOZZ1.3 


nomo sapiens nypotneticai piotem ri^jziv / / (ri^jziy / / j, mKJN/\ 


MATT 0^9919 
1M 1V1 WjZZ 1 Z 


nuniu sapiens siniiiai 10 p/iMT-v-oiiecieci tvtn/y poiymeiase i ^ i kucL) ^ivpoi-z 
mRNA 


NM 032207 


Homo sapiens hypothetical protein FLJ21742 (FLJ21742), mRNA 


NM 032205 


Homo sapiens hypothetical protein FLJ21615 (FLJ21615), mRNA 


NM 032196 


Homo sapiens hypothetical protein KIAA1259 (KIAA1259), mRNA 


NM 032192 


Homo sapiens hypothetical protein FLJ20940 (FLJ20940), mRNA 
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TsJA/f 0^9 1Q1 


nomo sapiens nypoineiicai pioiem rLji^jzo ^rLj ihozoj, mrvr>/\ 


1MIV1 WOZ 1 O / 


noiIlO Sapiens liypoilieilCal piOieill ri^Jl^UZO ^ri^J IH-UZO J, II11x±n/\ 


mm 0^918^ 
rNlVl UjZIOO 


JTlOIIlO SapieilS liypoilieilCal piUlClIl ri^J 1 0704 \V V^d 1 Oy\J i -r ) ^ IIlIVi>l/\ 


INIYI UjZlOl 


nomo Sapiens nypoineiicai piotem rLjijj7i ^rLjijoyi j, mivrN/\ 




nomo sapiens nypoineiicai piotem rLjzujH-z ^ri^jzuzjH-zj, miviM/\ 


INlYl WOZ I/O 


nuiiTu sapiens nypotneticai protein rLjijZ7i ^rLjiozyi j, miviN.rv 


1>I 1V1 \J j> Z 1 / »0 


U nmn c'lnicnc h\m(\ihr>t\(*<A 1 nrntfin PT T1 9787 ^ PT T T 9 787^ mPTsJA 

rronio sapiens iiypouieiicai pioiein vl^j iz / o / ^rbjiz/o/ j, inivi>i/\ 


M1VT 0^9174 
IN 1V1 WjZI / h- 


T-Tr\mr\ ciinipnc \*k\rr\r%+V\f*+ir*ix 1 nrnfpin PT T1 9770 f PT I 1 977fVl mT?AIA 

rruinu Sapiens nypuirieiicai piuiein rLjiz / /w ^rLj iz / /U/? miviMr\. 




U nnin cQiiiPnc V»x rr\r*+ Vi£*+ir»ci1 r\r^tr»i n PT T19^Q9 ^ P T T19^Q9^ tyiT?7sJ A 

nuinu sapiens nypuiiieticai piuiein rLj izjyz ^rLj iz^oyzj, miviM/\ 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


1N1V1 LOZIOZ 


riumo sapiens nypotneticdj piotem rLji ivdz ^rLj i iyz>zj, nirvrN/\ 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


TVJA/T fl^2 0 1 ^O 

INIVL UJZOZ 


Homo sapiens rK/vivi-i protein K/\ivi- 1 mKJN/\ 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


TvTA/T 1 /IT 

JNM_lozl4 / 


hlomo sapiens hypothetical protein DKrZp434L)Ulz / (JJKrZr4J4JJUlz/j, 
mKJNA 


NM 032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 

^HFf 7D/I O A T 1 1 00\ ™ DMA 

{LJis^r Z^r^fD^L^ i iZd), mKlN/V 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 
mKJNA 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


TvTAyf 1/11 


rlomo sapiens hypothetical protem UlvrZp4J41vl4zl (L)ls.rZF4J41vl4zlj, 
mRNA 


NM 032140 


Homo sapiens hypothetical protein DKl H Zp434A13 19 (DKrZr434A13 19), 
mRNA 


JNMlozl J J 


hlomo sapiens hypothetical protein UKrZp4J4r 1U1 / (UlvrZr4J4i H 1U1 /), 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P03 16 (DKFZP434P03 16), 

111KJNA 


TvTA/T H^O 1^1 


riomo sapiens hypothetical protein iJrvrZip4J4rU / 14 ^uis.rz,r 4J4KU / 14), 
mRNA 


JNJVL \)d1id\) 


riomo sapiens hypothetical protein uis.rz,p4j)4jui u (UrvrZ,r4J4JUi i J), mKJNA 


TvTA/T mO 1 OQ 

JN1VT UJZ1ZV 


U Atv , A co*\ia*ic 1^^r»-»y^+1^^+i^n1 nw\+r>in r"v I/" E7 7„ /I ^2 /I T-J O H 1 H /T\1^T77D/I 2 /I UOH 1 H\ 

Homo sapiens hypothetical protein !JisJ H Z,p4J4rizuiu (iJis.rZ,r4J4rizuiU), 
mRNA 


TvTA/f MO 9 1 OQ 

JN1V1 UJZlZo 


riomo sapiens hypothetical piotem iJivrZipjooivii 14 (iJrvrZ,r jooivii 14;, mKJNA 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
mKJNA 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


JNM U3zlz4 


Homo sapiens hypothetical protem DKJ H Zp:)o41Jl 3 /o (L)Kr Zr jo4L)l J /o), 
mKJNA 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associated piotem ^iJivrz,pjo4ivi4Zj, mrviNA 


TvTA/f MOO 1 1 Q 

JN1V1 UJZllo 


Homo sapiens hypothetical protem FLJ 12953 similar to Mus musculus D3Mm3e 

rPT T10O^^^ ^T?XTA 
(rLJ lZyjD J, mKJNA 


TvTA/f H^O 117 


Homo sapiens GAJ protein (GAJ), mRNA 


"MA/T H79 1 1 A 
JNJVL UJZ110 


Homo sapiens hypothetical protein MGC2599 similar to katanin p60 subunit A 1 
9599 nVTGC?599"i mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (KIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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1N1V1 UlOJOJ 


nomo sapiens nypotneticai piotem rLj 1 1 jv i yri^j i uui j, niKJN/\ 


1M1V1 U 1 oU04 


P Pm->-» /\ coniwc 1-iTrr\/"\+lid-fir»o1 nrnfn! n T7T TIH'i/lO ^ P 1 TIH^/lOA mDAT A 

nomo sapiens nypotneticai protein ru iio^fz {ri^j iuz>4z j, mKiNzv 


TsJA/T ni7AH7 
1N1V1 U 1 /OU / 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 

mppipnn rnPTsJA 
rr llviZL/j, III 1x1 > /A 


TsJlVT Ol^zK 

1M1V1 U1J04J 


PIOIIIO SdpieilS LTvrZjI JOODWOZ 1 piOlGlll ^L/llvr J J, IIllvl>l J rV 


in ivi o i ^ z o 


riuiiiu Sd.piciif5 uivrz^i jounw / s> piuiciii ^L/rvrz^r joonu/ j j, nirvrN/A. 


TsJA/T 01^19 
IN 1V1 \J IZ)J) 1 Z 


Wnmr» cQnipnc T\^CWT>A"KA A 9 ^ nrn+pin ^F»T^F'7Pzl^Zl A 9 ^ &\ i-nP7SJA 

n 01110 sapiens i_y ivr z^r ■^oh-zaz j 0 proxem ^i^ivFZ^r i +j) i t/\zj)oj, miv in /a 




Wnmrk cuni^nc H P 7 Pzl ^ ZIP 9 Zl ^ n rot (-in mkT P7"Pzl^Zir^9zl^ ^ mPTSJA 

nonio sapiens i^ivr^z^irH-jH-^zH-w) pioiein ^uivrZii'+j'tL/Z'tj ihivinza. 


TsJA/T 01 ^909 
IN 1V1 KJ 1 JZ7Z 


r±omo sapiens iv 1 z\z\ w 1^1 proiem ^ in i/\/\u /^t / 111 in in z\ 


TnTA/I 0 1 ^9^ f\ 


n 01110 sapiens r^iz-vz-vu / 00 proiem ^ l llv^z) j, 111 in in zv 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


TsJA/t Pi 1 ^ 1 19 
In 1V1 Ul Jl 1 Z 


nomo sapiens ivi/\z-vooo/ proiem ^ivizvo izoz? j, miviNzv 


IN 1V1 U 1 D U / U 


riomo sapiens iviz\z\uojz) protein (Ivi/a/auozjjj, miviNz\ 


1N1V1 UjZjUo 


nomo sapiens nypotneticai piotem ivioLz-fioy ^ivioL^^ioyj, mKJNz-v 


NM 004801 


Homo sapiens neurexin 1 (NRXN1), mRNA 


JNJVL UUlzzl 


Homo sapiens calcium/calmodulin- dependent protein kinase (CaM kinase) II 
oeita ^l^/\iviis.zuj, n 1 1\ in ja 


TsJA/T n 1 ^9 OS 


T-T^rvii^ conipnc 1ZT A A OS^ 7/1 i-» i-^trM n / IZ I A A O^ 7/1 A mDMA 

nomo sapiens is^izazauo piotem ^ivi/azauo /^-j, itiinin/\ 


1N1V1 UZ)ZU4Z) 


nomo sapiens r>ivL>/Ai-mtei acting piotem i ( l>k 1 1 i m k in /\ 


in ivi lozu^u 


nomo sapiens nypotneticai protein \^^r z^p jo^+js^vj zz ^uiSwrz^r Do^+iSwUJZzj, 

rnPTsJ A 
HlrviN /A 


INIVI UZ>ZUZ> / 


nomo sapiens serine/ inreonine piotem Kinase join ^00 1 i\j, miviNZ-v 


1N1V1 UZjZUZO 


nomo sapiens .tivovjho ^rivoUH-j 111 in in z\ 


INIVI \JDZ\JDZ 


pLOiiio sapiens rrvou^z ^rrvou^-zj, 111 inin za 


rNlvl KjdZKjj 1 


T-ToTYin cQnipnc P1ZQ01 7 ^PlZQOI 7^ mPTsJA 

nomo sapiens rivoui / (rivoui / ) v miviNz\ 


MATT D^9D9Q 


nomo sapiens rivijuo / pioiein ^rivooo / ^, ihininza 


1N1V1 OZjZOZO 


llOlllO ScipieilS V„.L/ZA.l 1 piOlOlll ^V^L-/Zvl 1 J, IIlrvlNZA 


IN 1V1 \J D Z UZ H- 


nomo sapiens k^ljiwj 1 / proiem uau i / j, iihn in za 


INIVI UjZUZj 


J—J / \ m i \ co-r\i^»nc A TAfi^7 nrnfpm i A IAO^?7A rnPAI A 

nomo sapiens za_l>juz> / pioiein ^zal^oj) / iiirviNZA 


TsJlVT 0^9099 
INIVI \jdz\jzz 


PLOlllO SdpieilS ZvJ_^OZ)0 piOieill ^AUUjO j, IllrNlN/A 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


TvTA/T C\1 1 Q^/l 
IN1VI yjDiyj^ 


nomo sapiens ivio i r uzo protein (ivio i ruzo ), mKJN/\ 


1N1V1 KjDiyjD 


nomo sapiens ivio i rv^j protein (ivio i v kj^d ), niKJN/A 


TvTA/T fl^ 1 A 
INIVI KjDiy jO 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


"NTA/T O^ 1 
JN1V1 UJiyj4 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 




Homo sapiens wingless-type MMTV integration site family, member 8A 

^ WIN 1 oZAJ, UallSClipi Vailalll 1, UllNlNZA 


INIVI UZ> 1 y d z 


1 — 1 / x t*s~\ t \ c 1 o i"\ i an c 1 +Acf 1 c +t*o n 0^1*1"!^+ \Z 1 /I i ' 1 " 1 \Z 1 /i \ -ml? N.I A 

nomo sapiens lesus uaiisciipi i ih- ^i i i ih-j, iiirviNz-v 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


tsja/t 1 cnn 

INIVI LOl>OU 


nomo sapiens testis tianscnpt i iz ( i i i izj, itiininza. 


TsJA/T 1 Q9Q 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 


TSJA/T H7 1Q97 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


iNivi ujiyzo 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 

rTA/TPTTA rviP XT A 
\ 1 JVlr 1 1 J, mrvlN/V 


AJA/T C\L 1 Q7/1 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


TsJA/T fH1Q17 

INIVI \JD l7l / 


PI ( \ yw ( compile Qnm At\r\ip1"iti_TplQf pH nrnlpm ^ ( AUPM xw P NvI A 
J/LUlllU iSapiCllo all^lupulCLlll IClaLCLl piULClll J ^ZArNrZ)^, lllrNlNZA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor- related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (EN AM), mRNA 
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TsJA/1 C\11AA1 
1N1V1 UZZ4 4 / 


rlOlTlO Sapiens TOpOlSOllieiaSe-ieiaieCl IUllCtlOll piOieill 4-Z ^llvr4-ZJ, mrvTN/\ 


ATA/T fl^l/IQ^ 
INIVI Uj14oj 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


ATA/T (M. 1 zlSzL 
1NJV1 Uj14o4 


nomo sapiens nypotneticai protein iviol.441j ^iviol^441 jj, niivi>/\ 


NM 031479 


Homo sapiens hy]3othetical protein MGC4638 (MGC4638), mRNA 


ATA/T r\1 1 /I T/l 

IM1V1 Uj14/4 


rionio sapiens nypoineticai protein uis.rz,p/oioiyi j ^uivrZir /oioivijj, 

mT?AJ A 


ATA/T 

iNlVl U j 1400 


riomo sapiens ivi/\>\iooZ protein ^iviol^4/j /j, rrLKiN/v 


1N1V1 Uj140j 


riomo sapiens nypoineticai piotem iviol^i jzu4 ^iviol^ i jzu4j, mivrN/\ 


ATA/T C\"i>\ A&A 
INiVl Uj1404 


Homo sapiens hypothetical protein MGC1 1287 similar to ribosomal protein S6 

Vincic^ ^4^0^11987^ ml?TsJA 

Kinase , ^ivivjt^i izo / iiiin. i > /a 


INlYl UjIH-j;/ 


nuiiiu sapieiis sesinn z ^ojj/oz miviN/\ 


tsja/t rnid.^ 

1M1V1 Uj IH-jj 


nomo sapiens iiypouieiicai pioieni uivrZip/oirzH-i yujs^r z^r /oi-tzh-i inivi>j/\ 


xta/t rn 1 zL^^ 

rNiVl Uj14jj 


nomo sapiens iiypouieiicai protein ivivj^i iuj4 ^ivivjv^i iuj4 miviM/\ 


In 1V1 UjI HO Z 


nomo sapiens nypoiiieticai protein ivio^zjou ^ivio^zjouj, mtviMjrv 


TsJA/T fH 1 AAQ 
IN 1V1 U j 1 


U nTYin C r, n i P11c T A A 1 nrntoin ( Y^K PyP7A 1 19 1 9^^ mT?TsJ A 

nomo sapiens jvi/\iA.i ooo protein ^ rvr i /oiizizj j ? iiixviM /\ 


TsJA/T fH 1 447 
IN 1V1 U J 1 4*+ / 


U nmn CQnipnc ViTrr\r\+V»p+ir»ci1 nrnfpin A/fHrnH'?^ ^N/I^t^ 1 ^^7^^ mt?ATA 

nomo sapiens nypotiieticai protein iviuL/i jUjj ^ivivj:^ ijUjj mivi>i/\ 




nomo sapiens iiypoLiiencai pioieni 1 rs.rvo-i j i ^jri^.rvo-1 j i ^, mivi> J rv 


TsJA/T fH14^7 

1>I1V1 Uj 1 H- J / 


T-f nir |A CQnipnc h\mnihM\m) nrnfpin lV/TOPin89^ rA/rOP10R9^^ mPMA 

nomo sapiens iiypouieiicai pioieni ivivjrv^iuo^j ^ivivjrv^ i uoz j ^, iiiivin/a. 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


TsJA/T 07147^ 
1N1V1 Uj14jj 


nomo sapiens nypotiieticai piotem LJis^rz^pD o4tu4zz ^jjjvrZir JU41U4ZZJ, mivrvi/\ 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


ATA A 1 /I o ^ 

JN1V1 Uj14Zj 


nomo sapiens nypotneticai protein ivivaL iUoiz ^ivivjCiUoizj, mKiNi\ 


ATA/f H'J I/IO'J 
JNJV1 U314ZJ 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


ATA/1" HQ 1/10 1 

JNJV1 U314Z1 


nomo sapiens nypotneticai protein UrLrZ,p4J4nUl 1 j (UlvrZ,r4J4nUl 1 j 

wi P AT A 
1T1 lv IN A 


NM031412 


Homo sapiens GABA(A) receptor- associated protein like 1 (GABARAPL1), 

mP XT A 

111 lv IN /V 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


JN1V1 UjIzoj 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA 


ATA A m 1 

JNJVL UjUU/ 


nomo sapiens nypotneticai protein rlvbOjz (rlvbOJZ), mKJNA 


ATA/T H^J 1 


nomo sapiens nypotneticai piotem uisJ H Z,pjo4r>i loz [Uss^r z^r jo4r>i lozj, 
mRNA 


ATA/f m 1 'JAI 

JNJV1 UjIjUI 


homo sapiens nypotneticai protein Uls.rZpjo4lJUj 11 (UKrZr jo41JUj /ZJ, 

mP AT A 
miviN A. 


ATA/T 1 OQQ 
1NJV1 Uj IZ70 


nomo sapiens nypotneticai protein ivioi^zyoj ^TvioL^zyoj miviN/\ 


TsJA/T H^19Q^ 
IN1V1 UJ iZyj 


nomo sapiens nypotneticai piotem JL/ivJrz^p4j40i j i ^iJJK.rz^Jr4j40i ji j, mrviN/\ 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 

mPXT A 
111 IvlN f\ 


ATA/T C\1 1 OQQ 
INIVI UjIZoo 


nomo sapiens rwr-i omamg protein ^/\i^/a-i j, mKJN/\ 


TsJA/T H^19£4 


rTi^m/A coni^nc Vit m r\+\^ r> ct 1 nrv^+^nn HFTh 7n4^4R 1 / p\ \S p ^ O/J "2 /I 1_> 1 Q C A mP AT A 

nomo sapiens nypotneticai piotem i^ivr , z,p4j4i3i!7j ^ivis.rz>r4j4r>iyj ), miviN/A 


ATA/T 010070 


nomo sapiens nypotneticai protein muLjjo4 (iviol^ jjo4j, mKJN/v 


ata /f n^non 1 
JNJVL UjUVUI 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 

mPTsJ A 
III lv In /\ 


TsJA/T 017QQ0 
inivi ui / yy u 


U nTnn CQnipnc n\mnfnpfi^Ql nm+pin PT 110070 ^PT 110070^ mPTsJA 

nomo sapiens iiypoiiiencai pi o lein vl^j iuu iy ^ri^j iuu / " j, iinviN.rv 


TsJlVT PH 1 9 1 Q 
in ivi Uj izi" 


nomo sapiens iiypuuieLicai piuieiii ivivj^iz^uh- ^iviov^iz.^Ut-^, iiiiviN.rv 


1N1V1 Uj 1 Z 1 0 


UA m A CQnipnc 1i\mnf1ipfipQl nrntpi n PT 11 9ASS rpt 11 9488^ mPXTA 

nomo sapiens nypotneticai protein rLjiz^-oo ^rLj izh-oo ^, miviN/\ 


NM 0^1914 


T-fnrnn cQt^i PTiQ li\/r^ntliptir*fi1 nrntfi n AF^ 1 1^04 T AF^ 1 1^04^ mRT^JA 
±±vjiiivj &a|jidi& iiy jjvj Liit/Liv^ai / \ i ji uut ^ / v i ji uw^^ iiirvi>i^\. 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MOCJOJo), mKJNA 


JNM 1)30971 


Homo sapiens similar to rat tricarboxylate carrier- like protein (BA108L7.2), 
mRNA 


JNJVlUJUyoj 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl- 1,3 )-N- acetyl galactosaminide alpha-2, 6 -sialyltransferase) E 
(MGC3 184), mRNA 


IN IVL VJVyOV) 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 




Homo sapiens organic anion transporter polypeptide-related protein 4 

{ kJ/A 1 1 ivr ^ J, 111 in. IN f\ 


INIVI U9U:OZ 


tJ/AtMn caniPtic Ita nr. /t+1t r» o 1 iti~/ x+r» i it T9k"^ P "7it/1 'J/l IH^7 /HI/ P7P/17/I IYl'37^ -ittT?TvTA 

nomo sapiens nypotneticai protein ujsj^ z^p^j^juj / (jLJJSJrzjr^9^JU9 / j, miviN/\ 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 

III Iv IN f\ 


INIVL \JD\)yD 1 


nomo sapiens nypotneticaL piotem nL^-L/v-iso ^jtll^-U/v-IoL^j, miviN/v 


inivl ujuyzy 


T-IA-itt/t canipnc V\^Tr\r\+l^c±+\r*ct} iTrvxtr^i it PT^Qf^Q P Q f~l 9 Q \ -ittT?TvT A 

nomo sapiens nypotneticaL pioiem rivouzo ^rjvoozoj, mrviN/\ 


IN IVL U 9 uy Z 1 


nomo sapiens nypotneticai piotem ul^z ^ui^^+zj, miviN/\ 


inivl touyi / 


nomo sapiens nypotneticaL protein iJjvrZipoooJvu / 1 / ^uivrz^r joojvu / 1 / j, 

mT?TsJ A 
III 1V1N /\ 


inivi \js>\jyiD 


nomo sapiens iiypoiiieiicai pioieni j_^jvr^z^p^)ooju"i ^uivr z^r j oo j u" i j, iiirviNjrv 


1NIV1 Ujv71t- 


nomo sapiens iiypou.ieiicdi pioieni ivivj^zooo ^ivivj^zooo^, iiirviv /a 


inivi uouyu/ 


nomo sapiens nyponieiicai protein iviov^ iu / ji ^ivivji^ iu / ji miviN/\ 


INIVI KJDVoyD 


nomo sapiens nypotneticai piotem ilj in-izy ^rLj in-izyj, miviN/\ 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


INIVI U9U/ZO 


nomo sapiens tnioiecioxm ciomam-contammg ^itvinul.j, mrviN/\ 


INIVL UJUoiy 


nomo sapiens nypotneticai protein ivivjv^i ijjd ^iviov^i ujj j, miviN/\ 


"TvTN/T fl^flQ 1/1 
INIVL U9Uol4 


nomo sapiens nypotLieticaL piotem uluiz ^oluizj, niKJN/\ 


INIVL UjUoIU 


I— I / x itt / x conif»nc It \ / it / x t It rx f i / » • 1 1 it »-/xtrx J it \ A C^. C^L 1 HQ fAft(~i(~ i 'X'\ r 7Q\ itt DMA 

nomo sapiens nypotneticai protein ivloloi /o ^ivlol^jI /oj, miviN/\ 


INIVL U9UoU^f 


LJ . x itt / x c 'i it i r» n c It \ ^ it x t It ^« f i » ' 1 1 iTi-^xtr^ i it P\ p "Z it /I T/l PO 1 ^2 / p\ Ix^ P "7 0/1 CO 1 'I C \ 

nomo sapiens nypotneticai protein ijivrz^p^tj^fiizi \u is^r z^r ^ o^nLZi jj 

mT?TsJ A 
1111V1N f\ 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


INIVI U9U / J7 


nomo sapiens nucieai leceptoi DiiiQing iactoi-z ^iNivjjr-zj, miviN/\ 


INIVI U9U /yj 


nomo sapiens statnmm-iiKe ^+ iiviinh-j, miviN/\ 


inivl uzuyuy 


IJ ATV1A c 'i it i r» it c FT A A 1 "n/I Q it i-/ x t r» i n /I/ 1 A A 1 ^/l Q \ itt I? Nl A 

nomo sapiens jsj./v/vid^+o piotem ^Js.ij^fViD^+oj, miviN/v 


INIVL UloUZ9 


PI i x itt i x conipnc It \ / it / x + It r^t w » <t 1 iTi-/xt/^i n PT 110901 / P T T1H9n^ itt F? NI A 

nomo sapiens nypotneticai piotem ri^jiuzut ^rt^jtuzui ), miviN/\ 


INIVL UZ9UUV 


Homo sapiens macrophage mynstoylated alanine-rich C kinase substrate 

(Aft A PA/TAR Pl<"^ mT?TsJA 
^ IVl/W^, IVPrvrv^, IN o ) , II I Iv IN j*-v 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


IN IVL UZ J ZZZ 


nomo sapiens nypotneticai piotem rKU// (rrvuz/juj, miviN/\ 


INIVL UZ9 1 / U 


P I/mtt/x cQiriono It t ? it / x f It rx f I / » r 1 1 it i-/\f rx I n P I T19QQ7 /'PT I 1 9 G W 7\ itt F? NI A 

nomo sapiens nypotneticaL piotem rLj izvo / (ilj izyo / j, mKJN/\ 


INIVL UZ^OO 1 


PT^rvi/T coiTii otic It \ ^ it / x f It rx f i / » ' 1 1 it i-/xf rx i it PT T1 99/19 /'PT I 1 9 9 /I 9 \ itt D NI A 

nomo sapiens nypotneticaL piotem rLj izz^z (rLj izz^zj, mrviN/\ 


TsJA/T H9zLQ9 2 

INIVL uz^-yzo 


PI / x itt i x caniPTic Itt n-\ /t+1t r» o 1 it i-/xtrx I n PT T9 9 ^ ^ Q /'PT T99^^Q^ itt NI A 

nomo sapiens nypotLieticaL piotem rL^jzzz>jy ^ri^jzzDDyj, miviN/\ 


TsJl\/T H17^7£ 
IN IVL Ul / J / o 


nomo sapiens /viv/vr -Dinuing sperm protein roppoim ^i^is.r'z^p'^+j^oizzzj, 

111 IviN /A 


INIVI U9UOH-Z 


I — I / X ITT / X COIMOUC f"l IT/xl 1 IT / XITI'VX'd - ^ 1 IT T ^ ( A 1^ 111 ^ \ ITT T? M A 

nomo sapiens apuiipopiotem i^, d ^ at ulj in ivin /\ 


MATT 094^1^ 

IN IV! UZM-J 1 J 


I — I / x itt / \ conif»nn ThN/ \/Th * i it / 1 r»Ail a/T / * / \ i 1 / 1 / x itt r .i i it / » / mt I~ * i i it i it ^ t 1 /Th N/ ill 1 i i-\i |? N.I A 

nomo sapiens r i vc aiiu coiieu-coii cioindm conidiniiig i ^p i i^,\^i ^, iiuvinz-v 


INIVI UjUOZI 


I — I / X ITT / X C O IT 1 IT C> lr/^ll^OC 1 /^ "ITT /XI / K I A All G /XI "ITT T? A 

nomo sapiens iieiicase-moi yjs^iJAj\\jyz,(j j, iiiiv_ln/\ 


IN 1V1 UJuOt 1 


I — 1 / X ITT / X COT^I^nC ' 1 IT / X 1 1 IT / X IT 1"*/ X It"* 1 IT T /-x / A PllT r\\ "ITT T? ^Vl A 

ploiiio sapiens dpoiipopioiein i^, o ^ Ar ulo j, miviN.rv 


NM 095190 




NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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TvTA/T HO/I^OQ 
INIVL \JZ*tDZy 


nomo sapiens nypotneticai piotem ivlol^4j4z (^viol^j^zj, niiviN/v 


1M1V1 UZ^-Uo / 


T-T/rrYT/r coniwc HI/ ^7 0^ A /I T fl8A9 it rnfoin / PlI/ P7 P'n A/1 I HQ A 7 A itt DMA 

nomo sapiens i^ivrz^jo^fi^uooz protein yur^r z^r jo^fi^uoozj, nnviN/v 


xnv/r o^o^qzl 

1N1V1 VJKJDy^ 


Homo sapiens cytoplasmic polyadenylation element binding protein (CPEB1), 

rnT?AJ A 

III 1N.1 N f\ 


TsJA/T 09^084 

1N1V1 UZjUOt' 


tf nTnn cQni^nc h\mnihM\m) nrntfiti FT T997Q^ TFT T997Q^ rnRAJA 

nonio sapiens ny pouieuccii pioiein ri^jzz / \r l^j zz, / yo iiirvLN.rv 


tua/t 09^oqo 

iniyi \jz,j\jy\j 


FTnmn csmi^nc 1<TT A A 1 4^7 nrntpin fl<Cl A A 14^7^ m R NI A 
nUIllU adpiCIllS J>^l.rV7-Y 1 H- J J piUlClll ^IVlZA.rYl H- J J J, IIlrvlNZA 


in ivi uzh- y j) y 


U n m n nniAiann Ti^rrwT+Vip»+ir»ci1 nrn+pin FT T9 1 Q 1 £ ^FT T7 1Q18A mT? AT A 

nomo sapiens nypotneticai protein rLjziyio ^rLjziyio j, mrvLN/-v 


TsJlVT 094Q07 

1N1V1 UZ^-yUJ 


Unmn cii^i r»nc h\n^(\th^t\(^'A 1 i-\ rMtr»i n FT T149Q7 TFT T1zL9Q7^ mPXTA 

nonio sapiens iiypoiiieiicai piuiein rLj 14Z7 / ^tlj i^tz"/ j, iiii\j_n/\ 


TsJA/T 09 47 Q 7 
IN 1V1 UZ^t / 7J 


nomo sapiens ivi/\7-vuo4j proiem ^is.i/-\7-vuoh-j 111 1\ in /\ 


TsJA/T 094718 
In 1V1 UZH- / 1 o 


FTr\mr\ c-inifnc \ t \t\^ r*t \ ( 1 »-\ r/^trM n FT T10101 ^ FT T10101A rr»T?XTA 

nomo sapiens nypoiiieiicai pioiem rLjiuiui ^rLj iuioi j, mrviN/\ 


TsJA/T 01 ^^9 


nomo sapiens urvrZjr jOT-r ivio pioiein ^uivr z^r jut-i iy ioj, iiiivln/-v 


TsJlVT 09^18Q 

IN 1V1 UZj lO" 


TTnmn canipnc 1t\ /rw-itli r»t i 1 nm+f»in FT 1 1 ^ A S Q ^FT TI^A^Q^ mT?TsJ A 

nomo sapiens iiypomeiicdi pioiein flji joj" ^rLjijoj/j, iiiivln/^ 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


TsJA/T 09^010 


nomo sapiens is.iy-vyAU /yj> proiem ^iviy-v/vu /yj> ), mrviN/v 


T\JA/T 09A2Q/1 


nomo sapiens nypotneticai protein ru i^u / j (ri^j i^u / j J, mKJN/\ 


TvTA/T 07/1Q/10 
IN 1VL U Z 4 o 4 U 


nomo sapiens nypotneticai piotem rLji jdvu (rLj i jjvuj, mKJN/v 


TsJA/T 099789 
IN 1V1 UZZ / oZ 


nomo sapiens ivi-pnase piiospnopiotem y ^ivir^n^ornyj, mrvrsiyA 


TsJA/T 017^8 
IN 1V1 U 1 / JJO 


nomo sapiens nypotneticai protein uivrz^p^j^fi^uoju ^iJis.rz>p^fj^fi^uojuj, 

in T? XT A 
III 1S.1N r\ 


TsJlVT 070^80 
IN 1V1 V J V J O W 


Unmn cpnipnc h\mnihp>i\nn] nrntfin A/TOP10S90 rA/TOP 1 0^90^ tyiT?MA 

nomo sapiens iiypoineiicai pioiein ivivjv^iujzu ^ivivjv^iujzvo^, iiiivinz-v 


TsJlVT 09^ 1Q^ 

1N1V1 UZJlj/J 


nomo sapiens piiospiiopioiein leguiaieci uy iiiiio^einc paiiiways ^Lor w ^, iiirviN.rv 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


aja/t 0^0^77 


nomo sapiens nypotneticai protein ivioL^iuvyj (ivioL^iuyyj j, miviN/\ 


JNJVL UjUj/O 


nomo sapiens nypotneticai protein ivioL. iuyoo ^ivioL^iuyooj, miviN/v 


ATA/T 070<7< 


nomo sapiens nypotneticai protem iviol^iujj4 (ivivjL.iujj4j, miviN/A 


ATA/T 0^0^79 


nomo sapiens nypotneticai protein ivhjv i uy^o ^iviov^iuy^oj, miviN/A 


ATA/T 0^0^71 


Homo sapiens hypothetical protein MGC 1 0924 similar to Nedd4 \\ r W-binding 

nrnipin ^ ^^0^10094^ mT?TsIA 

piotem j ^ivivj^ i uyzH-j, mrviN/-v 


TsJA/T 070^0 


Unmn ciinipnc h\/r»Mthr'tu»^ 1 it rMtr»in A/TOP 108J.8 (AAC\C* 1 0848^ mT?MA 

nomo sapiens iiypoiiieiicdi pioiein ivivj^iuoh-o ^ivivj^iooh-o^, iiiivinz-v 


AJ1VT 070^8 
1N1V1 UjUjOO 


Uatyia c'^nifnc h\mnihf^i\n^] n rotr-in A/TOP 108 18 ^A/TOP 1 08 1 8^ mRTsJA 

nomo sapiens iiypoineiicai pioiein ivivjL'iuoio ^ivivj\_. iuo i oj, iiiivinza 


TsJA/T 070^7 
1N1V1 LOU JO / 


nomo sapiens nypomeiicai protein ivio^iu / /z ^ivivj^io / /zj, miviN/-v 


ATA/T 09^1^4. 
IN 1V1 UZJ 1 OH- 


TTnmA C o n i Pt1c T/TA A0QQQ mn+pin /Fl A A 0QQQ\ mRXTA 

nomo sapiens j\^ii\j\\jyyy piotem ^JN.izA/-vovyy miviN/\ 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


TsJA/T 09zl£^8 


TJ nmA cqitipiic Uxm^tUn+'i^'i 1 r^r*/T+/=»in FT T909QS / PT T909ftft^ ,tt D\l A 

nomo sapiens nypotneticai piotem ri^jzuzoo ^ri^jzuzooj, mKJN/\ 


ATA/T 07/1^/17 
1NJV1 UZ4-J4 / 


nomo sapiens ivi/\yAU4o/ protein ^ivi/atau^o /j, mrciN/A 


ATA/T O 1 Q/l 1 Q 
1N1V1 Ulo^flo 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


ATA/T 09^ 1 £9 


nomo sapiens nypotneticai protein ru 1 1 z>ou ^ri_^j 1 1 jouj, mKJN/\ 


ATA/T 09^ 1 
1NJV1 UZj 1 Oo 


nomo sapiens LAr ^ieucme-ncn repeats anci riJAj anQ no ruz protein ^i^/vinuj, 

mT?TsJ A 
lIlrvLN r\. 


AJA/T 09^081 

1N1V1 WZJUOl 


H nnin r., n ;^ nk>; FT A A 1 ^0S nrotni n /"l^TA A 1 ^0^ m R KI A 

nonio sdpieiis rvi/A^rvi juj pioLeiii ^jviza.tvi jwj j v iii£vin/a. 


TsJA/T 094.7^0 
IN 1V1 UZH- / jU 


T— T/T-ITT / \ C OV\1 /^1T f 1 /^l 1 / "* 1 IT 1"* 1 / * It T*/=*'K\^0'f / * Atrf Q1 TT "I TT <T 7 / I I? T? 1 / 1 tTT T? ^Vl A 

nomo sapiens leucme-ncn lepeai- containing z ^i^ivivv^z^, miviNZ-v 


TsJA/T 09^9^^ 
1N1V1 UZJZOO 


U nnin cQnipnc U\n^(\tUr*t\{*'A 1 nrntfi n A/Tf^f~ 1 9780 AA/TOr^9780^ m P Nl A 

nomo sapiens nypomeiicai pioiein ivivj^z, / ou ^iviov^z, / ouj, iiiivlnza 


AJ1VT 09^9^ 

1N1V1 UZJZOJ 


nomo sapiens iiypouieiicai pioiein ivivj^z,/ /o ^ivivj^Z// /oj, niivi >j /a 


ATA/T 09^9^4 
1N1V1 UZJZ04 


FTr\mr» c 'i it i r» n c T-»\/rw^tT-» r»t w»'i 1 tTr^tr»i it A/TOr^9A^zl AA/TOr^9 A^A^ itt P Nl A 

nomo sapiens nypotneticai piotem iviov^z^jh- ^ivio^z^+jH-j, miviNz-v 


AJA/T 09^947 
1N1V1 UZJZH- / 


1— l r ~\ itt i \ c-ininnc lT\/iT^AtlT r»t i 1 it r^^tr^i n A/T^^^A01 ^ \ /I f^r ^ ^ A 0 1 \ itt P NI A 

nomo sapiens nypotneticai piotem ivto^ joui ^ivio^. joui ^, miviNZ-v 


TsJA/T 09^94^ 
1N1V1 UZJZH-O 


Unmn cQnipnc lT\/iT^tlT r»t i 1 nrnfpi n A/fnr^9Q^ AA/TOr^^9Q^^ itt P Nl A 

nomo sapiens iiypoineiicai pioiein ivivjLxjzvj ^ivivjv^jzv jj, nnviNz-v 


NM 0959^4 




NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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TvFA/T fl0^1Q7 

INIYL yJZjiy/ 


Homo sapiens hypothetical protein FLJ13660 similar to CDK5 activator-binding 

nrn toin fVT TI^AAO^l mT?TsJ A 

proiem L/jj lj 1 joouj, mrvi n /\ 


TsJIVT 09^187 
FnIVI UZJ 10/ 


1-4 AtYin com atid It "w it / a ^It ^ ^ i / w -i 1 nrnipm FP Tl /M / A / Th 1 Tl /II /A I tv»T? I\J A 

nomo sapiens iiypouieiicai pioiein rLjizu/o ^ri^j izu / o j, iinviNjrv 


TsJA/T 09^184 


|4 nmn cQr\i<^r»c lT\/nntFir»tw»^ 1 nrn+pin FT T998zL^ AFT T99£A^ > 1 mRTsJA 
nOlllO SapiCllS liy pOLllCllCal piOieill rLUZZOtJ ^P.LJZZOHO IIllViN.rv 


TsJIVT 09^181 
IN 1V1 UZj 101 


tf nTnn QQnifnc h\mnihM\m) nrntfin FT T9900zl TFT T9900zH mT?TsJA 
nOIIlO SdpiCllS liy pOLllCLlCdl piOLClll r ££\)\j i -t ^rl^JZZUUT - J, IinvlN.rV 


tsjivt 09^1^^ 

1NIV1 UZJ IOj 


Unmn c'lnifnc Fi\/nntFir»tu*^ 1 rvrnf^in FT T1 97AR TFT T1 97A&^ tyiT?TsJA 
nOlllO ScipiCllS liy pOLllCllCal piOLClll rLJ 1Z / OO ^rLJlZ/Ooj, linvrN.rY 


1N1V1 UZJIJ;? 


nomo sapiens nypoinencai proiem rLJ 1 1 j / / ^rLj 1 1 j / / j, mrvLN/\ 


TsJIVT 09^1^7 
FNlVl UZj 1 J / 


Unmn cii^i r»nc h\m(\th<^t\(*<A 1 i-\ rMtr»i n FT T9^fizL9 TFT 19^049^ mPTsJA 

nomo sapiens iiypoLiieiicai pioiein "i^jzout-z ^ri^jzju i TZ j, iiii\j_n/\ 


TsJA/T 09^1 si ^ 
FnIVI UZJ1JJ 


Unmn CQnipnc hTrr\r\+h^+ir»ci1 i-\r^tr»i n FT T1 1 /"FT T1 1 Q/1 8^ mT?TsJ A 

nomo sapiens nypoinexicai protein r LjJ i 1 040 ^fi_^j i i o^o j, mrvi>j/\ 


TsJIVT 09^1^9 

FNlVl UZj 1 JZ 


nomo sapiens nypoineiicai pioiem rLjizoou ^rLj izoouj, mrviN/\ 


TsJIVT 09^1 slf) 
FnFVI UZj 1 JU 


U nnin cQnianc Ux/t^^tUr^i'i^-A 1 rvrr\+p»iTi FT T19^98 ^ PT T19^9&^ tyiPTsJA 

nomo sapiens iiypoiiieiicai pioiein rLjizjzo ^iji_^j izjzoj, nnviNii-v 


TsJIVT 09^147 

FNlVl UZj 14 / 


nomo sapiens nypoLiieiicai pioiein -r-LJi jt-h-o ^"i^j i jh-h-o nnvi>/\ 


TsJA/T fl9^1zlA 
FnIVI UZJ IH-O 


nomo sapiens nypoineiicai proiem rLJ i j 174 ^tlj 1 j 174 miviN/\ 


TsJIVT 09^1zl^ 

FNlVl UZJ 1 HO 


U nrnn c'lnifnc \^\n~\(\+\^r*t\(*'A 1 nivAtr'i n FT T99Q44 TFT T99Q44^ rviPTsJ A 

nomo sapiens nypoineiicai pioiem rLjzz7 i t i t ^Fi^jzzyH-H-^i, mrviN/\ 


TsJIVT 09^14^ 

1M1V1 UZJ 1HO 


U nnin c'inir»nc AtK r»ti 1 rvrr\+p»in FT T9H^ ^ A ^ PT I9^^^^A^ tyiTJTsJA 

nomo sapiens iiypouieiicai proiem rLjzuojo ^ri^jzuojo j, iiiivln/\ 


TsJIVT 09^140 

FNlVl UZJ1H-U 


U nm n cjnir'nc h\m(\thr>t\(*<A 1 n rMtr»i n FT T99A71 TFT T99zL71^ tyiRTsJA 

nomo sapiens nypoLiieiicai pioiein ri^jzzH- / 1 ^rbjzz't / 1 j, iiiivln/^ 


TsJA/T 09^1^0 
FnIVI UZj 1 J7 


nomo sapiens nypoineiicai proiem rLJ izjoh- ^tlj iz joh- j, mivi>j/\ 


IN 1V1 UZJ 1 J) H- 


PT ( \ itt i a c 'i t-\ i r» n c T»Tmrt+l^p»+ir»Ql nr^Af r»i n FT T1 9 1 7S / P T T1 9 1 7& i itt P KI A 

nomo sapiens nyponreiicai pioiem rLjTzi /o ^rLj izi /oj, miviN/\ 


TsJIVT 09^1^ 
InIVI UZJ 1 J J 


1 — I / -\ itt / \ corM^tic It \ ^ #t / a It ^» "I - 1 / * r .i 1 »t i~/ \ "f i it P T Tl / / a / P T Tl /A/X I tttT?^VI A 

nomo sapiens nypoineiicai pioiem rLJ izo / j ^pi^j tzo / jj, iriiviN.rv 


TsJIVT 09^1^0 
In 1V1 UZJ 1 J U 


nomo sapiens iiypoiiiencai pioieiii ri^jzz /oi ^rLjzz/oi j, iniviN/\ 


TsJIVT 09^1 9Q 

InIVI UZJ IZ7 


Unmn ciinipnc lT\/t^Mthr»ti^'^ 1 nrntfin FT T99£»ft& / PT T99A88^ in R XI A 

nomo sapiens iiypouieLicai pioiein rbjzzooo ^ri^jzzooo j, iniviN.rv 


TsJA/T 09^ 1 1 & 
INlvl WZJ 110 


PI i \ itt ( \ cQnif»iio It \ / it ^ a t It r» t n » r ,i 1 nrnTpin FT T1 1 fl i FT T1 ^X^X 1 C\\ itt F? XI A 

noino sapiens iiypoiiieLicai pioiein ri^j i j j iu ^rLjijjiuj, iiiixini/^ 


TsJIVT 09^ 1 1 ^ 
rN 1V1 UZJ 1 1 J 


Unmn CQnipnc 1t\/i-»^ Ath r»t i 1 nrnfpin FT 1 9 7 9 A 7 / PT 1 9 7 9 A 7 ^ itt F? KI A 

nomo sapiens nypoiiieiicai pioiem pi^jzjzoj ^pi^jzjzoj j, mrviN/\ 


TsJIVT 09^ 1 1 ^ 
FNlVl UZJ 1 1 J 


I — I / x itt / a com atic It "w it ntnnf i/»o 1 IT 1"*/ A "tr^ 1 IT p T I / 1 ^ /-i / { p | I / 1 ^A / 1 "ITtT?^VJ A 

nomo sapiens nypoiiieiicai pioiein rLjzi joz ^ri^jzi jozj, iiirsj_Ny-v 


aja/t n9^ 1 1 9 

FN 1V1 UZJ 1 1 z 


PI ( a itt i a c'lnipnc 1t\ /it^ a+1t r»ti 1 nrntfi it A/THPI 1 "?ZlG { \/\C^f^ 1 1 7AQ^ mT?TsJA 

nomo sapiens nypoineiicai proiem ivivj^i t j47 ^ivi\jt^i i j47 miviN/\ 


1M IVl UZJ IUO 


nomo sapiens nypoineiicai proiem flj i jyu" ^rLj i J7U7 mrvLN/\ 


TsJIVT 09^107 
F>l 1V1 UZJ 1 u / 


U n mn conipnc U\mt\tUt^i\<*<A 1 it rvAt^i it FT 19 1 9 A Q ^FT T9 1 9AQ^ itt P XI A 

nomo sapiens nypoinencai proiem rLjzizo" ^rpjzTzo" j, niivi n /\ 


FNlVl UZJ1UJ 


U nmn cjnipnc hxrr\nthF>tir><x] nrntpin FT T1 9J.0Q ^FT 119400^ mRTsJA 

nomo sapiens iiypoineiicai pioLein ri^j izh-u" ^rLj izh-u^/J, nir\j_>i J rv 


TsJA/T 09^1 HA 
In 1V1 UZJ 1 U*+ 


Unmn c ' l it i r» n c 1t\ /iTntlT r«t i 1 nrntfi n FT T1 ^H£7 ^ PT T1'^^S7^ itt F? XI A 

nomo sapiens nypoineiicai pioiem flj i juo / ^flj i juo / j, mxviM/\ 


TsJA/T 09^10^ 
iNlvl UZJ 1 U J 


I — I / \ l^VT / \ ri * 1 »T 1 IT C / » '1 IT 1 1 1 ' 1 T -ITT / \ I'lT It / A ( V f^L IT aflC r\Vn+01Tl I / | |\ /| 1, 1 \ -fTT T? A 

nomo sapiens capillary morpnogenesis proiem i ^^ivivji mrviM/\ 


TsJIVT 09^100 
In IVl UZJ 1 UU 


T— I i a itt i a cQniftio It \ / n t It r»t i n ^ 1 it rntfin FT T1 99Q4 ^ PT 1199 0A\ itt F? XI A 
nomo sapiens nypoineiicai pioiem rLjizz7 i t ^tlj izz^h-j, mrviN/\ 


TsJIVT 09^00^ 
In IV1 UZ J Kjy J 


Unmn c ' 1 n i r» n c V»^^n+V»p»+ir»Ql nr/^ Atr»i n FT T1 1 897 ^FT T1 1 897^ tyiT?TsJ A 

nomo sapiens iiypoiiieucai pioiein rbji ioz/ ^rbj i ioz/ niiviN.rv 


TsJIVT 09^P)Q9 


Unmn cir\i r»nc h\n^(\ihr'i\i*<A I it rMtr»i n FT T 9 9 A ^ ^ TFT T99A^^^ m P XI A 

nomo sapiens iiypoiiieiicai pioiein rLjzzoj j ^pi^jzzojjj, inrviN/^ 


TsJIVT 09^088 

1M1V1 UZJUoO 


UnmA cinifnc h\rr\nthp>t \n<*\ nrntfi n FT T1^941 ^FT T1^9zl1^ tyiRTsJA 

nonio sapiens iiypouieLicai pioiein ri^j i jzh-i ^ruuzti iiirsj_N J rv 


TsJIVT 09^087 

INIVI UZJUO / 


I — I / A ITT / \ CQniAMC It \ /" IT / \ It "1" 1 / w .l 1 IT 1"*/ A "f 1 IT p T T / 1^11 / p T T / 1 > 1 1 I ITT 1? X.I A 

nomo sapiens irypoineiicai proiem rLjz i j 1 1 ^rLjz i j 1 1 j, miviN/\ 


TsJIVT 09^089 
In IVl UZJUOZ 


I — I / A ITT / A CQtMf»MC It \ ^ IT / A^It^^I/*'.! 1 IT l~/ A ^ 1 IT p T T1 < 1 1 1 / p T Tl A 1 1 1 1 ITT F? X.I A 

nomo sapiens nypoLiieiicai proiem v i^j i j 1 1 1 ^p_pj i j i i i iiiiviN.rv 


TsJIVT 09^07^ 

INIVI UZJU/J 


Unmn c^t-\i r>nc \^\n~\t^t\^r*t\i*'A 1 it r^Atr^i n FT T9^ZlzL^ TFT T9^zL4^^ mT?TsJA 

nomo sapiens iiypoiiieucai pioiein P-Ljzjh-h-j ^pi^jzjh-h-j ^, iiii\j_n/\ 


TsJIVT 09^074. 
In 1V1 UZJ U / 1 


Unnin ccinipnc h\/nnthr»ti 1 nrntfi n FT T990^1 ^FT T990^1^ mRTsJA 

noiuo Sapiens iiypoLiieiicai pioiein rLjzzuji ^p_pjzzuji ^, nnviNi-v 


TsJIVT 09^07^ 

IN IVl UZJU/J 


T— 1 1 a itt / a cQnipnc It \ / it n t It r» t i ^ » 1 nrntr»i n FT T9 1 1 AS /FT T9 1 1 AS^ m F? XI A 

noino sapiens iiypoLiiciieai pioiein ri^jzi 100 ^rbjzi iooj, iiii\j_>^v 


TsJIVT 09^071 
In IVl UZ JU / 1 


pi n itt n c'lnifnc lT\/nntlT r»ti ^'i 1 nrntfin FT 119100 / PT 1191 0(\\ m F? XI A 

nomo sapiens nypouieiicai pioiein flj izt^u ^tpj tzt^u miviN.rv 


TsJIVT 09^nAQ 
In ivl UZJUO7 


FTnmn ccinipnc h^mntn^tifQl n rntr>i n FT T1A9QQ TFT T149QQ^ tyiRTsJA 

nomo sapiens iiypoiiieiicai pioiein rLji'tz^? yri^j m-z,yy), iinviMy-v 


TsJA/T Pl9^nA7 
InIVI UZJUO/ 


I — I / a itt / \ l ■ ^i it i ^ it l ■ rirrvt no4i r»ol »-\t'*/A'f^i it P T Tl /I 1 M A / P T T1 /I 1 il A \ -trrT?XT A 

nomo sapiens nypoiireiicai pioiem flj ih-iuo ^flj ih-iuo ), miviN/\ 


TsJA/T 09^0Azl 
InIVI UZJUOt- 


FTnmn cjnipnc lT\/nntlT f t i f 1 it rntfi n FT T9 7 AHzl /FT T9^AOzL^ mT?TsJ A 

nomo sapiens nypoineiicai proiem pi^jzjout- ^rpjzjouT- inxvFN/\ 


TsJIVT 09 ^OA^ 
In 1V1 UZ J UO J 


T-Tnmn CQmpnc It \ / it a + It ft i ^ » • 1 1 it n A+f i n FT T9^^^0 'FT T9^^^0l itt r? XI A 

nomo sapiens iiypoiiieiicai proiem ri^jzj j ju ^fpjzj j ju j, iniviN.rv 


TsJIVT 09^0^0 

InIVI UZJUJ7 


T — I / a itt / a comftrc 1 It "\ ^ it / a "i~ It fl~ i ^ * ' i 1 it i"*/ Af r^i it P T T / s aI IS / p | T / ^ \l IS I itt 1? X.I A 

nomo sapiens iiypomeiicai pioieiii P-Ljzjjuj ljzj juj iinviNi^rv 


TsJA/T 095057 


Hnmn <;anipn<i hvrinthptiral nrntpin FT T9^1 8Q TFT T9^1 RQ\ mRTsJA 


NM 025056 


Homo sapiens hypothetical protein FLJ23185 (FLJ23185), mRNA 


NM 025052 


Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 


NM 025048 


Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 


NM 025047 


Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA 
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TsJA/f 09^04^ 
In 1V1 UZJ W-t J 


PTr\mr\ cqhiphc \-\\r\-\(\\\-\^\\(^'\ 1 it rv^trM n PT T99^ft9 f PT T99^ft9A mPXTA 

numu sapiens nypuineiicai piuiem rLjzzjoz ^fi^jzzjozj, miviNZ-v 


ISTlVyf 09^0^1 


nuiIlU Sapiens liypuilieilCal piuieiii rLJZlU / J ^rLJZ 1 U / J J, IIlrvLN/-v 


mm 09^0^0 
In 1V1 UZ J U J) U 


T-T/\ nin C o n i Pnc 1i\/r»MtlTr»t 1 nrntni n FT T90Q79 f FT T90Q79^ mRTsJA 
nUIIlU SapieilS liypUllieilCal piULClIl rLJZU" /Z ^rijJZUy /Z j, IIllvrNy-V 


XTA/f 09 ^09 A 
1>J 1V1 UZJ UZ O 


I — I / a itt / \ 0 0 -t*\ 1 /^-it 0 n^7iArv+n/3-fir»Ql t~\ t-/ \ ^ 1 it P 1 ! 11 /I 1 II T / P T T 1 A 1 (i'7 i t"v»1?AT A 

numu Sapiens iiypuiiieiicai pi oxciii r i^j i i u / yr i^j i h- i u / j , iiiiviN /\ 


TsJA/T 09^09^ 
IN 1V1 UZJ UZ J 


numu sapiens nypunieiicai piuiem rLji^iuu ^rLj ih-iuu^i, miviN/\ 


M1VT 09^094 

IN 1V1 UZJ UZ4 


numu sapiens nypuineiieai pruiem fi^jih-uoz ^rLj ih-uozj, miviNj.rv 


mm 09^09^ 
In 1V1 UZJ UZ J 


numu Sapiens nypuiiieiieai piuiein rLji^tuo" ^ri^j i^-woy j, inivi>i/\ 


MlVf 09^01 Q 

IN ivl WZJUl" 


numu sapiens mveiy uiuiuiu^ ui inuu.se lu.uu.iiii aipiia h- ^ri^j i J74u j, iniviN.rv 


ata/t 09^019 
iNlvl UZJU1Z 


1 — I / \ / \ c 1 o i an c T»Trr\A'fTiO'fir»ol rxi^A+oin p T Tl / T7T Tl a7AQ^ t"v»T?AT A 

numu sapiens nypuiiieiieai piuiem flj i j /oy ^rLj i j /oy j, miviM/\ 


TsJA/T 09^000 
In 1V1 \JZ,D\J\jy 


numu Sapiens iiypuuieiieai piuiem tljijozi ^ilj t jozi j, miviNZ-Y 


TsJA/T 09^008 
In 1V1 UZ J UU o 


T— Tntnr\ c ' l m r>n c It a / 1-\ / \ f- It r"» 1 / » ' 1 1 i"\ rv a i n PT Tl ^ /TzT ^PT Tl *n /Tzl ^ mT? AT A 

numu sapiens nypuiiieiieai piuieiii fi^jijjh-h- ^rbj i j jh-h-j, imviMy-v 


tsja/t 09^oo™ 

IN 1V1 UZ J UU O 


IT ( ~\ m / c 'A it i it c It \ / it ^ ~\ + It /"» i - 1 nrnfpm PT T1 ^^7^ / PT T1 ^X^X^l^X i mRM A 

numu Sapiens iiypuLiieiieai piuieiii fi^jijj / j ^flj i j j '•j)? iinvrNZ-v 


TsJA/T 09^004 
INlvl UZJUUH- 


Pnmn canipnc It x a i"\ ^ a f" It w » ' 1 1 r\rr\+p»in PT Tl ^9 1 ^ / p T T1 ^9 1 tviT?AT A 

numu sapiens nypuiiiencai piuiem rLji jzi j ^rLj i jzij j, miviN/\ 


TsJA/T 09^00^ 
In 1V1 UZ J UU J 


PI /r -ITT r\ compnc Itt nr/T-f It 1 /^O 1 r\T"A+ f^t IT p T Tl A 1 r\h\ ( P T Tl A 1 r^f^. \ -ittT?^vT A 

numu sapiens iiypuuieiieai piuiem ilji j too ^rpjijiooj, miviN/\ 


TsJTV/T 09^009 
INlVl UZJUUZ 


T— T i \ iTT / a cQmpnc lr\rtTi'T+lTP»'fir»cil nrn+pm PT Tl 1 ^\9 i ThT T1 ^ 1 AO I tyiT?AT A 

numu sapiens nypuineiicai piuiem rLj i j ioz ^rLjuiozj, iinviNjrv 


XTA/T 09^001 
In ivl UZ J UU 1 


I I / A ITT / \ OQtMOtIC TnrMA+nO+IAll »T f* / A + f~*% 1 IT P T Tl V 1 II ^ 1 T7T T1 'i 1 1 K\ "ITT T? AT A 

numu Sapiens nypuTneTicai piuiem rLj i j iuj ^rLj i j iuj j, miviN/\ 


TsJA/T 09^000 
In 1V1 \JZ,J\J\J\J 


I — I / a / a cotMonc It i / »t / a "f It r^^f i / » ' i 1 it i~/ a + i it P T Tl TmQA i P'T T1 aMUA 1 "trr»l?AT A 

numu sapiens nypumeiieai piuiem ilji juvo ^rLj i juvo^i, miviNZ-v 


ATA/r 09AQQ7 


PT i A ITT / A C '1 IT 1 r» IT f It \ f IT / A f" It f WT 1 IT l"/^ A f" r» 1 IT PT Tl 9^\AQ / P T T1 ^) mT?AT A 

numu sapiens iiypuiiieiieai piuiem tlj izooo ^tlj izodo j, miviN/\ 


TsJA/T 09zlQQ^ 


numu sapiens iiypuineiicai piuiem rLj izjoo ^rLj tzjoo j, iiiisj_n/-v 


TsJA/f 09J.QQ9 

rNlvl UZH-77Z 


I — I { A ITT / A C O IT 1 IT C It \ J IT / A "i" It aqI IT l"V A 1 IT p I I 1 / ^ /i / / P T 11/ ^ /l / \ ITT \) ^VT A 

numu sapiens iiypuuieiieai piuieiii ilj izjh- / ^tlj izj't/ j, iinvi>/\ 


TsJA/T 094Q&Q 
iMivi uz^+r/O" 


Hatha cqtmptic It \ / it / a ^ It ^ i / * ' i 1 it i~/ a ^ i it P I 11 / t / / / p I 11 / ^ / / i tyiT?^VT A 

numu sapiens nypuLiieLieai piuieiii rbj izj / / i^pi^j izj / / )<, iiiiviN.rv 


iNlvl UZt70 0 


I— T i \ itt i \ c 'A it i n c It \ / it ^ ^ t It r» t i ^ 1 nrntpin PT T19^^^ / p T T19^^^^ mT?M A 

numu sapiens iiypuLiietieai piuieiii .ti^jizjjj i^fi^j izjjj j, imviN^v 


iNlvl uzH-yoo 


T— I / A ITT i A COmPnC lT"\7~tT/'TllT/=»ll/'"»CJ 1 IT t~l A 1 IT PT Tl 9^^ 1 1 PT T1 9^^ 1 \ "ITtT?AT A 

numu sapiens iiypuiiieueai piuieiii rLjizjji ^rLjizjji miviN.rv 


TvJA/f 09J.Q&0 


I — I / A ITT / A C O IT 1 IT C It \ /" IT / A "f" It aqI IT l"V A "f 1 1T P I | | / 1 ^2 / | p T T 1 / 1 A / 1 ITT T? ^VT A 

numu sapiens iiypuuieiieai piuieiii .ti^j izi jz ^rLj izi jzj, iiii\j_n/\ 


XTA/T 09AQ7Q 
In 1V1 UZH7 / y 


I— l a itt a cQnipnc lT\/tT^tlTr»ti 1 tTi^-\tr»i n PT T1 9 1 99 ^ PT T1 9 1 99^ tnT?AT A 

numu Sapiens nypuineiieai piuiem rLj izizz ^rLj izizz j, miviN z-v 


TsJlVf 09J.Q7& 


T— l ( \ itt i \ conifni: V»T7r\r\+V»p»f ir»t»1 it r^tr»i n PT T1 9 1 9 1 f PT Tl 9 1 9 1 ^ itt f? KI A 

numu sapiens iiypunieiieai piuiem rLjizizi ^rLj izizi j, miviNiz-v 


ATA/T 094Q71 


PaIYIA CQtM AMC It \ ^ IT / A + It ^« + 1 ^ » '.1 1 IT l~/ A "f ^ 1 IT p T 111 1 / f~\ ( P T 111 1 f h\\ -|TT 1? AT A 

numu sapiens iiypuLiieiieai piuiem r^i^j 11/ zo v r l^j 1 1 /zo iiiivlnz-v 


AJA/T 09J.Q70 
In 1V1 WZ47 / U 


l — T / A ITT / A C O IT 1 £>1T C It \ J IT / A f" It aqI TTT % /T+^*1 IT P T 1 1 17// 1 P T 1 1 1 7 / / 1 ITT 1? ^Vl A 

numu sapiens iiypuLiieueai piuieiii r l^j i i /zz ^rLj 1 1 /zz j, iinvrNz-\ 


MATT 094QnQ 


T— T ( A ITT i \ C 'T IT 1 IT C Itt TW CXt \\ F*\l C* fA\ 1 IT 1~l \tp1 IT PT 111 70^ 1 PT 1 1 1 70^ 1 ITT T? ^.1 A 

numu sapiens iiypuiiieiieai piuieiii flj i i /uj v "i^j 1 1 /uj iinviNy-v 


in ivi uzH-yoo 


T— f / a itt / a c'liTi^nc It \ / it ^ ^ t It 1 ^ » 't 1 r\T*r\+<^ir» PT T1 1 ^ PT T1 1 ^QS^ ITT f? KI A 

numu Sapiens nypuineiieai piuiem flj i i jyo ^rLj 1 1 jyo j, miviNZ-v 


TsJA/T 09/10^1 


\ — T / a itt / \ camptic It \ ^ it / a "f It "t" i / * *t 1 »t i"/ a "f i it P T f I 1 a / i l / P T I I 1 < ;l 1 I itt F? ^.1 A 

numu Sapiens nypuineiieai piuiem flj i i j / u ^tlj i i j /u^, iiiivln/\ 


TvJIVT 09zLQ^Q 

INlVl UZH-7J7 


\ — T / A ITT / A CQniPTIC It "W IT / A t" It ^ T" 1 ^ * T 1 IT l"V A "i" ^ 1 IT P T T / ( P T 17 -ittT?^VT A 

numu sapiens iiypuiiieueai piuieiii iljzzzj j ^fi^jzzzjj j, iiitvrNz-\ 


TsJA/T 09ACK7 
In ivl UZH-^J / 


nomu Sapiens nypuiiieiieai piuiem fjL/Jzzoou ^fi_^jzzoooj, miviNZ-v 


In 1V1 UZH-7J J 


I — I / \ ITT / A DQtMPMC TlT m A+ TlPtl AQ 1 IT rAtPI IT 171 1 / A A / / / p T 1 / A ^ / / ^ mU ^VT A 

numu sapiens nypuiiieiiedi piuiem fi^jzjjzz ^iljzj jzz^i, miviMz-v 


ATA/r 09zlQ^A 
iNlvl UZH-yjH- 


TT ( \ itt ( \ cQnipnc Iix/rw^tlT r»ti 1 iTr^f r»i it PT T1 1 ft 07 ^PT T1 1 Q 07^ tyiT?XT A 

numu Sapiens iiypuiiieiieai piuiem rLj 1 1 ou / ^tlj i i ou / ), miviMz-v 


ata/t 09zLQ^9 

iNlvl UZH-7JZ 


|4 nmn cunipnc Ti\mr\TTip>Tir»Ql nrntfi n PT T90Q^0 ^ PT T90Q^0^ tyiRTsJA 

numu sapiens iiypuiiieiieai piuieiii "i^jzuvju ^ri^jzuyju j, iiitvtn z-v 


TsJA/T 0940^0 

rNlvl UZ^+yJU 


T4Amn ciinipnc h\?t^(\ihci'u*<A 1 nrntpin PT I 1 9 ft Q 1 TPT T19ftQ1^ mRMA 

numu sapiens iiypuiiieiieai piuieiii rLjizoyi ^ilj izo"i j, iiiivinza. 


TsJA/T 094QAQ 


PTotvia c o it i r»nc h\mr*t hc^iinc*] nrntAi n PT T9909Q TPT T9909Q^ mRTSlA 

numu sapiens iiypuLiieiieai piuieiii r i^j ££\j£y ^ri^jzzuz^ j, iiicvtn/^ 


TsjA/r 094Qzlft 
IN ivl UZH-^t 1 0 


I T / a itt / a compnc It \ / it / a t" It ^» "t" i / * r .i 1 it r/\f pi it P T Tl 7 / p T Tl < / 1 itt ^.I A 

numu sapiens iiypuiiieiieai piuiem rLjijj7 / ^ilj i jj7 / j, miviNZ-v 


ata/t 09zLQ4n 
IN ivl u z H- y H- 0 


PI ( \ m i ~\ c 'A ni pnc li\/iT^^tlT of i ^ »'i 1 nrnTpin PT T9 1 7QQ ^ P T T9 1 7QQ^ mT?XTA 

numu sapiens iiypuineiieai piuiem rLjzi iyy ^rbjzi iyy)^ iinviMz-v 


MATT 094QzK 
1NIVI UZH-j^H-J 


Unmn ccinipnc U\m(\iUr*i\(*<A 1 it rMtr»i it PT T 1 9 ft ft ft / P T I 1 9 ft ft ft^ itt 17 KI A 

numu sapiens iiypuiiieiieai piuiein jti^j izooo ^ri^j izooo j, iiiixin s\ 


TsJA/T 09z1QzLt* 
In 1V1 U Z y J 


T— T ( \ itt t "v ccmipnc V»xrr\r\lV»/^lir»ci1 tTr^^toi n PT T 9 7 9 7 ^ ^PT T9^9^^^ tyiT?7sJ A 

numu sapiens nypuineiieai piuiem fi^jzjzjj ^fi^jzjzjj miviNZ-v 


ata/t 094Q40 
1NJ1V1 UZH-VH-U 


PI^aitt/a c'liTir^iTC It \ / it ^ t It r»t i ^ 'l 1 iTr^tr»i n PT T9 1 O^zl / PT 19 1 0^Z^ ITT F? KI A 

numu Sapiens nypumeiieai piuiem rLjziujH ^rLjziujT- j, iiiini n z\ 


ATA/T 0940^7 
1N1V1 UZH-yj / 


TT nmn ctinipnc lT\/iT^tlT r»t i 1 tTr^toi n PT T1 9Q9Q ( V<\ I 1 9 Q9Q ^ itt T? KI A 

numu Sapiens iiypuiiieueai piuieiii ilj 1Z7Z7 ^ri^j 1Z7Z7 j, iiitvtnza 


TsJlVr 09zLQ^/r 
In Ivl UZ'ty J O 


TT ( ~\ itt t \ c'mipnc 1t\ /rw-\tlT r»t i 1 tTr^tr^i n PT T9^09zt ^ PT T9 ^09zt^ itt P KI A 

numu Sapiens nypuiiieiieai piuiem fi^jzjuzh- ^fi^jzjuzh-j, miviNZ-v 


ata/t 094Q9Q 


Hntnn <iar»ipn<i hvnnthptiral rvrntpin FT T9^1 19 TFT T9^1 19^ ttiRTnIA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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TsJA/T 09401 A 
In IVl UZH-yiO 


PTnmn cqhiphc Trwnnt npfipci 1 r\ rnf pi n PT T99814 ^ PT T99 814A mPTsJA 

nomo sapiens nypuTiiencai piuiem rLjzzoi4 ^rLjzzo t v? miviN/\ 


TsJIVT 09401^ 

In IVl 1 J 


Uatvia cynifnc n\/nnf n pfi p'i 1 nrntfi n P T T1 7789 f PT T17789^ mTJTsJA 

numu Sapiens nypuiiieiicai piuiein rLj u / oz ^rbj ij / oz j, iiiivln/\ 


mm 09401^ 

IN IVl UZH-J7 1 J) 


I — I / x i \ l' o i"\ \ l' rr\n+ It p+i po 1 r\ r / ~\ "f p i n P T T9 1 O St A 1 P T 1 / 1 (j St A i ml? rvl A 
nUIIlU SapieilS IiypUlIieilCal piUlClIl rLJZlyOO ^rPJZlyOu J, IIllSJ_NI/\ 


TsJA/T 094019 
1>J IVl UZ'i-" 1 Z 


rioiiiu Sapiens nypoiiieiicai pioiem flj ihoz / ^tlj ihjz/ niiviN/\ 


in ivi uz^-yiu 


Unmn cc»r\i^r»o ViTmrt+1^p»+ir»Ql nm+pin PT T1 9700 fPT T19700^ tv»T?T\J A 

numu Sapiens nypuniencai piuiem flj iz /uu ^rLj iz /uu miviN/\ 


TsJIVT 094009 
INIVI uzh-vuz 


nuniu Sapiens nypuineiieai piuiem rLj i jzjo ^flj i jzj)oj, miviNj.rv 


mm 094001 

iNlVl UZH-J7U 1 


nuniu Sapiens iiypuLiieiieai piuLein r l^jz.ah-j) / ^ri^jzztj / ^, iiiisj_>i/\ 


TsJIVT 094800 


PTr\mr\ ciinipnc U\ft^(\iUr^i\{^'A 1 nrnfpin PT T 1 9^49 ^ PT I 1 9 ^49 ^ mT?TsJA 

nuniu Sapiens iiypumeiieai piuiein flj izjtz ^ri^j izjh-z iniviNi/\ 


MA/f 09480^ 
IN IVl U Z H- o y 3 


U nnin cQiiiPnc Vi\rr\n+Vif±+ir>ct} r*vr\+p»ir» PT T9790Q TPT T9790Q^ mT?TsJ A 

numu Sapiens nypuiiieTieai piuiem rLjzjzuv ^rLjzjzu7j, miviN/\ 


TsJIVT 094.809 
inivi uzh-ovz 


TTnmr* c'lnifnc V»Tmr\+V»r'+ir»Ql i-\r^tr»i n PT T1 1700 f PT I 1 1 700^ tyiT?XTA 

nuniu Sapiens iiypuuieiiLai piuiem rbji i / uu ^rLj 1 1 /uuj, miviNi-v 


TsJIVT 094801 

IN IVl UZH-07 1 


numu Sapiens iiypuiiieiieai piuLein rLj 11/ co ^rbj 1 1 /oj j, iiiisj_m/\ 


TsJIVT 094888 


numu Sapiens iiypumeLieai piuiein rLJi i^)j)^) ^flj i i^)j)^) ^, inivrN.rv 


TsJA/T 094887 
IN IVl uz^-oo / 


U nmn cQnipnc V»xrr\r\+V»p+ir»ci1 nr^^toi n PT T1 7 1 09 ^ P T T1 7 1 09^ mT?T\J A 

numu Sapiens nypunieiicai piuiem flj i d l uz ^rLj u i uz miviN/\ 


TsJIVT 094884 
in ivi uz^-oo^ 


Unmn c'inipnc U\n^i\ihr*i\<*<A 1 i^r^tr'i n PT T19A18 ^ PT I 1 9 A 1 8 ^ mPXTA 

numu Sapiens iiypuineiiLai piuiem rLjizoio ^ri^j tzoto^, miviN/\ 


TsJIVT 09488*3 
IN IVl UZH- OOJ 


U Mnin cQnipnc U\n^i\tUr*t\i*'A 1 nrntpi n PT T99909 ^ PT T99909^ mRTsJA 

numu Sapiens iiypuineiicai piuiem r l^j aaakja yr i^j aaakjz. inivLNjrv 


TsJ1\/T 094881 
IN IVl UZ^OOl 


U n mn cqhiphc 1t\ /rw-\tV-» r»t i 1 nrn+pin PT T149^1 ^ PT T149^^ rv»T?XT A 

numu Sapiens nypuTneTicdi piuiem rLj ih-zz) i ^flj ih-zj i j, miviN/\ 


TsJl\/T 09487A 
In IVl UZ4- o / O 


PTr\TV»r» ecinipnc V»Trr\r\+V»^lir»ci1 nrntni n PT T1999Q ^ PT T19990^ mT?AT A 

numu Sapiens nypuineneai piuiem flj izzzy ^rLj izzzy ^, miviN/\ 


TsJIVT 09487^ 
in ivi uzh- o / J 


numu Sapiens iiypuiiieiieai piuiem rLjizyzi ^tlj izyzi j, miviN/\ 


TsJIVT 094879 
IN IVl UZH- o / z 


Unmn c-inipnc h^rrmth(*tir>n] nmfpi n PT T99^70 ^PT T99^70^ tyiRTsJA 

numu Sapiens iiypuineiicai piuiem rLjzzj /u ^rbjzzj /^'J? iinviN/A. 


TsJIVT 094871 

IN IVl UZH-O / 1 


Unmn conipnc Vi\rr\ni\~K*i ir»ci1 r\ rMtr^i n PT T1 9748 ^ PT T1 9748^ mT?XTA 

numu Sapiens iiypuiiieiieai piuiein rLj iz /h-o ^tlj iz /h-o j, iiii\j_>/\ 


TsJIVT 0948AQ 

INIVI WZH-oO" 


Unmn ciinipnc h\rr\nthp>t\nn] nrnfpin PT T1 40^0 ^PT T140^0^ tyiRTsIA 

numu Sapiens nypu meue di piuiein ri^j ih-uju ^rbj ih-uju j, nnviN.rv 


T\T1VT 0948A8 

INIVI VJZH-OUO 


PTnmn cqiiiphc TtA7~r\n+Ttr»+ir»Ql nr/^fpi n PT T14194 ^ P T T14194A rv»T?TsTA 

numu Sapiens iiypuLiietieai piuiein r i^j 1 4 1 Z4 ^rbj ih-izh-j, imviN^v 


TsJIVT 0948AA 
INIVI WZ^+OOO 


1— I Am a CQtM^nc 1»t rTAn+l» 1 /^o 1 r\t"Af pin p T T / 1 Un / p T T9 1 1 a ^ \ -rv»T?^vT A 

numu Sapiens iiypuLiieiieai piuiein ri^jzi 1 jj ^rbjzi ij)j)j, miviN.rv 


TsJIVT 0948A^ 

INIVI UZH-OOJ 


Hatvi / a c am pn c rii TT^n+V^ 1 ni'A'fAi n P I 1 1 / ^ St 1 l P T 11 / St 1 i tv> 1? A 

numu Sapiens nypuLiieiieai piuiein rpj izjo i ^i^i^jizjjoi j, iiii\j_n/\ 


TsJ1\/T 0948A^ 
In IVl UZ^+OOj 


[_I nnin cQnipric lT\/t"\ntlTr»ti 1 nrntoi n PT T9 1 174 ^ P T T9 1 1 H A\ tyiT?TsJ A 

numu Sapiens nypuineiieai piuiem rLjzi i /h- ^rLjzi i /h- j, miviN/\ 


TsJIVT 0948A9 
In IVl UZH-OOZ 


numu Sapiens iiypuuieTiL,ai piuiem rLjij70z ^rLj i jyozj, mivrN/\ 


TsJIVT 0948A0 
INIVI uz^toou 


U nnin cQnipnc \-\\i\-\(\\\-\c\\(*<-\ 1 nrntni n PT T9 1 148 ^ PT T9 1 1 48^ tyiT?1\JA 

numu Sapiens iiypuLiieiieai piuiem rLjzi ih-o ^tljzi ih-o iniviN.rv 


TsJIVT 0948^7 

INIVI UZH-OJ / 


TTaiha c o "K\ i ph c Vii 7~K\n+V^ 1 hi* a+aih P T 11 / / \ ^ / p T I 1 / / \ ^ i TnT?^Vl A 

numu Sapiens nypuiiieiieai piuiein rLj iz / j j ^rbj iz / jj j, mivi>i/\ 


M1VT 0948^ 

INIVI UZH-COJ) 


PTnmn conipnc h\/nnthr»ti^'^ 1 nrnfpin PT T1 978^ ^PT T1 978^^ mRTsJA 

numu Sapiens iiypuLiieLieai piuiein ri^j iz / oj ^pi^jiz /ojj miviN.rv 


TsJA/T 0948^4 
in ivi uzh-ojh- 


PTnmn CQnipnc U\m(\ihi^i\(+<A 1 nrnfpin PT T99098 ^ PT T99098^ mPTsJ A 

numu Sapiens nypuineiieai piuiem rLjzzuzo l^j z,a\)z,o j, miviM/\ 


TsJIVT 0948^9 
In IVl UZH- O D Z 


PTnmn c'inipnc K\/r\nf It r»f i 1 nnifpi n PT I 1 9 7 A ^ f PT I 1 9 7 A ^ ^ mT?XTA 

numu Sapiens nypuineiieai piuiem jti_^j iz / oj ^rJLj iz /od j, miviN/\ 


TsJIVT 0948^0 
1N1V1 UZH-OJU 


PTnmn c <a n i p n c TiT/nnfTipfipiil nrntfi n PT T914^8 ^ PT T9 1 4^8^ mT?XTA 

numu Sapiens nypuiiieiieai piuieiii rLjzTH-jo ^rLjzitjo j, miviNi/\ 


TsJIVT 094840 
In IVl U Z H- o H y 


numu Sapiens nypuiiieiieai piuiem fjL/Jih-izo ^fi_^j ih-izoj, iinviN /\ 


TsJA/T 09 4 84 A 
IN IVl KJ Z H- O H O 


PTnmn conipnc li\mnflipfipQl nr/"\fpi n PT T1 1710 ^ PT T1 1710^ mRAT A 

numu Sapiens nypuiiieiieai piuiem flj i i / tu ^rLj 1 1 / iuj, miviN/\ 


TsJIVT 09484^ 

INIVI WZ^-Ot-J 


PTnmn canifnc T»^rr\n+T»p+ir»c»1 nrnfpin PT T141 ^ A /^PT T141 ^4^ mT?T*vT A 

numu Sapiens iiypuiiieiieai piuiem rLj ih-i dh^ yrL^j iD<-t), miviM.rv 


TsJIVT 094844 

INIVI UZH-Ot-t- 


PTnmn c ' l »-\ i r» n c Vi\mnflipfipQl nrnfpin PT I 1 9^40 f P T T19^4Q^ mT?7SlA 

numu Sapiens iiypuiiieiieai piuLein rLjTZj^y ^rbj tzjh-7J, iiiivrNy-v 


TsJIVT 09484^ 

1NIV1 1/Zt04j 


TTaida ccimpt^c 1 nnA/TptiQ 1 p^rf A^nfAtvi a r\ i P T T / -\4A / i TnT?^Vl A 

numu Sapiens QLiuueiiai ey Lueniuiiie u i^jzjhdz j, nnviN.rv 


TsJIVT 0948^8 

INIVI WZH-0J5 0 


PTnmn c-inipnc h\/nnf hpf ip'.i 1 nrnfpi n PT T99009 TPT T99009^ mRTSlA 

numu Sapiens iiypuiiieLieai piuiein r l^jz,z,\J\JZ, yrL^jz.z.yjyjz.j^ iiiisj_>i/^ 


TsJIVT 0948^4 
IN IVl \J Z O D H- 


PTnmn ccmipnc Tnmnf TipfiPQ 1 nm+pin PT T1 ^08 1 I PT T1 ^ 08 1 l tnl?M A 

numu Sapiens iiypuiiieiicai piuiem rbjT juot ^ilj t juot j, miviNi-v 


TsJA/T 0948^^ 
in ivi uzh- o J) J 


numu Sapiens iiypuineiicai piuiein ri^jzjjuo ^rijjzj juoj, miviNjrv 


TsJIVT 0948^0 

INIVI UZ'tOJU 


PTnmn c^nipnc l^x/nnf Tipf ip'.i 1 nrnfpin PT T1 944^ / PT T1 944^^ mRXTA 

numu Sapiens iiypumeiieai piuiem jtl^j tzh-tj ^flj Tzttj j, iiiixin s\ 


TsJA/T 094890 
IN IVl UZH-OZ7 


PTnmn etinipric nxmnfTipfipcil nrnfpi n PT T 9 9 A A 9 ^PT T99AA9^ mT?7sJ A 

numu Sapiens nypuineiicai piuiem rLjzzooz ^fi^jzzoozj, miviNii-v 


TsJIVT 094898 
IN IVl UZH-OZO 


H Atv»A oorxipnc 1 TiTmAfn AfiAol rxrn+pm P T 11 v A ^ / / P T T 1 1 As ; i rv»T?^Vl A 

numu Sapiens nypuineneai piuiem rLj ijod/ yrL^j uod / j, iiiixi n /\ 


TsJIVT 094897 

INIVI UZH-OZ / 


TT atyia c , OT"\ipno TiimAfTi Afi aqI nrA+pin P T T / / ') \ / / p T 1 / / / \ / \ rv»T? rvl A 

numu Sapiens iiypuiiieueai piuiein r i^j zzzj) / ^rLjzzzj / j ? iiiivl>i/\ 


XTA/T 09489 A 
In IVl UZ'toZO 


numu Sapiens nypuineiieai piuiem rLjzT i ^iljzt ijy), miviN/\ 




Hntnn <iar»ipn<i hvnnthptiral nrntHn FT T9^447 TFT T9^447"i mRTsTA 


NM 024824 


Homo sapiens hypothetical prctein FLJ1 1806 (FLJ1 1806), mRNA 


NM 024823 


Humu sapiens hyputhetical prutein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Humo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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TsJA/T 094814 
in 1V1 UZH- OH 


PTr\mr\ cqhiphc h\n^(\thr>i\{+<A 1 rvrwf^in PT T97 1 OQ ^ PT T9710CA rv»T?TsJA 
numu Sapiens nypuilieilCal piuiein rLJZj 1U7 ^rLJZj 1 U7 J, mi\JN./\ 


TsJA/T 094809 
1 N 1V1 V ZH- OU Z 


Uatvia ccmiPTic ViArr\r\+Lip»+ir'Ql nrntfi n P T 19 1 7 AO f PT T9 1 7/^CA tyiTJTsJA 
nUIIlU SapieilS IiypULIlCllL/d.1 piUieill rLJZl jOV ^TLJZ 100:7 J, IIllX±N/\ 


TsJA/T 094801 


U nnin C oni Pnc 1i\/r»MtP,r't 1 nrntni n PT T91^^1 ^ PT T91^^1^ tyiRTsJA 
numu SapieilS IiypuLIlCLlL/Cll piUieill rLJZl JJ 1 ^rLJZl Jjl ^, IIlrSJ_>l/\ 


TsJA/T 094800 
1>J 1V1 UZ'+OUU 


U n m n canipnc ViTn-\r\+Vi<=»+ir»c»1 nrn+pin PT T974Q^ ^ PT T974Q^ tyiT?M A 

numu Sapiens nypuineiicai pruiem r l^j ZD^+yj ^rLjzjtyj j, mi\jN./\ 


TsJA/L 0947Q8 

IN 1V1 UZH- / 70 


TJ ntYm cQnipnc V»Tmrt+V»p»+ir»Ql nmfpin PT T1 7Q^9 ^ PT I 1 7 Q ^ 9 ^ rr»T?TsJA 

numu sapiens nypuiiiencai piuiein rLjij^jz ^rLj i oyozj, imvrsi/\ 


mm 0947Q4 

IN 1V1 UZH- / 74 


U nmn c'lnifnc tax/r^tta r»ti ^'i 1 r» r^tr»i n PT T99408 f PT T99408^ mRXTA 

nuniu sapiens nypuiiiencai pruiem rLjzz^wo ^ri^jzzH-uo j, iniviN.rv 


mm 0947Q9 
1>J 1V1 VJZH- / 7Z 


U nmn c'lnicnc ViT7r\r\+Tip»+ir»Ql nrntfin PT T99989 fPT T99989^ mPTsJA 

numu sapiens nypuiiiencai piuLein v l^j aaz^oz, ^rijjzzzoz j, inivi>i/\ 


TsJlVT 0947Q1 
in ivi uzh- / y i 


PTr\TYir\ ciinipnc V\\r\-\(\iV\r*i\<*'A 1 nrnfpin PT T 9 9 7 ^ A ^ PT I997^A^ mT?TsJA 

nuniu Sapiens nypuLiieiieai piuiein rLjzz / jo ^ri^jzz / jo iiiinj_n/\ 


MA/f 0947Q0 
In 1V1 UZ4 / 7U 


Unmn cqhiphc Vi\rr\n+Vif±+ir>ct} r*vr\+p»ir» PT T994QO TPT T 9 1 AO(\\ mT?TsJ A 

numu sapiens nypuiiieiieai piuiein rLjzzH-yu ^Fi^jzzH-yu^i, miviN/\ 


TsJA/T 094788 
1N1V1 WZH-/00 


nuniu sapiens iiypoiiieiieai proxein rLjziuoz ^ri^jziuoz j, mivrsii-v 


TsJlVT 094787 
IN 1V1 UZH- / o / 


PTMTYirv c^nipnc h\/i-»Mthr»ti^'i 1 nrntni n PT T19^9/^ ^PT T19^9/^^ tyiT?TsJA 

nuniu sapiens iiypuiiieiieaL piuieiii rLj izjzo ^ri^j izjzoj, nnviMy-v 


TsJlVT 09478^ 


T-T<~\Tn/~i c 'A ni r>n c m/nntnr i ti< w J 1 nrnfpm PT T1 1 ^ ^ / PT 11^1 \ wDM A 

nuniu Sapiens iiypuLiieiieai piuiein ri^j i j i jj ^plj jjuj ^, iiii\j_N J r\. 


TsJA/T 09478^ 
In 1V1 UZ4 Z o J 


L| nmM c 'i n i r» n u V»xrr\r\+V»p»+ir»ci1 nrn+pin PT 19 9 74 A /^PT T9974A^ mT?TsJ A 

nuniu sapiens nypuiiieiieai piuiein rLjzz / h-o ^rLjzz zh-o^i, niiviN/\ 


TsJlVT 0947R7 
In 1V1 UZH- / Oj 


Unmn c'inir>nc U\n^i\ihr*i\<*<A 1 i^r^tr'i n PT T9^^Q8 ^ PT T9 ^^Q8^ mPXTA 

nuniu Sapiens nypuuieiieai piuiein rLjzjjyo ^rLijzjjyo j, inisj_N/\ 


TsJlVT 094789 
In 1V1 UZH- /OZ 


U Mnin cQnipnc U\n^i\tUr*t\i*'A 1 nrntfi n PT 1 1 9 A 1 0 ^PT T19A10^ mRTsJA 

nuniu sapiens nypuiLieiicai pi u lein rLj izoiu ^ri^j izoiuj, iniviNjrv 


TsJlVT 094781 
In ivl UZ4 / O 1 


Untvin c'inir>nc 1t\ /i-\^tl-» r»t i 1 nrn+pin PT 19 ^ ^ OA / PT T9^^Q4^ mT?XT A 

nuniu Sapiens nyputneTicai pruiem rLjzjjy^ ^fljzj jy'+j, niJxiN/\ 


TSJA/T 09477Q 
In 1V1 UZ4 / / y 


PTr\Tnr» ecinipnc U\/t-M^tUr^i\^'A 1 nr/Atfi n PT T990^^ ^ PT T990^^^ mPTsJ A 

numu Sapiens nypuineneai pruiem rLjzzujj ^rLjzzujj ), miviN/\ 


TsJTVT 094778 


U ATYin ctinipnc U\m(\iUr*i\(+<A 1 r^tr»i n PT 1 9 9 A 1 9 / PT T99A19^ mPXTA 

numu sapiens iiypuiiieiieai piuiem rLjzzoiz ^rLjzzoiz j, mivrsi/\ 


TsJlVT 09477A 

IN Ivl UZH- / / O 


T-Trtmn conipnc h^rrmth(*tir>n] nrntni n PT T9 1 140 ^PT T9 1 140^ tyiRTsJA 

numu sapiens iiypumeiicai piuiein rbjzi ihu ^ri^jzi ih-wj, imviN/A. 


TsJlVT 094774 

1N1V1 UZH- / / H- 


T4nmn r»nc P,\/rw^tP,r»ti^i 1 f\ rMtr»i n PT 19 1 094 ^ PT T9 1 094^ mT?TsJA 

numu sapiens iiypuuieiieai piuiein rLjzi "zt ^rLjziyz'i- j, iiiivln/^ 


TsJlVT 094770 
In Ivl UZt / / W 


T-fninn QQniptiQ h\/nothr»tir*^ 1 nrntpiti PT T1 ^084 fPT T1 ^084^ mT?TsJA 

numu sapiens nypuLiieLieai piuiein ri^j i jyot ^ri^j i j70t- j, iiiiviN.rv 


TsJlVT 0947^8 
In 1V1 VJZH- ZOO 


PTomo cinipnc h\/t^(^thr"t\(^'A 1 nmipin PT T1 90^7 f PT T1 90^7^ mT?TsJA 

nuniu sapiens iiypuLiietieai piuiein ri^j izuj z ^r/i^j izuj z j, iiuvin^v 


TsJlVT 0947^ 
In 1V1 UZH- / OO 


PTrtmrv cinipnc Vi^7T^^+Vip»li^Ql nrntni n PT T9^4^1 ^PT T9^4^^ mRTsJA 

numu sapiens iiypuLiieiieai piuiein rLjzj^ji ^rLjzjH-ji miviN.rv 


TsJlVT 0947^^ 
In Ivl UZH- 1 KjD 


TJnTnn c^it-\i r>nc T»A7r\r\+T»<='+ir»Ql t-\ r^tr*! n PT T19401 TPT T19401^ mT?TsJA 

numu sapiens iiypuLiietieai piuiein rLj izh-ui ^ri^j iztui j, iiii\j_n/\ 


TsJ1\/T 0947^4 
In 1V1 UZ4 / Oh 


U M m M cQnipnc lT\/t"\^tlTr»ti 1 nr'ri+P'in PT T149Q8 ^ PT T1 49Q8^ tyiT?TsJ A 

numu Sapiens nypuineiieai pruiem rLj i^zyo ^r;i_^j i^zvo j, miviN/\ 


TsJlVT 0947^1 
In 1V1 UZH- / O 1 


numu sapiens iiypunieiieai piuiem rLji jzuh ^rLj i jzuh-j, miviN/\ 


TsJlVT 0947^0 


14 nmn c'lnionc U\/t^i\iUr*i\<*<A 1 nr/Ur>in PT 11 7 C) ^ ^ / PT T17Q^^^ mPTsJA 

numu sapiens iiypuiiieiieai pruiem rLji jvjj ^ri^j i jvjj j, iniviN.rv 


TsJlVT 0947^7 
In Ivl UZH- 1 D 1 


U nnin cjnipnc h\m(\ihr*t\(*<A 1 t~\ rMtr»i n PT T1987Q TPT T1987Q^ tyiRTsJA 

numu sapiens iiypuiiieiieai pi u Lein vl^j izo iy ^ri^j izo / " j, mivi>i/\ 


TsJlVT 0947^ 


T-Tr\TYir\ cqhiphc h\/t^Mthr»ti^'^ 1 nrntfin PT 1 1 74A"> ^PT T1 ^4A^^ tyiRTsJA 

numu sapiens iiypuLiieiieai piuiein rLjijtoj ^ri^j i jh-oj miviN.rv 


TsJA/T 0947^ 
In 1V1 UZH- / jj 


TJ nrnn cQnipnc \\^T\\r\\\\F>\\(*'A\ nrntpin PT 1179 17 / PI 1 1 7 O 1 7 \ rviPTsJ A 

numu sapiens nypuineiieai pruiem flj i jzi j ^rLj i jz i j j, mi\j\i/\ 


TsJlVT 0947^7 
In 1V1 UZH- ZDS) 


Unmn cinipnc \-\\i\-\(\\\-\r^\\(^'A \ n PT T1 14^7 ^ PT T1 1 4^7^ mT?XTA 

numu Sapiens nypuineiieai piuiem flj i iho z ^flj i ih-j z j, mivrsi/\ 


TsJlVT 0947^1 
In Ivl UZH- / jl 


U nnin c<inipnc VjTmr\+V4P»+ir»Ql nrntpi n PT T1 7977 TPT T17977^ mRXTA 

numu sapiens iiypuuieiieaL piuieiii vl^j i jz z j ^rLjuz/jj, iinviN/\ 


TsJlVT 094748 
In 1V1 UZH / H o 


numu Sapiens nypuiiieiieai piuiem fjuj i ijj7 ^ri^j i ijjy j, miviN/\ 


TsJA/T 094747 
In 1V1 UZH- / / 


T-r ATY1A rnnipne U\n^i\iUr>i\i*<A 1 nrn+pin PT T99^01 ^ PI T99^01^ rviRTsJA 

numu sapiens nypuiiieiicdi piuiem rLjzzjui ^rLjzzjui miviN/\ 


TsJlVT 09474^ 


Uninn cQnipnc lT\/t-»^th r»ti 1 r»r^tr»i n PT T9900Q ^ PT T9900Q^ mRlSJA 

numu Sapiens iiypuiiieiieai piuiem rLJzzuuv ^rLjzzuuvj, miviM.rv 


TsJlVT 094747 


U nmn cunipnc Ti\mr\+Tip>+ir»Ql nrntfi n PT T9 1 Q74 f PI T9 1 074^ tyiRTsJA 

numu sapiens iiypuLiieiieai piuieiii rLjziyjT 1 ^ri^jzi^jT- j, iiiisj_>i/\ 


TsJlVT 0947^8 


U nnin ciinipnc h\?t^(\ihci'u*<A 1 nrntpin PT 19 141^ ^PT T9 1 4 1 mRTsJA 

numu sapiens iiypuiiieiieai piuiein rLjzin-i j ^ri^jziH-ij miviN.rv 


TsJlVT 0947^ 

IN Ivl UZ4 / JO 


Unmn cinipnc h\m nth dine*] nrntr>i n PT T1 9 1 ^0 ^PT T1 9 1 ^0^ mRTsJ A 

numu sapiens nypuLiieLieai piuieiii flj izi ju ^rLjizuuj, nnvrN^rv 


TsJlVT 09477^ 
In 1V1 UZH- Z J) J 


Unmn CQnipnc U\/t^n\tUr*i\<*<A 1 r»r^tr»i n PT T99477 ^ PT T99477^ mRXTA 

numu sapiens iiypuiiieiieai piuiem r^zzH-/ z ^rLjzz4/ z j, miviN/\ 


TsJlVT 094774 
In Ivl UZH- Z J) H- 


numu sapiens eaipuinii iiKe uaiismemuiaiie ciuiiiam piuiein ^eaimiiij, iniviNjrv 


TsJlVT 0947^ 


Unmn cQnipnc U\m(\iUr*i\(*<A 1 n rMtr»i n PT T1 474^ / PT I 1 474^ m L? NI A 

numu sapiens nypuirieiieai piuiein jtl^jih-jh-j ^ri^j ih-jt-j j, inixi > s\ 


NM 024730 


Humu sapiens hyputhetical prutein FLJ22655 (FLJ22655), mRNA 


TsJA/L 09479 Q 

inivi uz4 zzy 


T-J ATY , n cQnipnc T»^rr\n+Vip»+ir»c»1 v\r«n+/=»in PT T1788 1 ^PT T17 881^ rv»T?Xl A 

numu sapiens nypuineTicai piuiem rLjijooi ^rLji jooi j, mis^LN/\ 


TvTA/T 09479 8 
In IVL UZ^f Z Z o 


T-Trvmn cQnif»no Tlx rrA/^+Ti r»o 1 nrnfoi n PT T1 1 808 / P 1 I 1 1 Q MO \ tv^T?TsJ A 

numu sapiens nypuineticai pruiem ru i louo ^rLj l 1 0U0 j, mr\JN/\ 


NM 024725 


Humu sapiens hyputhetical prutein FLJ23518 (FLJ23518), mRNA 


TSJA/T HO A HI A 

IN IVL UZ4 /Z4 


numu sapiens nypuiLieticaL piuiem r l^jzzjdZ \tLuSZZddZ)^ mKJN/v 


TsJA/T 09479 1 
In IVL UZ^tZZl 


numu sapiens LiKeLy unnuiug ui muuse zinc linger numeuQumam h- ^ri^jzuyouj, 
mRNA 


NM 024713 


Humu sapiens hyputhetical prutein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Humu sapiens engulfment and cell mutility 3 (ced-12 humulug, C. elegans) 
(ELM03), mRNA 


NM 024711 


Humu sapiens hyputhetical prutein FLJ22690 (FLJ22690), mRNA 
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TsJA/T 094710 
in 1V1 UZH- / 1U 


X-Tr\mr\ cqhiphc h\n^(\thr>i\{+<A 1 it r^tr»i n PT T 9 7 A A Q / PT T9 ^4/^QA rv»T?TsJA 

numu sapiens nypuineiicai piuiein rLjzjH-u" ^fi^jzjh-oj/^i, mivrN/\ 


TsJA/T 094708 

IN 1V1 UZH- /WO 


Uatvia ccmiPTic U\/t^i\tUr*i\<*-A 1 nrntfi n P T 199^^1 f PT T99^^1^ tyiTJTsJA 
nUIIlU SapidlS IiypULIlCllL/d.1 piuiein rLJZZjjl \r L^J ZZJ J 1 J, IIlIx±N/\ 


mm 094707 
In 1V1 UZH- / U / 


numu sapiens iiypuiiieiicai piuiein ri^j i jyju ^rLj i jyjuj, iiirsj_>i/\ 


TsJA/T 09470A 
1>J 1V1 UZH- / UO 


rioiiiu Sapiens iiypoTiiexical proxein flj i j^t ijh- j, iniviN/\ 


TsJA/T 094704 
In 1V1 UZH- / UH- 


Unmn c <* t-\ i r» n c T»Tmrt+Tip»+ir»Ql nm+pir> P T 19 7 04 PT T9^04^A tv»T?TsJ A 

riuiiiu sapiens nypuiiiencai piuiem fi^jzjuh-j ^rLjzjUH-j j, niiviN/\ 


TsJA/T 094709 
IN 1V1 UZH- / uz 


nuniu sapiens nyputiiencai pruiem rbji joh-i ^ruijoHi j, miviN.rv 


mm 094AQQ 


PTi^mrv c'lnicnc ViT7r\r\+lip»+ir»Ql nrntfin PT T1 4007 ^ PT T14007^ mPTsJA 

nuniu Sapiens iiypuLiieiieai piuLein r l^j m-yjyj / ^ri^j ih-uu / j, inivi>i/\ 


TsJlVT 094^Q7 


T-Tr\TYir\ ciinipnc Uxm^iUci'i^'A 1 nrnfpin PT T9941Q ^PT 19941 mT?TsJA 

nuniu sapiens nypuLiieiieai piuiein rLjzz4i7 ^rpjzzH-i7j, iiiinj_ni/\ 


TsJA/T 094AQA 

±NlVl UZH-U7U 


U nnin cQiiiPHC Tixrr\rt+Ti^+ir»Ql r*vr\+p»ir» PT T9^0^S / P T T9^0^S^ tyiT?TsJ A 

numu sapiens nypuiiieiieai piuiem rLjzjujo ^rLjzjUjo ^, miviN/\ 


TsJlVT 094AQ4 


nuniu sapiens iiypoiiieiieai proxein ri^jzj izi ^rLjzjizi j, nxiviNi-v 


TsJA/T 094AQ1 

lNlvl UZH-07 1 


T-TMTYirv c^nipnc h\/i-»Mthr»ti^'i 1 nrntni n PT T 9 7 9 7 7 / pT 1 9 7 9 7 7 ^ tyiRTsJA 

nuniu sapiens iiypuiiieiieai piuLein rLjzjzjj ^ri^jzjzjj j, iinviMy-v 


TsJlVT 094^8^ 


Unmn ciinipnc h\/t^(\ihct\i*<A 1 nrntfin PT T9^^A0 TPT T9^^A0^ mRTsJA 

rxuinu Sapiens iiypuLiieiieai piuiein r l^jad jou ^jt^i^jzj^ow^, iniviN.rv 


TsJA/T 094^89 


nuniu sapiens nypuniexicai piuiein rLjizioo ^rLj izioo j, nxxvLN/\ 


TsJlVT 094AR0 
In 1V1 UZH-OOU 


nuniu Sapiens nypuuieiieai piuiem rLjzjji 1 ^rLijzjji i j, iniviN/\ 


TsJlVT 094^70 
in ivi uzh-o / y 


U Mmn c'lnifnc TiA/r\r\+TiP'+ir»Ql nrntfi n PT T1 1 Q7Q / pT T 1 1 Q7CY\ mRTsJA 

nuniu sapiens nypumeiicai piuiein rLji 17J7 ^rbj 1 lyjyj^ iniviNjrv 


TsJl\/T 094^77 
INIVI UZM-O/ / 


U n m M c'inir>nc 1t\ /i-\^tl-» r»t i 1 nrn+pin PT T14001 ^PT T14001^ rv»T?XT A 

nuniu Sapiens nypuxnexicai pruxem rLj i^uui ^rLj ih-uui j, nxiviN/\ 


NM 024676 


Humu sapiens hyputhetical prutein FLJ22938 (FLJ22938), mRNA 


TsJA/T 094^74 
In 1V1 UZ^f O / *t 


U ntY » A ccjr^i^nc ViArr\/^+T»P'+ir»c»1 »-\r/\tr»i n PT T1 94^7 ^PT I 1 9 /l ^ 7 ^ mT?TsJ A 

nuniu sapiens iiypuxiieiicai piuiem rLj iz^-d / (tlj iz^d / j, inrviN/\ 


TsJl\/T 094/^71 


numu sapiens nypuinexicai piuiem rLjzjujo ^ri^jzj^joj, mrsJN/\ 


TsJl\/T 094AAQ 


Humu sapiens hyputhetical prutein FLJ1 1795 (FLJ1 1795), mRNA 


TsJTV/T 094AA7 
InIVI UZ^TOO / 


X-Ti"\rvii~v canipnc It \ / 1"\ / a t It w » 'j 1 iTm+^in PX X197^0 /PI X197^0^ rv>X?TsJ A 

numu sapiens nypuxnexicai pruxem ru iz /jkj (tlj iz / duj, mrviN/\ 


TsJA/T 094^/^^ 


numu sapiens nuciear recepxur cu-repressur/nij/v^j cumpiex suDumx 

fPT T19SQ4^ itiT?TsJA 
^Jrl^J lZo"H- J, II11sJ_n /A 


TsJlVT 094^4 
iNlvl UZH-004 


nuniu sapiens iiypuuieiicai piuiein rLji iojo ^rbj i icooj, iiiisj_My-v 


TsJA/T 094AA1 
InIVI UZH-OO 1 


I — I / \ tTT / \ c ov\i ^ it c It \ / *~\ / \ "f It cx-i-\ /-»q1 »t t" / \ ^ i -it P T XI / /l < /a / P I I 1 ; A i /-x \ *tt F? ^Vl A 

numu sapiens nypuxnexieai pxuxem rbJiz i tjo ^r;i^j iz^-joj, miviN/\ 


TsJA/T 094^0 
INlvl UZH-OOU 


U nmn ctmipnc V»xrr\r\fV»^+ir»ci1 tTr^^toi n PX X99^7^ /PI X99^7^^ tyiT?XT A 

numu sapiens nypuxnexicai pxuxem rLjzzj /j) ^rLjzzj /j) ^, miviN/\ 


TsJlVT 094^0 


X— rntvin c 'i it i r» it f It \ ,r it / ~\ It i - 1 ■itit , /t+/=*iit PX 1 1 1 7^^ / p | i I 1 'V ^ ^2 \ wil?M A 

numu sapiens nypuxnexicai pxuxem r l^j i i ^rLj 1 1 /D3 j, inivi n /\ 


TsJlVT 094/^8 
INlvl UZH-OJO 


numu sapiens iiypuuieucai piuLein vl^jaodoo \vl^jaj>dj>o)^ nnvrN/A 


TsJA/T 094^7 
InIVI WZH-OZ) / 


1 — 1 / A ITT / \ L' ^ 1 IT 1 IT L' Itt / IT / \ "i" |r ^ "1" 1 1 |^\ |-» / \ 1" 1 |-\ l—i I 1 fl 1 ^ /-v ^ / I-? I 111^ r~\ *N 1 "ITT 1 ^ A 

numu sapiens nypuxneiicai piuiem rLj 1 1 joj ^r;i^j 1 1 joj j, miviN/\ 


TsJA/T 09 4/^ A 
IN 1V1 UZH-UJ o 


[_I nmn c 'l it i r» n c V»xrr\r\+V»^+ir»ci1 tTr^^toi n PX X99^?9Q /PI X99^9Q^ mT?M A 

numu sapiens nypuineiicai piuiem rLjzzjzy ^rijjzzjzy j, mxvLN/\ 


TsJlVT 094^^ 
In 1V1 WZH-OZ) J 


PI i ~\ itt i \ c-ininnc lT\/iT^^tlT r»t i 1 it r/^trM n PX I 1 ^ Q 0 9 / PT X1^Q09A itt J7 TsJ A 

numu sapiens iiypuiiieiicai piuiem r l^j l jyyjz. ^tlj i jyuzj, miviN/\ 


TsJlVT 094^9 


U n m n cQnipnc h^rr%nth(*tir>n] nrn+pin PX X97 1 10 fPX X9^1 1 Q\ tyiT?TsJA 

numu sapiens iiypuiiieiicai piuiein rLjzj 1 17 ^rLjzji miviN/A 


TsJlVT 094^4^ 

IN 1V1 UZH-OHJ 


Unmn c it i r»nc lT\/iTMtlTr»ti^^ 1 it rMtr»i n PX X1^849 / PT X1^R49^ mPTsJA 

numu sapiens iiypuiiieiicai pi u lein rLj ijohz ^rLjijotzj, iiii\j_n/a 


TsJlVT 094^44 

iNlvl WZH-OH-H- 


T-fnmrv cQnipnc h\rr\nthp>t \n<*\ nrntfi n PX X9 1 809 ^PX X9 1 R09^ tyiRTsJA 

numu sapiens iiypuiiieiicai piuiein rLjziouz ^ri^jzi ouz j, iinviN.rv 


TsJlVT 094^4^ 
In 1V1 U Z H- O J 


X-Tr\mr\ c'iitioitc lT\/iT^tlT r»t i 1 it r^tr»i n PX T 9 ^ O 0 7 / PT X9^0Q^A itt F? KI A 

numu sapiens iiypuiiieiicai pxuxem r;i^jzouj7j> yr l^j zjvyj j, miviN/\ 


TsJlVT 094^49 
iNlvl wzh-oh-z 


I — I / -\ ITT / A COt\1f»t1C It "W IT / A^It^^I/*'.! 1 IT 1"/ A + 1 IT p T X / 1 / 1 / / p 1 X / 1/1 / I |Y» D A 

numu sapiens iiypuiiieiicai pxuiein rLjziziz ^ri^jziziz j, iniviN.rv 


TsJlVT 094^»^Q 

INlvl UZH-UJ7 


I — I / A ITT / A CQtMPtlC 111 7T"\ /T+Vl z^+l l~* O 1 IT 1"V A 1 IT p I I / ^4 ^2 C.) / p | X / A ^ O A 1 tYll? \T A 

numu sapiens iiypuiiieiicai piuiein r l^jz,s) s>ys> i^rLjzj J7j j, iiii\j_>/a 


TsJlVT 094^8 

iNlvl WZH-0J5 0 


|4 M m M ccinipnc h\mr\ihf*t ir»Ql nrntfi n PX X1 0Qf\C\ ^PX X1 9Q/r0^ tyiRTsJA 

numu sapiens iiypuiiieiicai piuiein rbj izyou ^rpj izyou j, iinvrNz-Y 


TsJlVT 094^^ 

1N1V1 VJZH-O.J*} 


Rnmn cunifnc h\/t^(^ihr"t\(^'A 1 it rMtr»i n PX 19 9 £\A^ / PT 199/^4^ mT?TsJA 

nuniu sapiens iiypuiiieiicai piuiein fl^jzzoh-j? ^rL l jzzo L rj j, iiii\j_>^v 


TsJlVT 094^^ 
In 1V1 UZH-O J) J) 


X-T/TTrir* c'lnipnc lT\/tT^tlT r»ti ^'i 1 nrnfpin PX 19 1 9 7 A / PT 19 1 mPTsJA 

numu sapiens nypuxneiicai piuiein rLjziz /o ^tpjziz /o j, iniviN.rv 


TsJlVT 094^9 
IN 1V1 UZH- o J) z 


X-Xn-im/T c it i n c lT"\7~K\n+lTP»+ir»'al iTt*A+pin PX f I 1 ^ 9 f\ / P T I 1 1 ^ 9 A \ mRXI A 

numu sapiens iiypuiiieiicai piuiein rLj 1 1 jzo ^rbj 1 1 jzoj, iiiivlm/^ 


TsJA/T 094/^ 1 
IN1V1 UZH-OJ) 1 


X-Tr\mr\ c'itTir»nc lT\/tT^tlT r»ti 1 nrntfi it PX 1 9 "2. "2. 4 9 / PT X9^^49^ tyiT?M A 

numu sapiens nypuineiicai piuiem ri^jzjj^z ^ri^jzj jm-z j, miviN/\ 


TsJA/T 094^0 


Unmn cjnipnc lT\/iTntlT f t i f 1 it rntfi n PX X90Q84 / PT X90Q84^ rr»T?TsJ A 

numu sapiens nypuxnexicai pxuxem r^zuyOT 1 ^rLjzu70 i T j, iiirvi n /\ 


TsJlVT 094A9Q 


PI nmn cQnipnc 1t\ /iTntlT r«ti f j 1 iTmtr»i n PX X9^4AS / P T X9'^4^^Q^ mT?TsJ A 

numu sapiens nypuineiicai pxuxem rLjzj^-oo ^rpjzj'i-oo iniviN.rv 


TsJlVT 094^9^ 
iNlvl UZH-OZj 


X— Iatvia c 'j n i r 1 n c It ^ / it n t It ft i f t 1 it r>- 1 n PX X1^4Q1 /PI XP'?4Q1 > \ mDM A 

numu sapiens nypuineiicai piuiein rLji jH-yi ^ri^j i jt7i ^, iiiisj_>i/\ 


TsJM 094690 


Hnmn <;anipn<i Vivr^ntViftiral nrntpin FT T19S&6 TFT T1958^^ mRTsJA 


NM 024619 


Humu sapiens hyputhetical prutein FLJ12171 (FLJ12171), mRNA 


NM 024618 


Humu sapiens hyputhetical prutein FLJ21478 (FLJ21478), mRNA 


NM 024614 


Humu sapiens hyputhetical prutein FLJ13197 (FLJ13197), mRNA 


NM 024612 


Humu sapiens hyputhetical prutein FLJ22060 (FLJ22060), mRNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 



(400/104) 



NTA/T 09/1^07 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3B 

rpppiT3^R\ mT?TsJA 
^ 1 11 1 IV J) D J, III IV IN r\ 


TSJA/T C\lAfkC\A 


tfnmn CQnipnc Ti^rr*r\+hp»f ir»Ql nmfpin FT T9 1 QOR fFT T9 1 QOS^ tyiT?TsJA 

noiiio sapiens iiypomeiicdi pioiem rLjzivuo ^ri^jziyuo j, iinviNjrv 


TsJA/T 094^0^ 


noiiio Sapiens ny poiiieiicdi pioieni rLj 1 1 joo ^tlj i i joo iiirviN.rv 


TsJlVT 094^QQ 


T-Trrmn QanipnQ h\mnihM\m) nrntfin FT T99^41 fFT T99^d.1 1 mT?TNJA 

noiiio sdpieiis iiypoLiieiiL/di pioieni njjzzjH 1 ! ^rbjzzj i +i iiirvLN.rv 


IN 1V1 VJZH- 9 !7 O 


I— I r -v m / \ c 'A ni r>n c It \ / n / ~\ I - It I - 1 / » o 1 it i"/ "\ It* i n FT T 1 s 1 ^ /I (FT I 1 s 1 ^A l m r? 1S.I A 

ri-Uiiiu Sapiens ny poLiiciicai pioieni rLJ 1 D 1 ^ rLJ 1 J) 1 lIlXViN/^ 


TsJA/T 09zl^Q7 


nomo sapiens nypoineiicai proiem jti^j izoh-^? ^jtjl^j izom-7 j, niiviN/\ 




tfnmn c<ir\i r»nc T»Trr\r4f h^+ir»t»1 r^mf^iri FT T19SzL7 TFT T19ft47^ mT?7\TA 

noiiio sapiens iiypoLiieiieai pioieni rLj izot / ^tlj izot/ j, ni£vi>/\ 


TsJA/T (MA^QA 
In 1V1 UZ i tj7 i t 


U nrnn conipnc hTrr\r\+h^+ir»ci1 i-\r^tr»i n FT T19 8QQ ^FT T19SQQ^ mT?AT A 

nomo sapiens nypoineiiL/ai proiem iti^j izow ^itjl^j izow j, miviN/\ 


TsJA/T 09<d^Q^ 
In 1V1 UZH-J7J 


nomo sapiens iiypoiiieiieai pioiem flj 11/0/ ^iti^j 1 1 / o / j, niivL>/\ 


TsJA/T 094^09 
InIVI UZHO^Z 


nomo sapiens iiypouieueai pioieni ri^j i j j jz yrLuj ioddz,), nnviNi-v 


TsJlVT 09-d^QO 


nomo sapiens nypoLiieiieai pioieni vl^jadd'-to ^"i^jz^jh-oj, nnvi>/\ 


TsJA/T 09zl^8Q 
In 1V1 UZ'+JOy 


nomo sapiens iiypoiiieiiL/ai proiem rLjzzjoo ^fjujzz^ooj, mixiN/\ 


In 1V1 UZH-jo o 


nomo sapiens nyponieiicai pioiem iti^jzojoh- ^rijjzj joh- j, miviN/\ 


TsJA/T 094^87 


FTrvmrv cqhiphc lT\/tT^tlT r»ti 1 nrntni n FT 1997^7 ^FT T99^^^^ tyiTJTSTA 

nomo sapiens iiypoiiieiiL/ai proiem rbjzzj j j ^.tjl^jzzj) jj j, iiiiv±n/\ 


TsJlVT 09zK&^ 


FTr\TYir\ ctmipnc hT7r\r\f h<=»fir»Ql t-\ rMtr»i n FT T9^ 1 AO TFT T9^149^ tyiR7\TA 

nomo sapiens nypoLiieneai pioteiii r^r^jzj)iH-z ^rijjzj ih-z j, iiiivln/^ 


TsJA/T 09zl^&9 
1M 1V1 UZIJOZ 


nomo sapiens nypoinencai proiem r l^jz.j\jdo ^fjujzjuzjuj, miviN/\ 


NJA/T 09zl^81 
IN 1V1 UZH-JOI 


T— 1 ( \ itt i c t it i r» n c lrTrrm+lip»+ir»Ql rwrt+^irt FT T 1 7 Ozl9 /FT I 1 ~2 OA1 \ itt P ISJ A 

nomo sapiens nypoiiieiicai pioiem rLjijyiz ^rLj i jy^zj, miviN/\ 


TsJA/T 094^70 
In 1V1 WZH-9 I y 


I — I / A 1^\T / \ i ' ^1 »T 1 ^ IT L ' It \ ^ #T / A t It ^» 1 1 / * r .l 1 »T t"/ A "t ^ 1 IT ThT 1 / A / / 1 1 Th T 1 / ^ / / 1 \ T? ^ST A 

nomo sapiens nypotnencai pioiem rLjzjzzi ^rLjzjzzi j, iiiiviN.rv 


TvJA/T 094.^78 
INIVI VJZHO / o 


T-Tnmn cinipnc h\n^(\ihr>t\(*<A 1 nrn+pin FT T9970Q TFT T9970Q^ mRTsJA 

nomo sapiens iiypoiiieiiL/ai pioieiii .r ljzz / \jy ^rLjzz/U7j, iiiisj_>i/\ 


TsJA/T 094^77 


T- Iatvia compile It \ / it Atnr*ti/*o 1 it i*/ a t i ThI 11 ^ Al 1^ i ThI 1 1 Q A| It i itt1?^VT A 

nomo Sapiens iiypoiiieiieai pioieni r^j-^juow^ ^pj^jijowj) iniviN.rv 


TvJVT 094^7^ 


I-lnmn cininnc h\/t^Mthr'ti^Q 1 r»rMtr>i n FT T9 1 07Q ^FT T9 1 07Q^ tyiRTSTA 

noiiio sapiens iiypoineiiL<ai piuiein rtjzi w ^rLjzii//7j, iiiixini/^ 


TsJA/T 094^7^ 
1NJ1V1 UZH-J / 9 


U nmn cQnipnc Kx/iT^tlT r»t i 1 iT,r/^tr»i n FT 19 "5 A A 7 ^FT 1 9 ^ zl A7 ^ itt T? KI A 

nomo sapiens irypoiiieiiL/ai pioiem rijjzjH-o/ ^rLjzjHO/ miviN/\ 


TsJA/T 09zL^7zL 

INlvl UZH-J / H- 


I — I / a /t c am ^ it o Itt j f\ t r^t i / » o 1 i"*/ a tr^ i it P T 1 9 a 1 O 1 / P 1 19 \ 1 O 1 l itt T? ^ST A 

nomo sapiens iiypouieiicai pioiem rLjzjivi ^rbjzj 171 j, iinviMy-v 


TsJA/T 09zl^7^ 
1N1V1 UZ'+j / 9 


FTr\m/T c'inir>nc 1t\ /iT^tK r»ti 1 iTr^tr»i it FT T19Q10 / PT T19Q10^ itt P NI A 

nomo sapiens nypoineiiL/di proiem rbjizyiu ^rLj izviuj, miviN/\ 


TsJA/T 094^79 
INlvl UZH-j /Z 


P| i \ |TT ^ A '1 IA ! 0 11 4.' 1-|"W l"W A t It r» 1 1 ^ » ' } 1 1"\ 1"^ A t" ^ 1 n FT T19AQ1 /p| | 1 9 A C) 1 \ iriD\f A 

nomo sapiens nypoineneai proiem rLjizoyi ^rLj izo"i miviNZ-v 


TsJA/T 09A^Q 
rNlVl UZHOOV 


Unmn c-ininnc 1t\/it^ -\tlT r»t i ^'T 1 iTr^tr^i n FT T9 1 OzL7 / PT T9 1 047"\ itt T? NI A 

nomo sapiens nypomeneai proiem pi^jziut-/ ^"i^jziot-/ j, iiiivi n /\ 


TsJA/T 094^7 


Haiti a CQmpno Tit rr^A'f Ti /^'f i i"»o 1 »t \tr* l it T7T T9 1 A 1 A / T-TT T9 1 A 1 A I ty»1?^VT A 

nomo sapiens iiypomeiieai pioLeiii rLjzioio ^ri^jzioioj, iniviN.rv 


TsJA/T 09zl^zl 
In 1V1 UZ'tJU't 


1 — 1 / A ITT / \ i'' Q-|T1 IT L'' Itt / tT / \ t" It ^ "t 1 | *T f* / \ t 1 IT I-? I 111 / 1^1 I-? 1 " 1 1 / 1^1 tTT 1 J A 

nomo sapiens nypoineiicai pioiem rLj 1 1 / 1 d ^jti^j i i / id) 9 mivr>/\ 


IN 1V1 KJ Z H- 9 O 9 


PI / \ itt i \ conipnc! lT\/t"\^AtlTr>tw»'i 1 nrA+pin FT T1 ZlO^Zl P 1 I 1 /I M ^ /P itt T? NI A 

nomo sapiens nypoineiicai pioiem rLji^uj^ ^rLj ih-ujh-^i, miviNZ-v 


TsJA/T 094^0 
IN 1V1 V Z H- J O W 


PI r ~\ itt i \ CTiTir'nc lT\/iT^^tlTr»ti^*'T 1 it r/^trM n FT 19 1 QA^ ^ PT T9 1 Q/^^A itt T? NI A 

nomo sapiens iiypoiiieiieai pioiem rLjziyoj ^rLjziyuj j, miviN/\ 


TsJA/T 094^8 

1MIV1 UZ'+JJO 


PI , a itt ^ cQnipnc ViT^nlViP'+ir'Ql nrntni n FT T1 7Q90 fFT T1^Q90^ tyiRNJA 

nomo sapiens iiypouieucai pioiem rLj i J7zu ^rLjuyzuj, iinvrNy-v 


TsJlVT 09zK^7 

INlvl UZH-99 / 


UAmn cciiti r»nc Itx/itmIIt r»t i 1 it rMtr»i n FT T1 1 /rOft TFT T1 1^08^ itt P NI A 

nomo sapiens iiypoiiieiieai pioiem flj i 1000 ^tlj i 1000 j, iiii\j_n/\ 


TsJA/T 094^4. 


P| / -v ITT / A CQ111P11C |t t t~¥\ i'TT'Tl f±\~\ r» CI 1 ~YWC\\ T\ FT 11 1 A 1 1 FT I i PJ. 1 ^1 TYlT?~M A 

nonio Sapiens iiypoLiieiieai pioieni ri^j 1 1^+19 ^ri^j 1 ih-i j inrvLN.rv 


TsJA/T 09A^A& 
IN 1 VI UZH-J40 


Pl { ~\ itt i \ ctitioitc lT\/rw^tlTr»tW"T 1 it r^tr»i n FT T9^0zL7 ^ PT T9^047^ itt F? NI A 

nomo sapiens iiypotiieiieai proiem rLjzju^ / ^rLjzju^/ j, miviN/\ 


InIVI UZH-jH-J 


1 — 1 / A ITT i~\ C ^.1 IT 1 IT C It \ / IT / A t It /~*t 1 / » '.1 1 IT t~/ A t 1 IT p T T 1 9 7 A 1 1 p T 11 9 7 A 1 1 ITT T? ^ST A 

nomo sapiens iiypoirieiiL/ai proiem r i z / o i ^p_pjiz/oi iinviN.rv 


TsJlVT CiOA^AA 


I — | / a itt r\ c o it i it c> Itt /■ it / a t It r*ct 1 it i"*/ a t i it P 1 Tl 9 x / t i P 1 11 9 x / t I itt T? ^ST A 

nomo sapiens nypoLiieneai pioieni ri^j izo / j ^flj izo / j j, inivi>/\ 


TsJlVT 094^41 

In 1V1 WZH- JH- 1 


|—| / a m i \ cqiuphc It \ / it ^ ~\ t It r» I w » *t 1 it t~i ~i t/~» i n FT T1 ^11/1 / FT T1 ^11 itt T? NI A 

nonio sapiens iiypoiiieiieai pi o lein r Vu j 1 9 1 1 ^-TJ_^j 19 1 ih-j, inivi>i J rv 


TsJlVT 09zK^Q 

IN 1V1 OZH- J 9 y 


T-TnTYin ccinipnc It \ / it ^ "\ t It r» t i ^ » 'T 1 it r^"\tr» 1 n FT 19^^ 1 f~\ / p T T9^^1^\^ itt T? NI A 

nonio sapiens iiypomciieai pioieni rLijzjj 10 ^rijjzj j ioj, iiii\j_>/a 


TvJA/T 094^7 


VA itt ( \ cQnipnc lT\/iT^tlTr»ti^'i 1 iTr^f r»i n FT T1 9 1 ^FT T1 9 1 1 Sl \ m T? NI A 

nomo sapiens nyponieiiL/ai pioiem rLj izi 10 v pi^j izi ioj, iiiivlna 


TsJlVT 09zL^fr 
IN 1V1 UZH090 


PI ( \ itt ( \ cinipnc lT\/iTMtlTr'ti^ci 1 it rMtr»i n FT T99A78 TFT T99A7S^ itt R NI A 

nomo sapiens iiypouieiiedi pioiem rLjzzo / o ^pi^jzzo /o^i, iiiivln/\ 


TsJA/T 09zl^^ 
In 1V1 UZ'+J J) J 


T-f nrnr > c'lnipnc lT\/iT^tlT r»ti ^»'i 1 tTr^tr»i n FT T9909 1 ^ PT T99091^ itt P NI A 

nomo sapiens nypoiireiiL/di pioiem rLjzzuzi ^rLjzzuzi miviN/\ 


TsJA/T 09 A 


1 — 1 / A ITT / A L' 0"ITi"l IT L"' It A I IT / \ t" It 1" 1 PQ | IT l"V \ t 1 -|T 1—4 1 1 / / 1 f~\ 1 ( 1— < 1 1 / / 1 £~s.l 1 "ITT 1 P A 

nomo sapiens nypoineneai proiem rijjzzio / ^rLjzzio/ ^5 iiirviN z\ 


TsJA/T 094^ 1 


PT/^m/T canipnc It \ / it a t It r« f i ^ » -t 1 it i'/^ a tr« i n FT Tl 1 Q ^ A / P T 11 1 Q A \ itt T? NI A 

nomo sapiens nyp omened! proiem r l^j i i ojo ^ri^j 1 1 ojo iniviN.rv 


TsJA/T 094^0 
iNlvl UZH-99W 


| — | / A ITT / A CQtHPtlC |t "\ ^ IT / \ t It ^ 1 1 ^ * T 1 IT 1"*/ A t ^ 1 IT p T 19^ \ I |A / p I 19 \ ^ O r\ \ "T\tT?^VT A 

nomo sapiens nypoLiieiieai pioiem ri^jzj juo ^pi^jz99UOJ, iinvi>i^v 


TSJA/T 0945?« 

1 N 1V1 \J Zs'-x J) (J 


l—l ( a itt ( i c ' i it i rMi c h\/nntlir i tH > ^ 1 Twc\ j tF*~\Y\ FT T99A9A iFT T99A9Ai ttiT?NTA 
±±vjiiivj sapit/iis iiy ijvj Liit/tiL/ai ijivjit/iii i l^jz-^lvjz-^; yL \^.jz*z*\}z*\) p 1 1 1 1\ i > / \ 


NM 024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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TsTN/T 09/1 


nomo sapiens nypotneticai piotem rLj i d / zj (^rLj i j /zd j, niKJN/\ 


"NT1\/T 09/l^OG 


nomo sapiens nypotneticai protein iviol,zo.jo (ivio^zojoj, nirsMN/\ 


NM 024506 


Homo sapiens hypothetical protein MGC 10771 (MGC 10771), mRNA 


"NTlV/r HOOQQ^ 

IMIVI \JzZoyj 


Homo sapiens B-cell CLL/lymphoma 1 1A (zinc finger protein) (BCL1 1A), 

mRTsJ A 
111 IV IN /\ 


xTA/r 01^1 1 ^ 

IN 1V1 U 1 D 1 ID 


I— P mtt / \ coniAnc 1/ I A A A'JQQ iTt-/\+^i tt /I/ I A A GO A tviT?TvTA 

nomo sapiens ^i/\j\y)Dyy protein ^ivi/VA.ujyyj, mi\JN/\ 


IM1VL U1C04J 


nomo sapiens js^iJ\j\\jodZ protein {]&^±/\J\\jodZ), mi\j\i/\ 


xr\/T 0909QQ 


Homo sapiens aldo-keto reductase family 1 , member BIO (aldose reductase) 

f A 1<"T? 1 P* 1 0^ mT?TsJA 
^ /A rvlv 1D1UJ, ill is. In /a 


\jm oo^os 


nomo sapiens testis specmc protein, x -iiiiKeci ^ i o-r i mivrsi/A 


TsJA/T 09 A 


noiiio sapiens iiypotiieticai piotem ivivjr^zojz) ^ivivjv^zodz)^, iiii\jln/\ 


TsJA/T 09zL^zL 
In 1V1 UZH-jjH- 


U nm n ctinipTic ViArr*r\+tiP'+ir»Ql nrntfi n N/1 9 9 9 ^A/TOr^^999^ mRTsJA 

noiiio sapiens iiypouieiicai pioiein ivivjv^o zzz ^ivivjv^ozzzj, iiiivrsi.rv 


TsJlVT 094^98 
IN ivl UZ^jZo 


nomo sapiens iiypotiieticai piotem ivio^zojz ^ivivj^zoz)zj, mivLN/\ 


TsJA/T 094^97 
1N1V1 UZHOZ / 


rromo sapiens nypotiieticai piotem ivio^zjuo ^ivio^z^uoj, miviN/\ 


mm 094^9^ 

iNlYl UZHOZJ 


nomo sapiens iiypouieticai piotem ivivj^i iz / 1 ^iviov^i iz / 1 mtviM.rv 


TsJA/T 09zL^99 
InIYI UZ^tjZZ 


L| n mn cQnipnc ti^rr\i^+ti^+i^ci1 r^T-i^+^in N A 1 1 9 A A / N /I ^ i ^ 1 1 9 A A A mt?TsJA 

nomo sapiens nypotiieticai protein ivivj^i izoo ^iviov^i izoo j, miviN/v 


TsJA/T 094^90 


L4 nnin cjnipnc 1i \ / rw "\ 1 1i r» t i ^ * 1 f\ r^tr»i n N/l C\C^ 1 1 949 / N/1 1 1 949^ mPAIA 

nomo sapiens iiypoiiieucai pioiein iviov^i iztz ^ivivjv^i iz^h-z^j, iiiivi>/\ 


TsJlVT 094^10 
In Ivl UZH-J 1 !7 


I4 M nm c 'A nir«nc li^/r\M+V»f^+i^Ql nrntpi n AACIC^A 1 7zl ^A/Trrr^zl 1 7zl^ mT?TsJA 

noiiio sdpieiis iiypoLiieLiccii pioLeiii ivivj^h-i /*-t ^ivivjv^h-i /h-^, iiiiviNi.rv 


TsJlVT 09A^1J. 
IN ivl UZH-J 1 H- 


nomo sapiens iiypotiieticai piotem i\i\j\^ £ -tz.y £ -t ^ivivj^^+zyH-^i, miviN/\ 


TsJlVT 094^1^ 

1M 1V1 UZHO 1 J 


nomo sapiens iiypouieiicdi pioiein ivivj^o / ji ^iviv_rv_o / j i j, iiiiviN.rv 


TsJlVT 094^10 
In Ivl UZH-j 1 W 


|4 nmn c'inipnc hx/i^MtlT r»t i 1 r\ rMtr»i n lV/TOr^zLOQO ( \ACif^A(}Q(X\ mRTsJA 

nomo sapiens iiypouieiicai pioteiii ivivj^h-u^w ^ivivjv^h-u^uj, iiiivln/\ 


MATT 094^0^ 
In 1V1 UZ^jUj 


nomo sapiens nypotneticai protein ivioi^h-ioi ^ivioi^h-ioi j, miviN/\ 


TsJlVT 09A9Q7 


tT nrnn c'lninnc \-\\r\-\(\\\-\c\\(*<-\ 1 it r^^tr'i n N/T ^^9 OA 1 ^ N/I ^ 9 OA 1 \ rr»T?XT A 

nomo sapiens nypotneticai piotem ivio^zyH-i ^ivivji^zyH- 1 j, miviN/\ 


TsJlVT 09490^ 


nomo sapiens iiypouieiicai pioiein ivivj^-ou-j j ^ivivj^owjjj, iniviNy-v 


TsJlVT 09^00^ 

1N1V1 UZOULO 


nomo sapiens iidiisiiiemuiaiie o supeiiaiiuiy iiiemuei i ^iiviOk>.ri j, iiiivin/\ 


TsJlVT 01^9^4. 
in ivi \j id z d 


1 — 1 / a m / x coT^i/^nc Vinpcm TQtviiK/ tnptYinPT 1 1 -\ 1— < / J< I m 1 aR i TnT?^VT A 

noiiio sdpieiis Jviiiesiii idiiiiiy iiieiiiuei ij)jz> ^ivip idd)^ iiiivinj'-v 


TsJlVT 0 1 ^197 
in ivl ui Jiz / 


1—1 1 -v / -v oQiTiPTic N /1 5 / ^ 1 -rv^1ci+i^/~1 r* \\ 1 nri A ^ * It o it it r» 1 1 / 1<^ I A A O 7 A 1 A tnD\T A 

nomo sapiens iviici-i-reiatect cmoncie cnannei i ^iviz-vrvw / o i mix in /a 


TsJlVT 0940^ 
1M 1V1 UZH- W J) J) 


nomo sdpieiis iiypouieiicdi pioiein ivio^jzh-z ^ivivj^jzh-zj, iiixvinz-v 


TsJlVT 094.199 

1N1V1 OZH-1ZZ 


nomo sdpieiis iiypoLiiencdi pioiein ivivj^h-ozj ^ivivj^h-oZw) j, iiiivln^tv 


TsJlVT 094191 
In 1V1 UZ^t 1Z1 


nomo sdpiens nypotneticai protein rLjzu"/" ^fi^jzwv /y^i, miviN/\ 


TsJlVT 094.1 1 Q 
In 1V1 UZH- 1 17 


1— Ti^m/r canipnc 1r\/~i^^+lT^+ir»ci1 r^T*^+^iTi T-Tt 1 1 1 '2^/1 ^T7t ? f 1 ^ mDM A 

nomo sapiens nypotneticai piotem rLj i id ^rLj i ld d*-* j, miviN/\ 


TsJlVT 0941 1 7 
In 1V1 UZH- 11/ 


lJ n m n cQtripnc lT\/t-\^tlT r»ti 1 »-\ r^tr»i it N/l C^C^~) HA ^ ^^^0^974^^ tyiT?TsJA 

nomo sapiens iiypouieiicdi pioiein ivivj^z/ho ^ivivjt^z /h-z)^, miviN^rv 


TsJlVT 09 J. 1 1 ^ 

iNlvl VJZH- 1 1 J 


1-4 m itt ^ cinipnc lT\/r»MtlTr»ti<^</i 1 tTrMtoi n N/l ^T^zl^ HQ ^ N/I OQ^ itt 17 TsJ A 

nomo sdpieiis iiypouieiicdi pioiein \\i\j\^ L tD\jy yivivjv^'-tDvy iniviN.rv 


TsJlVT 0941 1 1 
In Ivl UZH 111 


Hnmn c ' l it i r» n c It \ / it ^ ~\ f It r«t i ^ » ■ 1 1 iti'^ ~\f r»i it lV/Tfrf^Zl^Ozl i \AC^iCA^\(\A\ mt?TsJ A 

nomo sdpieiis iiypoLiieiicdi pioLeiii iviv_r^..H-j>UT- ^ivivjv^howh-j, iiiivi>i J rv 


TsJA/T 094 10Q 
In Ivl UZ4 1 U" 


nomo sapiens nypotneticai protein \\lkjk^z,od l t ^ivivj^zo^h-^, miviN/\ 


TsJlVT 094 108 
In ivl UZ41WO 


VA ( \ itt ( » cQnipflc lT\/iT^tlTr»ti^'< 1 iTr^tr»i it N/l <^.^9 A ^ 0 / N/1^t^9 A^O\ itt 17 KI A 

nomo sdpieiis iiypouieiicdi piotem ivivjv^zoju ^ivivj^zojuj, mtviN/Y 


TsJlVT 094107 
In ivl UZH- 1 V 1 


1— I ( \ itt i \ ounipnc ti\rr\r\+Vip»+ir»Ql nrnfpi n N/I T.r^^ 1 9 ^ ^ N/l r^T^ 7 1 9 7 ^ itt 17 Nl A 

nomo sapiens iiypouieiicdi pioiein \si\\j\^d i zd \\yi\j\^D izoj, iiiiviN.rv 


TsJA/T 09 4 1 OA 


U ntrin c'iiTir'iTC lT\/iT^tlTr»tw»'i 1 iTr^toi it N /I f~ t 9 A A ^ ^^^^^9 AA^^ itt P KI A 

nomo sapiens nypotneticai protein ivivj^zooj) ^ivio^zooj) mrviN/\ 


TsJA/T 094104 
In 1V1 UZH- 1 UH- 


U nnin ccmiprtc 1t\/it^ tiTr'ti^'i 1 iTrr^tr»i n N/I A ¥ A' 1 9 7A7 ^ N/I At A^ 1 9 7zl7 \ itt 17 Nl A 

nomo sapiens nypotneticai protein ivio^z /h- / ^ivio^z /h- / mivrsiz-v 


TsJlVT 094109 
In ivl UZH- 1 UZ 


U nrnn cQnipnc lT\/!T^tlTr»ti 1 rvrrd-PMn N/l A. C^IHI 9 ^^^0^9799^ itt R Nl A 

nomo sapiens iiypouieticdi piotem ivivj^z/zz ^ivioi^z /zzj, mtviN/Y 


TsJlVT 0940Q7 


U M mn ctinipnc hx/tT^tlT r»t i 1 nrn+pin MHrQ^^ ^ N/I At A^Q ^ ^ itt 17 Nl A 

nomo sapiens iiypouieiicdi pioiein ivio^yj d \\yi\j\^y d d iinviM.rv 


TsJlVT 0940Q4 


Uaitia cciiti r»iTc lT\/iTMtlTr»ti^^ 1 rvrr\+^ir» N/l At A^^ ^9 ^ ^ ^9 8^1 itt R Nl A 

nomo sdpieiis iiypouiCLicdi pioiein ivivj^j'jzo ^ivivj^o jzoj, inivi n /a 


TsJA/T 09400^ 


L| nmM ctinipnc lT\/iT^^tlTr'ti^»'i 1 tTr^^toi n N/I At A" 1 ^ ^ HQ MV/TA^A^ ^ ^OQ^ itt 17 Nl A 

nomo sapiens nypotneticai protein ivivj^dju" ^iviov^jjuvj, miviMZ-v 


TsJlVT 0940Q0 
In Ivl UZH-UVU 


1 1 / -\ TTT / \ COmPtlfi It \ /" »T / \"^"1t / * T 1 »T f*/ \ "f" 1 TT N/ll-rl ^/1 W / I T A H 1 tTT 17 N.1 /\ 

nomo sapiens iiypouieiicdi piotem ivio^ j^o / ^i^v^jj/j, miviM/\ 


TsJlVT 0940&A 


U niT i n c'ltTionc 1t\/it^ itlTr»ti^'i 1 iti^ itr»i n N/l A^ A^7 7 9 Q ^yfnA^^9Q^ itt 17 Nl A 

nomo sapiens iiypouieiicai pioiein \\i\jK^DDz,y \ivi\j\^DDz,y), iiuviN/\ 


TsJlVT 09408^ 


l— 1 ( \ itt i ~\ ciiti r»iTc iT\/r,MtiTr»tif"/» 1 nm+pin PT T99 1 AQ /"PI T99 1 AQ^k itt P Nl A 

nomo sdpieiis iiypouieiicdi pioiein rLjzziuy ^rLjzziu" j, iiuvln/a 


TsJlVT 0940X0 


Hnmn <5ar.ipn<i h>yr>nthftipa1 rvmtHn AACtC"?RAQ (AACtCJRAQ} inRTsJA 

1±VJ111VJ odlJlt;ilo 11V IJVJ Lllt/LIL/Cll IJlVJLt/lll 1V1VJV^Z/Ot7 I 1V1_VJ Ot Zs ) , 111 IV 1 > / V 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 (MGC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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ATA/f 09 40 A R 
In IVI UZH-UOO 


numu sapiens nypuineiicai piuiein ivioi^z / ji ^ivio^z / ji j, miviN/\ 


ATA/T 0940^ 
In IVI UZH-UO.J 


U nrnn cQni^nc V\^mr\fV\t^f ir»Ql nrntfi n Mnr^fiA? fA/TOr^0^9^ ml? AT A 
nUlllU SdpieilS IiypUlIieilCdl piUlClIl IVIVJ^-OUOZ ^IVIVJ^. OUOZj, IIlIxlNy-Y 


ATA/T 0940^1 
INlVl UZH-UO 1 


nUlllU SdpieilS IiypUlIieilCdl piUlClIl IVIOV^^^ZI ^lvlVJ^OJ>Zl J, IIlIviN.rv 


ATA/T 0940^8 
1>J 1V1 U Z H V D O 


numu s dpi ens ny p uineiicdi pi oxcm ivivjt^o jyu ^ ivnjr^ j Dy\j), nnviN i\ 


ATA/T 0940^7 
INlVl UZH-Uj / 


numu sdpiens nypuinexicdi piuiem ivioi^z)joZ) ^iviui^z)Z)oz)j, miviN/\ 


ATA/T 0940^ 
In IVI UZH- WZ) J 


nuiiiu sdpiens nypuxnexit/di piuiem ivivjr^ooi ^iviuv^ooi miviN/\ 


mm 0940^0 

I_NlVl VJZH-UOU 


nuinu sdpiens nypuLiieiiedi piuiein ivl\jk^z,d y-t ^ivivj^zjj^h-^, iniviM.rv 


ATA/T 09404Q 


nuinu sdpiens iiypunieiiedi piuiein ivivj^o^joo ^ivivj^^jooj, iiiivln/a. 


±n ivi uzh-uh-o 


nuinu sdpiens nypuiiieiiedi pruiem ivi uujuzu ^ivio^j) uzuj, niiviN/\ 


ATA/T 09404A 
In 1V1 UZH-UH-O 


nuinu sdpiens nypuineiiedi piuiem ivivj^/Ot-w / ^ivivj^oh-u / niiviN/A. 


ATA/T 09404^ 
In 1V1 UZH-UHj 


numu sdpiens nueieuidr pruiem uuz ^uuz j, miviNZ-v 


ATA/T 094041 

rNlvl UZH-UH- 1 


numu sdpiens iiypuiiieiiedi piuiein ivivj^j)iou ^ivivjv^j i ouj, iiiivln/a. 


ATA/T 0940^0 
In 1V1 UZ^tU J) " 


1-4 ( \ m (\ cQnipnc V»xrr\r\+V»p»+ir»o1 r\r^trM n A/Tr T r~ 1 9488 ^A/Trrr^948 8^ tv»T?7sJ A 

numu sdpiens nypuiiieiiedi piuiem ivio^zh-oo ^ivio^zh-ooj, miviM/A 


NM 024038 


Humu sapiens hyputhetical prutein MGC2803 (MGC2803), mRNA 


ATA/T 0940^7 


numu sapiens nypuineiicdi piuiem ivio^zouj ^ivio^zouoj, miviN/v 


ATA/T 0940^9 

rNivi uz^-ujz 


nomo sapiens nypuineiicai pruiem ivioL^^i jv ^iviol^ji j?uj, miviN/v 


ATA/T 09/10^1 


numu sapiens nypuineiicai pruiem ivio^oizi (^viOLoizi j, mKJN/\ 


ATA/T 09/109Q 


numu sapiens nypuineiicai piuiem ivioL^ozto (ivlcjl.ozoj j, itiktm/a 


ATA/T 094097 


Humu sapiens hyputhetical prutein MGC3279 similar tu cul lectins (MGC3279), 

ml?TsJ A 
111 IVI N r\ 


ATA/T 09409^ 


numu sdpiens iiypuiiieiicdi piuiein iviv_r\^,i ij>o ^ivivjrv^i ij>oj, iiiivlni.tv 


ATA/T 09400/^ 

INlVl WZH-WWO 


1-Tnmn canipnc h\rr\r^ihM\na] r»rnt^ir» 1A/T A OF^4^^900 HAA A OF^4^^900^ mT?TsJA 
nuinu sdpiens iiypuiiieiicdi piuieiii iivrrvv_riZ/j)H-j^zvju ^iivrrvvjjjOHO ^)zwwj, nnviM.rv 


ATA/T 0 1 

INlVl U 1 Z>OZ) J 


numu sdpiens uivrzjr jooruj40 piuiem ^.l/ rs^r/ z^jt z)oor/uz)H-oj, in in. in /a 


NM 015147 


Humu sapiens KIAA0582 prutein (KIAA0582), mRNA 


ATA/T O 1 A4£ 1 
1N1V1 UlO^fol 


numu sapiens nypuineiicai piuiem (norLziyj, miviN/v 


ATA/T 09^040 
1N1V1 UZj^U 


numu sapiens nypuineiicai pruiem ivioi^zoz / ^ivio^zoz / ^, miviN/A 


ATA/f flOlQ^Q 
INlVl UZj7jo 


T-T/mi/T. coni^nc lT^fi-\/\tl-»r>ti^ol nrn+Pin Ayfr^/^97/19 ^Ayf CXC* 9 7/1 9\ rvil?AT A 

nomo sapiens nypuineiicai piuiem iviOL^z/^fz ^iviOL^z/^fzj, miviN/v 


ATA/T 09 7Q7 1 
InIVI KJZjyji 


numu sapiens nypuineiicai pruiem ivioi^z^ / ^ ^ivioL^z^f /^fj, miviN/\ 


NM015517 


Humu sapiens MBD2 (methyl- CpG-binding prutein) -interacting zinc finger 
pruiem ^iviiz^r j, miviN/\ 


ATA/T O 1 *\^A O 
1N1V1 


numu sapiens uivrz^r /z /ivii 1 1 pruiem ^uivrz^r /z /ivii 1 1 j, mivrsi/v 


ATA/T O 1 ^O/l 7 
1N1V1 UlJV^D 


I— I / a tT-> / -v conipnc [/ 1 A AAA7A r-\»-/-v+^>i it / 1/ I A A OA^7AA mDAT A 

numu sapiens is.i/\>\uo /o piuiem (iSwi/v/vuo /oj, miciN/v 


ATA/T 09^074 

iNivi uzjyj4 


1— I / -v itt / \ conipnc lT^rr\^+1r^+ir»o1 r\r«/T+^n-iT \ /I » 9 /I Q / A/f ^r^94Q^\\ mDAT A 

numu sapiens nypuineiicai piuiem ivioL^z^yD ^ivioL^z^-yDj, miviN/\ 


NM_023928 


Humu sapiens hyputhetical prutein FLJ12389 similar tu acetuacetyl-CuA 

cim+np+acp T19^SQ^ ml? XT A 

syiiiiieiase ^ri^j izjoy j, miviN/A 


ATA/T 09^09^ 
InIVI Uz^yZO 


rj^rV»/T COITii/^-ITC 1rTrtTi/T+lT/=»+i/-»o1 ITi^/T+^i-IT ThT T19QQ^ /CI I 1 9 Q O A tTT D NI A 

numu sapiens nypuineiicai piuiem rLj izo^o (^rLj izoyj j, mKJN/\ 


ATA/T 09^094 
InIVI UZjyZ4 


numu sapiens nypuineiicai piuiem ru i j^-^f i ^ri^j i j^f^i j, mKJN/\ 


ATA/f 0909^0 
1N1V1 vZKJZjy 


Humu sapiens small prutein effectur 1 uf Cdc42 (SPEC1), mRNA 


ATA/T O 1 OflAQ 
1N1V1 UIZUOV 


Humu sapiens ATPase, (Na+)/K+ transpurting, beta 4 pulypeptide (ATP1B4), 

itiT?TsJ A 

IIllViN /\ 


ATA/f 09^ 1 19 
in ivi uzj 1 1 z 


VA (\ ITT i \ C'llTir»1TC lT\/IT^tlTr»tl^^ 1 IT 1"V "\ t f 1 1T PI T9 1 Q 1 fs. ( V>\ 19 1 Q 1 A A ITT 1? KI A 

numu sapiens nypuineiicai piuiem ri^jziyio ^ri^jzivioj, miviN.rv 


ATA/f 01^94 
INlVl Ul JjZH- 


Unmn rnnlpnr ]<T ] A A 040Q IT rMt^l IT 1 A A040Q^ ITT R M A 

nUIIlU SdpieilS JVljrA^rvWH-UV piUteill ^JS.l/\ J rvU i TU!>' J, IinvlN/A. 


ATA/f 09^070 


numu sdpiens iiypuiiieiicdi piuiein rLji jojj ^flj i jojj j, iiuvlni.tv 


ATA/f 09^077 
1M1V1 UZJ)U / / 


1-4 ( \ itt i ~\ c 'l it i r» it c Vi^Trm+V%d\r*c*\ tTr^tr»i it ThT T1 94^Q ^IhT T1 94^Q^ tyiT? AT A 

numu sdpiens nypuineiicai piuiem rLj iz^tjy ^r;i^j iz'+jy miviN/\ 


NM 023075 


Humu sapiens hyputhetical prutein FLJ1 1585 (FLJ1 1585), mRNA 


ATA/T 09^074 
InIVI UZJU/4 


I— I ,\m t\ cinrxianci 1r^riT./T+lTCk+i/-»o1 »-*t-/xf »-» IhT T19A/1/1 fTIT I 1 O A /I /I \ -ittI?ATA 

numu sapiens nypuineiicai piuiem ri^jizo^^ ^ru izo^^j, mKJN/\ 


1SJA/T 09^07^ 


Unmn CQnipnc Vi\mntliptira1 rvrnfpin FT T1^9^1 TFT T1^9^1^ mRAJA 
n.uinu sdpiens iiypu inciiedi piuicni rLj i jzj i ii^j^j i jzji i 5 1 1 1 ix i n 


NM 023071 


Humu sapiens hyputhetical prutein FLJ13 1 17 (FLJ13 1 17), mRNA 


NM 012319 


Humu sapiens LIV-1 prutein, estrugen regulated (LIV-1), mRNA 


NM_023012 


Humu sapiens hyputhetical prutein FLJ1 1021 similar tu splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Humu sapiens hyputhetical prutein FLJ12949 (FLJ12949), mRNA 
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TsJl\/t 09^007 
INIVL VZJW I 


1 — I / -v y\*\ i a cQnipnc \^\!i~\t\t\^r>i\<*'A 1 n r/^trM 11 P I T19^17 P T T19^17A m 17 NI A 
nUIILU Sapiens LiypUILlCTLCcLL piOiem ILJ 1ZJ L / ^ILJ LZZ) L / J, LILLvIN/\ 


IN 1V1 UZZVlO 


nUlllO SapieilS liy p Utile ILCai piULeill rLJZZlUH ^TJ^JZZIU'+J, LLLLvlN/V 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


TsTA/T 099Q19 
IN IVL UZZ 1 Z 


iiomo sapiens nypotneticai proteLn ilj l d l lu (tlj l j l luj, rniviN/\ 


\TAyf 099007 

inivl uzzyu / 


T-T^m/^, CQnipnc ti^m^+tiP+ir»Ql nmtf»in P T "2 A C "1 / p I I O 7 H ^ 7 \ m T? T\J A 

nomo sapiens nypotneticaL piotem r l^jzjkjdj yr l^jzj\jz>j j, niLviN/v 


TsJA/T 09900^ 
INIV1 uzzyuD 


T-Tr\m/^ CQnipnc li^mr\+lip+ir»Ql nrv^+£»i n PT T19^79 ^PT I 1 9 ^ 79 ^ ml?TsI A 

iiomo sapiens nypotiieticai pioiem ilj lzd / z (ilj izd /z j, niLviN/\ 


inivl uzzy ui 


iiomo sapiens nypotneticaL piotem ri^jzijuz (ri^jzuuzj, niiviN/v 


TsTA/T 099&Q8 
INIVL UZZ07O 


Homo sapiens B-cell CLL/lymphoma 1 IB (zinc finger protein) (BCL1 IB), 

11 1 IV IN /A 


TsJl\/T 099RA1 
in ivl uzz oh- 1 


nomo sapiens nypoiiieiiL/ai pioiem r l^j l zyy-t ^ilj izy^j, miviN/\ 


TsJA/T 09 9 RAO 


PTrrmrk t'lnifnc U\/f^t\tUr^i\^-A 1 nrntni n PT 19 7 O 1 7 ^ PT T9^017^ tyiRAvTA 

plulllu sapiens LiypuLLLeLLL/ai piuieiii r l^j zj?u l / ^rijjzjui / iiLLviNi-v 


TsJIVt 099 8^4 

IN IVL UZZOjt 1 


Pnmn cqiiiphc 1^^rr\r\+V»p+ir»c»1 nm+pin PT T999 1 ^ / p T 1999 1 ^ ^ ml?T^J A 

pLULiiu sapiens LiypuLLLeiLL/aL piuLein v l^j aaa v d \vl^jaaa\.d j, llilvin/^ 


XTA/T 0992^9 
IN IVL UZZOjZ 


nomo sapiens nyp omental proiem ilj izjjz ^ilj izjdz miviN/\ 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


TsJA/T 099 89 A 
INIVL UZZoZO 


nomo sapiens axorropnm ^/a^a.^ l miviN/v 


TvTA/f 099Q9^ 
IN IVL KjZZoZd 


nomo sapiens nypoiLieiicaL piotem ri^jzzjoz yr l^jzzdoz), mKJN/\ 


TsTA/T 09 9 781 
IN IVL UZZ / 0 L 


T-T^rvn^ cani^nc V»Arr\/^+li^+ir»c>1 i-\ t'/ a + r« i n PT 19 1 "5/1 ^ /PI 10 1 "2 /I "2 \ rv»T?TvT A 

nomo sapiens iiypoiiieiicai piotem iljzi 04 o (tlj/i j^-j j, miviN/A 


TsJA/L 09 9 780 
INIVL UZZ/oU 


T-Ti^m/^ l o t-\ i r» n l ViArr*^+Vi^»+ir»ci1 nrn+^in PT TI^QIO /PI J 1 ^2 Q 1 H \ mT?M A 

nomo sapiens nypotneticaL piotem ilji jyiu yrL^j uyiuj, miviN/v 


TvTA/T 099778 
IN IVL UZZ / / 0 


nomo sapiens nypotneticai protein LJLvrz.p^j^LUL l / ( lj js^ z^r^ .3 4lul 1 / j, 

III IN. 1>J /a 


TsJA/L 099777 
IN IVL UZZ. / / / 


1— I ^ -v i-vt / x oQmpnc T^"\7~K\/^+ri P'+ir»ci1 nrnlpm PT I 1 1 1 1 7 / PT T1 ZL 1 1 7 l tYiT?M A 

numu sapiens LiypuLiieLicai piuieiLi "-Ljlh-l l / ^_ri^j lh-l l / j, llilvin/^ 


XFA/f 099771 
INIVL UZZ / / L 


U A1Tin CQnipnc I»\/rw-\tI»r»t 1 t"\r^tr»i n PT T1 90S^ /PI T190S^^ ml? XT A 

nomo sapiens nypotneiicai protein r LjJ lz\J(jD yrLjj izuoj ), mLviN/\ 


TsJA/f 099770 
INIVL UZZ / / U 


U ATYin c'lnifnc U\m(\ihr*i\(+<A 1 »-\ r^tr»i n PT I 1 "5 O 1 9 /PI T1^Q19^ mPXTA 

nomo sapiens nypotneticaL piotem ilj ijyiz ^ilj loyizj, miviN/\ 


TsJA/T 0997/^0 

IN IVL UZZ/O7 


PTr\Tvir\ t'lnifnc U\/i^t\tUr^i\^-A 1 nrntfi n PT T9 1 /PI T9 1 tyiRTsJA 

numu sapiens iiypuiiieiicaL piuLem rLjziooo ^rijjzioooj, niiviNyA 


TsJA/T 0997^7 

IN IVL UZZ, / O / 


numu sapiens LiypuLLLeLLcai piuieiii rLj izh-ot 1 ^ri^j izh-ot- j, nnviN/^ 


IN 1V1 UZZ / OO 


RntnA cQnipnc ti\/r\o+ti<=*+ir»ti1 nm+r>in PT 19^9^0 / pi T9^9^Q^ mRNA 

nuiiiu Scipieiis iiypuuieiiccii piuieiii r l^jzj)zo!7 yr l^j zo z,jy ) , iiiiviN.rv 


TsJA/T 0997^ 
IN IVL UZZ / O J) 


nomo sapiens iiypotneticai piotem rLjzjjyy ^rLjzjjyvj, miviN/\ 


TsJA/T 0997/^9 

IN IVL UZZ / OZ 


Untnn c'lnifnc U\/t^i\tUr*i\<*-A 1 nrntni n PT 1997 1 ^ /PI 1997 1 <sM m F? Kl A 

numu sapiens iiypuiiieiicaL pruiem rLjzzjio ^ri^jzzjioj, iLLiviNy-v 


TsJIVt 0997^0 

IN IVL UZZ f Dy 


numu sapiens nypotneticai piuLeiii rbjziooj ^rLjziooj iniviN/^ 


TsJA/T 09 9 7^ A 
IN IVL UZZ / j^t 


UntYin caniptic V»^rr\r\+li/=»+ir»ci1 nn^tfi n PT 1 1 9 *^ 7 A / PI 119*^ 7/^ ml? XT A 

nomo sapiens nypoineticai protein ilj lzo /o ^i^j izo /o mLviN/A. 


TsJA/T 0997^9 
IN IVL UZZ / JZ 


T-Tr\TYirv CQnipnc U\n^i\tUr>i\{+<A 1 nrnfpi n PT T990*\Q / PI T990^Q^ mRTsT A 

nomo sapiens nypotneticai piotem rLjzzuj/ ^rLjzzujyj, miviN/\ 


TsJA/T 0997^1 
IN IVL UZZ / D L 


PTr\TYir\ CQnipnc n^/nnf np+ipcil nr/Upin PT T9 1 A 1 0 / PI 19 1 A 1 mTJTsTA 

numu sapiens nypuineiicai protein rLjzioiu ^ri^jzioiuj, miviN.rv 


AIM 0997^0 

IN IVL UZZ / J U 


U nmn CQnipnc h\m(\thr>t\(*<A 1 nrntni n PT T99AQ7 TPT T99AQ7 ^ mPTsTA 

nuiiio sapiens nypotneticaL pioieiii rLjzzo7j ^rLjzzo/j j, lilisj_n/\ 


TsJA/T 0997zL7 

IN 1V1 UZZ / H- / 


|4 nnin cQnipnc h\/t^Mthr»ti^'^ 1 nrntpin PT T99^^8 ^PT T99^^8^ mRTsTA 

nomo sdpiens nypotiieticcii piotein r/L^jzzjjoo ^ruzzj jo j, iiiiviN.rv 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


TsJA/T 09974^ 
IN IVL UZZ / H- J 


PTrtm/^ CQnipnc V»Am/^+V»p+ir»Ql nrnlpin PT T9 10SO / PI T9 1 OSO^^ m1?M A 

nomo sapiens nypotneticai piotem rr^jzi uou ^ri^jzLUouj, miviN/A 


TsJA/f 0997A1 
INIVL UZZ/H-L 


I— I /\ i-»~w-v cnnianc KT7»-\/\fKr^+i/»'i1 r\t<A+Ain PT T1 1 /1hT I 1 1 Q C /V\ O N.I A 

nomo sapiens nypotneticaL piotem ilj l i oou ^ilj l l odu j, miviN/A 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


JNJVL UZZ /J 4 


nomo sapiens nypotneticai protein rLJZUo:>y (rLJZUojyj, mKJN A 


IN IVL UZZ / J L 


Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 

mT?TsT A 
LTLKJN/A 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


JNJVL uiziy/ 


Homo sapiens rab6 GTPase activating protein (GAP and centro some -associated) 
(GAPCENA), mRNA 


IN IVL U L D L J 0 


Homo sapiens KIAA0246 protein (stabl), mRNA 


JNJVL UZZojV 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJ1 1500), mRNA 


XTA/f 099^71 

INIVL VJZZD 1 L 


nomo sapiens putative leuKocyte piateiet- activating iactor receptor 
(HUMNPIIY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17L1), mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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mRAT A 
III 1\1 N f\ 


rNivi uzz^h-ho 


nolllO !Sd.pieilS llllallllll pyiopilOSpilOJvlTld.se 1 ^irlvl J, IIlJviN.rv 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


ATA/T (M1AQA 


T-Ti~\m/^ caniAnc V»^rr\/^+Vi^+ir»c>1 r^TVA+/=MTi PT T9 1 Q^9 /PI T9 1 Q^9^ rv»T? AT A 

nomo sapiens nypotnetical protein rLjziyjz ^ri^jziyjzj, mKJN/\ 


\TAyf 099409 

JNJVL KJZZ^yZ 


nomo sapiens nypotnetical piotem rLj iz /oo ^ri^j iz / oo j, mi\JN/v 


INIVL UZZ^foo 


rlOlllO Sapiens rLj-VO plOteill {rK^ D-yO), nllvlN/\ 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


ATA/T nOO/17/1 
IN JVL UZZ4/4 


Homo sapiens hypothetical protein FLJ12615 similar to membrane protein, 
paimitoyiateci J ^ivi/\ouJv po j suotamiiy memoer d ) yri^j izoo j, mKJN/\ 


NM 022455 


Homo sapiens androgen receptor- associated coregulator 267 (ARA267), mRNA 


JNJVL UZZQdZ 


nomo sapiens nypotnetical protein rLJllolo (rl_J 1 1 o 1 o), mKJN A 


JNJVL UZZ44o 


rlomo sapiens nypotnetical protein i^LJZioi / similar to Knoipz ^rLJZioi / ), 

m T? AT A 
mivJN/Y 


ata^t HOOQ7^ 
JNJVL UZZ o ID 


riomo sapiens nypoineiicai piotem r LjJZZd i d {r l^jzzd id ), mrviN/\ 


ata/t n99^7n 

JNJVl \jZLd l\j 


Homo sapiens hypothetical protein FLJ21044 similar to Rbigl (FLJ21044), 

inRAJ A 
III Ivl N r\ 




noiiio sapiens pidja i ^ijai iiirviMy-v 


AJA/T 099^^ 


|4 nnin cinifnc h\/t^Mthr»ti^'^ 1 nrntfin P 1 T9^ 1 89 ^ PT T9^189^ mRATA 

rroiiio sdpieiis iiypoLiieLicdi pioieni r l^jad i oz ^rpjzj ioz j, iiirvTN.rv 


ATA/T 099^^1 


nomo sapiens popeye proiem d yr \Jr d ), mrvi>j/A 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


ATA/T 099^49 
1N1V1 UZZjM-Z 


nomo sapiens Kinesm iamny memoer y ^iviryj, mrviN/\ 


ATA/T 099^79 
JNJVL UZZ J 1 Z 


Homo sapiens G protein beta subunit-like (GBL), mRNA 


ATAyT H99 1 
IN 1VL UZZ J jo 


Homo sapiens fructosamine- 3 -kinase (FN3K), mRNA 


ATA/T fi99 1 77 
IN 1VL UZZ Yd 1 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC1), mRNA 


TVTA/T H99 1 1 Q 

JN1VL UZZ1 1 o 


Homo sapiens cutaneous T-cell lymphoma tumor antigen se70-2 (SE70-2), 
mRNA 


ATA/T H99 1 1 fs. 
JN1V1 UZZ 1 1 0 


1 — 1 / x t^i i x cinmanci Ti / I /"T/^^-i 1 -i 1 / p'T/^-A.TT 1 \ -t^»T? A.T A 

nomo sapiens nQgetm-uxe i ^-rioiNi^i miviN/v 


ATA/T fl99 1 
JNJVl \jZZi\JD 


nomo sapiens nypoineTicai zinc imgei piotem rL^j i^ui i ^r-Lj i^-ui i j, mrvrN/v 


ATA/T f\11f\HC\ 
INIVL \jZZ\j l\) 


nomo sapiens ny]30tneticaL protein rLJzzuo / (ri^jzzuo / j, mKJN/\ 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


ATA/T HOI Q7H 

IN JVL UZ 1 y 1 U 


Homo sapiens mitogen- activated protein kinase kinase 1 interacting protein 1 

A pi \S 1 I P 1 \ DMA 

yNLJ\rZiS^iirl ), mivlN/\ 


ata/t n 1 one 1 

JNJVL UlVUol 


nomo sapiens is.i/\/vu^+ju gene pioQuct ^ivi/v/vu^fjuj, mrviN/\ 


ATA/T H9 1 QQ 1 
JNJVL UZ JVo J 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


ATA/T H9H19 1 
JNJVL UZU1Z1 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 

mRAJ A 
1 11 1 vl N r\ 


NM 006683 


Homo sapiens human epididymis-specific 3 alpha (HE3 -ALPHA), mRNA 


ATA/T nnAlT77 
JNJVl UUDU / / 


Homo sapiens calcium binding atopy-related autoantigen 1 (CBARA1), mRNA 


ATA/T H9 1 Q7zL 
JNJVL {JZLyD^t 


U nmn coniPno rr-WA + l-» r^f 1 i-\i-/Atr^i n PT T1 1 777 / P 1 T1 1 77Q^ rviT?ATA 

nomo sapiens nypotnetical piotem j^lj i i / / d yri^j 1 1 / 1 d)^ mrviN/\ 


ATA/T H9 1 

IN JVL UZ 1 !7 J D 


nomo sapiens nypotnetical protein r l^j vz^do (rLj iz^jo j, miviN/\ 


NM 021930 


Homo sapiens Rad50 -interacting protein 1 (FLJ1 1785), mRNA 


ATA/T HO 1 OOfl 

JNJVL uziyZy 


Homo sapiens hypothetical protein FLJ2 1613 similar to rat corneal wound 
healing related protein (FLJ21613), mRNA 


ATA/T HH7979 
JNJVl UU IZIZ 


Homo sapiens chymotrypsin C (caldecrin) (CTRC), mRNA 


ATA/T nflzL977 
1N1VL UU4Z.3 / 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 


ATA/T nfnSzLG 
JNJVl UUjO'47 


nomo sapiens succinate- k^oj\ ngase, oi^T-rorming, aipna suounit ^oullui j, 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


IN IV1 UZ 1 / J U 


nomo sapiens nypotnencai protein rr lu^t^t yr r lu^t^tj, miviN/\ 


INIVI UZLO^i-J 


nomo sapiens uojyjj protein ^uoj7jj j, miviN/\ 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


IN IVL KJZlOJj 


nomo sapiens KeLcn-iiKe protein Loir i (Coir ij, niKJN/v 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mKJN A 


JN IVl UZ 1 OZ / 


Homo sapiens sentrin- specific protease (SENP2), mRNA 


TvTA/T HOI AOA 
1NIV1 UZlOZO 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
cai Doxy peptidase v ivio^j, miviN/\ 


TvTA/T HO 1 /^OO 
IN IVL UZ 1 DZZ 


Homo sapiens pleckstrin homology domain- containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHA1), mRNA 


IN IVl U 1 ZH-U O 


nomo sapiens protein Kinase Dincung protein i ^ri\js.^i3r i miviN/\ 


TsJA/L HO 10^0 
IN IVL KJZLZDZ 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


TvTA/T HO HQ HA 
INIVI UZUoUO 


Homo sapiens gephyrin (GPHN), mRNA 


IN IVL UZlZDo 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 

111 1x1 N r\ 


NM 021204 


Homo sapiens E-l enzyme (MASA), mRNA 


TvTA/f MO 1 1 Q 1 

IN IVL UZ 1 1 y 1 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


XTA/T HO 1 1 7Q 

JNJVL UZ1 l/o 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA 


NM_021127 


Homo sapiens phorb o 1-1 2 -myristate- 13- acetate- induced protein 1 (PMAIP1), 

1T1 1\ IN /\ 


A.TA/f MO 111/1 

JNJVL Uzl 114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (aero sin-try p sin inhibitor) 

/ Q P 1 NI 9 \ itt P\l A 
^orllNJvZj, mrCIN/\ 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


IN IVL UU04J j 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 

™T?AJ A 
mKJN/Y 


njtv/t no 1 n7^ 

IN IVL UZ 1U / j 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


IN IVL UUJ)14Z 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), mRNA 


IN IVL UUjooo 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDH1A2), 
mRNA 


IN IVL \) idZd^V 


Homo sapiens muscle specific gene (M9), mRNA 


MAyr no 1 

INJVL UZ1UO/ 


nomo sapiens Jvi/\/\uioo gene piouuct ^Jvi/\>\uiooj, ni i\. in /a 


A.TA/T no 1 non 

IN IVL UZ 1 UZ U 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 


NM 021025 


Homo sapiens homeo box 1 1 -like 2 (HOX1 1L2), mRNA 


tvta>t no 1 
JNM UzlUUJ 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium- dependent, 
aipna isoiorm yrrNLii\), rnKiN/\ 


TvTAyr non^'7/i 

IN IVL UZUO/4 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


Ts.TA/r nio^io 
in ivl uiyoiz 


nomo sapiens nypotnencai protein kou>o.j i ^iv^uyDj i mKJN/v 


xTA/f nononA 
in ivl uzuyu^ 


Homo sapiens pleckstrin homology domain-containing, family A 

1 It /Tt?"K\ It /TltT AC1+1 /l f± rM1T/l11T<T 1 ITT ITT It 1"* /I / 1^ | H K 1-J A /I 1 "ITT t? NT A 

^piiuspiiuiiiosiiicie uiiiQiiig speciiicj iiieiiiuei h- ^ i l c rv n /a h- ^ , iiirviNzA. 


TsJA/L no 0^8 A 
IN IVl UZUOOO 


nomo sapiens rsr uwy protein \rsrijv\jy), mrviN/\ 


INIVI UZUOoH- 


nomo sapiens i>iruuu / protein ^i>ruuu / j, iiiiviN /\ 


IN Ivl U Z U O CO 


nomo sapiens .rvi-^wzo pioieiii ^rvuuzo j, iiirviN.rv 


INIVI UZUO/7 


nomo sapiens rs^LjyjAD pioieiii ^apuzj ^, iiunin/a. 


NM 090677 

1 > IVl W^l/VyU / / 




NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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Homo sapiens goliath protein (GP), niRNA 


INIVI UZU'^O / 


Homo sapiens similar to aspartate beta hydroxylase (ASPH) (LOC57168), 

lIlIvIN f\ 


INIVI UZUjZH 


nomo sapieiis iieiiidiopoieuc r i3yv-iiiieidciiiu^ pioiem ^nni j, iiiivin/a. 


TsJA/T 018^8 

IN1V1 WIOO-JO 


nomo sdpiens eLiidiioidiniiie iviiid&e ^H/ivii iiirviN.rv 


INIVI Vj 1 O.J-Z,0 


nuillU adpiCIlS L/llCIIlU-ivlllC llJvC IdClOl 1 ^V^IV-L^P 1 J, IIlrvIN.rV 


IN 1V1 U 1 O7J 1 


nomo sapiens ciiemoKme-iiKe idL/ior i ^^jvi^f i j, mrviN/\ 


INIVI UZW1HO 


noiiio sapiens pu-ididiive zo -KL-/d pioiein ^-H^/i^ou^wz^, iiiivin/a. 


INIVI UZU141 


nomo sdpiens pioiem x uij ^aij-uzu j, liiiv in /a 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


TsJA/T 0 1 88zL^ 
INIVI U 1 OOt-j 


nomo sapiens miiocnonuiidi cdrnei idmny proiem ^ivi^f± miviN/\ 


INIVI UlOO^U 


Homo sapiens putative Rab5 -interacting protein (RIPS), mRNA 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


INIVI K) iOJVV 


Homo sapiens cyclic AMP-regulated phosphoprotein, 21 kD (ARPP-21), mRNA 


JNJV1 uiozyy 


Homo sapiens likely ortholog of mouse heat shock protein, 70 kDa 4 


XTA/T 01^9^0 


Homo sapiens neuronal protein (NP25), mRNA 


TsJA/T OO^O^A 


nomo sapiens sman mciuciDie cyiOKine suoiamiiy /\ ^L^ys-L^ys memoer zj 

(OL/ I /\ZJ) J, 111 IN. IN /A 


MA/T 01^9^0 
INIVI UIjZOU 


nomo sapiens iidiisciipuoiidi reguidior proiein ^nL-iMur j, miviN/Y 


TsJA/T 09 OJ.^^ 
INIVI UZWHO.J 


nomo sdpiens iiypouieiicdi pioiein i i jo ^luL/J / 1 jo iiirviNjrv 


MA/T 090zL10 
in ivi uzu4 1 yj 


nomo sdpiens v^vji-uz protein ^ ui- i jz j , iiiiviN /a 


MA/T 090zl01 
IN IVI UZU4 U 1 


nomo sdpiens nuciedr pore complex proiem ^in ui iu / j, miviN/A 


TsJA/T 090400 
INIVI UZU4UU 


nomo sdpiens o pioiem-coupieu lecepior ^z ^ur ivyzj, miviN/\ 


TsJA/T 090^07 
INIVI / 


nomo sapiens ^amivi-iiKe pioiem Kinase ^i^^jl. o / i i o j, mrviN/\ 


lSJIVf n,9fn88 
INIVI VJZsKJDOO 


If nTYin C o n i P11c f ATV 1^ nrn+f in /TATY 1 ^\ m R NI A 

nomo sdpiens /\ i y\- 1 j pioiein ^ \_ f\ i yv - 1 j iiiixin /\ 


IN IVI UZUjOO 


nomo sapiens n i\./\o-iiKe suppressor ^iuvAolo nnv in /\ 


TsJA/T 090^^1 
IN IVI UZUjOI 


UaIiI /a o o r"\ i 3T"i c 1 / * ^.i i"»In / \ -v \ ri~\ f \ i - 1 / 1 ' i l* I< «t*AAn i*c Ar I C \* A I 1 \ \T A 

nomo sdpiens cdiuoxypepiicidse d piecuisor ^1/111 j, huvin/a 


TsJA/T 090^^7 
INIVI UZVj.jZ' / 


nomo sdpiens i^-C/o 1 -conidiiiiii^ imciedi pioiein ^penp iiiivin/\. 


TsJA/T 090^zl^ 

INIVI UZUJtJ 


nomo sdpiens i-K.dppd-13-iiiieidciiii^ ivds-iiKe pioiein 1 ^ i\d ix/\ 0 1 iuivin/\ 


TsJA/T 090^^0 
INIVI UZUjOU 


nomo sapiens pnospnoiipici sciamuiase d ^ri^o^ivj) mrviN/A 


TsJA/T 090^48 
IN IVI U Z \J J H- o 


nomo sdpiens eyenn ivn ^^ininivii ^, miviNi-v 


TsJA/T 000888 
INIVI UUUOOO 


nomo sdpiens miegiiii, ueia o ^iivjj_>oj, iiuvinjtv 


TsJA/T 090181 

IN IVI UZU 1 O 1 


I— I r a m / \ com Atic m \ / p» 1 in nrn+AAlini/i nrA+Am 1iL^<=» i"\ vi a 'fo i n / R 1 R 1 \ mPM A 

nomo sdpiens myelin pioieoupio pioiein-iiKe pioiein ^rbrLj, iiuvin/^. 


XFA/T 090144 
IN IVI UZU 1 


nomo sdpiens poiy^/\j poiymeiase ueia ^lesiis specmcj yri\r kjl^id), miviN/\ 


TsJA/T 090909 
INIVI UZUZUZ 


nomo sapiens inii pioiem z ^ini i zj, miviN/A 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


TsJA/f 0909^7 
INIVI \jL\jAd 1 


nomo sapiens ivhjo i - 1 proiem ^ivii^o i - 1 j, niiviN s\ 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


INIVI UZUIZo 


Homo sapiens nuclear protein double minute 1 (MDM1), mRNA 


"VTA/T AO 


Homo sapiens latexin protein (LXN), mRNA 


"VTA A HO A 1 ^2 Q 

JNJVL UZU 133 


Homo sapiens lysophosphatidic acid acyltransferase- delta (LPAAT-delta), 
rntviN/A 


TsJA/T 090941 
INIVI UZUZ^l 


nomo sapiens sema uomam, transmembrane Qomam ^iivij, ano cytoplasmic 

LlOIIldlll, ^aeilldpilOl 111^1 O-D ^k3l-/lVl J rvOI3J, IIlrvlN.rv 


TsJA/T 0901^ 
INIVI UZU 1 0.J 


nomo sdpiens senidpnonii semz ^i^vji^oovzuj, niivi >j j-\ 


NM 0901 QQ 


Homo sanierm HTGN9Q nrotein THTGN^Q"! mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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JNJVL UZUlly 


nomo sapiens nypotneticaL piotem rLr>o4Zl (rU3o4Zl), mKJNA 


"N.TA A /CO 

JNJVL Uzu loz 


nomo sapiens LmAD/n (Asp-Olu-Ala-Asp/nis) box poLypepticle 33 (JJDX3 J), 
m is. in /\ 


TsJA/f H9H9 1 ^ 
INIVL UZUZ1 J 


nomo sapiens nypotneticai protein jjjs.rz^p/oirzui^ ^ujvrz,p /oirzui^-j, 
mRNA 


\T\yf H9PI99 1 
1N1V1 UZUZZ1 


nomo sapiens nypotneticai protein uivrz/p >h- /izz^t ^lJjvrz^iJD^f/izz^j, niKJN/\ 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


ATA/f did 1/^1 

JNJVL UZUlOl 


nomo sapiens nypotneticai protein jjJSwrz,pj>4 /nuzo (UJs.rz,]3j4 /nuzoj, mKiNA 


NM 020186 


Homo sapiens DC1 1 protein (DC1 1), mRNA 


JNJVL (JzuzUj 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


JNJVL_Ulyoo / 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


JNJVL (J19o9z 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5 -phosphatase homolog; 
phosphatidylinositol polyphosphate 5 -phosphatase type IV (PPI5PIV), mRNA 


JNJVL UIVooj 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 

m KIN A 


JNJVL UlVo^D 


Homo sapiens candidate mediator of the p53 -dependent G2 arrest (REPRIMO), 

111 IxlM r\ 


In 1V1 UI7OJJ 


nomo sapiens protein pnospndtd.se *t reguidtoiy suuuiiit z ^rrr^Kz ^j, itixvin/\ 


In 1V1 Ul jjUI 


nomo sdpiens piotem preQicteu oy cione zoooz ^nou / 7jUj ), mrviN/\ 


1N1V1 Ul jjUU 


nomo sdpiens pioieiii piecucieu Dy cione zj> / jj ^nou /vz /h-j, iiixviNy-v 


Ml\/T 01 ^9QA 


nomo sdpiens i^vjin pioieiii ^noujiwyj, iiiiviMy-v 


IN 1V1 Ul j Z:/ O 


nomo sdpiens Lidiisioiiiiei-z dipiid ^iiiid-z, dipiidj ^nou^ozvjyj, iiixvi>i/\ 


TSJAyf 011110 

In 1V1 Ul jjlU 


nomo sdpiens nypotneticai protein ^Arujoioyj, mivi\ijrv 


1N1V1 U 1 0" / J 


nomo sdpiens iivFZ-inieidciiiig leiomeric iv/\r i protein ^iv/\r i j, iiiivin/a 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


JNJVL U1VUZU 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


aja/t 0 1 go^q 
inivl uivujo 


nomo sapiens nir-i responsive Kiroui ^ri^jzuouuj, mrcrNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (PI 7.3), mRNA 


AJA/T O 1 Ofi/I O 

JNJVL U1VU4Z 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


JNJVL uiyuoi 


Homo sapiens phosphatidylinositol-3 phosphate 3 -phosphatase adaptor subunit 

H da p\ ml? TsJ A 
-rAr ) , mJtviN A 


MAyr 0 1 QQQA 
INIVL UI070O 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NM_0 19034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 

111 1\1N /a 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


JNJVL UlVloo 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ10996), mRNA 


AJA A A101 OA 

JNM_Ulolou 


nomo sapiens JJiiAL)/n (Asp-Olu-Ala-Asp/nis) box poLypeptiae 31 (1JJJX3Z), 
mKJNA 


1N1VL UlVUZo 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing priotein 

A17D 1 /T7T TinS^9^ tyiT?AJA 


aja/t 0 1 on 1 /i 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kDa) (Rpol-2), 

III IV IN /a 


TsJA/T 01Q091 
1M 1V1 U 1 7UZj 


nomo sapiens iiypoiiieiicdi pioieiii ^fi^j i woh-wj, iii£vin/a 


1N1V± UIOIUZ/ 


Hnmn ctinipnc 1i\/t"\^"\tlTr*ti r*^ 1 rwc\tp*\v\ P T T 1 OA ^ ^ ^ PT I 1 0 A ^ ^ ^ mt?TvTA 
iiuiiivj &d|jit/ii& iiy |jvj iiit/iiL/Cii [Jivjit/iii i J— <J i wuj J cj ivyujjj ^, 1 1 1 1 v i n ^a 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJ10404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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mc a 9zL^Q/^ ml? XT A 
^noAZ't J) -jVOJ, 111 1\. In /a 


±N 1V1 WlO / uu 


rTOlllO SapieilS Uipd-ILILC IllOlll-COniallllllg J)U ^ llVliVlJO^, IlllviNj'-Y 


mm 018^47 

IN 1V1 \J 1 o / 


|T nnin c^ninnc h\m(>>ihr>t\(*<A 1 nrntfi n PRO? Q Azl ('PRO? QAzl^ ml? XT A 
rTOIIlU SapieilS liypUllieilCal piUlClIl Li\\JAy\j e -T ^r IvVJZ^/OH-J, IIllviN.rY 


XTA/T 0 1 R^zlA 


rrumu Sapiens nyputiieticai piuiem r vkkjaz/Dq yr is\j z.yD o miviN/Y 


In iVl W 1 o 


n umu sapiens nyputiieticai pruiem rssxjAy^-ty \rss\jAy L ty in ixin /a 




iiumu Sapiens nypuureiicai pruiem rivuzoyj ^rRUzoyj iniviN.rv 


iNiVl VJlo^H-J) 


jnuniu sapiens iiypuiiieiieai piuLein l isAjAoDy \l is\j zoj" iniviN.rv 


TsJA/T 018^49 

IN 1V1 W 1 o JJt-Z 


jnuniu Sapiens iiypuLiieiieai piuiein irvzoj't ^ri\uzojT , j, iiiivln/\ 


XTA/T 018^8 
In iVl UlOJJO 


riuiiiu Sapiens eryinruDiasi meiiiDrane-assueiaieci piuiem ^jz/1vlvi/\i miviM/\ 


XTA/T 0 1 8 ^A 
In 1V1 UlOJJ'+ 


U nmn c'lnifnc V»Trr\r\+hr'+ir»Ql nrn+pin PP0971A ^PR0971 A\ tyiPXTA 

rrumu Sapiens nypuiiieiieai piuiem risAJz, / 14 yrisAjz, / ih-j, miviN/\ 


XJIVT 018^0 
In ivl U 1 O J J U 


U nmn c'lnifnc h\n-\(\thr>t\(*'A 1 nrntfi n PR 09^91 ^PR09^91^ mRATA 

jnuniu sapiens iiypuineiicai piuiein rj\uzjzi ssajajz, 1 iniviN.rv 


XTA/T 018^97 
1 N 1V1 l/lO oz / 


LJ M m,x ciinipnc 1^\/nMthr»tu»^ 1 nrntfin PP 0940^ ^PPO9zl0^^ mPXTA 

rruiiiu Sapiens iiypuLiieiieai piuiein ri\wz4Uj rvuztuj iiiivl>i/\ 


XTA/T 01R^9^ 
In 1V1 UIOjZj 


rrumu Sapiens nypuineiieai piuiem lssajajaji yrjs\j£j£j> niiviN/v 


In ivi uioji" 


rrumu sapiens iiypuiiieiieai piuiem ri\uzzoo ytr ivvjzzoo niiviN/\ 


XTA/T 018^17 
in ivl Ulojl / 


U nmn OQnipno h\/r\r\t h^+i^Ql nrn+pin PRH9914 / PR 099 1 A\ mPXTA 

jnuniu sapiens iiypuuieiicai piuiein r ivuzz i h- yr ivvjzzih-j, iniviN.rv 


XTA/T 018^91 
In ivl Ulo OZ 1 


LJ n m n c'inir>nc 1t\ /rw-\ti-» r»t w» 'i 1 t-\ r^f r» i n PP09108 ^PPO91Q0^ mPXTA 

jnomo Sapiens nypoiiieiieai proiem ri\uzi70 ^rRuziyo niiviN/A 


XTA/T 01&MQ 
In 1V1 UloOl" 


n uiii(j Sapiens nypuineneai piuiem rjs\jA\.jj> ^rivuzijj niiviN/\ 


XTA/T 01&£»1& 
In iVl Uloulo 


U nnin t-'inifiic U\m(\iUr*i\(+<A 1 n r^tr»in PPH9191 ^PP09191^ mPXTA 

irumu sapiens iiypuiiieiieai piuiem iauzizi kuzizi iiiiviN/\ 


XTA/T 018^1^ 
In Ivl UlOOlO 


jnuniu sapiens iiypuuieiieai piuiein risAjz^vj i yr jsajz,\jj / iinviM/A. 


XT AA 0 1 8 ^ 1 9 

IN 1V1 UlujlZ 


rauiiiu sapiens iiypuiiieiiedi piuiein rivwzwi j ivuzui j miviN/A 


XTA/T 018^10 
In Ivl UIOOIU 


U nmn ciinipnc h\/nMthr»ti^'^ 1 nrntr'i n PROI Qzl9 ('PROI Qzl9^ mPXTA 

jnuniu sapiens nypuLiieiieai piuiein ri\.vj lyn-z, yr iwj i y-rA iniviN.rv 


XT A/1 018^10 
In 1V1 VJ 1 O 1 \) 


rrumu sapiens iiypumeiieai piuiein rixuiouu ^ri\uioooj, iiiiviN.rv 


XTA/T 018^07 
In 1V1 UlOJU / 


rrumu sapiens iiypuirieiiedr piuiein rivuiOT-j ^ri\u 1 01 j j, iniviN.rv 


XTA/t 018^0^ 
In Ivl l/lo OUO 


Unmn cQr\i^r»c h^mnf h<=»fir»Ql r\rr4+<=»ir» PP O 1 707 ^PP017S7^ mPXTA 

rrumu sapiens iiypuiiieiieai piuiein rivvji / o / ^ri\ui /o / iniviNi^v 


XTA/T 01 R^RQ 
In ivl UlOJO" 


U M m M c 'i n i r» n c h^mr\+hp»+ir»c»1 t"\r^tr* i n PROI ^PROI^^^ mPXTA 

rrumu sapiens nypuineiieai pruiem riv^io-5Z) jvuiojj j, miviN/A. 


TsJlVT 018^87 
In iVl UIojo / 


rrumu sapiens iiypuiiieiieai pruiem r i\u i o i / ^rivwioi / ^, miviN/\ 


MATT 0 1 8^0^ 
iNiVl Ul OJUj 


rrumu sapiens iiypuuieircdr pruiem rivui jvo ^rivui jvo j, niiviN^rv 


NM 018586 


Humu sapiens hyputhetical prutein PRO 1584 (PRO 1584), mRNA 


XTA/T 0 1 0^O9 
In ivl UloDUZ 


rrumu sapiens nypuineticai proiem rKui jou ^rivL^iDoUj, miviN/v 


XTA/T O 1 CAH^ 


T-Ji^rv»/A coniAMC ViTrt-*^+l»^+ir»o1 PP O 1 /l OA /PR O 1 /I O A \ rv»PXT A 

riomo sapiens nypuineiicai protein rivL^i^yo yrisxji^yo)^ miviN/\ 


XTA/T O 1 O^OA 
In ivl UloZ>o4 


riumo sapiens nypotneiicai piotem rKUHoy (rivL/i^oyj, itiivLn/a 


XTA/T O 1 0^\09 
In ivl UIojoZ 


T-Tnmr\ conipnc ViArr\n+l»^+ir»o1 nrnln i n PR01481 /DD O 1 /l 0 ^ \ mPXTA 

Homo sapiens nypoineticai protein rKUHoj ^rivL^i^+oo miviN/\ 


XTA/T O 1 0/^O9 
iN ivl U 1 oOUZ 


riomo sapiens unaj ^risp^fu ) nomoiog, suDiamny /a, memoer ^ ^uiN/Aj/A^f j, 

inPXT A 
1 1 1 1 v l N f\ 


XTA/1 018^78 
i N iVl UloJ / o 


U nrYiri c'lnifnc U\mt\ihi^i\(*<A 1 f\ r^tr»i n PP019^7 /"PPH1 9^7^ mPXTA 

rrumu sapiens iiypunieiieai piuiem r ivuizj / ^rivuizj / miviN/\ 


NM 018576 


Homo sapiens hypothetical protein PROI 163 (PROI 163), mRNA 


ATA/t O 1 0AQ7 
iNiVl Ulo^fV/ 


riomo sapiens nypotneticai piotem rivuiu^fo ^rivvjiu^fo^, miviN/A 


XTA/T O 1 0 
iNivl UloOtO 


riomo sapiens nypotneticai piotem rKuuoyy ^rivL^uoyyj, miviN/A 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


iNivl uioDyu 


nomo sapiens nypotneticai protein rVKUUUoz (rivuuuozj, mKiN/v 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase II) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NMO 18468 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

iVllJoUJJ (iVllJoUJJj, lllKiN/A 


ATA/T M 1 0/1 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

1V1J— 'k)uJ/( I IvlL/kjUJZ l ? IIIIVIN^V 


NMO 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosyltransf erase AD-017 (AD-017), mRNA 
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TsJA/T 0 1 9.A 1 (\ 
in IVI U 1 04 1 O 


nuniu sapiens r z iurivneati iaciur ^rnAj, iiiin. in /a 


TsJA/T 01 8407 

1MIV1 U 1 OH-U / 


numu Sapiens puiaiive niiegiai inemuiaiie iiaiispuiiei ^i^v^z/ iinviNi-v 


mm n 1 Rd.79 
In 1V1 U 1 ot / Z 


nuiliu SdpiCllS U-llCllalaCieilzeCl liy pULllalalllU-S piULClll nlUl 1 ^nlUl 1 J, IIlr\J_N/\_ 


1>J 1V1 U 1 / 1 


rioiiiu Sapiens uiiC/naraC/ierizeci iiypoiiiaiaiiius pioiem niuiu ^niuiuj, miviN/\ 


TsJA/T 0 1 8470 
In IVI U 1 OH- / U 


numu sapiens uiieiiaiaeierizeLi nypuinaiamus piuiem niuu7 ^niuuyj, nirviNZ-v 


In 1V1 U 1 oH-O ;/ 


numu sapiens micna! aeienzeci iiypuuiaiaiiius piuiem niuuo ^niuwoj, miviNy-v 


In 1V1 U 1 /DAD 


nuniu sapiens ^viz^r assueiaieci laeiui-i ^noAiAr/\r i iniviN J rv 


TsJlVT 017^14 
IN 1V1 Ul / Jit 


Homo cQriip-nc QFY crp-n^ l" H ^ ^ F Y Ti PKI F ^ m R KI A 
nuniu Sapiens kj-C/.A. ^ene ^000 c yvvj l_> 1 n c j , iiiivin/\ 


ATA/r 017^19 
In IVI U 1 ID 1 Z 


nuniu sapiens no ueia pruiem ^norvi odc 1 a j, 111 ivi >j /a 


iNlVl UIOJjO 


numu Sapiens norLUjy pruiem ^norL/i/jy j, niixi n /a 


NM 018553 


Humo sapiens ELG prutein (HSA277841), mRNA 


ATA/T O 1 Q/l O^ 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mRNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 


ATA A C\ 1 Q A C\ 1 

JNJV1 Ulo4Ul 


Homo sapiens gene for serine/threonine protein kinase (HSA250839), mRNA 


ATA A 7^QO 
JNJVL Ul / JOZ 


Homo sapiens JNldi-o protein (noAz4jooo), m K IN A 


ATA /f Cil Q A 


Homo sapiens hepatocellular carcinoma-associated antigen 127 (HCA127), 

mPTsJ A 
111 K IN /V 


TsJA/T O 1 &Z177 
INlVl U 1 / / 


nomo sapiens uncnaracierizeci nypotnaiamus protein nAKr j i ^n/vrvr 1 1 

m P TsJ A 
I I I Ivl N r\ 


ATA/T 01 R/^9 
In 1V1 Ul OOJZ 


numu sapiens guigin-iiKe piuiein ^vj-L-rj, iiuvim/a. 


TsJlVT 0 1 7Q^»9 

INlVl Ul / "OZ 


numu sapiens iiypuiiieiicai piuiein rLjzwozj ^rLjzuozj j, iiii\j_n/a. 


TsJAVT 0 1 70^ 1 
In 1V1 U 1 / 7U 1 


Homo sapiens hypothetical protein FLJ20813 (FLJ20813), mRNA 


TsJTVT 0 1 7QA0 
iNivi kj i / you 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


ATA/r 017Q^Q 
In 1V1 U 1 / y D y 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


TsJlVT 0170^8 
rN ivi u i / "J o 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


MM 0170^7 

In 1V1 U 1 / z/ D 1 


Homo sapiens epsin 3 (FLJ20778), mRNA 


TsJTVT 0170^/^ 
In IVI U 1 / y D O 


Homo sapiens hypothetical protei 


m FLJ20772 (FLJ20772), mRNA 


TsJlVT 0170^0 
In 1V1 U 1 / yD U 


Homo sapiens hypothetical protei 


in FLJ20753 (FLJ20753), mRNA 


TsJlVT 0 1 7QJ.Q 
iNivi ui / y'-ry 


Homo sapiens hypothetical protei 


m FLJ20739 (FLJ20739), mRNA 


TsJA/T 0 1 7Q4A 
In 1V1 U 1 / y^-tO 


Homo sapiens hypothetical protei 


in FLJ20731 (FLJ20731), mRNA 


TsJl\/T 0170^^ 
In 1V1 U 1 / yD D 


Homo sapiens hypothetical protei 


m FLJ20729 (FLJ20729), mRNA 


ATA/T 017Q4s 
In 1V1 U 1 / "HO 


Homo sapiens hypothetical protei 


in FLJ20725 (FLJ20725), mRNA 


TsJlVT 0 1 1QA 1 
In 1V1 U 1 / y-r 1 


Homo sapiens hypothetical protei 


m FLJ20721 (FLJ20721), mRNA 


TsJlVT 017Q^R 
In 1V1 U 1 / y D O 


Homo sapiens hypothetical protei 


m FLJ20716 (FLJ20716), mRNA 


TsJA/T 0170^7 
In IVI U 1 / y D 1 


Homo sapiens hypothetical protei 


m FLJ20712 (FLJ20712), mRNA 


ATA/T 0170^9 

iNivi u i / yDA 


Homo sapiens hypothetical protei 


m FLJ20700 (FLJ20700), mRNA 


TsJlVT 017Q9Q 
INlVl U 1 / 7Z7 


Homo sapiens hypothetical protei 


m FLJ20695 (FLJ20695), mRNA 


TsJA/T 017Q98 
In 1V1 U 1 / y Z O 


Homo sapiens hypothetical protei 


m FLJ20694 (FLJ20694), mRNA 


mm 01709^ 
InIVI U 1 / 7ZJ 


Homo sapiens hypothetical protei 


m FLJ20686 (FLJ20686), mRNA 


TsJlVT 017Q90 
In ivl U 1 / 7ZU 


Homo sapiens hypothetical prote 


m FLJ20654 (FLJ20654), mRNA 


TsJlVT 017Q1Q 
in ivi u 1 / y 1 y 


Homo sapiens hypothetical protei 


m FLJ20651 (FLJ20651), mRNA 


TsJlVT 017Q18 
1 >i ivi u 1 / y 1 0 


Homo sapiens hypothetical protei 


m FLJ20647 (FLJ20647), mRNA 


TsJlVT 017Q17 
In IVI U 1 / 7I / 


Homo sapiens hypothetical protei 


m FLJ20644 (FLJ20644), mRNA 


TsJlVT 017Q1A 
In ivl U 1 / 7lO 


Homo sapiens hypothetical protei 


m FLJ20643 (FLJ20643), mRNA 


TsJlVT 017Q1^ 
In IVI U 1 / y L D 


Homo sapiens hypothetical protei 


in FLJ20641 (FLJ20641), mRNA 


TsJlVT 017Q19 
IN Ivl U 1 / 7IZ 


Homo sapiens hypothetical protei 


in FLJ20637 (FLJ20637), mRNA 


TsJA/r 017Q0Q 


Homo sapiens hypothetical protei 


m FLJ20627 (FLJ20627), mRNA 


NM 017907 


Homo sapiens hypothetical protei 


m FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protei 


m FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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TvTA/f m 7QQ7 

JNJVL Ul /oy 1 


nomo sapiens hypothetical piotem rLJzUoU4 (rLJzUoU4), mKJN A 


JNJVL Ul /oV4 


rlomo sapiens hypothetical protein rLJzUjbo (rl^Jzlobo), mKJN A 


JNJVL Ul /oVJ 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4G (SEMA4G), 

mT?TsJ A 
1 1 1 Iv In r\ 


TsJA/T 017RQ1 

INIVI Wl / 07 1 


UAmn c'inir»nc 1 nrnfpin PT T90^84 ^ PT T90^8zL^ mPTsJA 

nomo sapiens iiypoiiieiicai pioiem rLjzujo^ ^rLjzujoH-j, mixi\i/\ 


TsJA/T 017RR^ 

IN 1V1 Ul / OOJ 


U nnin c'lnifnc ta\/rw-\tl-i r»t i 1 iTrntr»i it P T T90^^»8 ^PT 190^ A5sM mT?TsJA 

nuuiu sapiens nypoiiieiicdi pioiem rbjzujoo ^ri^jzuz)Ooj, mrviN/\ 


IN 1V1 Ul /OOl 


nomo sapiens iiypouieiicdi pioieiii rLjzujjv ^rijjzujjyj, inrviMy-v 


TsJA/T 01787 A 
In 1V1 Ul / o / O 


U At « A c'inir>nc ln/nntKr'ti/"j 1 iTrnfr»i it PT T90^^9 ^PT T90^^9^ m F? NI A 

nomo sapiens nypoxnexicai proiem r l^jz.\jddz, ^ri^jzuz)Z)zj, mrviN/\ 


\TAif 01787^ 
in 1V1 Ul / o / D 


U nnin cQnipnc \^\n^n\t\^c>i\{*''\ 1 nrn+pin PT T90^48 TPT T90^48^ mRTsJ A 

nomo sapiens nypoineiicai pioiem rLjzuj4o ^rLjzuj^o j, mrviN/\ 


TsJA/T 0178^8 
In IVI U 1 / OOo 


nomo sapiens nypoineiicai proiem ri^jzuj dd \r l^j z,\jd dd j, mrviN/\ 


TsJA/T 0178^^ 
iNlvl U 1 / OOO 


nomo sapiens iiypouieiicai pioiem rLjzujjj ^rLjzujjj j, iiuvim/a. 


TsJl\/T 0178^^ 

InIVI U 1 / OOJ 


nomo sapiens iiypoiiieTicai pioiem rLjzujz / ^rLjzujz/ j, mrviN/\ 


TsJA/T 0178^0 
InIVI U 1 / OOU 


T-Tr\TV»r\ cunipnc V»Amr\+V»p»+ir»ci1 nrn+pin PT T90^1Q ( V>\ T90^1Q^ tyiT?TsJ A 

nomo sapiens nypoineiicai pioiem rLjzuj i " ^ri^jzuz) i^j, mrviN/\ 


TsJIVT 0178^8 
In ivi u 1 / oj o 


nomo sapiens iiypouieiicai pioiem ri^jzuj 10 ^ri^jzujioj, mrviN/\ 


TsJA/T 0178^^ 
InIVI U 1 / OJU 


U nmn cQnipnc \-\\j\-\i\\\-\r^i\(^'\\ nrntni n PT T90^14 ^PT T90^1zL^ mT?TsJ A 

nomo sapiens nypoineiicai proiem rLjzuj 14 ^r i^j zuz) i^+j, miviM/\ 


TsJA/T 0178^4 
rNIVL Ul / OJt 


nomo sapiens iiypouieiicai pi o lein rLjzuj iz \rL^jz.\jD izj, iiiix-LN.rv 


TsJIVT 0178^^ 

iNlvl Ul /ODD 


I— I / % i \ cQnipnc TiT^r^i"\'fTiP kJ fi<'"»ci1 trrnfpiti PT T90^1 1 i PT T90^1 1 i tyiT?~M A 

nomo sdpieus iiypoLiieiiccti pioiem ri^jzuj 1 1 ^rbjzuj 1 1 )<, iiiiviN.rv 


TsJIVT 0178^1 
INlvl U 1 / OD 1 


TTr\mr\ c'lnifnc h\mt\thi^i\<*<A 1 n r^tr»i n PT T90^0Q ^ PT T90^0Q^ tyiPXTA 

nomo sapiens nypoineiicai pioiem rLjzujuy yr l^j z,\jD\jy j, miviN/\ 


TsJIVT 017848 

INlvl U 1 / OHO 


U Mnin cQnipnc n\mn+np+ipti1 nr/^ Atr»i n PT T90^0/^ ^PT 190^0^^ tyiT?TsJA 

nomo sapiens iiypouieiicai pioiem ri^jzujuo ^ri^jzujuo j, iiitvlnjtv 


TsJIVT 01784^ 

INlvl Ul /OtJ 


nomo sapiens uieasi caiciiioina diupiiiieu. secjueiice h- ^j3v_^/^.ot-j, iuivIn/\ 


XFA/f 01 78^ f\ 
InIVI U 1 / 0J5 0 


TJ nrnn cor\ipnc nTrr\r\+n^+ir»ci1 nrntpin PT T9 OA 7 7 ^PT T90zl'7^^ mT?TsJ A 

nomo sapiens nypoineiicai proiem rLjzu^/ j ^ti^jzuh- / d j, miviN/\ 


TsJIVT 01 78^ A 
InIVI U 1 / oD^-r 


1— 1 1 a / a CQnipnc T»Arr\r\+T»p»+ir»ci1 nrn+pin PT T 9 O/l A/1 / P T 1 9 O/l A/1 ^ rv»T?TsJ A 

nomo sapiens nypoineiicai pioiem fi^jzuh-oh- ^fi^jzuh-oh-j, mis/iN/\ 


TsJIVT 0178^1 
1M1V1 U 1 / OD 1 


U nrnn cQnipnc liTmnfnplipQl r\rr\ie*\n PT 19 Ozl ^ A ^PT 1904^^^ mT?TsJA 

nomo sapiens iiypouieiicai pioiem rLjzu^jo ^rpjzuH-joj, iiiiviNy-v 


TsJIVT 017898 
rN ivi u i / oz o 


Unmn CQnipnc h\m(\ihr>t\(*<A 1 n ivAtr»i n PT T90zL^9 TPT T90zL^9^ mT?TsJA 

nomo sapiens iiypouieiicai pioiem r l^jz.kjh-dz, yrL^jAKj^-tDz,)^ iuivi>/\ 


TsJIVL 01789^ 

iNlvl Ul / OZ,D 


PJ i a m / a CQnipnc It \ / t-w a t It r»t i ^ » ■ 1 1 nrn+pin PT 1 9 OAzl A ^ P 1 1 9 Ozl/1 A ^ mT?TsJ A 

nomo sdpieus iiypouieiicdi pioieiu rpjzuT-T-o ^rpjzuT-T-o j, uuviN^rv 


TsJIVT 017894 
In IVI U 1 / OZH- 


TJnmn CQnipnc li\mA+np+ipQl ni"r\+pin PT T90zLzL^ / P T T90zLzl^A mT?XT A 

nomo sapiens nypoineiicai pioiem r i^j zuh-ho ^rLjzu^n-j ^i, mis/iM/\ 


TsJIVT 01781Q 
In IVI U 1 / Ol7 


T-T nrnn CQnipnc n\/nn+npfiAQl nr*r\+pin PT 19 0zlT9 / PI 190479^ mPTsJA 

nomo sapiens iiypouieiicai proiem rLjzu^jz \rL^jz,v e -tDz,), iiiiviNy-v 


TsJIVL 017817 
In IVI U 1 / o 1 / 


Unmn CQnipnc h\m(\thr>t\(*<A 1 nrntpin PT T90/L9Q TPT T90zL9Q^ mT?TsJA 

nomo sapiens nypoineiicai pioiem rLjzuT'Z? ^ri^jzuT-z" ^, iiuvin/\ 


TsJA/T 01 781 f\ 
In IVI U 1 / o 1 O 


U nniM cQnipnc 1i\mnl1iplir>Ql nrnfpin PT 19 OA 9 ^ /'PI T90/19^^ ml? XT A 

nomo sapiens nypoineiicai proiem ri^jzu^tzj ^rpjzu4Zj miviN/A. 


TsJIVL 017814 
In IVI U 1 / O 1 H- 


T-Tr\nrrv CQnipnc h\mnthp+ipQl nr«rt+pin PT T90A99 TPT T90zl99^ nrRTsJ A 

nomo sapiens nypoineiicai pioiem r L^j£\j L t££ \r\^3z.\) L \z.z.)^ miviN/\ 


TsJlVT 01781^ 
In IVI U 1 / ul J 


U nTri A CQnipnc li^mn+np+ipcil nrn+pin PT 190/19 1 / PI T9049^ m F? XI A 

nomo sapiens nypoineiicai proiem rpjzu^zi ^rLjzu^zi j, miviN.rv 


TsJIVT 017819 

IN IVI U 1 / OIZ 


U Arnn CQnipnc ViT/nrt+liplipQl tTtvAfpi n PT T90/L90 TPT T90zl90^ mPTsJA 

nomo sapiens iiypouieiicai pioiem rLjzu^zu ^rpjzutzuj, iiiin/in/\ 


TsJIVT 017808 
In IVI Ul / OUo 


Unmn CQnipnc ViA;nn+Tiplir*Ql nrnfpin PT T90zL1^ ^PT I90zl 1 'W mRTsJA 

nomo sdpieus iiypouieiicdi pioiem rpjzuT-1 j ^rpjzuH-i j iinviN.rv 


TsJA/T 01780^ 
InIVI Ul 1 CAjD 


U nmn cQnipnc n\mnmp+ipQl n^n+pin PT T90A01 ( V<\ T90zl01^ mT?TsJA 

nomo sapiens nypoineiicai proiem rLjzuH-ui ^rLjzunui ^, mis/iN/\ 


TsJIVT 01780"* 
In IVI U 1 / OUj 


U nmn CQnipnc U\mt\tUr*i\<*-A 1 nm+pin PT T90^QQ ^PT 190^00^ mPXTA 

nomo sapiens nypoiiieiicai pioiem rLrjzuj"" ^iLJzujyVj, mis/iN/\ 


TsJIVT 017801 
INlvl U 1 / OU 1 


nomo sapiens iiypouieiicai pioiem rLjzujyO ^r; i^j zu Dyo ) , iiiis/im/\ 


TsJA/T 0 1 77QQ 
iNivi ui / / 


Unmn CQnipnc n^mn+np+ipQl nr*n+pin PT T90^Q9 ^PT T90^Q9^ ml?M A 

nomo sapiens nypoineiicai pioiem rLfjzujyz ^fi^jzuj^zj, mivrsii-v 


TsJA/L 0177CH 
InIVI U 1 / / ¥D 


Unmn CQnipnc h^mn+np+ipQl i^rntpi n PT 19077/1 TPT T90^7zL^ mPTsJA 

nomo sapiens nypoineiicai pioiem r l^javd /h- ^rLjzuj miviN/\ 


TsJIVT 0 1 77Q 1 
In ivi U 1 / / 7l 


U/mr/r conipnc Itt m/T'f It p+ i 1 nT'/r+pm P T 1 / 1 1 \ / 1 / P T T 9 1 1 7 / 1 i nrT?^vT A 

nomo sapiens nypoineiicai pioiem rLjzuj / 1 uljzuj / 1 niiviNy-v 


TsJIVT 017787 
In IVI U 1 / / O / 


Unmn CQnipnc hx/nn+Tip+ir»Ql m-n+pin PT T901 *\A ^PT T901 mT?T\JA 

nomo sapiens nypoineiicai pioiem rLjzui j4 ^ri^jzui jh-j, iinviN.rv 


TsJIVL 017789 
rNlvl Ul / /OZ 


1 I / a / \ CQnipnc nimA^ 1ip+ipq1 nTvr+pm P I TvlU Ai I / p T I 9 1 1 7 A i I i nTl?^^J A 

nomo sapiens nypoineiicai pioiem rpjzujou ^it^i^jzujouj, iiiis/iN.rv 


TsJIVL 017781 
In IVI U 1 / / o 1 


Unmn CQnipnc nxmn+np+ipQl nrnfpi n PT T907^Q ^PT T90^^Q^ mT?TsJ A 

nomo sapiens nypoineiicai proiem rLjzujj" ^fi^jzuj) jy^i, mis/iN/\ 


TsJIVT 01777Q 
In IVI U 1 / / / y 


Unmn CQnipnc Inmn+np+ipQl iTrntr'i n PT 1907^/1 / P 1 I907 mT?XTA 

nomo sapiens nypoineiicai pioiem rLjzujj^ yrL^jz,\jDD £ -t) !) misj_N/\ 


TsJIVT 017777 
In IVI U 1 / / / / 


Unmn CQnipnc Ir^^nn+lTP+ipQl tTrntoi n PT T907zl^ ^PT T90^4^^ mT?TsJA 

nomo sapiens iiypouieiicai pioiem rLjzujtj i_^j z,\jd £ -tD j, iinvTNjrv 


TsJIVL 0 1 lllf\ 
rN ivi u i / / / o 


Unmn CQnipnc T»T;nn+hp+ipQl it rnfpi n PT T90^zLzl TPT JICi^AA^ mT?TsJA 

nomo sdpieus iiypouieiicai pioiem r l^jz,\jd < -t'-t ^rpjzujHH j, inivi>/\ 


TsJIVL 01777^ 

IN 1VJ_ ul / / / J 


Homo <sarnpn<i hw>nthpfir»a1 nrntpin FT T90^40 TFT T90^40^ mRTsJA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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TsJA/T 0 1 11 f\ 1 
In I VI U 1 / 1 0 1 


T-Tnmn cqhiphc h\n^(\thr>i\{+<A 1 r» mtr*! n PT T907 1 9 f PT T907 1 9A mPTsJA 

nomo sapiens nypotneticai piotem rLjzujiz ^rLjzuj izj, mivrsi/\ 


MlY/T 0177A0 
IN Ivl U 1 / / OU 


Uatvia cynifnc U\/t^i\tUr*i\<*-A 1 nrntfi n P T 1907 1 1 f PT T907 1 1 ^ tyiTJTsJA 

nomo sapiens ny pome tic ai pioiein r ljzuj i i ^rbjzuj 1 1 j, iiiivln/\ 


¥U 0177^ 
In 1V1 U 1 / / J J 


U nnin C oni Pnc liwnnttir't 1 nrntni n PT T90707 fPT T90707^ mRTsJA 

nomo sapiens iiypoiiieitcai pioiein ri^jzujUj ^ri^jzujuj j, iiiisj_ni/\ 


MA/f 0177^9 
1>J 1V1 U 1 / fJZ 


U n m n canipnc ViTrr\r\+Vi/=»+ir»c»1 nrn+pin PT T909QS ^ PT I909G<nM tyiT?M A 

nomo Sapiens nypotnericai proicm rLjzuzyo ^rLjzuzyo j, miviN/\ 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


TsJA/T 0177AA 
InIVI U 1 / /^to 


TTnmn conipnc T»^n-\r\+T»p»+ir»c»1 PT T909£7 Z' PT I909 S^l\ mt?TsJ A 

iionio sapiens nyjjOTiieiicai pioxem rLjzuzo / (rLjzuzo / j, niivrN/\ 


TvTA/f C\ 1 77/1 < 
InIVI Ul / /4j 


riomo sapiens nypoineiicai pioxem ri^jzuzoj (ri^jzuzoDj, niiviN/v 


TsJA/T H 1 7747 


TT/^m/A caniPtic T»Arr\/"\+T»<=»+ir»o1 r^r*/^+/=»i-n PT T909Q1 / P T T909ft^ rv»T?TvT A 

riomo sapiens nypotneticai protein rLJzuzoT ^ri^jzuzoi j, inrviN/\ 


MA>T H 1 77/1 1 
InIVI Ul / /41 


nomo s ap 1 ens iiyp o i netic ai pi otem r l^jz\jzc>\j (ri^jzuzouj, itikjn j\ 


TsJl\/T 01777Q 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 
(FLJ20277), mRNA 


TsJA/T 017777 
IN 1V1 U 1 / / D 1 


T— Ti^m/A c <* nirin c T^TTr^/A+T^/^+i^ol f\r/\f r>i n PT T9097^ / p T T9097^^ mD\T A 

nomo sapiens nypoxneTiL/di proxem rLjzuz/ j ^rLjzuz / j j, miviN/\ 


AJA/T C\ 1 777 O 
INiVl Ul / 1 Zy 


nomo sapiens nypotiieiicai protein tljzuzjo (ri^jzuzjo j, mrciN/\ 


TvTA/f O 1 779 Q 
InIVI U 1 / /Zo 


T-Ti^rv»/A coniAMc U T rt-*^+T» r»o 1 PT T909^^ /'PT T909^^^ r? NT A 

nomo sapiens nypotneticai pi otem ri^jzuzro yr ljzuzjj j, miviN/\ 


T\J1\/T H 17777 
InIVI U 1 / /Z / 


T-T/^m/A coniwc TiTrf-\/^+Ti^+ir»o1 i-*tva+/=m-k» PT T909^/l ^ P T T909 i ^/l^ rv»T?ATA 

nomo sapiens nypotneticai protein r l^jzkjzd^ (ri^jzuzj^j, miviN/\ 


TvTA/T Pi Mil A 
IN 1V1 U 1 / / Z4 


Homo sapiens leucine rich repeat (in FLII) interacting protein 2 (LRRFIP2), 

mT?TsJ A 
IIlTvlN /\ 


In IV1 Ul / / Z, 1 


T4 1 \ mn ciinipnc h\rr\nthp>t\nn] nvM+p»in PT T909J.1 ^PT T90941^ tyiRTsIA 

ploiiio sdpiens ny poLiieiicdi pioiein rpjzuz4i ^ri^jzuzni ^ ? iiiiviN.rv 


TsJA/T 017717 
In IV1 U 1 / / 1J> 


Unmn c'lnifnc h\mt\thi^i\<*<A 1 r\ r^tr»i n PT T909 1 1 ^ PT T909 1 ^\ tyiPXTA 

nomo sapiens nypotneticai pi otem rLjzuzi i ^rLjzuzi i j, miviN/\ 


TsJlVT 017719 
In ivl u l / / l z 


U nmn canipTic Ti^m^+Tip»+ir»Ql nrntfi n PT T90908 ^ PT T90908^ tyiT?7sJA 

nomo sapiens iiypoiiieitcai pioiein iljzuzuo ^ri^jzuzuo j, iniviN.rv 


TsJIVl 017710 
In Ivl U 1 / / 1U 


L| n mn cnnifnc h\n^(\th^t\(^'A 1 t-\ rMtr»i n PT T9090^ TPT T9090^^ mRXTA 

ploiiio sapiens nypoLiiencai pioiein ri^jzuzuj \vl^jz,\jA\jd j, inivi>/\ 


TsJA/T 01770& 
In Ivl U 1 / / U O 


T-Jnmn cqiiiptic T-»\/rw-\tT-» r»t 1 t"\r^tr»i n PT T90900 ^ PT T90900^ tyiT?TsJ A 

nomo sapiens nypotneticai protein fi^jzuzuu \rL^jz.\jzv\j), miviN/\ 


TsJIVl 0 1 7707 
In Ivl U 1 / / U / 


U n m n cQnipnc U\m(\ihr*i\(+<A 1 »-\ r^tr»i n PT T901QQ ^ PT T901QQ^ mPXTA 

nomo sapiens nypotneticai pi otem rLjzuiyv ^ri^jzuiy" j, miviN/\ 


TsJlVT 01770^ 
InIVI U 1 / / UO 


Unmn t-inifnc U\/i^t\tUr^i\^-A 1 nrntfi n PT T901Q^ ^ PT T901Q^^ tyiRTsJA 

nomo sapiens nypoineiicai pioiein rLjzuiyj ^rpjzuiyj j, iiiiviNy-v 


TsJIVl 01770^ 
INIVI U 1 / / UJ 


U Mmn cnnifnc h\m(\ihr>t\(*<A 1 n rMtr»i n PT T901Q0 TPT T901Q0^ mRTsJA 

nomo sapiens iiyponieiicai pioiein r l^jz,\j iy\j ^-Ti^jz,ui"uj, inivi>/\ 


mm 017707 
In Ivl Ul / / UJ) 


T-Tnmn c^nipnc Ti\/r\o+ti<=*+ir»ti1 nm+r>in PT T9018R / PT T9018S^ mPXTA 

noino sdpiens iiypouieiiccii pi oieni ri^jzui oo ^rLrjzuioo j, miviN.rv 


TsJIVl 0 1 7709 
In Ivl U 1 / / UZ 


nomo sapiens nypotneticai pi otem rLjzuioo ^ri^jzuiooj, miviN/\ 


TsJlVT 017700 
IM Ivl U 1 / / UU 


T-TrtTVirv t'lnifnc U\/t^i\tUr*i\<*-A 1 nrntni n PT T901 Szl ^ PT T901 £/Pl mPTsJ A 

nomo sapiens nypotiieiicai protein rbjzuioi ^ri^jzuio'+j, iiiiviNy-v 


TsJIVl 0 1 lf\Qf\ 
In Ivl Ul / 0"0 


U nmn conl^nc V4T7r\r\fV4P»fir»Ql t-\ rMtr»i n PT T90170 TPT T90170^ mRXTA 

nomo sapiens nypoLiieiicai pioLein ri^jzui /u ^iljzui /uj, iiiivin/\ 


TsJA/T 0 1 7 AO A 
In Ivl U 1 / 0!7H- 


ITniYin cQniptic V»^rr\r\+Vi/=»+ir»ci1 nn^tfi n PT 19 O 1 AO PT 1 9 O 1 AO ^ mT?M A 

nomo sapiens nypotneticai protein rLjzuiou ^ri^jzuiou j, mtviN/A. 


TvJIVT 017AQ7 
In Ivl U 1 / oys) 


nomo sapiens nypotneticai pi otem rLjzui J7 ^fi^jzuiz)^/J, miviN/\ 


TsJlVT 017AQ1 
In IV! U 1 / Oy 1 


T-Tr\TYir\ c'inir«nc lT\/iA^tK r»t i 1 nn^tfin PT T901 ^ A / PT T901 ^ A^ rnRXTA 

nomo sapiens nypotneticai protein rpjzui jo ^rLjzuijoj, nriviN.rv 


TsJIVl 017A&Q 
In Ivl U 1 / 007 


U nmn c'^nipnc h\m(\thr>t\(*<A 1 nrntni n PT T901^\1 ^ PT T901 / n1 n \ mPTsJA 

nomo sapiens iiypoiiieitcai pioiein ruzuui ^ri^jzui ji ^, iiiisj_n/\ 


TsJlVT 017A;&& 
In Ivl U 1 / OOO 


Unmn ciinipnc ta\/rw^thr»ti^i 1 nrntfin PT 1901 ^ 0 ^PT T901^0^ tyiRTsJA 

nomo sdpiens iiypoLiieiicdi pioiein r l^jz,\j i ju (rLjzuijUj, iniviN.rv 


TsJA/T 017/^8^ 
IM Ivl U 1 / OO D 


L| nmn c 'i t-\ i r» n c ViTrr\r\+li^+ir»Ql r\m+f±ir\ PT T9 O 1 7 Q TPT T901^Q^ mT?7sJ A 

nomo sapiens nypotneticai protein tljzui j" ^ruzuij"], miviN/\ 


TsJlVT 017A&A 
In Ivl U 1 / OoH- 


U nmn cQnipnc U\mt\tUr*i\<*-A 1 i-wrt+P'in PT T901^A ^PT T901^A^ mT?\TA 

nomo sapiens nypoiiieticdi piotem ri^jzui jo ^rLjzuijOj, miviN/\ 


TsJIVl 017^89 
In Ivl U 1 / OOZ 


Unmn c'inipnc h\n^(\thr>t\(*'A 1 nrntfi n PT 1901 79 ^PT 1 9 O 1 79 ^ mT?TsJA 

nomo sapiens iiypoiiieitcai pioiein fljzuijz ^iljzui jzj, iinviMy-v 


TsJA/T 0 1 7A& 1 
In Ivl U 1 / Oo 1 


T-Tr\rYin c'inir>nc V»Trr\r\+V»P'+ir»ci1 r\rv-\tr»i n PT T90170 ^ PT 19 O 1 70^ tnT?M A 

nomo sapiens nypotneticai piotem rLjzui ju ^tljzu ij)uj, miviN/\ 


TsJA/T 017A7Q 
In Ivl U 1 / o / y 


Unmn cjnifnc h\/nnth r»t i 1 nvn+P'in PT T9019S ^ PT T90198^ mPTsJA 

nomo sapiens nypotneticai piotem rLjzuizo ^iljzuizo ^, miviN/\ 


TsJlVT 017A7A 
In Ivl U 1 / O / L r 


T-Tnrvin c'inir«nc U\mt\tUi^i\<*<A 1 i-\ rntnin PT 1901 97 / PT T90197^ mPXTA 

nomo sapiens itypotiteticai piotem rLjzuizj ^rLJzuizj miviNy-v 


TsJlVT 0 1 lf\f\A 
In Ivl U 1 / OOH- 


U nmM c'inir»nc Tixmn+TiP'+ir'Ql nrntni n PT T900Q7 ^PT T900Q7^ mRTsJA 

nomo sapiens iiypoiiieitcai pioiein r L^jAwyj yrL^jz,\)\jyj iinviN.rv 


TsJIVl 0 1 lf\f\ 1 
IN IV! U 1 / OO 1 


T-Tnmn cinir-nc h\/t^i\thr^i'n^'A 1 nrntpin PT T900SA f PT T900^A^ tyiRTsJA 

nomo sapiens iiypomeiicai pioiein rijjzuuoo ^rpjzuuoo j, in.tvrN.rv 


TsJlVT 017AA0 
In ivl Ul / OOU 


U Amr v CQnipnc tiAmn+tip>+ir»ci1 nrntoi n PT T900S^ ^ PT T900S^^ mPTsJA 

nomo sapiens nypotireticai piotem rLjzuuoj ^rLjzuuoj miviNjrv 


TsJlVT 017A^& 
In Ivl U 1 / Oj o 


U nmn c'ir\ir»nc U\mt\ihr*i\<*<A 1 nrntfin PT T90081 ^ PT T900ft1^ mPXTA 

nomo sapiens irypotireticdi piotem rLjzuuoi ^rLjzuuoi j, miviN/\ 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


TsJA/t 017A^ 
In Ivl U 1 / OD J 


T-Tnmn cjnir'nc ViTrr\n+ViP'+ir»ci1 nrn+pm PT T 9 O O 7 ^ / PT T9007^^ rv»T?XT A 

nomo sapiens nypotneticai piotem tljzuu / j ^tljzuu / j j, miviN/\ 


TsJlVT 017^^4 
In IV! U 1 / OJ i 


Unmn cQnipnc h\/nMthr»ti^'j 1 nrn+pin PT T90077 ^PT T90077^ tyiRTsIA 

noino sdpiens iiypoiiieiicdi pioiein r l^jz,\j\j i s> ^rbjzuu / j ^, iiitvin/a. 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NMO 17650 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 9A 
(PPP1R9A), mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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IN IVI U 1 / OH-H- 


T-Tr\mr\ cqhiphc h\n^(\thr>i\{+<A 1 it r^tr»i n PT 1900^0 ^ PT T900^QA mT?MA 

nuniu sapiens nypoiiieticai piotem rLjzuuj7 ^fi^jzuujj/^i, miviN/\ 


AjA/r 017^4^ 

IN1V1 Wl / OH- J 


Uatvia ccmiPTic ViArr*r\+hp»+ir»Ql nrntfi n P T 1900^^ f PT T900^^ mT?ATA 

nomo sapiens iiypoiiieiicai pioiein ri^jzuujj ^fi^jzuujj j, iiiivln/\ 


MM 01 7^ Q 
In 1V1 Ul / O J " 


U nnin C oni Pnc h\m(\thr>t\(*<A 1 nrntni n PT 190047 f PT T900zL7^ mT?MA 
nOIIlO SapidlS Iiypoiiieiicai piULClIl ILJ/UUt 1 / ^rI^JZUU L r/ J, IIllVlN/\ 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


IN IVI U 1 / Oj J 


PT^m/T oanipnc Ir^nrrr+lr^+iocil nmtf»in PT T900^7 / P T T900^7\ AT A 

nomo sapiens iiypoiiieiicai piotem rLjzuuj / ^ri^jzuuj / j, miviN/v 


TsJA/T 017/t71 
IN IVI U 1 / 1 


T-Tr\m/r conipnc Vi^n^r\+Vip»+ir»c»1 i"\TVT+^m PT T900^^ / PT T900^^ mt? AT A 

nomo sapiens nypoiiieticai pioiem rLjzuujj ^pi^jzuujj j, niiviN/\ 


IN IVL UL /OJU 


nomo sapiens nypotneticai pioiem ri^jzuuJ4 (ri^jzuuj4j, miviN/v 


ATA/T 017^97 
IN IVL U 1 / OZ / 


T-T/rm/r caniPtic T»Arr*/-\+T»^+ir»o1 r^r*/^+/=»i-n PT T900^0 / P T T900'^0^ ml? AT A 

riomo sapiens nypoTneTicai proteLn r ljzuuju ^ri^jzuujuj, niiviN/\ 


IN IVL UL /OZO 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 12 (DNAJB12), 

ml? XT A 


TsJA/T 0 1 7^9 1 
IN IV! Ul / OZ 1 


T-Tr\TYirk t'lnifnc U\/i^t\tUr^i\^-A 1 nrntni n PT T90017 ^ PT T9001^^ tyiRTsTA 

noiiio sapiens iiypoiiieiiL/ai pioiein rijjzuui j ^ri^jzuui j iinviNi-v 


TsJIVt 01 7^ 18 

IN 1V1 Ul / O 1 O 


T— rnmn canipnc 1t\ /rw-^tli r»t i 1 r^r , r\+/^i-n PT T9000^» ^PT T9000/^^ mT3 \T A 

pLoiiio sapiens nyp omental pioLein .r ljzuuuo ^r^i^jzuuuoj, iiiivin/\ 


TsJA/T 017^ 17 
IN 1VI Ul / 0 1 / 


T-TnrYin c'inir>nc Vixmn+Vi/=>+ir»ci1 nrnl^in PT 19 HHfK / PT T9000^^ tyiT? AT A 

nomo sapiens nypoineiiL/ai proiem iljzuuuj ^rLjzuuuj ), miviN/\ 


TsJIVt 0 1 7^1 ^ 
IN 1V1 Ul / 0 1 J 


PTomn cQnipnc h\/i^(\thr>t\("A] nrntfin PT T9000^ fPT T9000^^ mT?XTA 

nomo sapiens nypoineiiL/di pioiem iljzuuuj ^rLjzuuuj j, miviN/\ 


in ivi uioj y*-t 


T-TrtTnrv t'lnifnc U\/t^i\tUr*i\<*-A 1 nrntni n PT T1 1 7A9 ^ PT T1 1 ^Zl9^ tyiPXTA 

nomo sapiens iiypomeiiL/di proiem ilj i i j4z ^i^j 1 1 j4z j, iiiivin/\ 


IN1V1 UlOJyJ 


T— T^Tn/^ ccimptic T»"\tt^^+T» p»+ir»c»1 nrnfpiti PT f 1 1 ( P I S 1 1 ^^^\ i ttiT?AT A 

nomo sapiens iiypoiiieiiL/ai pioLein ilji i jjo ^ilj i i jjoj, iiiivln/\ 


NM 018391 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


ATA./L O 1 £^£Q 
IN IVL U10J07 


nomo sapiens uur-mcose nansponer i ^ilj i i jzuj, niKJN/\ 


ATA/T O 1 Q^QQ 
IN IVL UlOJOO 


Homo sapiens hypothetical protein FLJ1 1316 (FLJ1 13 16), mRNA 


ATA/1 0 1 

IN IVL UlOJOO 


nomo sapiens nypoineiicaL protein ilj i i juj (rLj l l juj j, rniviN/\ 


ATA/T H1 Q^Q^ 
IN IVL UlOJOJ 


nomo sapiens nypoineticaL piotem ilj i izv4 (ilj i lzv4 j, mrciN/\ 


ata/t m c^on 
IN IVL UIojoU 


1-4 /\.-vi ^ nowianD P\P AR/tf / A f »-a Hill A 1q A U A v t-»r»Um£kiA+i/1a TO /TM^YO Q \ 

nomo sapiens ut/\LJ/ m ^/\sp-OLu-/\La-/\sp/nisj dox poLypeptiae zo ( ljljazo j, 

mRXT A 

111 iVl N /\ 


in ivi uioj iy 


I-lnnin c'inir»nc lT\/t^^tlT r»t i 1 nrntfi n PT T1 1980 ^ PT T1 1980^ tyiRTsTA 

nomo sapiens nypouieiicai pioieiii ri^ji izou ^.ti^j i izouj, niiviNy-v 


IN IVI UIOJ / O 


U Mmn cnnifnc h\m(\ihr>t\(*<A 1 n rMtr»i n PT T1 197^ TPT T1 1 97^ mRTsTA 

nomo sapiens iiypomeiicai pioiein rpj i iz / j ^ri^j i iz / j j, iiiivin/^ 


TsJA/L 018^7^ 
IN IVI U 1 O J 1 J 


Unmn c^nipnc Ti\/r\o+Li<=*+ir»ti1 nm+r>in PT T1 1 97zl ^PT T1 1 97J.^ mRNA 

nomo sapiens iiypoiiieiicai piotem flj i iz / 4 ^tlj i iz /H-j, iiiiviN.rv 


TsJA/t 018^74 
IN IVI UIOJ / H- 


U nTnn c'lninnc h\n^(\thr>i\{+<A 1 rvrvvf^in PT T1 1 977 / PT T 1 1 977^ mRXT A 

nomo sapiens nypouieiicai piotem ilj i iz / j ^ilj i iz / j^i, miviN/\ 


MA/L 018^79 

IN IVI UIOJ / Z 


nomo sapiens iiypoiiieiicai proiem r i^j i izov ^r/i^j i izov j, iniviNy-v 


TsJA/t 018^70 
IN IVI UIOJ / U 


nomo sapiens nypoLiieiicai piotem ri^j i iz^j" ^r/i^j i iz,jj7 j, iiii\j_n/\ 


TsJA/T 01 

1N1V1 UIOjOO 


U nniA cQniptic V»^rr\r\+Vi/=»+ir»ci1 nn^tfi n PT T1 1 9^0 ^ PT T1 1 9 70 ^ mt? AT A 

nomo sapiens nypotneticai protein ilj i izju ^fi^j i izju mtviN/A. 


IN1V1 UIOjOJ 


U nmn cQnipnc U\n^i\tUr>i\{+<A 1 nrntr'i n PT T1 1999 ^ PT T1 1999^ mRTsT A 

nomo sapiens nypotneticai piotem ilj i izzz ^ilj i izzz j, miviN/\ 


MA/L 0 1 R^O 
IN1V1 UIOjOU 


T-Tr\TYir\ c'inir«nc lT\/i^^tK r»t i 1 nn^tfin PT T1 190Q f PT T1 1 90Q^ tyiRXTA 

nomo sapiens nypotneticai protein ilj i izuv ^ri^j i izuv j, miviN.rv 


MA/t 01R^Q 

IN IVI UloJJ" 


U Arnn c . m i Pnc h\m(\thr>t\(*<A 1 nrntni n PT T1 1900 TPT T1 1 900^ mRTsTA 

nomo sapiens iiypoiiieiicai pioiein ilji izuu ^ilj i iz,uuj, iiiivlm a 


MA/L 01&^7 

IN IVI UlOJJ / 


nomo sapiens iiypoiiieiicai pioiein r^i^j 1 1 i"o ^r^r^j 1 1 i"u iniviN.rv 


1N1V1 UIOJ) JO 


IT i \ m { \ car\i Aiic 1 l-» ^ 7 |-x ^ ^ It ^ J ^ » o 1 *Ywr\+p*\-r\ PT T1 1 1 O 7 / p T 1111 O 7 \ mt? AT A 

nomo sapiens nypotneticai protein ilj i i iyj ^ilj i i iyj ^, miviN/\ 


TsJA/L 0 1 8^^^ 
IN IVI UIOjjj 


nomo sapiens nypoiiieticai piotem ilj i 1 171 ^ilj 1 1 171 j, miviN/\ 


TsJA/t 018^1 

IN IVI UlOJJ 1 


T— \r\w\f\ c 'A m r>n c It ^ / »"\ / \ 1"» r» 1 / » ' 1 1 nfAlAm PT S 1 1 1 S7 /PT S 1 i 1 S^^^ mt? AT A 

nomo sapiens iiypoiiieiicai pioiein ilj i i i oj ^ilj i i i oj j, iniviNy-v 


tsja/l oir^o 

IN IVI U 1 0 J J U 


U ATYin c'li^ir'iTC V»Trr\r\+V»P'+ir»ci1 i^r^f r»i n PT T1 1 1 ft 1 ^ PT T1 1 1 Sl'W ml? AT A 

nomo sapiens nypotneticai piotem ilj i i 101 ^ilj i i i o i j, miviN/\ 


MA/L 0 1 S^AQ 
IN IVI U1oj47 


IT i\ ITT /\ canipnc lT"\7~K\^+lT^*+ir»o1 tT tr* i n Pt fill 7 ^ / p T i I i 1 T ^ \ mt?AT A 

nomo sapiens nypotneticai piotem ilj i i i / j ^ilj i i i / jj, miviN/\ 


MA/L 0 1 R^zL& 
1N1V1 U 1 O JH-0 


Pntnn cctr\i auc IrA/T^/T+lrP'+ir'cil r^rvr+^iiT PT 11 1171 ^PT ? I I 171 l ml? AT A 

nomo sapiens nypotneticai piotem ilj i 1 1 / 1 ^ilj i i i / i miviNy-v 


MA/L 01&^4A 
IN IVI U 1 O JH-O 


Pnmn c r ,i nir>n c TiAmi'Tl"Tip»'fi<'^»ci1 nT'i'T+^in PT I I I 1 1 PT ! I I 1 mt?AT A 

nomo sapiens nypouieiicai pioiein ilj i 1 104 ^ilj i i ioh-j, iiiiviN.rv 


MA/L 018^44 
1N1V1 UIOJH-t- 


IT ( ~\ ITT I \ C 'A IT 1 IT C lT"\7T^<^+T^<=»+ir*C*1 rAfAlPHI PT 1111 (~\ O I PT i 1 1 1 f\C\ \ ITT T? NJ A 

nomo sapiens nypouieiicai pioiem r^i^j 1 1 iou ^.ti^j 1 1 iou j, miviN.rv 


MA/L 0 1 R ^zL t* 
IN IVI U 1 O JH- J 


Pnmn caniAnc 11x^1^^+ 11/^+1/^01 v\T*< r T+^»i-tr PT T1 1 1 /^PT 1111 mt?AT A 

nomo sapiens nypotneticai protein ilj i 1 1 ^ilj i 1 1 jy misJN/\ 


MA/L 012^49 
1N1V1 U 1 O JH-Z 


T— l/T-ITT/T CQr\1P«fi Itt rt*\/T+lr /^'f 1 /^O 1 V'XTVT'I" f^t IT p 1 1111 ^ ^ / p T 1111 w»t?AT A 

nomo sapiens nypotneticai piotem ilj i 1 1 j j ^ilj i 1 1 jj j, miviN/\ 


MA/L 01 &^ & 
IN IVI U 1 O J J O 


Unmn eitni^nc V»^^r*n+V»p»+ir»Ql nrntni n PT T1 1 1 49 ^PT T1 1 1 ZL9^ mT?T\TA 

nomo sapiens iiypoiiieiicai pioiein r l^j i i i^+z, ^r^i^j 1 1 ih-zj, iniviNjrv 


MA/L 018^^ 
IN IVI UIOJJJ 


T— 1 Atnrv cqhipmc Ita t~i^/t+1t z^+i r*ct 1 "I'\tvt+/^i it P 1 fill a / / P 1 li 1 1 1 a / i irrt?AT A 

nomo sapiens iiypoiiieiicai pioiein ilj i 1 1 jz ^ilj i 1 1 jz j, iiuvin/\ 


NM 018^?Q 


PI i \ mo Q^niftic Li\/T^rttliF k tioQl \\Yn\G % \x\ PT ! it 1 1 1 7 TPT 1111 17^ mT?M A 

1±VJ111VJ odUlCllo liypVJ Lllt/LIL/Cll piVJLt/lll X J— (J 1111/ 11 LJ 1111/ 1, 111 IV 1 > / V 


NM 018328 


Homo sapiens hypothetical protein FLJ1 1113 (FLJ1 1 1 13), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJ1 1 1 10 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJ1 1 106 (FLJ1 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJ1 1 105 (FLJ1 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJ1 1 100 (FLJ1 1 100), mRNA 
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TsJA/r 018^1 (\ 
IN ivl UlOJlO 


I — I / \ itt / a 0 0 -r'x 1 pit c 1 It - * rfx/T'f It p+ 1 r*a 1 »t \ -f 7^ 

nomo sapiens nypoineiicai pioiei 


n FT T1 1078 rFT T1 1078^ mRMA 
.n r L J i i KJ 1 o \r J 1 lU/oj, 11 lis. In /\ 


AjA/r 018^14 

iN 1V1 UIOjH 


I — I / -\ itt / \ l' a »t 1 on l' Kii rf\ r\4 It P"fi /"» 0 1 *t t~/ \ tr» 

nomo sapiens iiypoineiioai pioie 


n FT T1 10^8 TFT T1 10^8^1 mT?TsJA 
Lii rLj 1 1 woo ^ri^j 1 1 uuo iiiivln/\ 


MM 018^00 
1N1V1 UIOjU" 


I — I / x itt i \ l' 0 it 1 t"» n i ■ V11 7~k\^+ It r*a l it t"*/ \f a 
nUIllU ISapiClla IiypuiIlCLlL/al piUlC 


n FT T1 1 OJ.^ TFT T1 1 ClA&\ mRNA 
.11 V L^J 1 1 Ut'D ^-T l^J 1 1 UHO ) , IIllViN r\. 


xta/t n 1 8^08 

1>J 1V1 UIOjUO 


noiiiu Sapiens nypoineucai proxc 


n FT T1 1049 TFT T1 1 049^ ™T?TsJA 
1 11 r lj 1 1 uh-z ^ r l J 1 1 uh-z ) , iiiivin /\ 


TsJA/T 0 1 8^07 
In 1V1 UIOjU / 


riuiiiu sapiens nypuiiieiieai piuiei 


n FT T1 1 040 TFT T1 1 040 mT?TsJ A 
111 ILJ 1 1 KJ^-tKJ ^ILJ 1 1 KJ^-tKJ )^ lllivl N r\ 


MA/r oi8^o^ 

iNiVl UIOjUO 


nonio Sapiens nypoineiicai pioie 1 


n FT T1 10^ ^FT T1 10^^^ mT?TsJA 
111 rLJ 1 1 OJ)0 ^rLJ 1 1 WOO J, mrvLN.rv 


MM 018^04 
In 1V1 O 1 O J) Ut 1 


nuiiiu sapiens nypuuieLieai piuie 


n FT T1 109Q TFT T1 1 09Q^ mT?MA 

.11 V L^J 1 1 UZ7 ^-T l^J 1 1 KJAy ) , IIlrviN r\. 


TsJlVT 018^09 
IN 1V1 UlOJ uz 


nuiiiu sapiens iiypuiiieueai piuie 


n FT T1 1 01 7 TFT T1 1 01 7^ mT?TsJA 

.11 V L^iJ 1 1 KJ 1 / \\r L^iJ 1 1U1 / j, IIUviN I\. 


TMA/f 0 1 89QQ 

1N1V1 U10Z7 7 


nomo Sapiens nypoineiicai pioiei 


n FT T1 101 1 fFT T1 1 0 1 1 rnRTsJ A 
111 r L J 1 1U1 1 ^-T L J 1 1 KJ 1 1 ) , 11 UN IN /\ 


TsJA/T 0189Q7 
INIVI O 1 0Z7 / 


nomo sapiens pepiicie.iN-^iyeaiia 


C p c i itt i 1 'l r +r\ a7P»qc+ PXTO 1 ^FT T1 1 00^ mPTsJ A 

se similar to yeasi ± invji ^ilj i iuuj miviN/\ 


TsJA/T 01890^ 
In ivi 0 1 0Z7O 


nomo Sapiens nypoiiieiieai pioiei 


n FT T1 1004 TFT T1 1004^ mT?MA 
111 rLJ 1 1 UU4 ^rLJ 1 1 UU4 J, IIlrviNy-v 


TsJA/T 0189Q4 

IN 1V1 O 1 


nomo sapiens iiypouieiieai pioie 


r» FT T10QQ8 TFT T10QQ8^ mT?TsJA 

.11 r L^iJ 1 KJz/z/O K\r L^i J lKjyyo ) ^ IIllVlN.rv 


TsJA/T 0189Q9 
In 1V1 O 1 0Z7Z 


nomo sapiens nypoiiieiicai pioiei 


n FT T1 0Q8Q ^FT T1 0Q8Q^ mRTsJA 
m rLvj i U707 ^rLvJ i U707 miviN i\ 


TsJA/r 01898Q 

INIVI O 1 OZ07 


nomo Sapiens iiypoineiicai pioiei 


n FT T1 0Q7Q TFT T10Q7Q^ mT?TsJA 
m rLvj IU7 /y ^ilj IU7 /vj, mix in i\ 


TsJlVT 018988 

INlVl UlOZOO 


nomo sapiens nypoLiieLieai pioie 


n FT T1 0Q7^ TFT T1 0Q7^^ mT?MA 
111 rLJ 1 U7 / J ^-T LvJ 1 U7 / J J, IIlrvlN jtv 


TvTl\/T 01897Q 
In ivl O 1 oz / y 


nomo Sapiens nypoineTicai pioie 1 


r» FT T10Q^^ TFT T1 OQ^^^k mRTsJA 

n r lj 1 u" j>o ^ilj 1 Kjyjo j, 11 us. in s\ 


TsJl\/T 01897^ 
INIVI UlOZ/ J 


nomo sapiens nypomeiieai proiei 


n FT T10Q9^ ^FT T1 0Q9^ mRTsJA 
in rLjiuyzj ^flj 1 KjyZsjj, miviN i\ 


TsJlVT 018971 
INIVI O 1 OZ / 1 


nomo Sapiens nypoiiieiieai pioiei 


n FT T10Q1A fVT TIOQIA^ mT?TsJ A 
111 F LJ 1 Kjy 1 O ^FLvJ 1 U7 IO J, 1 11 IN IN /A 


TsJlVT 0189/^4 
In Ivl O 1 OZOH- 


nomo sapiens iiypomeueai pioie 


n FT T1 0Q00 TFT T1 OQOO^l mT?TsJA 

111 r L^J IKjyKJKJ ^rLJ IU7UUJ, IIUViN/A. 


TsJlVT 0189^1 
IN 1V1 O 1 ozo 1 


nomo sapiens oeej-iiKe ^oizv^j) ^, 


mPTsJ A 
lllixlN f\ 


TsJlVT 0189^0 

INiVl UIOZOU 


nomo sapiens iiypouieiieai pioie 


n FT T10801 TFT T108Q1^ mT?7sJA 

.11 r .Lv J lUO"l ^-T Lv J lUO"! ^ ? IIllViN /A- 


TsJlVT 0189W 

1N1V1 OlOZJ;? 


nomo sapiens iiypouieiieai pioie 


ti FT T1 0800 TFT T1 0800^1 mRr\TA 

.11 r LvJ 1 UO7U ^-T LvJ 1 UO7U J, IIllViN I\. 


TsJlVT 0189^0 
INiVl UIOZJU 


nomo sapiens nypoLiieiieai pioie 


n FT T10871 TFT T1 0871^1 mRTsJA 
.11 r LJ lOO/l ^-T LJ lOO/l ) , IIllViN A 


TsJlVT 018948 

IN Ivl O 1 O-Z/H- 0 


I — I 7 A ITT / A C 1 O "f\ 1 C 1 It \ 7 IT 7 A "f" It A "1" 1 7 * O 1 IT f*7 \ir* 

nomo sapiens iiypoiiieueai pioie 


n FT T108^8 TFT T108^8^ mT?TsJA 
.11 V Lv J 1 O O J> O ^.T Lv J 1UOJO J , IIllviN /\ 


TsJA/T 01 8947 
In 1V1 O 1 OZ4 / 


I — I 7 a m / \ cQnmnc It \ 7 »t / a ^ It r^'f 1 / * *i 1 »t t - */ a ^ 7™* 

nomo Sapiens nypoineiicai proxei 


n FT T108^^ ^FT T1 08^A^ mT?TvTA 
111 V L J lUOJO ^-T L J IUojO J , 111 IV IN J-\. 


TsJlVf 01894 f\ 
In 1V1 O 1 OZH-O 


I — I 7 A ITT / A L' '1 »T 1 7^ IT L* It \ 7 »T 7 \ It 7^ 1 7 * ''.I 1 »T f* 7 A "i" A 

nomo sapiens iiypoiiieiicai pioiei 


n FT T108^^ TFT T108^^ mT?TvTA 
111 r LJ IUOJJ V -T L J lUOJJ J, 111 IV IN /\ 


TsJlVT 0 1 894^ 
In 1V1 O 1 OZH-j 


I — I 7 A tTT / \ CQtMPtlC It \ 7 tT / A "f It 1 / * *T 1 »T t"/ A "i" 7^» 

nomo sapiens nypoineiieai pioie 


n FT T1 084Q ^FT T1 0840^ mT?TsJA 

11 rLJ IUOt-7 ^rLJlUOH-yj, IIllViN A 


TsJlVT 0 1 89^8 
In Ivl O 1 OZJ) 0 


I — I / A ITT / A It \ 7 IT 7 A It A "f" 1 7 * T 1 IT l"*7 A "t" A 

nomo sapiens nypoLiieiieai pioie 


n FT T1 0849 TFT T1 0849^1 mRTsJA 
11 rLJ luotz irLj luotz l, lllrviN/\ 


xta/t m 89^^ 

InIVI UIOZjj 


1 — 1 7 A ITT / \ l-\ ^ 7 »-\ / \4- It 7^1 1 / * ' 1 1 »-\ t"*7 A ^" 7^ ' 

nomo Sapiens nypoiiieiieai pioiei 


n FT T108^0 ^FT T1 08^0^ mRTsJA 
m r L J 1 0 0 J) O v r L J 1 0 0 D KJ J, miviN I\ 


TsJA/f 0 1 89^4 
In 1V1 O 1 OZj H- 


l — I 7 \ ITT / A COtMOUC It A 7 IT 7 A "i" It "i" 1 7 * ''.i 1 IT l~7 \ A 

nomo Sapiens nypoineTicai pioiei 


n FT T1089Q TFT T1089Q^ mT?TsJA 
III rLJ 1 O0Z!7 v r LJ 1 OOZj7 J, 111 IV IN f\ 


TsJlVT 0189^1 
In ivl O 1 0Z.3 1 


Homo sapiens hypothetical protei 


in FLJ10815 (FLJ10815), mRNA 


TsJlVT 01899Q 

IN 1V1 KJ 1 OZZ j7 


Homo sapiens hypothetical protei 


in FLJ10813 (FLJ10813), mRNA 


TsJlVT n 1 899 8 
In 1V1 O 1 OZZ 0 


Homo sapiens hypothetical protei 


mFLJ10811 (FLJ10811), mRNA 


TsJA/T 0 1 8997 
1N1V1 KJ 1 OZZ / 


Homo sapiens hypothetical protei 


m FLJ10808 (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protei 


in FLJ10803 (FLJ10803), mRNA 


TsJA/T 0 1 8999 
In 1V1 KJ 1 OZZZ 


Homo sapiens parvin, alpha (PARVA), mRNA 


TsJA/r n 18991 
INlVl UloZZl 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


TsJA/T 0 1 89 1 f\ 
In IVL UloZlO 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


TsJA/T 0 1 89 1 ^ 
IN 1V1 KJ 1 OZ 1 D 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


INlVl UloZlO 


Homo sapiens LAP (leucine -rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


TsJA/T 01 89 1 0 

In 1V1 KJ 1 OZ 1 KJ 


Homo sapiens hypothetical protein FLJ10769 (FLJ10769), mRNA 


TsJA/f 0 1 8908 
In 1V1 KJ 1 OZU 0 


Homo sapiens hypothetical protein FLJ10761 (FLJ10761), mRNA 


TvTA/T 01 890^ 
iNiVl UIOZUj 


Homo sapiens hypothetical protein FLJ10748 (FLJ10748), mRNA 


TsjA/r n 1 890 1 

IN 1V1 KJ 1 OZU 1 


Homo sapiens hypothetical protein FLJ10743 (FLJ10743), mRNA 


ATA/T 0181QQ 

IN 1V1 U10177 


Homo sapiens hypothetical protein FLJ10738 (FLJ10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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XTA/T 018187 
IN 1V1 UlOlOJ 


nuniu sapiens nypoxnexit/ai pioiei 


n FT T10701 rFT T10701^ ml? XT A 
in r l j i u / u i ^-T l j i u / u i ) , miviN /\ 


INlVi UlOl oz 


I — I / -\ itt / \ l' a it 1 on l' It "w it / a "f It A'fi / * * 1 1 it i~/ \ tr» 

nomo Sapiens iiypoiiiexicai pioie 


n FT T1 0700 TFT T1 0700^ ml? XT A 
Lll rLJ 1 U / UU ^rbJ 1 U / UU J, II11vLn/\ 


mm 018181 
In 1V1 UJOlOl 


nomo sapiens iiypouieucai piuie 


n FT T1 0^Q7 TFT T10^Q7^ mT?XJA 
.11 V L^j 1 UO" / ^-T l^J 1 UO" / J, IIllvlN r\. 


XTA/T 0181 7 A 
1>J 1V1 UlOl / O 


numu Sapiens nypuinexicai proxc 


r» FT T1 0/^7^ fFT T10^7^^ mRXTA 
11 rLJ 1 UO / D yr J_^J 1 UO /D J, Illivl>J f\ 


XTA/T 0181 1A 
IN 1V1 WlOl / H- 


numu sapiens cniumusume 17 0] 


Den reacimg name j ivonz) miviN/v 


XTA/T 018177 
In 1V1 UlOl ID 


I — I / -\ itt / \ Danif»«n It \ ^ it / \ "f It i / w .i 1 it i~/ a "i~ 

numu Sapiens nypuineTicai pioie 


n FT T1 0^^^ fFT T10^^»^^ mT?XJA 
in ri^j iuooj ^ilj i uooj J, miviN /\ 


mm 018179 
In 1V1 U 1 O 1 / Z 


l — I / A ITT / A CQtM PTIC It \ f IT / A "i" It A "f" 1 ^ * T 1 IT l"V A "i" A 

nuniu sapiens iiypumeiicai piuie 


n FT T10/^^1 TFT TIO^M^l mRXTA 
ii ri^j iuooi i r i^j i uoo 1 1, iiiivini r\. 


XTA/T 0181 70 
IN 1V1 UlOl / u 


J I / A ITT / A CQtM PT\C It \ / IT / A "f It 1 / * '1 1 IT 1"/ 

nuniu sapiens iiypuuieiieai piuie 


n FT T10£i^ TFT T10^^^»^ mT?XJA 
11 TLJ IUOjO ^-Tl^J 1 UO^OJ, IIllvIN|/\ 


XTA/T 0181 f»8 
In 1V1 UIOIOO 


nonio Sapiens nypoineiicai pioiei 


n FT T1 O^^O ^FT T1 0A^0"i inT?XTA 
111 rLJ 1 UOZ)U ^rLJ 1 UOZ)U l 5 mivlN/\ 


XTA/T 0181 f\l 
In 1V1 UIOIO/ 


I I / a itt / a pompric It \ ^ it n r^f i/* r i 1 it i*/ \lo 

nuniu Sapiens iiypuuieucai piuie 


n FT T1 0/^zL8 TFT T10^48^ mT?XJA 
11 JT L^iJ 1 UOt-O IrLJ 1 UOtO ), IllixlN /A 


XTA/T 0181 f»f^ 
iNlvl UIOIOO 


I — I / A ITT / A C O IT 1 A IT L!' 1t"\ T1*\ It r* O 1 IT 1"*/ A "f" A 

numu Sapiens nypuTiieiieai piuiei 


n FT T1 O^J.7 fFT T10^47^ mT?XJA 
III rLJ lUOH- / ^r LJ 1 UOH- / J, llllvlNy-v 


XTA/T 0 1 8 1 fi7 

IN 1V1 UlOl O.J 


I— I ^ a itt i \ campnc It \ / i~w ~\ + It /"» i - 1 it \~i "\+r» 

numu sapiens iiypuuieiieai piuie 


n FT T10^74 TFT T10fi74^ mT?XJA 
.11 r LJ 1 UO-Jt- ^ILJIUOjIJ, IIllVlN.rv 


XTA/T 0181^7 
In 1V1 UlOl J / 


I — I / \ l^VT / \ CQni311C It X /" IT / A + It^^"!/*'! 1 IT / A A 

numu sapiens nypuineiicai piuiei 


n FT T1 0^*90 fFT T1 0^90^ mT?XTA 
111 rLJ 1 UOZU yr LJ 1 UOZU L llllvl N f\ 


XTA/T 0181^A 
In 1V1 UlOl JO 


I / a itt / \ coniAtic It \ /■ it / \ It ^* "I - 1 / * r .i 1 it rnfr* 

numu Sapiens nyputnexicdi piuiei 


n FT T10A1Q fFT T10^1Q^ mT?XJA 
in rLj i uo i y ^r lj i uo iy j, iiiin.1 > /\ 


XTA/T 0181^ 
In 1V1 U 1 O 1 J J 


— I / a itt / \ cam e»Tio It \ / it /Atnr^f i/»*i 1 it i*v a f - a 

numu sapiens nypuLiieLieai piuie 


n FT T1 0^1 8 fFT T1 0^1 8^ mT?XTA 
ill rLj i uo i o ^r lj i uo ioj, iiiivin jtv 


XTA/T 0181 ^A 
In 1V1 U 1 0 1 ZD *t 


I I / A ITT / \ L ' ^1 IT 1 A IT L* Ml rtA n 3+1 AQ 1 IT 1"* / A "f A 

numu Sapiens nypuxneiicai piuie 1 


n FT T1 OAOzl fFT TIO^Ozl^ mRXTA 

n r lj i uou4 ^r lj i uouh- j, iiii\.i n /a 


TSJA/T 0181^0 
In 1V1 UlOlJU 


numu sapiens nyputneneai pruiei 


n FT T1 0^07 fFT T1 0^07^ mRXTA 
in rLjiuj7/ yr lj i u jy / l miviN i\ 


XTA/T 0181 AQ 
INlvl U10147 


— I / A ITT / A CQmAMC llTrMA+llA+IAol IT 1"* / \ + A 

numu Sapiens iiypuiiieiieai piuiei 


n FT T10^87 fFT T10^87^ mTJXJA 
111 rLJ 1 UJ>0 / ^rLJ 1 UJO / L 1 1 1 1 v 1 N / \ 


XTA/T 018148 
In 1V1 U 1 O 1 H- O 


numu sapiens iiypuiiieiieai piuie 


n FT T10^87 fFT T10^87^ mT?XJA 
III rLJ IUjOj yr LJ 1 UJO J L IIllvlN/A. 


XTA/T 0181 d.f^ 
IN 1V1 U 1 O 140 


| — | { A ITT / A It \ /" IT /\tn Afl/*Q 1 IT 1"*/ \Ia 

nuniu sapiens nypuineiieai piuie 


n FT T10^81 fFT T10^81^ mT?XJA 
ii r lj i u j o i yr lj iujoi l iinvr> i\. 


XTA/T 0181zK 
In 1V1 UlOl H- Jj 


1 — I / \ itt / a cQmpnc It \ / it / a + It + i / * ' i 1 r\T"Alp 

numu sapiens iiypuuieiieai piuie 


n FT T1 0^7Q fFT T1 0^7Q^ mT?XTA 
ii rLj i uj / y yr lj i uj /y)<, iiiivln/\. 


XTA/T 018147 

iNlvl UlOltJ 


numu sapiens iiypuuieiieai piuie 


ti FT T10S79 fFT T10^79^ mT?XTA 

.11 r LJ 1 U D 1 Z yl- LJ 1 U J 1 Z, J, IIllvTN r\. 


XTA/T 0181 40 
iNlvl UIOIt-U 


— I / A ITT / \ DQtMf»MC It "W IT / A + It/^»+1/*'.I 1 IT 1"/ A + A 

numu sapiens nypuLiieiieai piuie 


n FT T1 0^f»^ fFT T1 0^f»^ mT?XJA 
11 rLJ IUjOj I r LJ 1 U JOj 1, IIllvlN r\. 


MM 01817Q 
In 1V1 UlOl J" 


I — I / A ITT / A CQtMPHC IittIAA+IiP+IAqI IT l"V A 

nuniu sapiens iiypuiiieueai piuie 


n FT T10^f»7 fFT T10^7^ mT?XTA 
11 rLJ IUjOj ^r LJ 1 UjOj J, IIllvlN /\ 


XT AA 01 8178 
In 1V1 UlOl jO 


I — I / a in / \ l ■ it i a it l ■ nimA+nA+iAal IT I - */ A + 

nomu Sapiens nypuxneiicai proxei 


n FT T1 0^^0 fFT T1 0^^0^ mT?XTA 

in rLj i u jou yr lj i ujou l iiiin-In /a 


XT AA 018179 
In 1V1 UlOl jZ 


— I / A ITT / A COniAMC It \ /" IT A^n Af 1 IT 1"* / A "i" A 

numu sapiens iiypuineTieai piuiei 


n FT T1 0^4^ fFT T10^A^ mT?XTA 
in rLj i uj^j ^r lj i uj^j l hi is. in /a 


XT AA 01 8170 
In 1V1 UIOIjU 


— I / a itt / a cQtMPtic lnn^A+nA+1 aqI rirA+a 

numu sapiens iiypuineiieai piuie 


n FT T1 0^70 fFT T1 0^7Q^ mT?XJA 
n rLj i \jDjy t r lj i ujj" i, iiiivin ia 


TsJ AA 0 1 8 1 9 Q 
in ivi uioi z,y 


I — I / A ITT / A cam AMC Vnn^A+liA+1 aqI IT l"V A "t" a 

numu sapiens iiypuLiieneai piuie 


n FT T10^7^ fFT T10^7^^ mT?XJA 
11 rLJlUJjj 1 rLJ 1UJ JJ ), IIllvINI/\ 


XTA/T 018198 

In 1V1 UIOIZO 


I — I { A ITT / A CQtMPtlC Iti/IT/A + It^'+I/*''! 1 IT l~/ A + A 

numu sapiens iiypunieLieai piuie 


n FT T1 0^74. fFT T1 0^74^ itiT?XJA 

11 rLJ 1 UJ JH ^r LJ 1 UJJ4 L IIIIVIN rV 


XT AA 01 8 1 9 f\ 
INlvl UIOIZO 


1 — I / \ ITT / A COmaMC VlTrtAA+llP+1 aqI IT r/\iA 

numu Sapiens nypuineiicai piuiei 


n FT T10^9^ fFT T10^9^^ tyiT?XTA 
in rLj iujzj ^r lj i u jzo l miviN/\ 


XTA/T 01819^ 
iNlvl UIOIZJ 


— I / a itt / \ compile It \ ^ it / a "f It a + i / * r .i 1 it i*/ a + a 

numu Sapiens nypoxnencai pruxei 


n FT T10^91 fFT T10^91^ i-nT?XJA 
m rLJiujzi ^rLJ iujzi j, nii\i>i/\ 


XTA/T 018191 
In ivl UlOlZl 


Ha1Y1 A CQM1PHC VlTrtAA+llA+1 AqI IT l"V A + A 

nuniu sapiens iiypuuieLieai piuie 


n FT T1 0^ 1 9 fFT T1 0^ 1 9^ mT?XTA 
ii r lj i u d i z, ^r lj i u d i z, j, iiiivini /a 


XTA/T 0181 18 
In 1V1 U 1 0 1 1 0 


numu Sapiens nypuxnexicai piuxei 


n FT T1 0^08 fFT T10^08^ mRXTA 

n rLj i ujuo ^r lj i ujuo l miviN/\ 


ATA/r 0181 1 ^ 
In 1V1 UlOl ID 


I — I / \ I1T / A CQIM3MD llTrrtA+ll A+1Aol IT l"V A + A 

numu sapiens nypuinexicai piuiei 


n FT T1 0408 fFT T1 0zlQ8^ rnT?XTA 

in rLj i u^-yo ^r lj i un-yo l iinvi n ja 


AjA/r 0181 17 
In 1V1 UlOl 1 J 


— I / A ITT / \ DQniPMC ll« AAQMH 1 IT + A 1" r .l / * "i" 1 1' 

numu sapiens iipueaiiii-mieiaeiii 


1 IT ITT f~*i ITT I"' I IT f~*i |-/^ / » IT / A |- (\ 1 l\ /T \ J \ -|TT I? AT A 

nz, meiiiuiaiie lecepioi ^liiviivl iiiivin ia 


XTA/T 018111 
In 1V1 U 1 O 1 1 1 


— I / \ l"IT / A CQmfTIC |t \ ^ IT /A^n Atl/»'l 1 IT 1~f A f" A 

numu sapiens iiypuiiieiieai piuie 


n FT T1 OzLQO fFT T10J.Q0^ mT?XJA 
ii rLj iut-VU ^rLj luiyu j, iiiivini/\ 


NM 018110 


Humu sapiens hyputhetical prutei 


m FLJ10488 (FLJ10488), mRNA 


XTA/T O 1 8 1 OQ 
InIVI UlOlUV 


Humu sapiens hyputhetical prutei 


m FLJ10486 (FLJ10486), mRNA 


XTA/T 0181 08 
InIVI UlOlUo 


Humu sapiens hyputhetical prutei 


m FLJ10483 (FLJ10483), mRNA 


ATA A 

TN1V1 UlolUJ 


Humu sapiens hyputhetical prutei 


m FLJ10477 (FLJ10477), mRNA 


XTA/T O 1 8 1 04 
INlvl UlolU^f 


Homo sapiens hypothetical protei 


in FLJ10474 (FLJ10474), mRNA 


ATA/r 0 1 QOQA 

INlvl uiouyo 


Humu sapiens hypothetical prutein similar tu b eta-trans ducin family (FLJ10458), 
mRNA 


AjA/r 01 80Q^ 
InIVI U10U"J 


Humu sapiens hyputhetical prutein FLJ10450 (FLJ10450), mRNA 


AjA/r 0 1 808Q 

INlVi U10U07 


Humo sapiens hypothetical protein FLJ10415 (FLJ10415), mRNA 


ATA/T 01808R 


Homo sapiens hypothetical protein FLJ10408 (FLJ10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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TvTA/T fl 1 QH77 
1N1V1 U 1 OU / / 


Homo sapiens hypothetical protein FLJ10377 (FLJ10377), mRNA 


JN1V1 U 1 5U / 1 


Homo sapiens hypothetical protein FLJ10357 (FLJ10357), mRNA 


TsJA/T O 1 80/^8 
1NJV1 UloUOo 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FLJ1 0351), mRNA 


TsJA/T 0180^7 
in ivi uio wo / 


Homo sapiens hypothetical prote 


n rLj i UJDU ^r-LJ i ujou ), miviN/\ 


TUA/T 01 80££ 
1N1V1 UIOUUO 


nomo sapiens iiypoineTicai pioiei 


n r L^j i uj^ y yr l^j i yjjt+y j, mrviN/\ 


TsJA/T 01 80/^ 
IN 1V1 UlO \JOD 


nomo sapiens iiypoineTicai pioie 


n rLJ 1 UJ)H-0 ^rLJ 1 U-jH-O J, Illi vlN r\ 


TsJA/f 0180^1 

IN 1V1 l/lO UO 1 


nomo sapiens iiypoineTicai pioie 


n PT TIO^^O fVT TIO^^O^ tyiRXTA 
n rLJ IUj jU ^FLvJ 1 UJ> J>U J, miviN/\ 


TsJA/T 01 80^A 
IN 1V1 UlO KJD O 


nomo sapiens nypoineticai pioie 


n T7T T1 Ol 1 ^ fTIT T1 O^ 1 ^ mPTsJ A 
11 r LvJ 1 \JD 1 J> \r 1 KJJ 1 D J, llllviN/\ 


TsJA/T 0180^ 
In 1V1 Wlo VJ D 


nomo sapiens iiypoTneticai pioie 


n PT T10^14 ^PT T10^1zl^ mDMA 

n rLvj iuj) 1^4 ^rLvJ ikjj At - J, miviN/\ 


TsJA/T 01 8048 
rN ivi uio o 


nomo sapiens nypoineiicai proie 


n PT T109Q9 rPT T109Q9^ tviPTsJA 
n r lj i uzyz ^fi_jJ i uzyz j, miivin f\ 


TsJIVT 0 1 804^ 


Homo sapiens hypothetical protei 


m FLJ10276 (FLJ10276), mRNA 


TsJA/T 01 8049 
IN IVI UlO UH-Z 


Homo sapiens hypothetical protei 


m FLJ10260 (FLJ10260), mRNA 


TsJA/T 0180^7 
iNlvl U 1 OUJ) / 


Homo sapiens hypothetical protei 


m FLJ10244 (FLJ10244), mRNA 


TsJA/T 0180^^ 
1M IVI UlO VJ O 


Homo sapiens hypothetical protei 


m FLJ10242 (FLJ10242), mRNA 


NM 018029 


Homo sapiens hypothetical protei 


m FLJ10213 (FLJ10213), mRNA 


TsJA/T O 1 8097 
IN IVI UlO UZ / 


Homo sapiens hypothetical protei 


in FLJ10210 (FLJ10210), mRNA 


TsJA/T O 1 809zl 
IN IVI UlO UZ^f 


Homo sapiens hypothetical protei 


in FLJ10204 (FLJ10204), mRNA 


IN IVI UlO UZZ 


Homo sapiens hypothetical protei 


in FLJ10199 (FLJ10199), mRNA 


IN IVI U 1 O U 1 / 


Homo sapiens hypothetical protei 


m FLJ10188 (FLJ10188), mRNA 


iNiVl UloU14 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc finger protein) (BCLl l A), 
mRNA 


TsJA/T 01801^ 
IN IVI UlOUl J 


Homo sapiens hypothetical protei 


in FLJ10159 (FLJ10159), mRNA 


TsJA/T 018019 
IN IVI U 1 O U 1 Z 


Homo sapiens hypothetical protei 


m FLJ10157 (FLJ10157), mRNA 


TsJlVT 01800^ 

IN IVI UlO UUJ 


Homo sapiens hypothetical protei 


m FLJ10139 (FLJ10139), mRNA 


mm 0170Q8 
in ivi u i / yy o 


Homo sapiens hypothetical protei 


m FLJ1 0 1 1 0 (FLJ1 0 110), mRNA 


TsJA/T 0 1 7QQ/^ 
iNivi u i / yyo 


Homo sapiens hypothetical protei 


m FLJ10103 (FLJ10103), mRNA 


TsJA/T 017Q8£» 
1N1V1 U 1 / VOO 


Homo sapiens hypothetical protei 


m FLJ10060 (FLJ10060), mRNA 


TsJIVT 01708^ 
IN IVI u i / y O D 


Homo sapiens hypothetical protei 


m FLJ10058 (FLJ10058), mRNA 


TsJA/T 0 1 7Q8J. 
iNivi ui /yo^-r 


Homo sapiens hypothetical protei 


m FLJ10057 (FLJ10057), mRNA 


NM 017983 


Homo sapiens hypothetical protei 


m FLJ10055 (FLJ10055), mRNA 


TsJA/T 0 1 7Q89 
IN IVI U 1 / " OZ 


Homo sapiens hypothetical protei 


in FLJ10052 (FLJ10052), mRNA 


NM 017980 


Homo sapiens hypothetical protei 


m FLJ10044 (FLJ10044), mRNA 


TvTA>1" H1 7077 

JNJV1 Ul /y / / 


Homo sapiens hypothetical protei 


m FLJ10040 (FLJ10040), mRNA 


NM 017974 


Homo sapiens hypothetical protei 


in FLJ10035 (FLJ10035), mRNA 


A A 1 O A 1 A 

JNM Ulo41U 


Homo sapiens hypothetical protei 
mRNA 


in DKFZp762E1312 (DKFZp762E13 12), 


TVTA A A 1 O A T5 

JNM_01o4z3 


Homo sapiens hypothetical protein DKFZp76lPl0l0 (DKFZp76lPl0l0), 
mRNA 


JNM (Jl /jV / 


Homo sapiens hypothetical protein DKFZp76lKl824 (DKFZp76lKl824), 
mRNA 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp76lKl423 (DKFZp76lKl423), 
mRNA 


NMO 18421 


Homo sapiens hypothetical protein DKFZp76lDl823 (DKFZp76lDl823), 
mRNA 


TvTA/f A 1 7Cfifl 

JNM Ul Ijyy 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


AJA/T O 1 7^QA 
1N1V1 Ul /jy*+ 


Homo sapiens hypothetical protein DKFZp76lC07l2l (DKFZp76lC07l2l), 
mRNA 


NM_0 17535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547Gl83 (DKFZp547Gl83), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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JNJVL Ul fjjy 


Homo sapiens nypotnetical protein DKJ H Zp434hLZZl d (JJKrZp4J4hLZZo), 
mKJNA 


JNJVL Ul /jyo 


nomo sapiens nypotnetical protein L)lvrZ,p4J4UUyZ3 (L;lvrZ,p4J4L,uyzj J, 

111 iv IN r\ 


IN JVl U 1 / J 1 1 


nomo sapiens nypotnetical protein uiNrzvp4.j4L.u.jZo ^iJiNr ( z^p4j4L^uj)Zo j, 

1 1 1 ivl >J /A 


IN 1V1 V 1 H-O 1 Z 


nuniu sapiens i^yornu protein ^i^yoniu', mtviN/\ 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


IN 1V1 U 1 otO j/ 


nomo sapiens uiiciiaidcterizeQ Done manow piotem J3iviu4z> ^r>iviu4Z) j, mrviN/\ 


IN IVL UJO'+Jl 


Homo sapiens centrosomal P4.1 -associated protein (CPAP), mRNA 


IN IVL Ulo^OU 


Homo sapiens uncharacterized bone marrow protein BM029 (BM029), mRNA 


IN IVL U 1 0 O / 4 


Homo sapiens putative acid-sensing ion channel (ASIC4), mRNA 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

^Qt r^9 1 A 1 A\ mT?TsJ A 
( oLLZ 1 /\ 1 4 J, III iv IN f\ 


JNJVL U!oo4o 


Homo sapiens neuronal She (SHC3), mRNA 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


IN IVL Uioyjj 


Homo sapiens phosphodiesterase 1 1 A (PDE1 1 A), mRNA 


IN IVL U1JZ4Z 


Homo sapiens similar to mouse Glt3 or D. malanogaster transcription factor IIB 
^/vr KJyjOoKJ), miviN/v 


IN IVL UIOZO/ 


nomo sapiens i uinjju ( i ijin u u j, ni iv in a. 


IN IVL UlDoDy 


Homo sapiens general transcription factor II A, 1 (37kD and 19kD subunits) 

A 1 ^ mt? TsJ A 
^UlrZ/\l J, llllvlNi-v 


In ivl u l OZ / l 


nomo sapiens o iiviim pioieni ^ o i iviin j, nirvi>iy-v 




nomo sdpieiis iiiLeiiemviii dipiid. sliuuiiil piy \il^z,jj-\j^ iiiivi>iy-v 


IN 1V1 V 1 OJZ7 


nomo sapiens iv u i y is. kj i j 9 inivi >j /a 


1N1V1 W 1 OJ) J / 


nomo sapiens in. i > do ^xvinijoj, i i i i v i > f\ 




nomo sapiens r 1 uuu" pioieni yr 1 uuu" ^, iiiivi>i J rv 


1N1V1 UlOl^tJ 


nomo sapiens r i uwuo protein 1 uuuo in iv i >j /a 


IN 1V1 UlOl £ -r L r 


nomo sapiens r i uuuz protein 1 uuuz 1 1 1 iv in /a 


TsJA/T 0 1 1 47 
IN 1V1 / 


nomo sapiens pioieni piiospiiaid.se iiieuiyiesierase- 1 \r ivijj/-i iiiinin/a 


IN 1V1 V 1 OH-H- J 


nomo sapiens piecKsuni z ^inouse^ iiomoiog yr i^j_!/ivz,j, iiirviN/A 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


AJl\/f H 1 ^ 1 ^9 
IN IVL U 1 0 1 J Z 


Homo sapiens myelin gene expression factor 2 (MEF-2), mRNA 


JNJVL UltOoO 


nomo sapiens ivirsir protein ^ivtiDtJrj, mrciN/\ 


IN IVL U10D4/ 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


IN IVL U1044Z 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 
leguiator ( A^iv i o-i miviN/\ 


IN IVL U104J0 


nomo sapiens ll^ i i iz^u protein ^l^Uo i i iz^tu mKJN/\ 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


1N1VL UlooUo 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 1 1 (DNAJB1 1), 

wi P TvT A 
lTlKJN/\ 


IN IVL UlOZyZ 


Homo sapiens heat shock protein 75 (TRAP1), mRNA 


IN IVL U 1 OZ4 o 


nomo sapiens /\ Kinase \y ivis^vj ancnor protein 1 1 (^AJv/vr 1 1 hiivlna 


IN IVL UIOZU/ 


Homo sapiens cleavage and polyadenylation specific factor 3, 73kD subunit 

fPP<sF^ mPTsJA 


NM 01616^ 


t- T i \ \w ( ~\ Qiir^i^nQ 'v/^cir'lf^ tvA t~i c t~w^ rt- to 1 tor^ T^Trtt^iTi TP A41D^ mPTsJA 

±±VJ111VJ 5CIU1C115 Vt/olV^lt/ Ll dllolJVJl L It/lCllt/Ll IJlVJLdll I rVTV" 1 v L 111 In. 1 > / V 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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nomo sapiens js.i/\ai kjkj i protein ^rvi/\>\i uu/ ), rnKiN/\ 


AJA/T A 1 AA/1 ^ 


Homo sapiens mesenchymal stem cell protein DSC92 (NEUGRIN), mRNA 


TsJA/T H 1 AA^ 1 
IN IVl UlOOJl 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


TsJA/T H1A^7A 
IN IVl U 1 OD / O 


nomo sapiens oivlt kz ioi guanosme monopnospnate recuictase lsoiog 

/"T Or^19Q?^ mRTsJA 


AJA/T 01^01 
IN 1V1 VJ 1 O J> U 1 


nOIHO hcipiCIllS liy pOlllCLlL/dl pi O IC111 r L^J 1 KJ Jy 1 ^rLJ lUJ"/ J, IIlTvrN.rV 


IN IVl UIOjUU 


nomo sapiens nypoineiicai pioiem {l^kjk^d izokj), miviN/\ 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


tsja/t n 1 Azisn 

IN 1V1 KJ 1 0^4 o U 


nomo sapiens r/vr>± -mTeiacimg pioiem z ^r/virzj, miviN/v 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


A AIA'JAA 

JNJV1 UloJov 


nomo sapiens clauclm lo (CLUJNlo), mKJNA 


JN1V1 UIojSjV 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


ATA/T A 1 AO /I A 
INlVl Ul0Z40 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 

^vJL^J 1 1 / 1 J, mrsJN/\ 


TsJA/T H 1 A 1 £A 
1N1V1 UlOloO 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


TsJA/T f>1 A1 80. 
IN 1V1 UlOlOU 


nomo sapiens /aiivi- i pioiem ^ivi/\ i r j, miviN/\ 


TsJA/T H 1 A1 7 A 
IN IVl U 1 0 1 / O 


nomo sapiens caicium DiiiQing pioiem L^aD^fD piecuisoi yy^ciD^j j, niKJN/\ 


AJA/T A 1 A1 7/1 
IN IVl UlOl 


Homo sapiens cerebral cell adhesion molecule (LOC5 1 148), mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


ATA A A 1 Am 1 
IN IVl UlOlOl 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeastj-iiKe i ^jj/I^vj vlij, miviN/\ 


IN 1VL U 1 3 yj D 


nomo sapiens L^ziorny-iiKe protein (hjl^diu/zj, mKJN/\ 


ATA/T a 1 1 
IN 1V1 U 1 J yD 1 


nomo sapiens iish-od (i^AJv^jiuooj, miviN/\ 


IN IVl Ul jo / 7 


Homo sapiens sialyltransferase 8C (alpha2,3Galbetal,4GlcNAcalpha 2,8- 


TsJA/T 01^^.8 
rNlVl UIOjOO 


noiiio isapieiis iiiyo-iiiosiioi i-piiospiiaLe isyiiLiia!sc /\i v.-^^ iin/\i ^, iiiivi>i/\ 


TsJA/T 01^488 
INlVl uiotoo 


nonio isapieiio iiypoiiiciicai pioLeiii ^noi v^z,j)z,j, iiiiviN.rv 


TsJA/T 01^478 
IN IVl U 1 OH- / O 


nomo sapiens nypotnencai protein ^norL/Zioj, iiiin.in /a 


TsJA/T 01^4^ 
IN IVl KJ 1 OH-Oj 


nomo sapiens iiypouieiicai pioieni ^norL/i/j j, iiuvin/y 


tsjivt n 1 ^ j. 1 n 

IN IVl U 1 OH- 1 KJ 


nomo sapiens iiypouieiicai pioieni noiLi / / ^noir^i / / ) 9 iiiivin/\ 


tsja/t niAd.fi a 

IN IVl KJ 1 OH-UO 


nomo sapiens nypotiieticai protein ^riijrL/ijj j, miviN/A. 


TsjA/r n 1 j.n 1 

IN IVl KJ 1 Ot-U 1 


nomo sapiens nypoineiicai protein ^no-ri^i-jo j, 1 1 1 in. i n /a 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


TsJA/T fllA^QA 
IN IVl U10j7U 


nomo sapiens nypotiieticai protein ^norL/izy j, miviN/\ 


NM 016391 


Homo sapiens hypothetical protein (HSPCl ll), mRNA 


ATA/T A 1 <Q^^J 

IN IVl U lj>yj>3 


Homo sapiens hypothetical protein (HSPC016), mRNA 


JNJV1 KJiDyjZ 


Homo sapiens hypothetical protein (HSPC014), mRNA 


ATA/f A 1 A 1 70 

JNJVL Ulol /Z 


Homo sapiens putative glialblastoma cell differentiation-related (GDBRl), 

mPTsJ A 
m lx IN JA 


NM016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 

™P AT A 
m K IN /\ 


ATA/T H 1 A1 OA 
IN IVl UlOloO 


nomo sapiens Jvi/\^\uooz gene pioGuct (jni/va.uooz j, mivrsi/\ 


TsJA/T fMA^^ 
IN IVl KJ 1 0 D D J) 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


TsJA/T H 1 A 1 CK 
IN IVl UlOlbO 


nomo sapiens ivi-pnase pnospnoprotem i (Mrnuorrii j, miviN/v 


ATA/T niA^^n 
IN IVl UIODDU 


nomo sapiens neLa cycim-QepenQent Kinase z interacting protein ^L^iiNr 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-l), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI31 protein (SBBI31), mRNA 
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TsJA/T OlzlR^R 
INIVI UIH-OOO 


nomo sapiens ring linger proiem iu ^xvinf iuj, miviN/A 


in ivi v i t-tvyz. 


T-Tomo CQni^nc PP01^7^ nrn+pin /"PPOH?^^ mPTsJA 
noillU SapieilS r iSXJ LJ /D pruieill \r iSXJ LD 1^)? IIlrvlN 7A 


mm 0 1 zl 1 ^ 8 
In 1V1 \J 1 1 1 J) o 


nuillU SapieilS r tSAJVKjjy piUieill yr tSAJVOJy J, IIlxvlNy-v 


MA/1 0 1 A 1 ^ ^ 
1>J 1V1 U 1 1 J) 3 


U n m n conipiic p O 00 Azl 1 nrofpin ^ P P OO Azl 1 ^ mPTsJA 

nvjiTio Sapiens r tsxjyjo^r i proiem ^rivuuo^i niiviN/\ 


TsJA/T 01zl1^zl 
In 1V1 KJ 1 H- 1 z> H- 


numu Sapiens rivuuozo pruiem ^rivuuozo liiiv in /a 


M A/f 0 1 zl 1 ^ 

IN 1V1 j j 


numu Sapiens r ivuuoio piuiein ^rivuuoioj, miviNy-v 


1>I 1V1 \J 1 H-VJ / O 


|J M m n ccinipnc PPOfl^l 1 nrntnin / PP OOA 1 1 ^ mPTsJA 

nuniu sapiens i^ivvjuui i piuiein ^i^ivv-/uoi i ^, iniviN.rv 


TsJlVT 0 1 ACM A 

IN 1V1 W 1 T- VJ I T" 


Wnmn cinifnc PPO0^9Q nrotr«in TPPO0^9Q^ mPTsJA 

nuniu Sapiens rjvuujz" piuiein yrisxjyjDAy)^ iiiivin/\ 


ATA/r 0 1 zl 1 9 Q 


U Arnn ccinipnc PROD478 nrnfpin TPPOOzl7ft^ mPTsJA 

numu Sapiens i i\wu4 / o pruiem ^rivv^UH- / o iiiin. in i\ 


ATA/T 0 1 Zl 1 9 ^ 
IN Ivl UIH-IZO 


numu sapiens i rvvjv^ J) oj piuiem \r j\\j\jd\jd in in. in /\ 


TsJlVT 01zL19zL 
In 1V1 Ul^-l ZH- 


j-| nm n c'lnifnc PR 009^^ nrntfin / p P O09 ^ m RMA 

numu sapiens rts\j\jz,jj piuiein yrts\jvz,j j^, iinviN/A. 


TsJlVT 0 1 zt 1 9 1 

IN 1V1 UIt-IZI 


TJ nrnn ciinipnc PPOH9^^ nrntr>in fPPO097^ mPTsJA 

numu Sapiens rivuuzjj piuiein ^rivuwzj j ^, iiiivin/\ 


TsJ A/T 0 1 zL 1 9 0 

InIVI U1H-1ZU 


T-Tr\mrv etmipTic PP 009 1 Zl nrn+pin ^PP 009 1 Zl^ mPAIA 

numu Sapiens r ivuuzi i t pruiem isajuzih-j, in in. in /\ 


TsJlVT 0 1 A 1 18 
In 1V1 U1H-1 1 o 


Homo c'lnipnc PPO01 nnUpin ^PPO01 mPTsJA 

numu sapiens rivuui jy pruiem yr ssajkj iDy ) 9 iiiin. in /a 


TsJlVT 0 1 zl 1 17 
In 1V1 U 1 H- 1 1 / 


T-Tomo cQnipnc PPOOIzlQ t^rotr»in TPPOOIzLQ^ mPISJA 

numu sapiens r jsajkj in-y piuiein xsajv l'+y imviNy-v 


TsJl\/T 0 1 zt 1 1 ^ 
In ivl UlM-l 1 0 


numu Sapiens r ivuui jz pruiem yr isxjy) idz,)^ iiiin. in /a 


TsJl\/T 01 ^^^Zt 
1N1V1 Ul JjO^t 


numu Sapiens ivii_y-z piuiem ^ivii^-z^i, in in in /a 


TsJlVT 01zL090 
In 1V1 KJ 1 H-UZU 


1— 1 1 -v / x camptic I P Q i"\rntr>in / I D Q\ -mPAJA 

numu Sapiens livo piuiem ^i^ivo ^, miviN/\ 


TsJlVT 0 1 AQ^ 1 


T-Tomo CQnipnc K I A A 1 1 1 ^ nrntpin H^TA A 1 1 1 ^ mPMA 

numu sapiens is.i/\z-vi 1 1 j piuiein ^ivi.rv.rvi 1 1 jj, iinviNy-v 


TsJlVT 0 1 ztQ0 1 

IN 1V1 KJ 1 i -ry\j 1 


Homo cQnipnc K T A A 1 1 00 nrntpin fKl A A 1 1 00^ mPTsJA 
numu Sapiens rvi/v/A.i i wu piuiein ^rvi/A^vi iuuj, iiiivin/a. 


TsJlVT 01zt008 

IN 1V1 KJ 1 T'yuO 


T-Tomo c-inipnc 1^ I A A 1 OQzl nrofpin M<T I A A 1 OQzH mPTsJA 
nuillU SapieilS r\.l J r\^rvl VjyH- piUieill ^IVl.rv.rvlU^'H-^, IIllVLN.rY 


TSJ1VT 01zt00^ 

iNlvl UlH-!7UO 


T-Tomo cQnipnc l^T A A 1 079 nrofpin ^l^TA A 1 079^ mPTsJA 
nuillU SapieilS IVl/^rv 1 \J / Z piUlClIl ^IVl/^rvlU 1 IIllvlN.rv 


TsJlVT 01ztQ^9 

iNlvl U1t-7JZ 


numu Sapiens iieuiuii^in i ^ini^oini iiiinin/a 


TsJlVT 01zL8QzL 
In ivl KJ l H-oy^-r 


T-Tomo CQnipnc I<f I A A 1 nro+pin ^l^T A A 1 0^^»^ mPT\J A 

numu Sapiens ivi/aja.iuj)u piuiein ^rvi/A^rviuz^oj, iiiivin/a 


TsJlVT OlzlCKA 
In Ivl KJ 1 H-7JO 


T-Tomo CQnipnc kf I A A 1 0^9 nrofpin M<T I A A 1 0^9^ m P XI A 

numu Sapiens i\.i/\aiujz pruiem ^ivi/aj-viujzj, in in in /\ 


TsJlVT 01zLQ98 
In 1V1 KJ 1 H-7Z o 


T-Tomo CQnipnc W I A A 1 OzlA nrofpin ( K ] A A 1 OzL^ mPXTA 

numu Sapiens invI/aj-v i uh-o pruiem ^ivi/Ay-viuH-oj, miviN/A 


AjA/r olztQOQ 


T-Tomo CQnipnc W I A A 1 0^^» nrofpin ^l^TA A 10^^ mPMA 

numu Sapiens ivi/\/\i wjo piuiem ^isvI/a/aiujo^, iiiivin/a 


ATA/r OlzLQ^Q 

1N1V1 U1t-!7J)j7 


TTomo CQnipnc V 1 A A 1 01 9 nrofpin H<"TA A 1 01 9^ mPTsJA 

numu sapiens ivi/aja. i u i z piuiein ^ivi/\za.i wizj, iiiivin/a 


TsJlVT Olzl&Q^ 


T-Tomo CQnipnc Kl A A 1 00Q nrofpin ^l^T A A 1 00Q^ mPTsI A 

numu sapiens ivi/az-vi wu" piuiein ^ivi/A J rviuw>' > >, iiiivin/a 


TsJA/T 0 1 zLQf^O 


TTomo CQnipnc T<TT A A 1 001 nrof pin rR^T A A 1 00 1 ^ mPTsJA 

numu Sapiens rvi/\z-viuui pruiem ^ivi/a/aiuui iiiin in /\ 


TsJlVT OlzlCKO 
In 1V1 KJ 1 H-7JU 


T-Tomo CQnipnc 1<T I A A 0QQ7 nrofpin M<T I A A0QQ7^ mPTsJA 

numu sapiens r\^ij-\j-\\jyy / piuiem \^±j-\i\\jyy / iiiivin/a 


TsJlVT OlzlQ^zl 
iNlvl UlT-yJT 1 


numu sapiens ziiie-iingei piuiein uZiin ^L/zir i nnviN/A 


TsJlVT 01zl09^ 
In 1V1 U 1 ^+UZ D 


T-Tomo CQnipnc kT I A A0Q89 nrofpin Z^l^TA A0QR9^ mPXTA 

numu Sapiens js.i/\/\U7 oz pruiem ^ivi/v/\u"oz in in in /\ 


TnTA/T OlzLQOO 

INIVI U1H-7UU 


T-Tomo CQnipnc T^TA A 0Q77 nrofpin ^T^TA A0Q77^ mP AT A 

numu Sapiens ivi/AZ-vuy / / pruiem ^ iniaauv / / ) 9 iiiin in /a 


AjA/r 01ztQ9Q 
1N1V1 U1T-7Z7 


T-Tomo CQnipnc 1<TTA A0Q71 nrofpin M^TA A 0071^1 mPTsJA 

numu sapiens i\i aauv / 1 piuiem ^ iniaaw / / 1 ii 1 in in /a 


NM 014935 


Humu sapiens phusphuinusitul 3 -phusphate -binding prutein-2 (PEPP3), mRNA 


TsJl\/T 01ztQ^7 

iNivi kj m-yj i 


Homo sapiens Sac domain-containing inositol phosphatase 2 (SAC2), mRNA 


TsJA/T 014Q09 
In Ivl Ul^fyUZ 


T-Ti^TYi^ canipnc Fl A A OOA/1 nrn+Pin /I/ I A A OQ A/1 A mPATA 

nomo sapiens JSvi/v/Auyo^ pioiem ^iSviz\ J A.uyo i 4-j, mivrNzv 


TsJA/T 01zl£Q£ 
InIVI U14070 


TTomo CQnipnc FT A A OQ A 1 nrofpin / kT I A A0QA1^ mPXTA 

nomo sapiens is.i/\/\uyoi proiem ^is.i/\/\uyoi miviN/v 


ATA/f HI /I O/l o 


Homo sapiens ankyrin repeat domain 6 (ANKRD6), mRNA 


TvTA/T OlzlQ^Q 
InIVI \) i^yjy 


nomo sapiens Tumor up-reguiateQ k^p^is^u -containing antagonist oi caspase nine 

fTTTf^AXn mPMA 
^1 UV^/\IN 11 1 1N1N /\ 


TsJA/f 01zlQ^9 

InIVI U1t-7JZ 


TTomo CQnipnc V T A A OQzl^ nrofpin rkTTA AOQzl^^ mPTsJA 

nomo sapiens ivi/azauvt-z) proiem ^is^izazauvtO iiiin. in z\ 


AJA/r 01ztQ04 

1N1V1 UlT-yUt 


T-Tomo CQnipnc FT A AOQ41 nrofpin ^P q n 1 1 P I P 9 ^ mPXTA 

numu sapiens iviyAZAuyT-i pruiem ^ivdDi i-r ir z,j^ iinviNyA. 


ATA/r OIZlQO^ 


T-Tomo CQnipnc W I A AOQ^S nrofpin CK1 A AOQ^R^i mPMA 
numu sapiens iviyAZAW!7j)o piuteiii ^ivitazau^joj, iiiivin/a. 


NM 014897 


Humu sapiens KIAA0924 protein (KIAA0924), mRNA 


TsJlVT 01488^ 


T-Tomo CQnipnc FT A A0Q1A (tpup nroHnpf TFT A A HQ 1 A\ mPTsJA 

nomu sapiens ivi^azaw" 14 ^ene piuuLici ^inv1zazau!7 ih-^i, iiiivin^a 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIz\A0893 protein (KIz\A0893), mRNA 


NMO 14966 


Homo sapiens DEAD/H (Asp-Glu-Ala- Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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TsTN/T O 1 <^77 


nomo sapiens js^i/va.uoov protein ^Js^i/\>\uooyj, mKJN/A 


T\J1\/T 01/IQ^A 
1N1V1 U 1*4:0 0 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 

1UI1C110I1J ^JJ/lNx X^H-J, inrvlN/A 


TsJA/T 0 1 AQACl 

1N1V1 UlT-yHU 


Wnmo ccini^nc K T A A0879 nrot^in fKl A A0879^1 mRTsJA 

nomo sapiens ivi/\/\uo /z pioieni ^rvi/A/Auo / z iinviN/A 


tsja/t oiaqzh 

1N1V1 Ul'ryHj 


Unmn canipric |<T I A A 08S4 n rotni n / I<f I A A08^4^i m R KI A 
nOIIlO SapiCIlS IVl/AZA.WOJ'H- piOLClIl ^IVi/A/AWO Jfj, IIl£SJ_N/A 


TsJlVT 014Q9A 


Wnmn csmi^nc A A 0848 nrntpin ^K'TA A0848"\ mT?TsJA 
nUIIlU aapiCIllS JN^lj'A^rAUOH-O piOieill ^rvlrVrYUOH-O J, IIlrNrN/A 


TsJA/T OlAQzL^ 

in ivi uiH-y^tj 


Wi^mrv c'ininnc W I A A 084^ n r^tr»i n M<f T A A 0847^ tyiRTsJA 

nomo sapiens is.i/A^rvuoH-j) protein ^jviaauohj miviN/\ 


TsJlVT 014094 
IN 1V1 \J 1 


Nrnnn ciinipnc ¥TA A08^1 rvrnt^in ^l^T A A 08^ 1 ^ mRTsJA 

noino Sapiens rs.i/\^vuoj)i pioiein ^rvi.rw^.ooj) i ) 9 iniviN.rv 


Tsjivr 01A70^ 

IN 1V1 KJD 


U nTYiri C n«i PT1c I<f I A A 0800 (TP11P r\mr\nnt ( \<C \ A A 0800^1 tyiRTsJA 

nomo sapiens ivi/\/\uouu gene piociuct ^ivi/y/yuouu^), mrviN/\ 


TsJlVT OlzlA^O 


Womo c^nifnc W T A A07Q8 (rftif nro/ti ^ kT T A A07Q8^ mRTsJA 

nomo sapiens iv i /a/a w /yo gene prouuct ^ rv iaau iyo ), in is. in i\ 


1N1V1 UIt-OOU 


V\r\rx\r\ cQnipiic FT A A078^ (rr>nn nrnHi i^t ( \<C \ A A 0787^ mPTsJA 

nomo sapiens rs.i/A^rvw / oj) gene prou.UL/t / os> iniviNi-v 


TsJlVT 01 479 A 

IN IVI Ult/ ZO 


1— \r\*mr\ CQniPtio If T A A077^ fTr>nr> nrnHnr»+ / T<^ T A A 077^^ mT?\T A 
nOIIlO SapieilS JS^lr\JWJ / ID geiie piOOU-C/l ^IVl.rv.rVU / 111-CVlN.rV 


TsJA/T fl 1 4AQ0 


nomo sapiens is.i/\>\u 1 1 d gene piociuct ^is.i/\>vu / /jj, mrviN/v 


TsJlVT 01480^ 


nomo sapiens iv i / oo gene prouuct iv i/\/\u / oo j, niiviN r\ 


TsJlVT 01 48 AO 


T-fAmn conianc FT A AH7A^ (rr>nr> nrnrln^ /"FTA A 07 A ^ mPTsJA 

nomo sapiens ivi/vrvo / uj gene piouuci ^ivi/vrvu / oj)^, iiuvin^-v 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


tsja/t m 4A^9 


\-A i\ t-»t / \ caniPtic FT A A 07^0 rr/=»-n<=» t-\r-i-\/^nr»+ / F T A A (\\ tv»T?AJA 

nomo sapiens ivi/\/\u/du gene pioouct ^is.t/\/\u /duj, mKrsi/\ 


TsJA/f 0147QA 


\^r\\wr\ t 'i t-\ i r» n l Ft A A 0748 frr>n r» nrnrlnM /I/ I A A 0748^ mt?TsTA 

nomo sapiens ivi/\>\u /'to gene piouuct ^is.i/\>\u /^o j, mrviN/\. 


XTA/T O 1 /1 7 1 Q 

in ivi u i *+ / i y 


TT^rvi/^ coniAiic Ft A A07^8 (Tru^f-L nrn/1iiP+ /I/I A A O 7 ^ Q A rvit?T\JA 

nomo sapiens ivi/\^\u / jo gene piouuct (rvi/VAU / j>o), itlkina 


AJ1\/T 01/L878 
InIVI Ul^fozo 


T_f , x , c o i-\ir»n c Ft A A07^?7 (Yf^i^ r* nrn/1ii^+ / F T A A 07^ 7 A mt?TvTA 

nomo sapiens ivi/\/\u i d i gene prouuct ( in i/\/\u / d / j, in is. in /\ 


"NTA/T O 1/1 8/1 Q 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 

m T? TsJ A 
11 1 IN. IN /A 


TsJlVT 014848 


nomo sapiens synaptic vesicie protein zd nomoiog v zi3 ^, mrviN/\ 


TsJlVT 0 1 Al 1 8 

IN IVI Ul^/ 1 O 


rTr\Tvir\ t'lnifnc Ft A A 079 A (rr>nn nrnHi i^»t ^FtA A 079 A ^ mPTsJA 

nomo sapiens in.i/\t-vw /zo gene piouuci ^ivii-vy-vu /zoj, iiuvin/\ 


TsJlVT 014A^9 

1N1V1 WIt-OjZ 


nomo sapiens iiupoiLiii 13 yiivLriD)^ iiuvin/\ 


TsJlVT 0148A7 

IN IVI UltOO / 


TTnmn ciinipnc FT A A 071 1 trr»n r» r\T , r\rlnr'f fFTA A 071 ] \ mT?TsJA 

nomo sapiens rv± J rv J rvw / 1 1 gene piociuci ^rvi^-YZ-vo / 1 1 iiirviN.rv 


TsJlVT 0148^9 


Unmn cQr\i^nc FT A A OA89 (Tr>nr> r\r*r\rlnr»+ ^FTA A 0A89^ mPTsJA 

nomo sapiens is.i/\^-voooz gene prouuct ^is.ii'AT'-voooz ^, niiviN /a 


TsJlVT 014AA^ 


rTr\Tnr\ c'lnionc Ft A A OA77 rrr-np nnvli i^»t ^FtA A 0A77^ mPTsJA 

nomo sapiens ivi/at-vwo/ / gene piouuct ^ivi/atauo/ / miviN/\ 


TsJlVT 014A48 

IN IVI \J 1 104 o 


1— rAtviA CQm Atio FT A A O A 7 ^ (tr'nr 1 ■nr*/^\/^nr»+ i FT A A D^\7^ 1 tv»T?~\JA 

nomo sapiens ivi/ajawo/^) gene piouuci ^is^i/ataoo / j iiiivin/a. 


TsJA/T fl 1 477Q 
in ivi u i *+ / / y 


U nnin ccmipnc Ft A A OA AO (Tpnr> nrnrliir»+ /'FT A A OAAQ^ mt?TsJA 

nomo sapiens ivi/AT-voooy gene prouuct ^ivi/aj-vuoov iiiiv in y-\ 


tsja/t n 1 48 1 1 


T— T i ~\ / a l o t-\ i r» n l Ft A A O A/1 O frr>n r» nrnHnM AF t A A O A/1 O A mt?TsJA 

nomo sapiens ivi/Aj-vooH-y gene prouuct ^is.i/\ J rvuoH-!7 j 9 iniviN ta 


TsJlVT 0 1 48 1 7 

IN IVI \J 1 H-O 1 / 


1— 1 1 ~\ m i \ c: 'i nir>n c Ft A A O A/l /l (Tr>nr> nrn/Tiip+ / F I A A O A/1 /l A mt?TsTA 

nomo sapiens ivi/az-vuoh-h- gene piouuct ^ivi/at-vuoh-h-j, iiixvin j\ 


TsJlVT 01^04A 
IN IVI VJ 1 J UH-O 


U nmn c^ninnc FT A A O A9 ^ nivAtr»i n /F I A A 0 A9 mT?TsJA 

nomo sapiens ivi/\^-vwozj piotein ^jvi/\y-voozj) iiirviNZ-v 


TsJlVT D 1 4AQ4 


TTnmn ciinipnc FT A A OAO^ trr»nr» nm/li i^»t AFT A AOAO^^k mRTsJA 

nomo sapiens jvi/A^rvwowjj gene piouuci ^ivi/\/\wouj ) 3 iinviN.rv 


TsJA/T 0148^9 
INivl Ul'tOjZ 


Womn c^nipnc FT A AOAO^ fTPiip r\T-r»Hiir»4 /FT A AOAO^ ^i mt?TsJA 

nomo sapiens ivi/\/\uouj) gene prouuct ^is.i/\/\uouj j, mrviN/\ 


TsJlVT 0 1 474Q 
IN IVI U 1 / H-y 


WrtTYirt c'lnifnc Ft A A0^8A apnp t^iv^/ti i^t AFtA A 0^ 8 A^ m F? Kl A 

nomo sapiens ivi/\za.o^oo gene prouuct ^is.r/A.rvu^ooj, miviNi-v 


TsJlVT 014AA8 

1N1V1 UIH-OOO 


\Ar\rr\r\ c ' l n i r» n c Ft A A 0^7^ (tpiip nrnHnpf /FTA AD^7^^ mT?TsJA 

nomo sapiens ivi/\z-vwj id gene piouuci ^ivi/at-vuj / dj, iiiivin/a. 


TsJA/T fl 1 470Q 
IN IVI U 1 / \jy 


TTntrin cqmiphc FT A A 0^70 (tpup nmHn^f /I/ I A A0^70^ rv»T?XTA 

nomo sapiens isj./\/\ui) /u gene piouuct ^ivt/\/\ud / uj, mrviN/\ 


TsJA/T 0 1 A1C\A 
IN IVI UH- 


Wr\TYiri c'inifnc Ft A A O^ A9 fTr>nr> r\r*r\rlnr»+ AF1A A O ^ A9^ mRTsJA 

nomo sapiens in.i/\zaoz)oz gene prouuct ^is.i/\ J rvoz)oz y i, mix in /a 


TsJlVT 0 1 47Q0 
IN ivi 


nomo sapiens ivi/\za.oz)Z)Z) gene piouuct ^ivi/Ai-vwz) dd iiiiv in /a 


TsJlVT 0 1 47^ 1 

IN IVI UIt-/ Jl 


U nmM canipnc Ft A A(K^9 (rpn p r\Tr»r1nr*+ /Ft A A 0 ^ ^ 9 ^ mT?TsJA 

nomo sapiens isvI/azawjjz gene piouuci ^ivi/ajauj jzj, iiiivin/a 


TsJlVT D 1 47Q^ 

IN IVI UIt - / y D 


T-fnTnn ciinipnc FT A A 0^47 trr»n r» nrnHiipf /FT A A0^zL7^ m T? Ts.1 A 

nomo sapiens rv 1 /a /a j> / gene piouuci ^ivr/A^rvujH- / iiiivin/a 


TsJlVT 01489^ 

1N1V1 UlH-OZj 


nomo sapiens cniomosome zi open leaumg name iuo ^i^.z loniuoj, mrviN/\ 


TsJlVT 014840 
IN IVI U 1 L \0 L \\J 


Unmn t'lnifnc Ft A Afl^^7 rrp»r»p» nrr^/t i / F 1 A A fK7 7 A mt?TsJA 

nomo sapiens is.i/\z-vuz) d / gene piouuct ^ivi/a/au^J) / j, mrviN/A 


TsJlVT 014A89 
IN IVI UIt-OOZ 


1—1 1 \ in i \ c 'i n i r> n c FT A A fl^^^ (Tr>nr» nmnnpl' /FT A A fi^'?^^ ni 1? N.1 A 

nomo sapiens jS^ij^tsx/DDD gene piouuci ^ivi/a.tau^jJ) iiiivin/a 


TsJlVT 0148^1 

IN IVI l/ltOJ 1 


TTnmn c ' l nir>n c FT A A OzlAG (rpnr 1 i"\i"/^/li i^»t AFT A A OzlAQ^ mt?TsJA 

nomo sapiens rvi/AJA.uH-o^' gene piouuci ^in.i/a.taot-o" iiiinin/a 


TsJlVT 0146^8 


Homn <iar»ipn<i KTA A0450 optip r\mr\Mci Tl<CTA A0450"i mRTsJA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 



(400/104) 



NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


TsJA/T 0 1 Al 1 7 
IN IVL / 1 / 


Homo c'inir»nc T<f I A A O^OO (tpup rvrorli ir»+ / kf T A AO^QOl mT?TsJA 

nomo sapiens Lvi/\/\uj)yu gene proQucx ^Lvi/v^vu^yuj, nirviN/\ 


TsJA/T 01 A^ftA 
IN IVL Ul^fOoO 


nomo sapiens isj^/vrvu.jro gene prouuci (^i/a^u^zo j, niLviN/\ 


TsJA/T 01/Lft79 
IN IVL U L^+O /Z 


rionio sapiens lvt/\/\ujj4 gene procurer ^is^i/a^au.jD'+j, niKiN/A 


\TAyf oizLft^o 

IN1VL \jm-OJ\J 


T-li^m/^ canipnc FT A AO^i^9 (rr»nr> nrn/1np+ /FT A A0^^9\ ml? AT A 

no mo sapiens ^ir\j\\js>DZ gene piouuct ^lvi/a/aujdzj, m is. in /\ 


tsja/t oizl/ma 

IN IVL Ul^tO-JU 


nomo sapiens ivai guaiiiiie nucieoiiQe excnange iacior KaiuroiA 

/R AT A^i mT?MA 


TsJA/L 014^^ 

IN IVL ULH-OOJ 


I— 1 1 \ \-\'\ i \ compile FT A A fi^^ A rrpnp wnHnpf i FT A A fl^^^ i ni T? N.I A 
nOLLLO SapiCLLlS rs^lI\J\\JJ JO gCLLe pLOUUL/L ^JVl/\i-vOJ) J)OJ, LLLLN.IN.rv 


Tsjivr oiAfto^ 

IN IVL UI'+OWj 


T-Tr\TV»r\ CQnipnc FT A A qptip i^\r^-\/1i i^»t /FT A Afl^'?^^ mT?XTA 

nomo sapiens lvi/\>vujj)Z) gene prouuex ^lvi/\/\U-j> dd iillvin/a 


TnTIVT 0 1 AKAA 
IN IVL ULH-OH-H- 


TTrvmn cQnipnc FT A A H T9 Q (tpiip nrn/Ti /F I A A0^9Q^ mDMA 

nomo sapiens rvi/vi-vu^zy gene prouuci s> z.y ), iiiivi n /a 


IN IVL U L H-OZ L 


T-Trrmrk t-inipnc I<f I A A 1 7 (tpiip nrnrliipf /F I A A 07 1 7\ m F? Nl A 

nomo sapiens rvi/\jrvwj)i / gene piociuoi ^jvi^A^rvuo i / ^, hilvin^-v 


TsJIVT 0 1 zL^QQ 

IN IVL U1t-U77 


Wnmn conipnc FT A A HOQA <rpnp nrn/1iir»+ /FT A AH9Q/\^ rv»T?7\TA 

nomo sapiens ivi/\auz7 0 gene pLOCiuvi ^jvi/A^rvoz!7 0 j, llllvin/a. 


XTA/T O 1 zL7zL9 
IN IVL V L / H-Z 


T-lnmn ctmipno F I A A H9 ^ ^ itpup r\n\shn*i /Fl A A H9 ^ mRM A 

nomo sapiens jn^i/at-vwzj j gene prociuoi ^jvi/\/\uzz)Z) iiilvin/v 


XT1VT 0147^4 
IN IVL UIt- / jt- 


T-lr\TYir\ CQnipne FT A A 09/17 (tpup rvrr\rlnr»+ /F I A A 09/17^ mPXTA 

nomo sapiens jn^i/\/\ozh- / gene protiuvi ^Jvi/vy-vozH- / j 9 iiiivin /a 


IN IVL UIH-/ OU 


Homo c^nifnc 1<T I A A 09 1 8 ctpup nmHiipt / I<T I A A 09 1 8^ mT?1\T A 

nomo sapiens ki/a/auz i o gene piotiuoL ^jvi/vrvuz i o j, illlvin/a 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


tsja/t oi/L/^o 

IN IVL UL^LOJU 


H^rvii^ coniPtic FT A A 09 1 1 rrpnp t-\r-i-\/^nr»+ /F T A A 09 1 ^\ tv»T?AJA 

nomo sapiens js.i/\/auzi i gene piOQuci ^j^i/\/auzi l j, miviN/\ 


TNTA/f O 1 A1AA 
IN IVL U 1 / ^t*+ 


U A1Tin canipnc FT A A0910 rrpnp nrn/TnM /V T A A 09 1 O ^ rv»T?7\J A 

nomo sapiens ivi/v/auziu gene pi o unci ^ivi/\>\uziuj, miviN/A 


"NT\/T O 1/1 79^ 
IN IVL UL^f/Zj 


Tl^rvi/^ coniAiic FT A AOI QQ rr^n^ nrA/ 1 nn ^ /FT A AOI QQA t-»-> DMA 

nomo sapiens ivi/v/vuioy gene piOQuci (Jvi/Vrvuioyj, mivrM/\ 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


"VTA/T O 1 /I ^70 1 

IN JVL U L 4 / y L 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

/FT A A017^\ ^viT?7vTA 
( IVl A./AU 1 / J j, III K IN A 


TvTA/T O 1/1 7/1 /i 
IN IVL UL4/40 


nomo sapiens lvi/\/auioi gene proQuct ^js.i/\>\u i o i j, niKiN/\ 


IN IVL UL40J) J 


nomo sapiens ivi/\^\ui dj gene prouuet ^jvi/a/vuidj j, mLviN/v 


TvTA/T 01/1009 
IN IVL U14UUZ 


Homo sapiens IKK-related kinase epsilon; inducible IkappaB kinase (IKKE), 

mT?TNT A 
LLlrvLN r\ 


TsJA/T 01zLftzL7 
IN IVL KJ L H-Ot- / 


TTnrnn conipnc Fl A A O 1 A A rrr>nr> nrnrliipf /F I A A O 1 /I /I \ mT?7vT A 

nomo sapiens JN.i/\jrvo i h-h- gene piouuci ^js.i/a.tvuih-h-^, miviNy-v 


TsJTvT 01477^ 
IN IVL V I'-t / ID 


Tlr^T^T/^ ccir^i r»n f T^T A A O 1 A 1 (rr»nr> nrnrlnM / \<T T A A O 1 /I 1 ^ mT? XT A 

nomo sapiens jviiA^rvo i *+ 1 gene procmcr ^jvi/\i-vo i 1 j, miviN/\ 


TsJIVT 0 1 A&AQ 

IN IVL U L H-OH 1 / 


Homo c'lnipnc FTA AHH8 fr pnr> nrnHnnf /I<f I A A 0 1 78 ^ mT?TsJ A 

nomo sapiens JN.ijrv.rvw i d o gene pLociuci ^lvi/a^-vu i do), iiits^rsj-v 


TsJTvT D 1 J.7Q9 

IN IVL UIt 1 / "Z 


Homo c^nifnc F I A A 0 1 9 ^ (rpnp nrnrlnpf /Fl A A 0 1 9^ mP XT A 

nomo sapiens Lvi/A^rvoiz^) gene piOLiuci ^l\.i/\jtvoizj hllvin/\ 


TsJA/T 01AQQQ 

IN IVL 1)1^777 


Homo OQnipnc l<f I A A O 1 1 ft nrnfpin / I<f 1 A A O 1 1 ft* mT?T\J A 

nomo sapiens ix i /a/a w 1 10 proiem ^ ini/a/au i ioj, 111 iv in /a 


IN IVL H- W 


I— 1 1 -v / -v cQtMpnc FT A AOI 1 1 (tpup nrn/inpf /FT A AOI 1 1 1 ml? XT A 

nomo sapiens in i /a /aw i 1 1 gene prociuci ^ in i/a/au i 1 1 iiiiv i >j /a 


TsJIVT 014^7^ 

IN IVL U L H-O / J 


Homo cQnipne W I A A 01 07 ctptip nrnrlnpt / l<f I A A01 CiX\ m R Nl A 

nomo sapiens ivia/vu i u j gene piociuci ^ini/a/auiuj j, illlvin/a. 


TsJIVT 0147^ 

IN IVL UIt 1 / JO 


Homo conipnc 1<TT A A01 01 cr^n^ rvrorliW fKl A A 0 1 0 1 * mRTsJA 

nomo sapiens lxi/a/auiwi gene piouucL ^ivi/vau i u i illlvin/a. 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


TsJA/T fl 1 zL/»7Q 
IN IVL U L 4u / !7 


Hrvm/^ loniAnc FIA A OOQ9 nPtiP nrn/Tnpf /FT A A OOQ9^ mT?XTA 

nomo sapiens Lvi/A/A.uuyz gene prouuci ^Lxi/A/A.uuyzj, niiviN /a 


TsJl\/T O 1 A7/^Q 
IN IVL UL4/OV 


H/^rvi/^ DQnif»tiD FIA AOOft7 rr^n^ ^T«i^/^nr»+ /FIA AOOft7^ rvil?XTA 

nomo sapiens ivi/\/\uuo / gene piouuci ^lxi/a/\uuo / j, mivrM/\ 


TsJA/T 01/Lft77 
IN IVL U L4o / / 


H^m/A conipnc n^1ir>QC^ FIA A OO^A /FIA A 00^4^ ml?TvTA 

nomo sapiens nencase ixi/A/AUur)^ ^ivi/A/AUur)^-^, iiikin /a 


TSJA/T O 1 A 7 1 A 
IN IVL U L H- / 1 O 


Homo sapiens centaurin, beta 1 (CENTB1), mRNA 


IN IVL Ul JjOI 


nomo sapiens ion uomam ^ditiqs smgie-srranQeQ nucieic aciosj coniammg 
^ iv j) n ivi ) , miviN /\ 


TsJTVT OlzLftftO 
IN IVL UIt-OOU 


Homo c'inipiic FTA A0099 (rpnp nrnHnnf /l<f I A A 0099 \ mT?7sJA 

nomo sapiens jxi/a/A-WUzz, gene piooucL ^inio/vuuzz llilvin/a. 


TsJIVT 014ft7ft 

IN IVL O L H-O / O 


Homo c'jni^nc F T A A0090 <rpnp nrnHnpt /kT T A A0090^i mT?TsJA 

nomo sapiens lvi/a/awwzw gene piooucL ^jvi/a/auwzu ^, lillvin/a. 


TsJT\/T 014^^ 
IN IVL UL^+OOZ) 


Homo CQnipTic FTA A OO 1 A rrpnp nrM /1i i^»t /FTA AOOIzl^ m R Nl A 

nomo sapiens jxi/a/aouih- gene proouci ^Nio/\uui'+ j, iiiiv in /a 


TnTIVT 0 1 Af\l 1 
IN IVL \J L H-O / L 


H^-m /a c oni pn c 1 1 1 m m n+m nrn+Ai ti 1c 1 / a t~\ ^ 1 no Iktcica 1 1— < 7 \ / T/ I A A fill 1 111 -fv»T? ^VT A 

nomo sapiens uuicjuiim-pioiem isopepiiue ugase yiiiD) ^jvi/a/aowiuj, iiilnin/a 


TsJA/T 01zL/a^7 
IN IVL W L H-OJ) / 


Homo cQnipnc W I A A000Q aonp ororli u»t / 1<T I A AOOOQ^i m R Nl A 

nomo sapiens jvi/a/awoov gene piociuci ^ni/v/\uuu7 j, llllvin/a 


NM 015^84 


Homo <5aiAipn<i TPiTsI^ lATotpin TTPJTnF^^ mT?T\TA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 



(400/104) 



TvTN/T o 1 A 1 H£i 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 

fFT^PPI^O^ mT?TsJ A 
(lljl V 1 J U J , III ix IN /A 


TsJIVT 01417^ 

1>I 1V1 UItI / 


FTrrmo cQnipTic TT^PP 1 49 r\ rMtoin f WslPP 1 49 ^ mPTsJA 

nomo sapiens nor lhz pioiein ^norL-iT 1 / j, iiiivin/a. 


TsJIVT 014179 
IN 1V1 Wltl / z 


FTrrmn ccinifnc H *sl PT^ 1 4 1 n r^toi n rFT^PP 1 4 1 ^ mPTsJA 
nomo Sdpieiis norL It-i pioiein ^nor l It-i iiiivin/a 


TsJIVT 014171 

1 N 1V1 Ultl / 1 


nomo sdpieiis postsynaptic pioiein v^rvix^ i ^v^rvix^i ^, iiiivin/a 


TsJIVT 0141^0 
in ivi vj i h- i u y 


FTnmn c^niniK H <s PC^ 1 ^4 n rntf^i n ^ H ^PT' 1 1 ^4^ mPTsJA 
rioinu Sdpieiis norL i piuicni ^nor l i jt- j, iihvtn/a_ 


tsja/t 0141/s£ 

IN 1V1 KJ 1 1 o o 


nomo sapiens njrLijj proiem ^rijrLijj j, mrvLN/\ 


TsJIVT 0141 ^7 

IN 1V1 UIt-ID / 


UA mn C n n i P11c UCDf 1 9^ nr^toin CH^Pf 1 98^ mPTsJA 

nonio sapiens norL izo pioiein ^nor Lizoj, iiixviN.rv 


TsJA/T 0141f^ 
IN 1V1 Ul'+l OZ> 


nomo sapiens norLizj pioiein ^norLizj j, iiiiviN /a 


TvTlVT 0141 fi'X 
IN 1V1 0 D 


nomo sapiens no-r^u/j> proiem ^no-r^o/ j iiiiviN r\ 


TsJIVT 0141 /^9 
IN 1V1 Ultl OZ 


T-Tomo c^nipnc T-T < sPr i 079 rotoin ^T-T < sPr i 079^ mPTsJ A 

nomo sapiens no-ri^w/z, pioiein ^nor uu/zj ? iiuvin/a. 


TsJIVT 0141^0 

IN 1V1 l/ltl Jy 


nomo sapiens nuiiiiii^uii iiiieiaeiin^ pioiein -D ^n i id ^, iiiivin/\ 


TsJIVT 0141^8 

IN 1V1 UIt-IJO 


Rnmn canipnc H^PrO/^7 nrntpin ^T-T < sPr i 0^7^ mPTsJ A 

noino sdpieiis norL/UO/ pioiein ^noi^^ou/ iiiiviN.rv 


TsJIVT 0141^7 
IN 1V1 KJ 1 H- 1 J / 


nomo sapiens norLUOj proiem ^norL-uoj ), mrviN/\ 


TsJIVT 0141^9 

IN 1V1 UHlJZ 


nomo sapiens iiorL/Uj4 proiem ^norLUj^ j, iiuvln^-v 


TsJIVT 0141^1 

IN 1V1 UItIJI 


nomo sapiens norL/Ujj pioiein ^nor lujj j, iniviN.rv 


TsJA/T 014148 
IN 1V1 


U nrnA cg «i PT1c TT<vPr i 048 nrrifp'in ^r : TQPr i 048^ mPTsJA 

nomo sapiens norLU'to pioiem ^norLU^o in in. in /a 


MA/f 014147 
IN 1V1 UIH-IH / 


U Arvm cQnipnc U C PT^047 nrnlpin ^T-TQPr^047^ mPTsJA 

nomo sapiens norLU'T / proiem ^norL/U4 / in in. in /a 


TsJIVT 014041 

IN 1V1 UIt-Ut-1 


nomo sapiens signal pepiiciase izK.ud ^orLizj, miviNy-v 


TsJIVT 0 1 4047 

IN 1V1 KJ 1 "H- Ut 1 / 


nomo sapiens norLUZj pioiein ^norL/UZj ^, inisj_N J rv 


TsJIVT 014098 


T-Tnmn cqnipTic TT^PPOI Q i^rnt^in rT-T'slPPOl mPTsJ A 

nomo sdpieiis norL/Un pioiein ^norLunj, iiiiviN.rv 


TsJA/T 01409/^ 

1N1V1 UIt-UZO 


T-Tnmn cemipne H^pfO 1 S nrntoin rT-T^PP01 S ^ mPTsJA 
nomo sdpieiis nor v^uu pioiein ^norLuijj, nnviN/A. 


TsJIVT 0 1 ^^9 
IN 1V1 W 1 D D KjZ 


T-Totyio ciani^nc T-T < slPr i 009 n rotoin ^H<slPPnn9^ mPTsJA 

nomo sapiens norLUUZ proiem ^norLUUZ j, iiiin.in /a 


TsJIVT 0 1 ^f\C\"K 
1N1V1 Ul JUUj 


T-Trkmn ctinif^nc Fil^ F7P S 8^A/T 1 0 1 Q nrnt p»iti ^ D R 7" P S A N/1 1 01 Q\ mPTsJA 
nomo sapiens urvrz^r jooivii wiy pioiein yurs^r z^r jooivii kji y), iniviNi-v 


TsJA/T 01 ^^^7 
IN 1V1 U 1 Z> J) / 


T^Trimrk c^nipnc TM£Jl r 7T>*\ < >l& T1 A94 nrntpin {TtffWT*^ ft/^ T 1 ^94^ mPTsJA 

nomo sapiens UKrz^i jooj loz^t proiem yurs^r z^r dooj loz^t), iiiis.in /a 


TsJA/T 01 ^84 
IN 1V1 KJ 1 J> D OH- 


T-Tomrk c'inir'nc nFF7P^ 1 ^94 nrntpin ^Fll^F7P^8 1 ^94^ mPTsJ A 

nomo sapiens ui\.rz.i joor i jZ4 proiem ^ui\.rz.j joor i jzh ^, in ivin /\ 


TvTlVT 01^77 
IN 1V1 Ul JO / / 


nomo sapiens nyporneneai proiem ^ vj rv rz^r jour i jioj, in is. in z\ 


TsJIVT 01^41^ 
IN 1V1 KJ ID H- 1 O 


T-Tnmo canipnc Fil^FyP^R^ A 0 1 1 n rMtnin /Til^F7P^8^ A01 1^ inPTsJA 

nomo sapiens ivrvir^z^i^jjoo.rvui i pioiein ^uivr/jr joorvui i nnviN^rv 


TvTA/T 0 1 ^ ^ 1 ^ 
IN 1V1 KJ 1 D D 1 D 


nomo sapiens uivrZii joduzi j proiem ^uivr Zji j ool/z i j iiiin. in z\ 


TsJA/T 01^^00 
1N1V1 


nomo sapiens uivrz.r jood i o j proiem (uivrzr jood i o j j ? iiiin. in /a 


TsJIVT 0 1 4049 
IN 1V1 U 1 H-UH-Z 


nomo sapiens i^in.fz-,1 joh-iviooz proiem ^i^ivfz^x ^oh-iviuozj, miviN/\ 


TsJIVT 01 ^4^ 
1NIV1 UIZ'tOJ) 


Untnn CQnipTic 1^ I A A 1 1 Q4 n rMtni n n<T I A A 1 1 Q4^ mPTsJA 

nomo sapiens ivi/at-vi 174 pioiein ^ivi/a/ai iv^j, iiiivin/a 


TsJIVT 01^^01 


T-Tnmrk ccinii-nc Fll^P7P^^4O0Q9 nrotf-in rDl^P7P^^4O0Q9 > 4 mPTsJA 

nomo sdpieiis u j\.r Zii j otuu "z pioiein ^urvrZii jjuh-oo^zj, iiiivin/a 


TsJIVT 014044 

IN 1V1 UIt-Ut-'t 


PTnmn Q^ni^nQ D1^FyP^^4n0999 nrnlpin ^Fil^pyP^^4O0999 mPTsJA 

noino sdpieiis uivr Zjr jo^+vji/zzz pioiein ^uivrzjr jut-vjuzzz j, iiiivin/a 


TsJIVT 01 ^/s^8 


T-Totyio cQniptic P>kT P7P^Azir 1 ^ A nrntpin rPil^P7P^^4r 1 1 mPTsJA 

nomo sapiens PKrZii joh-l 100 pioiem ^uivr^r joh-l 1 ooj, iiiivin/a 


TsJIVT 01 ^^^4 

IN 1V1 KJ 1 J? O .3 i 


T-Tomo c^nipnc ni^F7PS A4P 1 0^ i^rotp»in ^F)l^F7P^^4r 1 1 0^ mPTsJA 

nomo sapiens ivivi^z>i^^)oh-^iuo proiem ^i-Ji>v_rz>_r .jut-i^i kjs> iiiivin/a. 


TsJIVT 01^^ 

IN 1V1 KJ 1 J J J) J 


Ffrrmrk c^ni ptic F> 1<TF7P^A4 A 94 1 A nrnfpin rni<rF7'P^4 A 94 1 mPTsJA 

nomo sapiens LJr^rz^r d oh- azh 10 pioiein ^i^ivi^ z>ir^) oh- azi 10 j, iiiivin/a. 


TsJIVT 0140^4 

1N1V1 


U nrnn C o n ; P11c Fll^FZP^47F9 1 1 0 nrnfpin ^F)1^FZP^47F9 1 1 0^ inPTsJA 
noino sdpieiis uivrz^r jh-/dzi iu pioiein ^uivr/jr jh- / dzi iuj, iiiivin/a 


TvTlVT 0 1 ^£»07 
1N1V1 KJ 1 JDU / 


FTomo cQniptic DW PyP^47F 1010 nrntpin fDW F7P^47F 1 0 1 0^ mPXTA 

nomo sapiens Lnv r z.i j ■4- / el 1 u 1 w proiem y i^^r z^tdh- / 12, lkj lkj )^ miviN/A 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


TsJIVT 01^409 


u nmn cQr\i^nc nk r P7 P4 7 4 FT 1 7 9 n r^t^in 1^ F 7 P4 7 4 M 1 T9 ^ mPTsJA 

nomo sapiens uivr Zir^ j^ni jz pioiem ^uivrAr^ j^-ni m iv in /a 


TsJA/T O 1 ^ 1 ^ 
IN 1V1 U 1 CO 1 .j 


Homo sapiens type I intermediate filament cytokeratin (HAIK1), mRNA 


IN 1V1 KJ 1 04 


nomo sapiens /vu-uuj? protein ^aij-uuj j, m iv in /a 


AJA/T O 1 A *\ 1 7 


Homo sapiens upstream binding protein 1 (LBP-la) (UBPl), mRNA 


NMO 14294 


Homo sapiens translocating chain- associating membrane protein (TRAM), 

rviPTsJ A 
m Iv IN /A 


TsJIVT 014^0^ 

1N1V1 KJ 1H-DKJD 


I— I / % m i \ cQnipnc /ill ^P F^ rrlnPACP 4 f\ i \ cX'w 1 1 \ t'',i f'A c r» j ' 1 1 ^P^^tTi i m P Nl A 

nomo Sapiens u i ur -u-giutusc H-,o-ueiiyuiaiaise v ii^rvjuj, iiiivin/a 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene (DKKL1 -pending), mRNA 


NMO 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 



(400/104) 



NMO 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

ml? XT A 
m KIN f\ 


IN IVl Ul^JOoV 


Homo sapiens phospho lipase A2, group HE (PLA2G2E), niRNA 


TsJA/1 H 1 AA1 1 
IN IVl U 1 1 1 


Homo sapiens serine protease inhibitor, Kazal type 4 (SPINK4), mRNA 


IN IVl U 1 *f o y 1 


HOlllO SapieilS 1 UUrA asSOClaTeCl piOTeill 1 (1 UP^L 1 J, llllvlN/\ 


1N1V1 Ul^oUo 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PI3K),mRNA 


IN IVl Ul^oOV 


Homo sapiens opticm (OPTC), mRNA 


INlvl Ul^DlD 


nomo sapiens l^l^iv4-inui transcription complex, suounit z ^l^lnuizj, miviN/\ 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


ATA A A 1 A 1. H 1 

JNM U14J/1 


Homo sapiens neighbor of A-kinase anchoring protein 95 (NAKAP95), mRNA 


TvTA A C\l A1A1 

JNJVL U14J4Z 


Homo sapiens mitochondrial carrier homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 


ATA A AK71 /: 
IN 1V1 U 1 J / 1 O 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA 


JNJVL U143jo 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, supeiiamiiy meniDei y (L^i^ri/L^oryj, miviN/\ 


IN IVl UlHODZ 


nomo sapiens i^tsi^ protein jz {L^Dr-jZ), miviN/\ 


IN IVl U 1 ^Z^f / 


nomo sapiens riJZi uomam containing guanine nucieotiue excnange 

laClOl ^ VJJ-/ " J 1 yrUz^-KJUr 1 J, 1 1 1 IN. IN /A 


IN IVl U 1 H-ZO / 


nomo sapiens smau aciciic protein nivi/\v_rj_/i i +juz)z j, miviN/\ 


IN IVl V 1 HO " / 


nomo sapiens aciuic oz kucl pruxcin iiiivin/\ ^nou i jjjzj, miviN/\ 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


IN IVl Ul^fJOZ 


nomo sapiens j-nyQioxyisoDutyiyi-i^oenzyme j\ nyuioiase (moLri j, miviN/\ 


NM 014365 


Homo sapiens protein kinase HI l (HI l), mRNA 


A.TA A A1 /I < Q /I 
IN IVl U1hOo4 


Homo sapiens EROl-like (S. cerevisiae) (EROIL), mRNA 


ATA A f\] A1£.H 

JN IVl U 1 4:5 O / 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM 014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mKJN A 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein l 

( IN Or KAr 1 J, m K IN A 


ata/t r\ 1 a con 
JNJVL U148VU 


Homo sapiens downregulated in ovarian cancer 1 (DOC1), mRNA 


NMO 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 
niKiN f\ 


ata a ni/m a 
IN IVl U 14:)lo 


Homo sapiens calcium-regulated heat-stable protein (24kD) (CRHSP-24), 
m iv in ja 


IN IVl U144jU 


Homo sapiens cell death- inducing DFFA-like effector b (CIDEB), mRNA 


INIVI U144UU 


nomo sapiens ori-ancnoreo metastasis-associateu protein nomoiog 

mivlN/A 


IN IVl KJ 1 


nomo sapiens similar to yeast dll i ^o. cerevisiae ) yD\-j i miviN/\ 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


ATA/T Cl'llQAI 
IN IVl ViJy^J 


Homo sapiens chloride intracellular channel 4 (CLIC4), mRNA 


IN IVl VlJ^JJ 


Homo sapiens karyopherin beta 2b, transportin (TRN2), mRNA 


IN IVl Ul j'+jj 


nomo sapiens retmai nomeoDOx piotem (1va.j, itiivln/\ 


ATA/T O 1 r X^'7'7 
IN IVl UIjj / / 


nomo sapiens nypotneticai piotem {\j^f ZjP^j^dkj^ i / ), miviN/\ 


iNivi uizzy/ 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 

(Kl A An&{\C\\ mRTsJA 
^JVlrAT-vUOOW J, IIllVl>/\ 


NM 01^786 

1M1V1 V/ 1 JZ.()U 


Hnmn c^nipnc flirnmncnmp ^ t-\ 0 1 1 crr'ii r* cpnnpnfp f 1— f I I A C\ W \ mT?TsJA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNXIO), mRNA 
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nomo sapiens replication initiation legion proiem ^ouku j ^ivir ouj, miviNZv 


IN 1V1 Ul JJ JJ 


nomo sapiens pioiein Kinase rrviNueia ^pKiiueiaj, nitviNzv 


1N1V1 Ul JZHU 


U AtV> A CQtMPTlC fXlliQ+117A AT/* TlAT A tM TlT t\ TY'di"!'* C 1 T/^T*0 C C± (MA A A/1' 1 ' 1 1 tVl T? ^vT A 

noino sapiens puiaiive iNo-i^iNZY-iiieinyiiiaiisieiase ^inozvivii i ^, inrviNzv 


1>J 1V1 U 1 J) .3 OH- 


nuiiiu sapiens paianeopiasiic cancel -iesns-Di am antigen ^ivi/\z) miviN/\ 


IN 1V1 KJ ID Z / 


noino sapiens nasopnaryngeai carcinoma suscepnoiiny proiem ^i^z>ioj, mrviMy-v 


MM 01^19 

IN 1V1 ul J J 1Z 


rioiiio sapiens nooKz pioiein ^ n vj c^ i v z j , in ivi n /a 


mm 01 ^^9 
1>I 1V1 \J IS) S) J) Z 


noino sapiens iiypoAia-iiiou-Ciuie pioiein z ^jtlivjzj, inivi>iy-\ 


IN 1V1 Ul JJuO 


noino sapiens piaieiei aCLivaini^ leceptoi noinoio^ ^nyoj j 3 inivi>y-\ 


mm fll^QzL 


nomo Sapiens acio iiuroDiasi growin iacior-iiKe proiem ^vj-Liv^'/oj miviM/\ 


mm 01^90 
1N1V1 V 1 JJZ7 


I— 1 A-m A COmaT^C 1 AnfAIYlADAtYlP / 1 /A-K\a-Kl rAQAIUfT T1"OrVlf» hxf^. i i f 1 ArlAA 1 rn D AT A 

nomo sapiens ciiiomosome zi open rcaumg name oo ^i^zioiiooj, nirvrN/-v 


TsJA/T 01^^ 

In 1V1 V 


I — I / x t \ c o tA i An l' 1— <"T— I /I Am ck i ti rMiinitin" mif A+ir> iaIi Acnn AiAfA+Am / I-h" 13 C! TAT \ ml? AT A 

nomo sapiens rzn ooiiiaiii-uiiiQiii^ iiiilolic pnospiiopiOLeiii ^rzr oiim iiiivrviy-v 


IN 1V1 \J 1 S) d y D 


nomo sapiens pioieinxoouo ^rvuu i j ^, mivi>j/\ 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


TsJM H19zL^1 

rNivi uiz4oi 


nomo sapiens irzivri ^irvri ^-mieiacimg iiucieai iacioi z ^iiiNrzj, mrvrN/\ 


MA/f H199zL^ 
JNJVL U1ZZH-J 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


JNJVL 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


MA /f M 1 1 /1 1 1 

IN 1V1 U 1 Z4 d L 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secieteQ, (semapnormj jii (or^ivi/vjizvj, mKJNz\ 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA 


MA A H1 O/lOA 

1NJVL Ulz4zU 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 

111KJN /V 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


MA /T n 1 o o 9 o 
rsllvl UiZZZy 


Homo sapiens 5 '-nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM 012390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 

ml? AT A 
mxvJNzY 


MA A C\A1^1A£. 

JNJVL Ulzo4o 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


MA /r nioiio 
jnjvl uizjjy 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 

/ J, mivlNzV 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 

o\ ml? XT A 
Z J, 111 1\. IN z\ 


MAyT H 19^^39 
JN1VL ULZO.JZ 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


MA A H1 OIO 1 


Homo sapiens U6 snRN A- associated Sm-like protein (LSM4), mRNA 


JNJVL ViZZyQ 


Homo sapiens guanine nucleotide exchange factor for Rap 1 ; M-Ras-regulated 
GEF (KIAA0277), mRNA 


ma yr n 1 1 o q o 
JNIVL VjiZZoy 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


JNM Ulzzoj 


Homo sapiens potassium voltage- gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


MA/f Pi 1 99/^7 
JNIVL ULZZO/ 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 

m Y> AT A 

mKJNzv 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


ATA A Anori/i 
JnM_ULzzU4 


Homo sapiens general transcription factor IIIC, polypeptide 4 (90kD) (GTF3C4), 

*^T> AT A 

mKJNz\ 


ATA A OHO 

JNJVL UlzOoo 


Homo sapiens general transcription factor IIIC, polypeptide 3 (102kD) 

V vJ i r jk^ j ), iiirvLNZV 


NM012155 


Homo sapiens microtubule -associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor- like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinosito 1-4 -phosphate 5-kinase, type II, alpha 
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\l 1 r J INZ A J, III In. IN A 


injvi uuoooy 


Homo sapiens centaurin, alpha 1 (CENTA1), mRNA 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


IMIVI UU/ jjo 


Homo sapiens putative DNA binding protein (M96), mRNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 

m K IN A 


JNJVL uu/Jov 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NM 005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
suuuiiit c ^suDunit y), isoiorm z (/vi rjuzj, mKJNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 
m K IN A 


JNJVL UUZo/3 


rlomo sapiens plexm r>l (rLAJNol), mKJNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

miviN A 


JNJVL UU4j4/ 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD, 

Din / XT FW I P R /I \ DMA 
DID) (JNlJUr r>4 j, m K IN A 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


JNJVL UU / 1 1 J 


Homo sapiens tumor necrosis factor, alpha- induced protein 6 (TNFAIP6), 
mKJNA 


fNlVl UU /Z 1 / 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


inivi uu/zoy 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 
gammaj { joKj j, in k in a 


1N1V1 W / ZoZ 


nomo sapiens ung iiiigei piotem id (KJNr i jj, itlkina 


JN1V1 UU/ZOD 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


INJVI UU/ZZj 


Homo sapiens putative G protein coupled receptor (GPR), mRNA 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 

SUDUlllI (rAL Irl H-U J, 111 In. IN A 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


JNJVL UU/UUj 


Homo sapiens BCE-1 protein (BCE-1), mRNA 


"VTA/T AA7A1 O 

JNJVL UU/U1V 


Homo sapiens ubiquitin-conjugating enzyme E2C (UBE2C), mRNA 


JNM_UU /Uo4 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


JNJVL K)V /K)oZ 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWP1 (PWP1), 

m in. IN A 


JNJVL UU/UoU 


Homo sapiens Sm protein F (LSM6), mRNA 


JN1V1 UU/U/Z 


H^TYi^k CQnipnc UCD\/ T_T T TD QccnpiQ+ina 1 /MI-IT Al\ mT?TsJ A 

mo mo sapiens nci\ v-n Vu i rv-associatmg z ( n n laz j, m in. in a 


XTA/T 007077 
JNJV1 UU / U / / 


nomo sapiens aoapior-reLaieQ protein complex ^, sigma i suounii (Ar^oJ 
mRNA 


ATA/T 00^7^1 
1N1V1 UUO/D1 


nomo sapiens sperm specmc antigen z ^oorAZj, miviNA 


NM 006748 


Homo sapiens Src- like- adaptor (SLA), mRNA 


JN1V1 UUOOJ 1 


Homo sapiens glioma pathogenesis-related protein (RTVP1), mRNA 


XTA^ OOAQ 1 ^ 

INlVL UUOolJ 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NM 006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 

/ODDI O 1 A \ DMA 

(rrrlKlA), mKJNA 


JNJVL UUooZJ 


Homo sapiens protein kinase (cAMP- dependent, catalytic) inhibitor alpha 

^ I IV 1 /A III IN. IN /A 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMP5), 



313 



(400/104) 





lllJvTM/V 


INIVL uuoo / o 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


INIV1 UUOOOZ 


jrLomo sapiens oniz-reiateu v^Dr activator protein ^orsA_/vr j, mrsJN/\ 


i\iivi uuooyz 


Jtiomo sapiens urN/\-DiiiQing piotem ampiiiying expression oi suriactant protein 

D (kJl DT Dl J ? 1 1 1 Iv 1 N /A 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


INIVL UUOObO 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


TsJA/T C\C\f^^fy^ 
INIVI UUOOOJ) 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


JN1V1 K)K)Z/Zi 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


JNM_UUooz / 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 

III Iv IN /\ 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


INIVL UUoo4o 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
miviN/v 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


INIVL UUC034 


Homo sapiens metaxin 2 (MTX2), mRNA 


INIVL UUOOUV 


Homo sapiens mitogen- activated protein kinase kinase kinase 2 (MAP3K2), 
m IV in j\ 


TvTA/T f\r\A1HA 
INIVL UUh-Z /h- 


nonio sapiens /\ Kinase (^kjv/vj ancnor protein o ^/\Js^\roj, itikjn/y 


1N1VL_UUOOj d 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


INIVL UUOj4o 


nomo sapiens ior-11 mivrN/v-DinQing protein z ^nviJr-z j, miviN/\ 


INIVL UU0044 


riomo sapiens neat snocK iudkl^ (Jior iudoj, mKJN/v 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


INIVL 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


JN1VL UUoj/o 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


JNJVL UUoSDU 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


JNJVL UUoo/o 


Homo sapiens CMRF35 leukocyte immunoglobulin- like receptor (CMRF35), 

mt?TsJ A 

rn iv in /\ 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


INIVL UUCOo4 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


INIVL UUCO.JO 


nomo sapiens i3L,i^z-iiKe 1 1 (^apoptosis tacintatoi ) (dllzlj i ihkin/v 


JNJVL UUooZo 


Homo sapiens cyclic AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NM 006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
oiNAivt!/, nomolog oi o. cerevisiae v ill J ^v nzj, mKiN/v 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog) -like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


JNM UUo4jo 


Homo sapiens sialyltransferase (STHM), mRNA 


NM 006409 


Homo sapiens actin related protein 2/3 complex, subunit 1A (41 kD) (ARPC1A), 

mKJN A 


JNJVL UUoZ/y 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
siaiyitiansteiase; (bi/vioj, rnKJNA 


INIVL UU014Z 


Homo sapiens stratifin (SFN), mRNA 


1SJA/T 

rNlvl UUUHOJ 


JT1.UII1U iScipiCIlo IlU-L/lCUldl dU-LUclIlLl^CIl \D OjS^YJ ) blllllldl LU IcLl »y Ildp LUIlCIIldl L/UIIipiCA 

protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABAC1), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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mKJN A 


NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(rUUJZ), m K IN A 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

o (JNrilJlJoJ, mKJNA 


JNJVL vvODOy 


Homo sapiens MUr J protein (MUr 1), mKJNA 


JNJVL UUo441 


Homo sapiens 5, 1 0-methenyltetrahydro folate synthetase (5- 
ioniiyiTen any Qioio late cycio-ngasej ^jviinroj, mKJNA 


jnivi uuoj?uy 


nomo sapiens leucine ricn repeat [iti ri^nj interacting protein z (^ivrvrirzj, 
mRNA 


JN1V1 UUOJ)JU 


I — J ^ -\ o o -t-\ -i /^k-f\ o lire AnnAonnAMnooa T / I x/ 13 T All -vv* ^^.T A 

nomo sapiens lysopnospnonpase i ^1^ i r^i^/vi miviN/v 


NM 006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


jnjvi UKjojyj 


Homo sapiens ubiquitin activating enzyme El -like protein (GSA7), mRNA 


JNJVI UUOjZZ 


Homo sapiens spindle pole body protein (GCP3), mRNA 


TvTA/f 1/11 

JNJVL UUol41 


Homo sapiens dynein, cytoplasmic, light intermediate polypeptide 2 (DNCLI2), 

™t?AJ A 
mKJNA 


JNJVL UU04 1 0 


Homo sapiens solute earner family 35 (CM^P- sialic acid transporter), member 1 
(SLC35A1), mRNA 


JNJVI UUOj4V 


Homo sapiens putative cyclin Gl interacting protein (CGI I), mRNA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


JNJVI 


Homo sapiens chaperonin containing TCP1, subunit 4 (delta) (CCT4), mRNA 


TvTA/T MMA/IQI 


Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2), mRNA 


TvTA/f MMOQ1M 

JNJVL UUzolU 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, non-ATPase, 4 

rP Q A/mzH m t? XT A 
yr oJVLLJ4 J, III ix IN /\ 


AJAyT MMAMMO 
1N1V1 UUOUUZ 


Homo sapiens ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
(UCHL3), mRNA 


TsJA/T MMAMA8 


nomo sapiens tou-iiKe receptor o ^li^rvoj, mixiN/\ 


TsJA/T MMA 1 MM 
IN JVL UUO 1 UU 


Homo sapiens alpha2,3-sialyltransferase (ST3GALVI), mRNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


AJA/T MMAMA^2 
JNJVL UUoUoJ 


Homo sapiens sarcomeric muscle protein (SARCOSIN), mRNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 

111KJNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


"VTA 4" AA/^mO 

JNM UUoloV 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


JNMUU6U18 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74), 

mKJNA 


TvTA/f AAA 1 M 1 

JNJVL UUolUl 


Homo sapiens highly expressed in cancer, rich in leucine heptad repeats (HEC), 

mt?TsJ A 
lllKJN A 


TvTAyT MMAMQQ 

JNJVL UUOUOo 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 

Z-UKe 1 ^UlNDZL 1 J, 111 IV 1>J r\ 


rNlvl WUJO7J 


nomo sapiens goigi auioaiiiigen, goigin suijiaiiiiiy d, j) ^ vj^'i^vj.rvj) iiixvi>jy-\. 


AJA/f MMAMO^ 


I — I / x t^\^\ i \ l ' o i"\ 1 n l ' til / \ (x r*t~\ t~\ i"*/ a /1 1 i/*I i ti 1 / a » TV»t?^^T A 

nonio sapiens lvizj) gene piociucL ^uizj ^, iiirvi>i/\ 


TsJA/T MMAMQM 


nomo sapiens cnoiine/eiiianoiamiiiepnospiioiiaiisieidse ^^i_/± i i miviM/\ 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCRILI), mRNA 


INIVI UUjoZ / 


nomo sapiens uur -galactose tiansporter leiateu ^uvjriKJj/i^i itikjn/\ 




i— \c\xwc\ cQnipnc t r»t i"'^ c f \ 'a n 9 ^ nrQr* a ^t_9 ^ tyiT?^ta 

nuniu iscipiciia LCLidbpciii ^ i or/\iN-z j, iiiiviN/^ 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005843 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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ata/t nn^77^ 
INIYL UUD / / J 


Homo sapiens vinexin beta (SH3 -containing adaptor molecule- 1) (SCAM-1), 


1M1V1 UUJ / OJ 


nOIllO SapiCilS liypOlllGLlCal 0-D131U.J piOieill \&DDL\JJ), IIllvTN/A 


rNlvl UUJODZ 


raOIIlO SapiCllS SllUIIlal allllgCll 1 ^oln.Ul IIlrvrN/A 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


JNM UU3 01 3 


Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 


ATA/T ClCKHHI 

JNM UUD / / 1 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


JNM UUDoJJ) 


riomo sapiens rvaoy eiiecior p^u ^rvADyr^u mjviN/v 


ATA/T PlCl^&QH 
JNM UUOOo/ 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM 005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


jnm uud /yo 


Homo sapiens nuclear transport factor 2 (placental protein 1 5) (PP 1 5), mRNA 


aja/t nn^749 
jnivi uuo /^tz 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


ATA/T nn^co/i 
JNM UUDoZ4 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


aja/t nn^s/^i 

JNM UU J oOl 


Homo sapiens STIP1 homology and U-Box containing protein 1 (STUB1), 
mRNA 


iNlvl UUDOU1 


nomo sapiens natural Kiner ceil group / sequence ^injsaj/ j, miviN/\ 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


ata/t nn^^ 1 1 
JN1V1 UUzO 1 1 


Homo sapiens melan-A (MLANA), mRNA 


ATA A f\C\JZ C7 c 

NM 1)1)5575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 

mT> AT A 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 

/r^TJCT/l \ DMA 

(L-rio 1 4), mKJN A 


JNM UUjoZo 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


ATA/T nn^QH/i 
JNJVL UU5oU4 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


JNM_UU55U5 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36L1), mRNA 


ATA/f nrKTAn 
JNM UU5/oU 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


ata/t nn^^Q^ 
JNM UU5 /V5 


Homo sapiens calcitonin receptor- like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 

™T? AT A 


ATA/T nn^C7A 
JNM_UU5o /o 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


ATA/T 

JNM UUD4ol 


Homo sapiens thyroid hormone receptor-associated protein, 95 -kD subunit 

/TP APQ^ rviT?ATA 
\ 1 IvAl 7 j J, 111 In. IN 7\ 


ata/t nn^/i/io 


Homo sapiens regulator of Fas -induced apoptosis (TOSO), mRNA 


ata/t nn^/icn 

JNJV1 UUO^+oU 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 

1 /A 1 Z J, III iv IN f\ 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


JNM UU54UU 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


ATA a r\r\jzic\i 
JNM UU5391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


ata/t nn^/iQ/i 
JNM UU j4V4 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 

1 1 1 1 v i n y \ 


NM 005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


A.TA A AAO A 1 O 

JNM (JUJ418 


Homo sapiens zinc finger protein 9 (a cellular retroviral nucleic acid binding 
protein) (ZNF9), mRNA 


JNM 005 15 1 


Homo sapiens ubiquitin specific protease 14 (tRNA-guanine transglycosylase) 
(USP14), mRNA 


JNM 0051 19 


Homo sapiens thyroid hormone receptor-associated protein, 150 kDa subunit 

(IKArljUj, m KIN A 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NM 005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 

{r oJVLLO), niKJNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


JNM_UU5U55 


Homo sapiens polymyositis/scleroderma autoantigen 1 (75kD) (PMSCL1), 
mRNA 


JNJV1 UUjUzj 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 1 (SERPINI1), mRNA 


JNJVL (JUjUzJ 


Homo sapiens protein geranylgeranyltransferase type I, beta subunit (PGGT1B), 
mKJN A 


JNM UUjUZU 


Homo sapiens phosphodiesterase 1C, calmodulin-dependent (70kD) (PDE1C), 

mrvLN A 


1N1V1 UU3U 1 / 


nomo sapiens pnospnaie cyriayiyiiransierase i, cnonne, aipna lsoiorm 

\i UI 1 1 /A ) , 111 Iv IN r\ 


INlYl UUJ 1 J 1 


nomo sapiens nuviear rnaxrix proxem pon- ^-r ot- mix i > /a 


IN 1V1 UUJ) 1 U 1 


nomo sapiens liiieiieioii-siiiiiu-iaieti pioiein, i j _K_L/d ^lovji j j, inivi>ijr\. 


IN 1V1 UUJ 1 £Zs 


nomo sapiens iiucieai lecepioi suuianmy i, ^ioup i, ineiiiuei j ^i>iviij)j, inivi>i/\ 


imivi uy+ooo 


nomo sapiens vanm i ^ vinin i^i, 111 iv in /\ 


1N1V1 UU^fZH- / 


nomo sapiens uj sntviNr-specmc piotem, 1 10 klj ^uj-i iois.ijj, mivrNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


1N1V1 UU^f /OO 


nomo sapiens inioieuoxm-iiKe, jzku ^i^vinlj, mrviNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -l (TRAP-l), mRNA 


JNM UU4ozu 


Homo sapiens TNF receptor- associated factor 6 (TRAF6), mRNA 


NM 004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


JNM UU4/OJ 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor 2 (SLC9A3R2), mRNA 


JNM (JU4ZJZ 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
regulatory factor l (SLC9A3R1), mRNA 


NM 004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member o (oLLloAoj, mKJN A 


"XT A A {\{\ A /I (\ £. 

NM 004696 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 4 (SLC 16 A4), mRNA 


JNM UU4zoJ 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4F (SEMA4F), 

m IV IN A 


1N1V1 UU4oOo 


Homo sapiens glycoprotein, synaptic 2 (GPSN2), mRNA 


TsJl\/T C\C\A £ A A 


Homo sapiens SH3 -domain binding protein 5 (BTK-associated) (SH3BP5), 

m T? TsJ A 

111 IvlN /\ 


NM 00470^ 


Hnrnn c^i nifiK r^ih^nti H-S ^ R A S P P ^ m R T\l A 

±±VJ111VJ od|JlC/ll& IdUClJJLlll *j \ \ J_J is 1 ^, llliViN^V. 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB28), mRNA 


NM 004218 


Homo sapiens RAB1 IB, member RAS oncogene family (RAB1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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JNJVl UU4o / 1 


nomo sapiens rrotem mniDitor 01 activated oiAi a (^iAo^-r>r!,i aj, rnKJNA 


JNJVl UU4JOJ 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransf erase 1 , choline, beta isoform 

(rCY 1 lt>J, 1T1KJNA 


JNJVL 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


JNJVl UU4oUU 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM 004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

111L11D1T01, epSllOll ^lNrivr$lr!/J, niKJNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


"NTA A C\C\A^AC 

JNJVL UU4;)4o 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
AGGG) (NDUFB2), mRNA 


TvTA A f\C\A C/1C 

jnm_uu4;>4:) 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
JVLNLL) (NDUFB1), mRNA 


JNJVL UU4:>4z 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 

t>y) (INJJUrA:)), 111 K IN A 


JNJVL UU4D44 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 

(4ZKUJ (INUUrAl UJ, mivlNA 


1N1V1 UU4 / o4 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 

I l>IL-/0 1 D J, 1 11 ivl N /A 


1M1V1 UUH-7U1 


nomo sapiens lysosomal apyrase-iiKe i i jal i j ? in iv in /a 


XT1VT 004708 
1N1V1 UU4/!7 0 


nomo sapiens Kiiiesm iamiiy meniDer dd ^js^ir jd mivrNA 


TsJA/T OOzls^ 1 n" 


nomo sapiens mierieuKin ennancei Diiiumg iactor z, 4dku ^ir^rzj, miviN/\ 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


TsJA/T OOA£^A 
INIVL UU4oD4 


nomo sapiens niNJS.-i sunotransierase ^niNJv-ioi ) 9 mivLN/Y 


JNJVL UU44oo 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


JNJVl UU41ZZ 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM 004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 

T? "NT A 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_(J(J4(J94 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(lilrZ ol), HI K IN A 


NM 004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome 

/ rr I ET 1 A V \ O NI A 
( c. 1 r 1 A Y J, 1Y1 K IN A 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 

mKJN A 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


JNM UU4o31 


Homo sapiens cofactor required for Sp 1 transcriptional activation, subunit 7 

( /\JkD ) (LKor / J, m K IN A 


1N1VL UU4ZOV 


Homo sapiens cofactor required for Sp 1 transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


INIVL UU4Z/U 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 

{ DJKLJ) (^Ivoryj, III K IN A 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


INIVL UU4ooZ 


Homo sapiens CBF1 interacting corepressor (CIR), mRNA 


MA/r ooa 1 


nomo sapiens ciioimeigic lecepioi, liicoimic, aipna poiypepnae o ^v^niviNAoj, 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM 004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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TvTA/f nn/IQflfl 

JNJVL UU4oVy 


Homo sapiens brain and reproductive organ-expressed (TNFRSF1 A modulator) 
(BRE), mRNA 


TvTA/T MA/1QQO 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit f, isoform 2 (ATP5J2), mRNA 


JNJVL UU4oW 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


JNJVL UUJ4UO 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

A {d jKD) { \ J\r A), 111KJNA 


JNJVL UU IK)/ J 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 
m iv in s\ 


JNJVL UUjjUU 


Homo sapiens TNF receptor- associated factor 3 (TRAF3), mRNA 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 

rviT?XT A 
III I\ IN f\ 


JNJVL {JvJjZLZ 


riomo sapiens leraiocaicmoma-Qeriveu giowm iactor i { luur i j, jtikjna 


JN1V1 \J\JD / OJ 


Homo sapiens syntaxin 16 (STX16), mRNA 


jnjvl uujyro 


nomo sapiens oiaj muuceu oiaj mniDiior j (^ooi-j j, miviNA 


JNIVI UUJDyj 


Homo sapiens acetyl LDL receptor; SREC— scavenger receptor expressed by 
endothelial cells (SREC), mRNA 


JNJVL UUjjOj 


nomo sapiens specKie-rype r kjz^ proiem ^o-rvjr j, miviNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


JNJVL vvjvyy 


Homo sapiens sorting nexin 1 (SNX1), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


\TA if (\(\ 1 AO 1 

JNM (JU3U91 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 
mKJN A 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 

/CAT A TH~*A \ ™T>TsJA 
(^oJN ArL,4J, mKJNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 

(oJNArLo), 111 K IN A 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


NM_UUJ98J 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


jnjvl uujv lo 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (AP1S2), 
mRNA 


INIVL UUJoyo 


Homo sapiens sialyltransf erase 9 (CMP-NeuAc;lactosylceramide alpha-2,3- 
sialyltransf erase; GM3 synthase) (SIAT9), mRNA 


JN1VL uuj/oy 


Homo sapiens splicing factor, arginine/serine-rich 9 (SFRS9), mRNA 


INIVL UloU 10 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 

111KJN A 


JNMUUJ /{Jo 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 

A \ ml? AT A 

4 J, mivJN A 


INIVL UUZVjj 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASE1), mRNA 


NM 002919 


Homo sapiens regulatory factor X, 3 (influences HLA class II expression) 

(IvrAj J, mKJNA 


rNlvl UUZOOJ 


nUIIlU ocipiClllS 1\ADZ , II1C1I1UCI IVrVO UIIL/U^CIIC Idlllliy ^ IvrtDZ J, IIlXViM.rv 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


■\. T IV A AA'IO 1 /C 

JNM (JUzolo 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12),mRNA 


TvTA/f nnOQ 1 /I 

JNM_UUzol4 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10), mRNA 


NM_(J(Jz789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


JNM_UUz /S / 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(FoJVLAz), mKJNA 


JNJVL uuuyM 


Homo sapiens proline-rich Gla (G-carboxy glutamic acid) polypeptide 2 
(PRRG2), mRNA 


JNJVL UUUbOU 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


JNJVL UUz/ju 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRC1), mRNA 


JNJVL (J(Jz717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


"NT A 4" A AO '7A'7 

NM 002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium- dependent, 
gamma isoform (PPM1G), mRNA 


TvTA/f MAI /^O fk 

JNJVL UloozU 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 

rppA/rir^ ml? XT A 
\ r r iVL 1 L) ) , lYlrviN J\ 


JNJVL UUjOzj 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 

\t: lri\r J, lnieiaCTlllg pioiein ^iipnnj, aipna Z ^rrrirVZ j, mrvl>/\ 


1N1V1 uuzovo 


noiiio sapiens ± domain, ciass z, Lidiisciipiion idcioi z ^ruuzrzj, iiirviNjrv 


rNlvl vJUZOO / 


noiiio sapiens piiiiii, uesiiiosuiiie associated pioieiii ^riMN j, iiirviM.rv 


NM 003662 


Homo sapiens Pirin (PIR), mRNA 


AJA/T 009A/L7 
JNJVL UUZ04 / 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PIK3C3), mRNA 


AJA/T 0009Q/^ 
JNJVL UUUZoO 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


TsJA/T 009 8/^1 
JNJVL UUZoOl 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


TvTA/f AA1QOO 

JNM_UUJo9y 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


JN1V1 UUZDOJ 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor- like 1 (OPRL1), mRNA 


JNM (JUz49J 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


JNM 1)1)2492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


JNM (J(Jz48y 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 

A A T T> r\ \ /KI FM TT7 A A \ w» T> AJ A 

1V1 LKl^Jj (1NLJU r A4), 111 In. IN A 


JNM Ulooo4 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 


AJA/T 0077S/L 
IN 1V1 UlO / o4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
iiieiiiuei / ^oj-/iA^r ii^-D ni£vi>j/\ 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


TvT\/T 0099 8^ 


nomo sapiens lympnoiu nucieai piotem leiaieQ to /\r^+ j^L/vr^tj, mrviN/v 


nj\/I 00991^ 

rN 1V1 WUZZ 1 J) 


nuiiio sapiens iiiLc^iiii, ucia j \\. i v_tjz> j ^, 1 1 1 1\. i > r\ 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
1 1 OkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor IIH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


JNJVL UUJVIU 


Homo sapiens maternal G10 transcript (G10), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


JNJV1 Ulo /M 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 
(EIF3S9),mRNA 


NM_0U3 755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(rllr Jo4), mKJNA 


JNJVL UUJ/jo 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(cJr joj mrviN/\ 


JNiVl UUl^+lH- 


nomo sapiens euxaryotic tiansiation initiation iactor zd, suDunit i ^aipna, zokuj 

yCir Z,D 1 j , IlirvlN/A 




noiiio Sapiens euKaiyouc iiaiisiaiioii mill ail on iacior i/a ycir miviN/\ 


1N1V1 UUjjOO 


T— 1 ami /a coi'M/^nc pQrnr f»nnACAmp Qii+irvpii 1 1 A /Hi / T— <Th All iviT? ^.T A 

noiiio sapiens eaiiy enciosoiiie antigen i, iozjvl/ ^, iiii\j_n/a 


IN 1V1 UU 1 / 


noiiio sapiens eiicioiiieiiii lecepioi iype /a y \2jYj in ivzaj, iiiivin/a 


INlVl UU17JU 


riomo sapiens ciipepuciyipepiiciase vi ^jjrroj, miviN/\ 


IN 1V1 UUJD40 


r±omo sapiens uiacyigiyceioi Kinase, ueiia jukjj] ^i^vjrvJL/^, miviN/\ 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


tsja/t nrn^on 
rNivi uujDyu 


riomo sapiens cunm d \\,\jy^d ), mrvrN/v 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


1M1V1 UUlzU/ 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


TvTA/f C\C\ 1 /COO 

JNM_UUlooy 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit c (suDunit y) isoiorm d (AIFjCjJ j, itikjna 


JNJVl UUlooo 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


i\ijvi uiooo4 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 

1Y1 lv IN i\ 


TvTA/f fl^Q 1 


Homo sapiens gene differentially expressed in prostate (GDEP), mRNA 


InIVI UDoZZZ 


Homo sapiens tectorin beta (TECTB), mRNA 


TvTA/f fl^Q 1 QO 

InJVI uDoiyz 


Homo sapiens ribosomal large subunit pseudouridine synthase C like (RLUCL), 

1 1 1 IV 1 N f\ 


In 1V1 UJ o 1 " W 


noiiio sapiens cinoiiiosoiiie z,i open leatinig iiaine i\j ^i^z,ion /uj, iiiivin/a. 


in ivi ujoio" 


noiiio sapiens ciiioiiiosoiiie z,i open ieatini^ iiaine ^\^z-ioiio"j, iiuvin/a. 


IN 1V1 UjOIOO 


riomo sapiens cnromosome zi open leacimg name 1 1 ^i^ziorn i mrviNjrv 


In 1V1 UJ O 1 04 


nomo sapiens cmoiiiosoiiie zi open reading iiaiiie h-z ^^zioiih-zj, nirviN/A 


INlVl 1/JOlOZ 


riomo sapiens ciiioiiiosoiiie zi open leaciiiig iiaine ji ^lziui ij i j, mrviN/A. 


In 1V1 UJOloU 


nomo sapiens ciiiomosoiiie zi open reacimg iranie z>o ^v^ziorijoj, mrviN.rv 


ATA/f 0^817^ 
INlVl UZ) Ol / J 


riomo sapiens smaii oreasi epmieiiai mucin ^ lvj^ i ioh-juj, iiiiv in /a 


INlVl i / z 


nomo sapiens capniaiy moipiiogenesis pioiem z ^i^ivivjzj, mrviN/A 


INlVl Ul / OOH- 


nomo sapiens r iiNZ-iiiieiacLing pioiein i ^riiNyvi j, iiiivin/a 


TsJA/f 0^409 1 
iNiVl UjM-UZI 


nomo sapiens o pioiem-coupieu lecepior iui ^orrviui j, mrviN/\ 


INlVl KJ J jZOU 


nomo sapiens n-oiiippo i ^i^u^ i id /H-oj, mrviN/\ 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TRIM26), mRNA 


TsJA/f 0^9 Q7Q 


nomo sapiens re receptor- iiKe protein j Livri j ) 9 mrviN/\ 




Homo sapiens Fc receptor- like protein 1 (FCRH1), mRNA 


TsJTV/T 0^9 879 
InJVL UjZo /Z 


nomo sapiens mteiieuKin i /r ^11^1 /r j, mrviN/v 


tsjivt D9zini 1 

IN 1V1 VJZH-W 1 1 


nomo sapiens ceil tiivision cycic z-iijvc z ^u^zLZj, uaiisciipL vaiiaiiL i, iiirviN/A 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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1N1V1 Uj JD J) Z 


I — I / \ M~»j / A OOM1 AMC 1 A A 1 1 nn71C1 ATI ATTaIa / 1 1 1^ A O / | fl 1 7 I 7 \ TfQUC^finT 17Q1*1QTli /-^ m^i T? rVl A 

n umo sapiens ceil envision cycie z-iiKe z {k^uk^ z. lz iranscripi variant o, liiiv in /\ 




1— 1 nm a c otti a m c a a 1 1 /im/u 1 i An at /"A 1 a / 1 1 \s a / / 1 [■ 1 / T / i tt*om cpnnt 1 ran QT1+ ^ TM 1? rVl A 

noIIlO SapieilS ceil UlVlSlOll cycle Z-llJvC Z ^v_^i^/v_,Zl^ZJ, IT dllSCI ip I Varialll J, inivlN/A. 


1N1V1 VJJ)J)^)Zj7 


HaTYIA OOM1AMC 1 A A 1 1 /1H71C1A11 AT^aIa / IlL^A / (| Til /T / 1 TT , QHC/ 1 T , 1T\t 17Qt*1QTl+ /I TM T? "XT A 

nOIIlO SapieilS Ceil U.1V1S1011 Cycle Z-11KC Z ^v_,ivv_xZl^ZJ, llallSCIipi VallallL IIlxvlN.rv 


TsJA/T PlT^9& 
1N1V1 UjjjZO 


I — I ATM / \ i n-rt-l AT^ L'' A A I I / 1 1 1 1 ni ATI AT 7" A 1 A / 1 1 A 7 / ■ I 1 1 /I / 1 TT*OTl 4-'' AT*1 TTT T 7"OT*"l Qm4 -V TM 1 P A 

rioiiiu sapiens eeii ciivisiun eyeie z-inve z ^v_,u^zjuzj, xianseripi vaiiani j), miviN/\ 


TsJA/T fH^97 
INIVI VJD JZ / 


HaTMA OOTM AMD AaII A IT 7"! CM AM AT 7" A 1 A / llL^A / ( 1 Tl ( } \ } \ TT»OM C> AT" - ! M+ 1701*1011+ / Ml 1? TvT A 

nurnu sapiens eeii ciivisiun eyeie z-iiKe z ^euezLz uanseripi variani z, 1 1 1 iv in /a 


TsJA/T 00^9Q 


HaTMA COT\1AMC ^TMA T1 M i~Y AT* T\T»ATA1M / / 1 / ' / PVI Ih / / 1 1 Ml I? PvT A 

riuiiiu Sapiens zine niigei piuiem z / 1 ^iMrz / 1 miviN.rv 




H ATMA COTXIAMC 1 T"T*1 Tr O T*T"I T* A TM At"1 T A AM+O TM 1 M <T A / / 1 TP I \ /| < / \ Ml 1? "XT A 

nuniu sapiens uipaiiiLe iiiuLii-euiiLaiiini^ j i ^iiviivio / inivi>i/\ 


INlYl U ' >1 >Z 


1— 1 ATY1A COMIAMC ^7 1 M A TQTM1 It7 MTAMIr^AT* ^ TTT'At'ATM / '/ I ■ ^ \ Ml T? rVl A 

riuiiiu sapiens zine laiiiiiy ineiiiuei j piuiein ^z i*l iiiivi>i/\ 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


1NIV1 UJ-jlUO 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


1N1V1 UjjIUj 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 




Uatma ctottianp otamim O / T C\C^ Q < A ^2 Q\ tmX?TvTA 

nonio sapiens sionm z (i^vJL,or>4oyj, nirCrM/v 


IN 1V1 UjjIUZ 


nomo s apiens pi os tem pi oiem { \j v_. o d 4 1 4 ) , miviN /\ 




Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


IN 1V1 UU04 / u 


nomo sapiens inparriie moiii-containing 10 ^nviiviioj, miviN/\ 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


JN1V1 lozj^O 


nomo sapiens neuiaDm 11 (LvJCo4oo /j, mKJN/v 


TvTA/T 

JN1V1 lozjo4 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 




Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 

M^T?XT A 
III IV IN JA 


TvTA/T H^9^ 1 Q 


Homo sapiens collagen- like Alzheimer amyloid plaque component precursor 

^LUv>0'+J / \J 111 IxlM f\ 


TsJlVT 0^9 ^OQ 
1N1V1 LOZ >U:/ 


TJatma coniATic Q XI A K i n /1 1 m (t nrn+pin ( I H ^ Si A ^ /l G \ tmT?TvJA 

nomo sapiens ivin^-v Dincnng pioiein ^ l w (oh-jhv j , 11 iiv in /a 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 




Homo sapiens zinc finger protein 289, ID1 regulated (ZNF289), mRNA 


1N1V1 KJjlzflO 


nomo sapiens Jsjnppei-iiKe iactor 10 ^js.i^j h 1 oj, m iv in /\ 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


JNJV1 U314ol 


nomo sapiens CocoaCnsp (LUCoJovU), mKJNA 


NM031417 


Homo sapiens MAP/micro tubule affinity-regulating kinase like 1 (MARKL1), 

111KJN/V 


NM 030791 


Homo sapiens sphingosine- 1 -phosphatase (LOC81537), mRNA 


NM (Jz4o7U 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


tvta/t n.n'j /i 1 /i 
JNMUUJ414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


TVTA/T /"*• O I Oi /I 

NM_023945 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 5 
(Mo4Aj), mKJNA 


JNJV1 UzJU14 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 

m-» aIom am~»o ( i nr^^m^ m d m a 
melanoma ^i^vjv_,od izz j, miviN a 


XTA/r n.9^ni^ 

1M1V1 UZJUU 


nomo sapiens nypotneticai protein similar to preierentiaiiy expiesseQ aiitigen 01 

tmaIquatmq ( T nPA^1 91^ m F? Nl A 

meianonia ^wL/Oj izi j, 111 1\ in /a 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


TsJA/T 0.99^^ 
IN 1V1 UZZ jjj 


nomo sapiens puxaiive uipepiiQase ^i^vj^o4i /4j, miviN/\ 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


JNJV1 Uzzo4j 


Homo sapiens uterine- derived 14 kDa protein (LOC64150), mRNA 


IN 1V1 UZZo4j) 


Hatma comiamc 1 Tt*-T~"\ -PatoI Kt>oim MT»ATA1M ( I C\C^f~\.A \ ASl \ f-»1 O fvl A 

nomo sapiens 1 /klj ietai uiam pioiem ^i^vjv_.o4i4o j, mrviN/\ 


NM 022340 


Homo sapiens FYVE- finger-containing Rab5 effector protein rabenosyn-5 
(LOC64 145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


ATA/T 00 1 ^70 
IN 1V1 UZ 1 o J z 


rioiiio Sapiens zmc-rmgei protein adiviai ^ahjiviai j, niiviN/\ 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


ATA/T mO^Q1 
In IVl U lyDy 1 


nonio sapiens zmc imgei piotem zo ^isaj^l zuj (ZJNirzoj, miviN/\ 


ATA/T n 1 OA7^ 

JNlVl UloO/J 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


JNJV1 Uzlzzo 


riomo sapiens nypotnetical piotem rrom clones 23D4y and zj /oz (LULoojU4), 

-rv-i T? AT A 

m iv IN A 


ATA/t no 1011 
IN 1VI UZ 1 Z 1 1 


Homo sapiens transposon-derived Buster 1 transposase-like protein (LOC58486), 

ml? AT A 
I I UN IN f\ 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


ata/t nonon^ 

iNlVl UZUVUJ 


Homo sapiens ubiquitin- specific processing protease (LOC57663), mRNA 


ata/t non^/^A 

IN IVl UZUOOO 


no mo sapiens L^UL^-iiKe Kinase ^l^i^p^^-j, m k in /\ 


ATA/T nonzLOi 
inivi uzu^-zi 


Homo sapiens hypothetical protein (LOC57143), mRNA 


ata/t norn/in 

IN IVl UZU14U 


nomo sapiens putative 4/ KLia protein (i^ucoooyyj, miviNA 


ata/t niA^n^ 

iNlVl U 1 OJ)UJ 


Homo sapiens synovial sarcoma translocation gene on chromosome 18-like 2 

^kJulO l^Z ) , 1 1 1 IV IN _/A 


AJlVt 0 1 f\ A 1 7 
IN 1V1 V) 1 OH- 1 / 


Hnmo cQnii^nc ,>ln n p Fl RzL7^Q ( T OfS 1 9 1 8^ mR AT A 
nomo sapieiis cioiie fi^j3h-/j>>' ^i^vjv^j izi oj, iiiiviNy-v 


TsJA/T 0904^7 

1N1V1 UZWH-O / 


nonio sdpieiis iiypoiiieiiccii piuLcixi iioiii cioiie oh-j ^j^w^o /zzo ^, iiiiviNT'-v 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


ata/t non^s^ 

INlVl UZUjoj 


nomo sapiens y^riviL^z protein ^i^ulo / luyj, miviN/\ 


ata/t non^si 

IN IVl UZuo ol 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


ata/t non^70 

IN IVl UZUJ) /z 


nomo sapiens oiganic cation nansport.ei (l\jlo / iuuj, miviN/\ 


ata/t nom 
InIVL UZUOo 


Homo sapiens exosome component Ri^46 (RRP46), mRNA 


ata/t nom /I 7 

INlvl UZUIH/ 


nomo sapiens nypotnetical piotem nom i^uivUiivi/\oi^ jy izdj (lul jovuoj, 

mRAJ A 
llirviN .rv 


IN 1V1 UZ W 1 


noiiio sapiens ciiioiiiosoiiie 1 1 iiypoiiieiicai pioLeiii uivr j ^vjujooj i ^, iiiivLN J rv 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


ATA/t niQfl^Q 
IN IVl \) Yy\Jj>y 


nomo sapiens o.z kg piotem ^i^\jL^D^f3H-^ miviN/\ 


ata^ monn 
In IVl U 1 VUo / 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 


ATA/T H 1 8^\7Q 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


ATA/T H 1 

IN IVl UlO'+oJ 


nomo sapiens o protein-coupieu leceptoi ljlz ^i^l^l>djoooj, miviN/v 


ATA/T H 1 Q/1 *7Q 


Homo sapiens uncharacterized hypothalamus protein HCDASE (LOC55862), 

mRAJ A 
1 1 1 1 v 1 N r\ 


aja/t n 1 RAAi 

iN iVi U 1 O t T t T / 


nonio sapiens d\j k l/ci pioieiii ^ l w j> j? o j) i 1 1 i i v i n /a 


AJlVt fi 1 8 AA'X 

iN iVl O 1 oH-HO 


nonio sapiens zinc inigei pioieiii juz y/^r\r iiii\j_n/\. 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


ATA/1 fl 1 &zLfl9 
iNlvl UloH-UZ 


nomo sapiens mteiieuKin zo ^ii^zoj, nnviN/v 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


ATA A C\ 1 Q 1 T 1 

IN IVl U 1 o 1 / 1 


nomo sapiens nypotnetical piotem rLjiucoy (^ri^j iuojVj, mKJNi/\ 


IN IVl Ul /dd\) 


nomo sapiens iiyj^otiieticai protein lijcjjDoj (LULjjjojj, mKiN/v 


ATA HI 'J'JQC 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 4 (PSCD4), 
mRNA 


ATA/T C\ 1 1 

IN IVl UlOOJl 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 
m in. in /\ 


ATA/T H1 AQ^^ 
iNlvl U 10:03 


Homo sapiens soluble liver antigen/liver pancreas antigen (LOC51091), mRNA 


ATA/1 H1^zl99 
IN IVl U 1 OH-ZZ 


nomo sapiens L.onL.^f-iiKe zmc imgei piotem ^z>rrzoj, miviN/v 


AJA/T 01^90 
iNiVl UIOjZU 


nomo sapiens nepatocenuiar carcinoma-associateci antigen jy ^i^^^,oi ij>y), 
mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type III (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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TsJA/T 01 f\\ AC\ 
In IVL UlOl^+U 


nomo SapLeLlS Diaill SpCCLILC pLOTCLLl ^lAJl^O LO / J), LnLvlN/V 


AJA/T O 1 \ 07 
In 1V1 U 1 0 1 U / 


Homo sapiens zinc finger RNA binding pi^otein (ZFR), mRNA 


TsJA/T OIAOQS 


nonio sapiens norLU^u proTein ^l\jloloouj, liilvIn/\ 


TsJA/T 01/aOCK 


nomo SapLens nor l^uj / proteLii (lulj lodv LiiivrN/v 


\TAyf oi*aO&*a 

InIVL UlOUoO 


rionio sapiens map Kinase pnospnaiase-iiKe protein ivllv-o i i a ^.ul-jlo ioj / j, 

1 1 1 I v 1 N /\ 


TsJA/T 0 1 AO/a 1 
IN IV! U 1 OUO 1 


nomo sapiens uui-iz/ proxem ^i^v^v^z) loh-oj, niiv in /a 


TsjA/f oiao^q 

InIVL UIOUj" 


nomo sapiens Lui-77 pioieiii ^luL/jioj / lilivin/\ 


TsJA/T 01A09Q 
InIVL KJ 1 OUZ7 


nomo sapiens ^01-00 proiein ^i^i^^z) iojj ), miviN/\ 


TsJA/T 01/a09A 
In IV! U 1 OUZ4 


nomo sapiens lui- / y proiem ^ l j lojjh- j, iiiiv i n /a 


TsJA/T 01A01Q 
In IVL UlOUl 7 


nomo sapieLLs V^VJl- l L r pLOieLLL ^l^VJ^O IOj 1 ^, LILIvIn/a. 


IN IV1 KJ 1 JyOH 


nOILLO SapLeLLS ULalLL SpeCLLLL/ pLOieLLL ^LUvJlO/jj, LLLLVlN/\. 


In IVL U 1 D z/D y 


nomo sapiens ^ aj \-\) j proiem ^i^^v^o iouz) j, miviN/\ 


TsJA/T 0 1 f\f\A.l 


nomo sapiens mesenenymai siem ten proiem vj o / j ( lul j l jj) / ^, iiiix in r\ 


IMIV1 KJ 1 OOH-O 


nomo sapiens mesencnymaL siem ceiL pLoiem jjoul/zo ^luu ji jjoj, iillvin^-v 


IN IV! O 1 OO J) z 


nomo sapiens /\ivf pioiem ^i^v^v^j) lj)zoj, mrviNi/\ 


TsJA/T 01/aA9Q 
inivi u 1 oozy 


nomo sapiens iiypoineiicai pioiem ^lulji jzj miviN/\ 


In IV1 W 1 OOZ / 


nomo sapiens nypoineiieaL proiem ^luL/ ji jzi j ? miviN/\ 


TsJA/T 01AA9A 
inivi kj 1 oozo 


nomo sapiens iiypoiiieiicai pioiem ^i^^^o ijzuj, jtiivin/a 


TvJA/T 01 AM 8 
In IV1 KJ 1 OO 1 0 


nomo sapiens iiypoiiieiicai pioiem ^i^^^j) i j i j^i, nirviNi'-v 


In ivl KJ 1 OO 1 0 


I-lnnin cQnip-nc TsJfv/T9^ TT8 ^T OP^I^Izl^ mRMA 
nomo sapiens iNivizj)-rio ^UL/j i j ih-j, in ivi n /a 


In 1V1 W 1 OO 1 j> 


nomo sapiens / \ uwz i pioiem ^ ^ i j) i j) ^ 9 iiiiviN.rv 


TsJA/T 0 1 AA 1 9 
In Ivl KJ 1 OO 1 Z 


nomo sapiens miioLiioiicuiai soime tamer {l^kjv^d lj iz,), iiiin in /a 


TvJA/T OIA^Q-4 
In Ivl KJ 1 UJyH- 


nomo sapiens rivjuo uiiioni^ pioiem pieeuisoi ^i^v^v^j ijujj, iiirviN/A 


TsJA/T 01/a^A9 
In Ivl U 1 OD OZ 


nomo sapiens 1011-iiKe recepioi / ^ii^lv/ mrviN/\ 


INivl U10Z)H-0 


nomo sapiens L/Ompiemeni v^ir-iiKe proteinase precursor, ^i^vj^j iz /yj? in in in /a 


rNlVl UIOj Jt 1 


nomo sapiens apopiosis-reiaieo proiem ± in/\o-l ^lucjiz/ j iniviN/\ 


TsJIVT 01A^91 
In Ivl U 1 OJZ 1 


U nrnn cQnipnc POP 1 i r» r\r<Atr»i n ( \ Ol^^1970^ tyiRTnTA 

nomo sapiens j_/Zr-iiive pioiem \l^\j\^j ik)), liiisj_n/\. 


TsJA/T 0 1 fs^ 1 1 
In ivl KJ 1 Oj 1 1 


nomo sapiens c - 1 y p e lecrm-iiKe receptor- 1 ^lucjizo/ j 3 hi in. in /a 


TsJA/T OIA^OQ 
In IV! UIOJU7 


nomo sapiens c - ly pe Lectm-LiKe ieceptor-z \l^\jk^d iz^kjO)^ in inin /a 


TsJA/T 0 1 f\ AQ& 
IN Ivl KJ 1 OH- i/O 


1— I /A"fAA /A C OIAI /^1A C< 1a"\ rIA/A'f Ia r^I" 1 / * o 1 lAfA+Ain it 111 ^ 1 ; 1 "TV! 1? ^.T A 

nomo sapiens iiypotiieticai pioiem ^i^a^/^d izj / ^, miviN/A 


NM 016494 


Homo sapiens hypothetical protein (LOC51255), mRNA 


TsJA/T 0 1 A AR A 
In Ivl UlOH-oH- 


1— l/A~tAA /A C QtM /^"lA C Iat 7~tA/A+lA O 1 t%-f»Al"01 "IA it II 1 ^ 1 T /l V \ -|A"» 1? "AvT A 

nomo sapiens nypoineiicai pioiem \\l^kj\^d i z^-o mLviN/\ 


TsJA/T O 1 £*A1 1 
In IVL U 1 O^f / 1 


nomo sapiens nypoineiicai pioiem ^i^w^o lz^-z j, mrviN/A 


In IVL KJ 1 o4o / 


Homo sapiens hypothetical protein (LOC51240), mRNA 


AJA/T O 1 f^A^A 
In IVL ULOH-JH- 


Homo sapiens hypothetical protein (LOC51234), mRNA 


TsJA/T 01AzL9Q 
In IVL U L OH-Z y 


Homo sapiens COPZ2 for nonclathrin coat protein zeta-COP (LOC51226), 

TYi T? TsJ A 
HllvIN f\ 


IN IVL U L O J) O S> 


T-Tomn c'lnifnc H ON/I TP's! 8^ tumor onticrr'n ( T 1 9 1 7 ^ m [?M A 

nomo sapiens n \j ivi - i elo-oj tumoi antigen ^ lv^v^ j 1 z i j j, iiiix. in /-\ 


MA/T OIA^RO 
In IVL KJ 1 OJ 0 U 


I— T/A1AA/A CQtM AtlC AITPfAnIlQ+l AH t*Al Q + A/l »A 1" /A I" 1 1^ /111 1 V it 1 II A 1/1/1 mD M A 

nomo sapiens uiieieiiuaiioii-ieiateu pioiem qiiij ^uv^jizizj, niivrN^-v 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


TsJA/T 01/a^Q 
InIVL ULOjJV 


Homo sapiens Link guanine nucleotide exchange factor II (LOC51 195), mRNA 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC51 194), mRNA 


JNJVL ViOJji 


homo sapiens zinc linger protein AJNU zrlUl (LUt j 1 1>^), mKJNA 


JN IVL U 1 Oj L L 


Homo sapiens ATPase inhibitor precursor (LOC5 1 1 89), mRNA 


InIVL UIOZjO 


Homo sapiens N-acetylglucosamine-l-phosphodiester alpha-N- 

Qr»p*l"^7l o"1iir»iACQTniTii r\ qcp fT C^C^^] 179^ tviT?^IA 
av^ciy igjiLicvjaaiiiiiiiLia&c ^ lvjl j i i fz,)^ inrviN.rA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC51 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51 147), 
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ill ix In f\ 


In 1V1 UlOl JO 


I — I / -\ itt / \ com Ano An rf liT*r\m rf a TT*on diyi ATn T*«T*on a m*A+Ain l I (ii ^ 1 1 /I ^ 1 nrT?^VT A 

nomo sapiens eiyiiiiocyie iiaiismeiiiuiaiie prutem ^-L/Vjv^oi ih-j j, iiiivin/\ 


mm 0 1 A 1 zl9 
In 1V1 UlOl H-Z 


I — I / x itt i \ c am an c cIavai / I /l pl»T r/it>A rran oca Ti i"vmi r\ \ r\ it I 1 i 1 1 > 1 1 /I /i \ -ml? AJ A 

nUIllU SapieilS SieiUlU Lieiiy Ul UgCllalSC IIUIIIUIU^ ^^VJV^J 1 lIllvlN.rV 


MA/f fl 1 f*. 1 zl 1 
1>J 1V1 U10141 


n uii iu Sapiens ciyiieiii iigni Liid.in-/\ ^i_^w^z> i I'+j itixv1n/\ 


TsJA/T 0 1 A 1 9 ^ 


riuiiiu Sapiens r i Lvu i o pruiem ^i^v^i^ d i i j>oj, inivi n /a 


TsJA/T 01^191 
In 1V1 WIOIZI 


numu Sapiens in i -ivcin-ho aiiu^en ^lulji ijj iiiivin/a. 


mm 01^109 
In 1V1 \J 1 0 1 UZ 


nuinu sapiens uipaiiiLe iiiuLii-euiiLaiiiin^ i / ^iiviivii / iniviN/\ 


MlVf 01^0^8 
rNlvl WIOWjO 


r±uniu sapiens / piuiein ^lulji i ±y)i iiiivin/a 


iNlvl UIOUjj 


numu sapiens uui-yz pruiem ^ Lvjv^ j 1 1 1 / j ? liiix in /a 


In 1V1 U 1 OWZO 


numu Sapiens v^vji-oz pruiem ^luL/J i luyj, in in. in /\ 


In 1V1 KJ 1 OU 1 W 


tfA mn c'mi r»nc OOT f\l nrntr^in DPS 1 101^ mRMA 

numu sapiens i^vji-uz piuieiii ^i^vj^ji iui j, nnviN.rv 


tsja/t n 1 Ann 1 

IN 1V1 KJ 1 OUU 1 


numu sapiens v^vji-h-o piuiein ^LiVJL/J iu"u inivi> J rv 


INlVl Ul J77U 


numu Sapiens aj prutem \l^\J\^j> vyjyz.)^ in in in i\ 


NM 015978 


Humu sapiens putative prutein-tyrusine kinase (LOC51086), mRNA 


TsJA/T 01 ^QA9 


U nrnn cQnipnc OOT ^ ^ nr ntr>i n / 1 00^1077^ tyiT?AJA 

numu sapiens lui-jj prutem ^lul o iu / / ), in in in /a 


aja/t n 1 ^qao 
inivi uioyou 


numu sapiens lui-jz piuiem lkj /o), mrvrM/\ 


ATTV/T O 1 ^0^7 

in ivi kj id yj / 


numu sapiens l ui-zv prutem ^L/UL^d iu mtviNA 


AJA/T O 1 ^Q^/l 
JNIVL Ul9b04 


LI nmA nn^ann OOT 9 A nrA+Ain / T 00^107^ i-i-i DMA 

numu sapiens l^oi-zo prutem ^i^^jl^j iu / i j, rmvJN/\ 


AJA/T 01^017 


Humu sapiens glutathiune S-transferase subunit 13 humu lug (LOC51064), 

mRNA 
1 1 1 IN In r\ 


In 1V1 KJ 1 J y IS) 


numu sapiens iiypuiiieLieai piuiein ^nuL/jiuouj, iiiivin^a 


TvJA/T 01^Q19 

IN 1V1 Ul JylZ 


numu sapiens iiypuuieiieai piuiein ^nuv_/j iuj" j, iiiivln/a. 


TsJA/T 0 1 ^Q1 1 
In 1V1 V ljy 1 1 


numu sapiens irypumeiicai piuiein ^lul j iujoj, iiiivin/a 


mm 01^007 
inivi kj ljyv i 


I — I / x / -v c 1 am an o 1 ai ir>iti a om m /AnaTA+i Hqca i T i i 1 ^ 1 I 1 > \ -mT? A\.T A 

numu sapiens leueine aiiiiiiupepuciase ^luL/JIUjoj, iiiivin/\ 


In 1V1 Ul jooj 


numu sapiens eiune lyw unKnuwn piutem yL^vjv^D iKj'-ry), in in in s\ 


TsJA/T 01 ^879 
In 1V1 Ul JO / Z 


numu sapiens Kruppei-reiateu zmi linger prutem neivrux ^h^ji^o iuh-j ^, in in. in /\ 


XTA/T 0 1 ^87 1 
i >i 1V1 KJ 1 D O / 1 


I I / -\ / \ t> oni an c 1 — 7 1 it / * tin rr at* nrniam it 111 ^ 1 O/l 9 1 Tn T? ^VT A 

numu sapiens zuii linger prutem ^i^i^^o i uh-z ntrvi>i/\ 


TsJIVT 01A079 
In 1V1 KJ 1 OKJ 1 Z 


T-Trrmo c'lnifnc OOT 1 zl 1 nrnfpin ( T OOS 1 09 A ^ m R Kl A 

numu sapiens v^vji-ih-i piuiein ^i^v^i^o iuzoj, iiiivln^-v 


iNlvl U 1 ouoo 


U n m n t'inir>nc OOT 1 7 ^ nrn+pin ( T 00^109zL^ mRXTA 

numu sapiens ^ vj i - i 9 prutem ^luL/j iuz-t j, miviN/\ 


NM 016053 


Humu sapiens CGI- 1 16 prutein (LOC51019), mRNA 




numu sapiens numoiog ut yeast exusumai cuie piutem LxO-L^f ^L^o-L^fj, miviN/v 


NM 016042 


Humu sapiens exusume cumpunent Rrp40 (RRP40), mRNA 


AJA/T O 1 <Q/1 A 
IN 1V1 U 1 9 


ttAmrv coniAno CV\ 1/1 nTV-v+Ain ( 1 C\ f \ 1 A^K\ tv»RXTA 

numu sapiens ^A_ri-i4 pioiem (lulj iuudj, mrciN/v 


aja/t mAn^n 
JNJVL UloUoU 


numu sapiens laj i- 1 zj prutem (^L/Vj^j lUUJj, m In. in a 


JNM Ulo4oz 


Humu sapiens hepatocellular carcincma-assuciated antigen 59 (LOC51759), 

m in In A. 




I— I / % tn / a coniAne t^tn At^/t-T I A cn Oln Aid A c it I— f i c ^ Knv nnKmAn+i^A "2/1 / p\ p\ N/ /I \ 

numu sapiens ullalj/ ri ^/\sp-oiu-/\ia-Asp/nisj dux puiypeptiGe j?^ ^uljaj^j, 

mRM A 
III In In f\ 


xt A/r n 1 zizi 1 ^ 

In 1V1 KJ 1 H-H- 1 j 


I — 1 ATYl / "V ^ OT\1 ATT L ' r71 TT / * T1 TT IT AT* 1a1*a4 AT Tl I / A\.l I— < I I A* t .) / / /I \ TVT I <^ N. A 

numu sapiens zmi imgei piutem ^Zii>ir-uo7Z ' v? miviN/\ 


NM 014579 


Humu sapiens zinc transpurter (ZIP2), mRNA 


aja/t n 1/1^/1 7 


Humu sapiens zinc finger prutein (ZF5128), mRNA 


AJA/T 0071zl^ 


Humu sapiens zinc finger prutein 16 1 (ZNF161), mRNA 


NM 006626 


Humu sapiens zinc finger prutein with interactiun dumain (ZID), mRNA 


JNM UKJODJO 


homo sapiens nomolog (zOYOj, mKJNA 


NM 006138 


Homo sapiens membrane -spanning 4-domains, subfamily A, member 3 
(hematopoietic cell-specific) (MS4A3), mRNA 


TsJA/f nn^7zii 


I — I / \ ITT / \ COT\1 An O TltlA Tin IT AT* »T f/\f A1 »T / /^x V / ' / Nv I T~i / /-i V \ tTT A. I A 

nomo sapiens zini imger piotem zo9 ^z^iNrzozj miviN/\ 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AIRE), transcript variant 3, mRNA 


JNJV1 UUUojo 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


JNJVL UUlooJ 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


JNJVL UU34M 


Homo sapiens zinc finger protein 177 (ZNF177), mRNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


ma a r\r\i a r\n 
JNJVL_UUJ4U / 


Homo sapiens zinc finger protein 36, C3H type, homolog (mouse) (ZFP36), 
mJvJN/\ 


NM001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase III transcription 
initiation factor IIIB (S.cerevisiae) (BRF1), mRNA 


JNJV1 UUU1 D / 


Homo sapiens glucosidase, beta; acid (includes glucosylceramidase) (GBA), 
m iv in j\_ 


JNJVL / 1 / o 


nomo sapiens inng ^lulj i oo^tj, mixiN/\ 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 

nctr\r\ir\ct+c* 1 Q ( A T QOf^T? 1 Q\ ml? XT A 

caiiGiciate iy ^/vLoZL^iviyj, mivJN/\ 


INiVl UjO 1 / o 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 2, mRNA 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1, mRNA 


xta a moon 
JNJVL ViZZZj 


Homo sapiens myosin IB (MYOIB), mRNA 


JNJVL U1DZ / / 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

4-llKe ^JN Jr!,UD41^), m IN IN A. 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


JNJVL loZOVl 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 7 
(SLC9A7), mRNA 


"VTA A 

JNJVL U14ZUo 


Homo sapiens dentin sialophosphoprotein (DSPP), mRNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


TVTA A f\f\C A £L 1 

NMUU5461 


Homo sapiens v-maf musculo aponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


JNM UJU/ol 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_03zo4z 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


JNM_U3U775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM 003392 


Homo sapiens wingless -type MMTV integration site family, member 5A 
(WNT5A), mRNA 


JNM lo/loo 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
(WNT16), transcript variant 1, mRNA 


JNM (Jlo(Jo7 


Homo sapiens wingless-type MMTV integration site family, member 1 6 
(WJN l lo), transcript variant z, mKJNA 


"VTA /T A101 HI 

JN JVL U 1 Z 1 U 1 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 1 , 

mt?XT A 
111 IN IN /\ 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 

ml? XT A 
11 1 Iv IN f\ 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


AJA A C\^QO A Q 

JN1VL UjoZ4o 


Homo sapiens DNase II-like acid DNase (DLAD), transcript variant 2, mRNA 


XTA/t flO 10^ 
rNJVl UZlZjJ) 


nomo sapiens ursase ii-nxe aciQ urease { vj l/\ u j, tianscn.pt variant i, in in in /\ 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a', 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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111 1x1 n r\ 


±N 1V1 UUj j 1Z 


rlOIIlO SapieilS UllOSUllaie SU11U1 lIaIllSICld.SC \l llOClaliesej ^lol IIllvlMy-v 


rN 1V1 \JA\J / J) 1 


nomo sapiens tnoxiii lecepioi icpiessoi ^/VTllVIVj, 


MA/f PK^PlzLQ 

1N1V1 VD JU47 


riomo sapiens STiesscopm (orLj, mrviN/\ 


TsJA/T 0^98^zL 
1N1V1 UZ)ZOJ)H- 


£101X10 Sapiens W U repeat UOlTlain / ^W-L'.tv/ J, TlallSCripT VallallX Z, mixJN/A. 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


JNJVL UUUDU/ 


Homo sapiens fructose-l,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy- associated plasma protein A (PAPPA), mRNA 


JNJVL uuuyoo 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


"VTA /f AO AO 1 1 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UZZ4y / 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL kJJDUZd 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 

rnRTsJ A 
III Ivl N r\ 




jnOIIlO SapieilS W-L' lepeal LLOIIlalll O ^W-L'IvOJ, LlallSClipi Vallalll Z,, IIlIVl>l J rV 




nOIIlO SapieilS WU lepeal QOIIlalll O ^ W URO J, LlallSClipL VallallL J), lllIviNj'-v 


IN 1V1 UjZOZI 


nomo sapiens W-L' repeat ciomain z> y w uis^d iiaiiscnpi valiant z, miviN/A. 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 




Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 




Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


A.TA ft f\ O 1 f\AO 

NM_03 1902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM 1)1^969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM_03 lZ5U 


Homo sapiens mitochondrial ribosomal protein S15 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM UzzoJV 


Homo sapiens mitochondrial ribosomal protein SI 1 (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA 


ATA /I" Al £f\1 A 

JNM UloUJ4 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


TvTA/f Al /^A7A 

JNMUloU/U 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


INIVL Uzjyyo 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


JNM UjZoIj 


Homo sapiens immediate early response 3 (IER3), transcript variant long, 
mRNA 


"VTA/T AA'JQfl'? 

JNM UUJoy / 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 

1 1 1 IV 1 > /A 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
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A 1 nnAcr\no+QCA ciirMini'f 1 ( 1 ' 1 1 \ +t*o-k» c</"»T , ii*\'f i^Qnoni \-* i I^ 1 0 -rv»l?^vT A 

/\ J pnOSpnaiase, SUDUnil 1 1 ^, iranSCripi Vallallt rLr Id, mixlNZ-Y 


NM 015719 


Homo sapiens collagen, type V, alpha 3 (COLS A3), mRNA 


INJIVI WVJjyj 


nomo Sapiens conagen, type v, arpna z {\^\jl^j>j\z), mivi\i/\ 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


JNJVL UUIZju 


Homo sapiens cell division cycle 27 (CDC27), mRNA 


JNJVL UU4ool 


Jiomo sapiens UJJCZJ (cell division cycle Z3, yeast, nomolog) (L.JJCZ3), mKJNA 


JNJV1_U3 15 /y) 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 2, 
mRNA 


"NTA A C\ 1 1 1 /I O 

IN IVL U1Z14Z 


Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant 1, 
mRNA 


JNM uiy^yz 


Homo sapiens ring finger protein 20 (RNF20), mRNA 


JNM KJVDDCtO 


Homo sapiens zonadhesin (ZAN), mRNA 


JNJVL K)K) lyj>y 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1 , mRNA 


TvTA/f HO 1 1 1 1 

JNM UZ11Z1 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 2, mRNA 


JNJVL UUO / / O 


Homo sapiens ring finger protein 9 (RNF9), transcript variant 1 , mRNA 


JNJVL UjZoZo 


j^Lomo sapiens ring iingei pioiem y (rvrMryj, tianscripi vanani z, mivr>/\ 


1NI1VL UU/UZo 


nomo sapiens iripartite motii-contammg jj ^j iviivu i j, transcnpT variant i , 

111 IV 1M f\ 


MO OOOO 1Q 


nomo sapiens ciioiioiiic goiiaciouopiii oexa legioii y^Kj&yuj,) on ciiioiiiosoiiie 17 




nOIIlO SapieilS CllSIUpieCl 111 leilal CalClllOIIla 1 ^L-/llvl^l ^, II1IV1N/-V 


TsJlVT OOOQ8Q 

InIYI UUU707 


nomo sapiens iiuosoiiiai pioiem juju ^ivr ju^uj, mixi>i/\ 


TMA/f 000Q78 


nomo sapiens riDosoiiiai proiem lzj lzj j ? hi ivi n ta 


TsJA/T OOOQR^ 


nomo sapiens riuosoiiiai proiem li / l i / miviM/\ 


TsJA/T 01QO^^ 


nomo sapiens pioiocatiiieiiii 10 L/Unioj, iihvlm/a. 


TsJA/T 01780Q 

IN 1V1 \J 1 /OU7 


nomo sapiens iiucieai iviN/A. expoii lacioi yryj^rz,), iidiisciipL vaiidiiL i, inivi>i/\ 




nomo sapiens diiniioiiiess pioiein ^/vLvirN j, inivi>i i\ 


TsJA/T 0990^^ 
In IV1 UZZ,U3 J 


nomo sapiens nuciear ivi>i/-v expon iacior z yrsjvr z iranscnpi vanani z, mixiNZ-v 


TsJA/T 01zL7^9 


nomo sapiens zH--cieiiyuiociioiesieioi leciuciase ^i^nv^ivZH-j, ihivl>j/-v 


TsJA/L 09^099 


l— I r \ m / x compile ^qcIp vr*{ * r*i~\i~ t w t\ / ia 0 TV1P'-^T^r\PT , 1 ZL i'l'AQ9 T? 1 ZL 1 -mI?AI A 

nomo sapiens idsie iccepioi, ^ype z- ? iiiemuei it- ^1/10/1x14 j, ihivim^v 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


TvTA/T 09^090 
JN1V1 KjZDyZV) 


Homo sapiens taste receptor, type 2, member 13 (TAS2R13), mRNA 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


IN IVL vZjy Jo 


Homo sapiens taste receptor, type 2, member 8 (TAS2R8), mRNA 


IN IVL VZjy I / 


Homo sapiens taste receptor, type 2, member 9 (TAS2R9), mRNA 


JNM VZZiVV) 


Homo sapiens mitochondrial ribosomal protein S14 (MRPS14), nuclear gene 
encoding mitochondrial protein, mRNA 


TsJA/T 099 1 £»Q 

in ivi uzz ioy 


Homo sapiens ATP-binding cassette, sub-family G (W^HITE), member 4 

^ ADL AJH J, 1 1 1 1 V 1 N 1 Z\ 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


IN IVL U 14 D OO 


Homo sapiens hormonally upregulated Neu-associated kinase (HUNK), mRNA 


JNJVL U14ZVO 


Homo sapiens calpain 7 (CAPN7), mRNA 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
supernciai zone proiem, campioQacryiy, annropainy, coxa vara, pericarams 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen- like l (FGLl), mRNA 


NM 003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member l (lymphotactin) 
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(SCYC1), mRNA 


JNJVL UUz4 / / 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


ATA A C\ <T Q 1 1. 

JNJVL UjoZjJ 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 

III IV IN r\ 


ata/t nnn^9^ 

iNlVL UUUOZJ 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


ATA/t C\C\C\A1A 
IN 1V1 UUUt-Z4 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
lylccllcl/ jvuuiier/ w euer-\_ocKdyne types ) v fv i\. i j in ivin /\ 


AJA/T 009979 


nOILLO SdpieilS KeidLlll H- ^JVLVLH-J, II11VLN/A. 


ATA/T 0^7088 
INiVL UD /Uoo 


nuinu sapiens Keraxm j) ^ rvrv i d iiiLviN.rv 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


ATA/T 0^7 1 QO 
JNJVL UD / 1 OZ 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


ATA/T 001 97 8 
JNJVL UUIZjo 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


ATA/T 0^zL09Q 

injvl ud^uzv 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


ata/t o^/i o 1 7 
INiVL UD4UL / 


Homo sapiens chromosome 8 open reading frame 12 (C8orfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 

mT? AT A 
II l Iv IN /\ 


ATA/T OOzLQ9A 
INIVL ULH-yZO 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


ATA A HI ^ 7 < < 

IN 1 VI U 1 J D j> J 


nomo sapiens joined to jAZ,r l (jjaz,i j, mKJNA 


ATA/1" HAC/^/lO 

JNM UUjo4z 


Homo sapiens JAr / KJNA polymerase 11, 1A1 A box binding protein ( lor)- 
associated iactor, klj { iat / mLviNA 


ATA/T 079^8^ 
INIVL UjZOoj 


nomo sapiens nypoineticai protein jviol^ijUUD ^ivio^ijuud j, mLviNA 


ATA/T 079^^/^ 
INIVL UjZOjO 


nomo sapiens un,/\Ui n ^Asp-OLu-ALa-Asp/riLsj dox poLypeptiQe J / ( ljlja j / j, 
mRNA 


ATA/T 07 1 Q 1 Q 
IN IVL KJJ 17 1" 


nomo sapiens cy statin aiici uuriy Qomam containing 1 (LoL/urui j, iiiLviN/A 


ATA/T 07 1zl7^ 


Homo sapiens espin (ESPN), mRNA 


ATA/T 09zL 1 O 1 
IN IVL UZ^f L U L 


Homo sapiens melanophilin (M^LPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


JNM UZ1ZU1 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 7 
(MS4A7), mRNA 


ATA/f nOHAl/l 

JNJVL UZUoJ4 


Homo sapiens growth differentiation factor 3 (GDF3), mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM_00z897 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant scr2, mRNA 


ATA A A1 /iOin 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl ), transcript variant MSSP-2, mRNA 


NM 016838 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(Lvrsivioi j, transcript variant ivioor - l, ltikjna 


ATA/f 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
^ivoivioi j, transcript vanant ivioox - J, miviNA 


ATA/T C\ 1 AQIA 

INIVL U Loo jO 


Homo sapiens RNA binding motif, single stranded interacting protein 1 

^LnJjIVLo L J, UdLlSCLLpL VdiLaLLl I L , LILLVLN/A 


AJA/T 0 1 ^04 1 

IN 1V1 \j 1 Oy4 1 


inoiiio sapiens oeiia-iiJve d ^j_>/iosopiiiiaj \ul^l^d iiiiviN.rv 


AJA/T 01^77^ 
INIVL ULOJOZ) 


nomo sapiens pionne Qenycuogeiidse ^oxiciasej i ^rivuiJnj, miviN/\ 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


IN 1VL U L 3 J) H-H- 


nomo sapiens leptm receptoi overlapping iidiisciipt-iiKe i yL^ELr tsxj l l miviN/\ 


AJA/T Olzlzl^O 


noiiio sapiens onrz niLciaL/inig iidiisiiieiiiuiaiie dodpioi ^oii iiiivinj'-v 


NM 007159 


Homo sapiens sarcolemma associated protein ( SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SII), 2 (TCEA2), mRNA 
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xriv/r fin 1 n 1 n 


rlOlliO Sapiens riDOSOlliai plOteill oo ^Ivr oOJ, mivlN/\ 


iMivi uuuyo i 


Homo sapiens ribosomal protein LI 9 (RPL19), mRNA 


iNIVI VVJJ 1 o 


Homo sapiens VGF nerve growth factor inducible (VGF), mRNA 


IN1V1 UUIOIZ 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 1, mRNA 


\TAyf n9fi 1 1 ^ 
INIYI UZU 1 1 Z) 


nomo sapiens acrosomal vesicie protein i ^/vi^rvv i j, transcript variant 1 1, 
mRNA 


inivi uzui i^f 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 9, mRNA 


1N1V1 UZUI 1 J 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 8, mRNA 


i\IJVl UZUI 1Z 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 7, mRNA 


1N1V1 UZUI 1 1 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 6, mRNA 


IN 1V1 UZU 1 1 U 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 10, 

rn T?TsJ A 
lIllviM /A 


NM 020109 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 5, mRNA 


iNlVL UZUlUo 


nomo sapiens aciosomai vesicie piotem i (/\L,rvv i j, nanscnpt vanant 4, iilkin/v 


NM 020107 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 3, mRNA 


JN1V1 UZUUoV 


Homo sapiens acrosomal vesicle protein 1 (ACRV1), transcript variant 2, mRNA 


JN1V1 \)lly\)y 


Homo sapiens centromere protein H (CENPH), mRNA 


NM_021734 


Homo sapiens solute carrier family 25 (mitochondrial deoxynucleotide carrier), 
memoer iy (oLCZo/vivj, mKJN/\ 


NM 021259 


Homo sapiens transmembrane protein 8 (five membrane- spanning domains) 
1 IVliilVlo mKlN/\ 


IN 1V1 UZU 1 d y 


riomo sapiens oxiaorecluctase UtrA (LULjooyo), mKJNA 


inivi uovo 


Homo sapiens TAF9-like RNA polymerase II, TATA box binding protein 
( i r>r j-associateci iactoi, di ku { i/\ryLj, mivrM/\ 


NM_013271 


Homo sapiens proprotein convertase subtilisin/kexin type 1 inhibitor (PCSK1N), 

11 1 IV IN /a 


NM 000904 


Homo sapiens NAD(P)H dehydrogenase, quinone 2 (NQ02), mRNA 


JNJV1 uuuyio 


Homo sapiens NAD(P)H dehydrogenase, quinone 1 (NQOl), mRNA 


JNJVL UUZVjV 


rlomo sapiens sortilm l (oUKl ij, mKJNA 


JNJV1 Uj / 1 /U 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant z, mrvi>i/\ 


1M1V1 U3 / 1 Oy 


nomo sapiens \j protem-coupieo receptor Kinase-mteractor z i zj, transcript 

VaildllL 1, IIl£Vl>l J rV 


NM 057161 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 


IN1V1 UJ / 1 0 / 


nomo sapiens coiiagen, type vi, aipna ^ ^^ui^o/\j j, tianscript variant 3, mivr>j/\ 


1.N1V1 UD / 1 OO 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 4, mRNA 


NM 057165 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 3, mRNA 


JN1V1 ur> / 1 04 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 2, mRNA 


JNJV1 U14//0 


Homo sapiens G protein-coupled receptor kinase-interactor 2 (GIT2), transcript 
variant 3, mRNA 


1N1V1 UU^OOV 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcript variant 1, mRNA 


NM_001183 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 

SUDUmt 1 ^AlrOol J, mivlN/V 


1M1V1 UUUO /D 


Homo sapiens adenosine A2a receptor (ADORA2A), mRNA 


1N1V1 UJJUZ/ 


nomo sapiens /v^virM i up-reguiateu ( u u i j, m k in /\ 


1N1V1 UUZDoV 


nomo sapiens oiiinnme Qecaiooxyiase i ^vjiji^i mKJN/\ 


1M1V1 UJjOUUt- 


noiiio sapiens piiospiiaiiLiyiiiiosiLOi ^t-Kiiicise, caid-iyiic, dipiid. poiypepiicie 
(PIK4CA), transcript variant 2, mRNA 


NM 000992 


Homo sapiens ribosomal protein L29 (RPL29), mRNA 


NM 000984 


Homo sapiens ribosomal protein L23a (RPL23A), mRNA 


NM 001289 


Homo sapiens chloride intracellular channel 2 (CLIC2), mRNA 


NM 018648 


Homo sapiens nucleolar protein family A, member 3 (H/ACA small nucleolar 
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JvINr s ; ^INUL/Vj 111 K IN f\ 


aja/l no 1 Q/i n 
IN IVL uz i y^f / 


Homo sapiens serine racemase (SRR), niRNA 


in ivi u i o r> / y 


nomo sapiens ouo antigen (ouoAj, miviN/\ 


INIV1 UUOo^y 


Homo sapiens protein disulfide isom erase, pancreatic (PDIP), mRNA 


\TAyf nno^^n 

INIV1 UUZODU 


nomo sapiens pnospnanayiinosiioi ^-Kinase, caiaiyxic, aipna polypeptide 

\r irvH-v^ ,/\ J, lldilSClipi Vdlldill l, lllrvl>J/\ 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


rNivi uuuyo / 


nomo sapiens riDOSomdi protein lzo ^ivrLzo j, mivi>/\ 


inivl uuuvoo 


Homo sapiens ribosomal protein L24 (RPL24), mRNA 


IN ivi ioiyo4 


Homo sapiens keratin associated protein 17. 1 (KAP17.1), mRNA 


IN IVL U U U^f Z U 


Homo sapiens Kell blood group (KEL), mRNA 


INIVL UDZo^+l 


Homo sapiens serine/threonine kinase 22C (spermiogenesis associated) 
(STK22C), mRNA 


IN IVL U 1 / O^f / 


nomo sapiens r tsj nomoiog d \\z>. cohj yr i oj d mrviN/v 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


JNIVL UloMlo 


Homo sapiens cyclin-dependent kinase- like 3 (CDKL3), mRNA 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


JNJVL VJJIJI 


Homo sapiens wingless-type MMTV integration site family, member 3A 
(WNT3A), mRNA 


NM_U3075j 


Homo sapiens wingless -type MMTV integration site family, member 3 (WNT3), 
mKJN A 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 

WIN 1 ID J, mJtvlN/\ 


JNJVL UU4oZo 


Homo sapiens wingless-type MMTV integration site family, member 1 1 
(WNT11), mRNA 


INIVL Uj / I/O 


Homo sapiens barttin (BSND), mRNA 


TvTA/T A10A7Q 

INIVL uizu/y 


Homo sapiens diacylglycerol O-acyltransferase homolog 1 (mouse) (DGAT1), 
mxviN/\ 


inivl uio^+yu 


nomo sapiens onz aomam- containing ja (ouzujAj, m iv in /\ 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 

m p\T A 
lYl K IN /a 


TsJA/f H 1 zLQ 1 zl 
IN IVL U 1 1 


Homo sapiens centaurin, gamma 2 (CENTG2), mRNA 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome l (CIASl), mRNA 


JNM UUUUoo 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 
Vogt disease) (CLN3), mRNA 


JNM UJJ341 


Homo sapiens baculoviral IAP rep eat- containing 8 (BIRC8), mRNA 


NM 054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 
mKJN A 


TvTA/T AAA/1/IO 

JNJVL UUU44y 


Homo sapiens regulatory factor X, 5 (influences HLA class II expression) 

( IN. r yV J J, 111 ix IN /\ 


NM 054025 


Homo sapiens beta-l,3-glucuronyltransferase l (glucuronosyltransferase P) 
(djuai i j, transcript variant z, m iv in /\ 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


JNJVL IOJUZ4 


Homo sapiens profilin 2 (PFN2), transcript variant 1 , mRNA 


in ivi uujyju 


nomo sapiens src iamuy associated pnospnoprotem z ^oLArzj, miviN/A 


NM014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


JNJV1 Ulol41 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


1M1VI U14U40 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UUoM j 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


NJVl_(J33oo4 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 2, mRNA 


TVTA A C\f\ 1 Tin 

NJVL_UU1797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1 , mRNA 


NJV1_(J33381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


JNM_U333oU 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


rsllvl 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1 , mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


JNJVL UJJlo4 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM 032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UUlUUo 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


NM012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(r 1 rJNZz), transcript variant z, mKJN A 


NM_0 15967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
Jr in zz J, tianscnpt variant 1, mKJN/v 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NJVL_U3 3 33 5 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, mRNA 


JNJVL 1)33334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1 , mRNA 


JNJVL UU14oV 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, mRNA 


1N1V1 UUIOUO 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 2 

\/\ D LAZ ) , IIUvlM r\ 


MlVf 009984 
rNivi uuzzoh 


llOIHO SdpiCllS Iveidllll, lldll, UdSIC, O ^IllOlllie 1111 lAj ^JXJv 1 11J30 J, IIllvrN/A. 


TsJA/L 0099 8^ 


nuniu sapiens Keraxm, nair, Ddsic, d in. i nDj j, iiiin. im s\ 


TsJA/T 009989 
1N1V1 wuzzoz 


rioiiio sapiens Keidiiii, iidii, Ddsic, 3 ^mviiidj ), iiiivrN/\ 


TvTlVT fH^fn^ 

1N1V1 VJJVJJ 


llOlllO SapieilS Keidllll, lldll, UdSIC, Z, ^ lS.lv 1 llJ3Z,J, lIUvlM^rv 


MM 009981 

IN 1V1 UUZZ o 1 


nuino sapiens iveiaiin, nan, uasic, i ^ivivi 11131 ^, iiiivi>/a. 


TsJIVT O^^Ozl^ 

iNlvl O.J.JOHO 


IIUIIIO SdpiCllS IvCldLlll, lld.ll, Ud-SlC, H- ^ lX.lv 1 1113 H- J, IIllvlNjrV 


TsJA/T 00 1011 


iioiiio sapiens riDOSomai piutem o / ^j\to / j, miviM/\ 


TsJA/T OOOQ80 
In 1V1 UUU7OU 


nuino sapiens iiuosomai piuiein Liod ^ivi 1^1 o^rvj, iiiivi>j/\ 


TsJA/T 000Q7Q 


no mo sapiens nuosomai proicm li o ^ivil i o miviM/\ 


NM 000977 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


TsJA/T 0^9^ 1 
1N1V1 UjjZj J 


norno sapiens iiDOSomai pioiem li j ^j\tlij l rransciipi variant z, mivi\i/\ 


TsJIVT 000Q7^» 

1M 1V1 UUU7 / U 


1— Ti^Tvi o CQmpne TinncntriQ 1 it i'/ ^tr>ni T 1 9 / R PI 1 9 1 tviT?^NJA 
HVJ111VJ odUlCllo llUUoVJllldl UlULClll L 1 Z I J\ri^lz, 1, 1 1 1 IN. 1 N 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF 147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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JNJVL UJJlol 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mKJN A 


JN u_UUUUlo 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA. 1@) on 
chromosome 1 7 


TsJA/T 1^1 
1N1V1 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/JVIRP), member 1 1 
(ABCC11), mRNA 


IniyI \j\JK)yyo 


nomo sapiens secreiagogm (oc/L kli i j, m is. in /\ 


1M1V1 UUOZU1 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1, mRNA 


JN1V1 Lo.jU1:7 


nomo sapiens r ^ i/\ijvj_/ protein Kinase i yr i jvi j, transcnpT vanam miviN/v 


INIIVL UjjUIo 


nomo sapiens r i_ i/\iisjj/ pioiem Kinase i yr l, i js^i j, nanscrrpt van ant z, mtviN/v 


1NO UUUU1Z 


nomo sapiens genomic protocaunertn gamma cluster ^rLunu(^ j on 
ciiiomosome d 


tsja/t on 109^ 

In 1V1 WW 1 UZ 


nomo sapiens nuosoiiiai pioieiii ozu ^rvrozu j, iiiiviN.rv 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


JN1V1 ULO /CO 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3), mRNA 


1M1V1 UU1U13 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


jnjvi uuoyzj 


Homo sapiens stromal cell- derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


rsiivi uio /o i 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMP8), 
mRNA 


JNM UJlyjo 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM 004776 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM_0J05o7 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
z (B4GAL 1 z), transcript variant z, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VIIIB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM_000785 


Homo sapiens cytochrome P450, subfamily XXV11B (25-nydroxyvitamm D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


jnjvi Loi^tiy 


Homo sapiens molecule possessing ankynn repeats induced by 
iipopoiysacciiancie ^ivt/\ti^j, iiomoiog oi mouse ^ivrrvti^j, iiitvi>j/\ 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


JNJVI UlOOJU 


Homo sapiens acid cluster protein 33 (ACP33), mRNA 


AJTV4 ni /1/1^Q 

JNJVI U144D<5 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


JNM UU/ZU/ 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


JNM louoou 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


JNJVI UZZIOD 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


IN 1V1 UZ 1 1 / j 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


TsJA/T 01^79 
INIIVI UIODJZ 


nomo sapiens o js.tr ior sKeietat muscte and Ktaney enncneu inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM 0 14759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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nomo Sapiens pioiocacuierin o \r\^Ljrio ) 9 transcript variant i, mivr>/\ 


NM 004826 


Homo sapiens endothelin converting enzyme-like 1 (ECEL1), mRNA 


IN 1V1 \J \J H- H- z u 


nomo sapiens cruai specmcity pnospndTdse o ^uuoroj, miviN/v 


IN1V1 UU1U1Z 


Homo sapiens ribosomal protein S8 (RPS8), mRNA 


\TAyf nn9^Q^ 


T-4 / M-vw-i cQniPnc P^HT ATOP r*rv\tr»i n V i ri a o r» 9 / P/^Tk'' 9^ ml? XT A 

nomo sapiens r v_ i/vikjj/ protein Kinase z 1 jvzj, mivrN/\ 


IN1V1 VJVJiJyD 


nomo sapiens ouai speciiicity pnospnatase y ^uuoryj, miviN/v 


JNJVl_Ulooo / 


Homo sapiens development and differentiation enhancing factor 2 (DDEF2), 

III 1\1 N /\ 


NM 001446 


Homo sapiens fatty acid binding protein 7, brain (FABP7), mRNA 


TsJA/f nrn 9^Q 


nomo sapiens cycim-QepeiiQeni Kinase o ^^ujvoj, miviN/\ 


NM 001760 


Homo sapiens cyclin D3 (CCND3), mRNA 


INlvl UU 1 fjy 


nomo sapiens cycim uz ^l^l^inuzj, mKJN/\ 


NM 001237 


Homo sapiens cyclin A2 (CCNA2), mRNA 


TvTA A AfTI CO 


Homo sapiens dual specificity phosphatase 4 (DUSP4) transcript variant 2, 
mRNA 


\1N 4 AA1 OA/1 

JNMUU1394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 
mKJN A 


INlvl UjzVoo 


Homo sapiens cyclin- dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant j? 9 m iv in /a 


INJVl yjoZyo 1 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant z, iniv i n /\ 


1N1V1 KJD 1 1 OU 


nOIIlO SapieilS alieilllll ^/\rvllN ^, llallSClipi Vallalll J, IIllvlN.rV 


1N1V1 UZ) / 1 


nomo Sapiens anenim ^/\iviin naiisciipt variant z, mjtvi>i/\ 


iNivi uz> 


nomo sapiens anemm ^/\ivii> nansciipt variant h-, iniviN/\ 


NM 003976 


Homo sapiens artemin ( ARTN), transcript variant 1, mRNA 


1N1V1 


nomo sapiens aiginmo succinate syntnetase ^/voo^i, nanscript variant i, mivi>i/\ 


NM 054012 


Homo sapiens argininosuccinate synthetase (ASS), transcript variant 2, mRNA 


ATA A fi^^OQA 

JNIVI IDJZoO 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 2, mRNA 


NM 001652 


Homo sapiens aquaporin 6, kidney specific (AQP6), transcript variant 1, mRNA 


JN Ml) j 3 U3z 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 8, 
mRNA 


JNM Uj^IoI 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 7, 
mRNA 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 5, 
mRNA 


JNM_U53Uz9 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 4, 
mRNA 


JNM UjJUzo 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3B, 
mRNA 


TVTA A AC7AT7 

JNM_U530z7 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 3A, 
mRNA 


JNM (JjJOzo 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 2, 
mRNA 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 1, 
mRNA 


NM_(J 16497 


Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 
encocung mitocnonciriai protein, mivi>i/\ 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 005965 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcript variant 6, 
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mKJN A 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


JNM_U53U35 


Homo sapiens mitochondrial ribosomal protein S3 3 (MRPS33), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


JNM (JloU/1 


Homo sapiens mitochondrial ribosomal protein S3 3 (MRPS33), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


NJVLUJ 1901 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


jNJVi uiowv 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


JNJVl_lO DDOD 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
j?, nucLear gene encoumg miTociionuriai protein, mivJN/\ 


1M1V1 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


TsTN/T HO 1 1 zLzL 
IN JVL UZ 1 1 


noiiio sapiens ri/t anci orKoJ lnTeiacnng piotem l \y oir l ltllxin/v 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


IN IVL KjddZK) 1 


Homo sapiens transmembrane protein HTMP10 (HTMP10), mRNA 


JNJVI loUo4y 


Homo sapiens centaurm, beta 5 (CENTB5), mRNA 


TvTA/f /AO'S 

JNJVL vZjyjo 


Homo sapiens mitochondrial ribosomal protein S34 (MRPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


IN IVL UZ L L U / 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
1 , nuclear gene encoding mitochondrial protein, mRNA 


IN IVL UL4JZZ 


Homo sapiens opsin 3 (encephalopsin, panopsin) (OPN3), mRNA 


xr\/T nrn 0/^n 

IN IVL UULZOU 


riomo sapiens cycLm-QepeiiGeni Kinase o ^l^ulvoj, mrviN/\ 


IN IVL 


Homo sapiens cyclin- dependent kinase (CDC2-like) 10 (CDK10), transcript 

Variant 1, 1 1 1 IN. 1>J f\ 


1N1V1 UZ) / \Jz/ L r 


nomo Sapiens CiySlalim, ueta /AZ ^^lvII3/\Z^, IlallSClipi Vallalll J), llirvr>/\ 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


JNJVL UDZyo^f 


Homo sapiens cyclin- dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1 , mRNA 


JNJVL KjjZoZl 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1 , mRNA 


JNM UUojzZ 


Homo sapiens wingless-type MMTV integration site family, member 6 (WNT6), 
mRNA 


NM (J(Jj4JU 


Homo sapiens wingless-type MMTV integration site family, member 1 (WNT1), 
mRNA 


JNM_UU3394 


Homo sapiens wingless-type MMTV integration site family, member 1 0B 

(WIN 1 1 UtS), 111 K JN A 


IN IVL UZjZio 


Homo sapiens wingless-type MMTV integration site family, member 10A 

AX/AIT in ml? XT A 
^ W IN 1 1 U/a ) , mivJN J\ 


IN IVL UUD D /U 


riomo sapiens mei iransiormmg oncogene ^ueriveQ rrom ceu line inivi^j- k^vdo 

llUlllOlOg ^IVirj/i^J, 111 ix IN f\ 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


IN JVL UUjUoO 


Homo sapiens s arc o span (Kras oncogene -associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


JNM ULoLjJ 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


INIVL UZj-jLO^I 


nomo sapiens lumor enuoineiiai marKer o j_/ivio j, iiaiisciipi variaiii z, mrviN/\ 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM 033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1 , mRNA 
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INIVL \J2>JZ/J 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 2, mRNA 


NM 054034 


Homo sapiens fibronectin 1 (FN1), transcript variant 2, mRNA 


JNJVL K)K)Zk)Zo 


Homo sapiens fibronectin 1 (FN1), transcript variant 1, mRNA 


A.TA/T C\C\AA^C\ 

JNIVL UU440U 


Homo sapiens fibroblast activation protein, alpha (FAP), mRNA 


NM_000783 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA 


NM 032211 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 


NJVL_(J(JJ3y5 


Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


XTA A Q 1 m 

JNM_U3 5 ID 1 


Homo sapiens lectin, galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mJvJN/\ 


NM 032611 


Homo sapiens protein tyrosine phosphatase type IV A, member 3 (PTP4A3), 
transcript variant 1 , mRNA 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 2, mRNA 


JNJVL UjZZkJo 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 1, mRNA 


TvTA /f CW A £.A A 

JNJVL (J14o44 


Homo sapiens phosphodiesterase 4D interacting protein (myomegalin) 

{r JUJC/4Ulr J, 111 iv IN /\ 


JNJVL UUOZOl 


Homo sapiens lipophilin B (uteroglobin family member), pro statein- like 

/ [ pi_J o\ rnT?TsJA 
^ L r n D J, 11 1 iv 1 > fA 


NM 012280 


Homo sapiens FtsJ homolog 1 (E. coli) (FTSJ1), mRNA 


NM 005209 


Homo sapiens crystallin, beta A2 (CRYB A2), transcript variant 1 , mRNA 


INIVL UU / J 40 


Homo sapiens opioid growth factor receptor (OGFR), mRNA 


NM 006552 


Homo sapiens lipophilin A (uteroglobin family member) (LPHA), mRNA 


NM U15965 


Homo sapiens cell death-regulatory protein GRIM 19 (GRIM 19), mRNA 


NM_0 14275 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 1, 
mRNA 


NM_00187z 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 1 , mRNA 


A.TA A A1 /C/l n 

NM U16413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPB2), 
transcript variant 2, mRNA 


NM (JU4oiz 


Homo sapiens death associated protein 3 (DAP3), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_03Jo57 


Homo sapiens death associated protein 3 (DAP3), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NMUUlzoo 


Homo sapiens carboxylesterase 1 (monocyte/macrophage serine esterase 1) 

(Uiiol j, mKJNA 


INIVL UU4Zo / 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant /\, m iv in /\ 


NM_054022 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcript 
variant t>, miviN/v 


JNJVl \j\jZy UO 


Homo sapiens radixin (RDX), mRNA 


INIVL UU1UU4 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 


TsJJVL Of) 100^ 


1— I t\ /-v c ci t*% i f»n c n K m c (\ m a 1 n rntp i n 1 'avcv 1 ( T PI i tyiT?~MA 

noiiio isdpieiiis iiuoisoiiiai pioLCiii, idige, r i ^rv-ri^jr i ^, iiirvi>i/^ 


NM 0 18644 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1, mRNA 


NM 022145 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 


NM 013363 


Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 


NM 033119 


Homo sapiens naked cuticle homolog 1 (Drosophila) (NKD1), mRNA 
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TSJA/T (\1f\A1Q 


Homo sapiens calciurn/calmodulin- dependent protein kinase IG (CAMK1G), 
mRNA 


1NIV1 UjZI JO 


U ATVin cn^p^n TSJOT 1 1? 9 r\i~^tr»i n / Kl O T 1 *nl? ATA 

nonio sapiens in^ji^iivz proiem ^ in v^/l i i\.z 1 1 1 iv in /\ 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


TSJA/T C\ 1 QC\A A 


II , , x , rn->!nn^ TSJ/~\T 1 D iA*>r»4ai« / X T (~\ T 1 T~> \ DMA 

nomo sapiens inulik protein (INULIKJ, rnKJN/v 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51 175), mRNA 


N MO 1423 9 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 2 (beta, 39kD) 
(^blrZr>Z), mKJNA 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


rviivi_uuvjo / 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant long, mRNA 


IN IVL UU i i o / 


Homo sapiens B melanoma antigen (BAGE), mRNA 


tsja/t nil 1 *^9 

IN IVL UZZ 1 OZ 


Homo sapiens caspase recruitment domain family, member 15 (CARD 15), 
mRNA 


IN IV1 UH / jj 


nomo sapiens encio some -associated r i v c-Qoniain protein ^jj/iNij^riiN j, mrviN/\ 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


TSJA/f C\C\^A AC\ 
IN IVL U U 04 4 U 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


JNJV1 UUjoco 


Homo sapiens neuroepithelial cell transforming gene 1 (NET1), mRNA 


tsja/T nnoi 1fl 
JNJV1 UUZ119 


Homo sapiens major histocompatibility complex, class II, DO alpha (HLA- 

p>0 A \ m DATA 

ljkjpl j, m iv in /\ 


TSJA/T H9 1 QH2 

IN IVL uz iyuo 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b, 
mRNA 


T\JA/T H 1 8zL 1 9 
IN IVL Ulo41Z 


nomo sapiens suppression 01 Tumongenicity / (oi / j, transcript variant a, miviN/\ 


TVTAyT C\^AC\1C\ 
IN IVL U04UZU 


nomo sapiens putative ion cnannei piotem l^/\i or^iiivz ^v^/\i or xiivz j, miviN/\ 


TvTA/T fl^^9Q1 
IN IVL VDJZol 


Homo sapiens dachshund homolog 2 (Drosophila) (DACH2), mRNA 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


TVTA/T n^flTQA 
JN1VL UJU/90 


nomo sapiens nypotneticai protein jjJvrz,pjo4JvUoZZ yvj^r z^v J04JVU0ZZJ, 

tyiT?T\J A 

m iv in /v 


XTA/T Pl9^ 1 1 7 
IN IVL UZD 11/ 


nomo sapiens nypotneticaL piotem ilj i i o / i yrL^j 1 1 o / 1 j, miviN/v 


TNJA/T H1/12Q^ 
1NIV1 U14o:0 


nomo sapiens Jvi/\/\uyDi protein (Js.i/VA.uyz)i miviN/\ 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 

rviT?T\J A 
III iv IN JA 


tsja/T n^fK^ 


nomo sapiens l> -terminal mo qui at oi piotem ^l. iivir j, miviN/\ 


XTA/T fi9 1919 
IN IV1 UZ 1 Z 1 Z 


nomo sapiens ni^r-Dmumg tiansciiption iactoi Aiiangiei ^z>r j, miviN/\ 


TSJA/T HH7977 
IN IVL UU /ZJ) / 


nomo sapiens or hu nucieai oouy piotem i^-wj, mKJN/\ 


IN IVL UUOjOo 


nomo sapiens c/vivir^ responsive eLement Dtnomg protein j ^luman^ ^Lxivri/r>j j, 
miviN/\ 


IN IV! UUJ 1 J>y 


nomo sapiens aoi-interactor iz lorij -containing protein) ^ /\ 1 1 i ), in i\ i > /\ 


TSJA/T n^9QAA 
1NIV1 UJZVOO 


nomo sapLciis ciiioiiiosoiiie i open leading iidiiic zh- ioiizh-^, iiirvLN.rv 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


txta/T nn^n 17 

IN IVL UU jU 1 / 


Homo sapiens splicing factor, arginine/serine-rich 3 (SFRS3), mRNA 


T\TA/T nn^9so 
IN IVL UUOZoV 


nomo sapiens taim i { ii^in i j, miviN/\ 


TXTA/T nnno7n 

in ivi uuuy /u 


Homo sapiens ribosomal protein L6 (RPL6), mRNA 


XTA/T flfl^ Q7^ 

IN IVL uu^y/j 


Homo sapiens ribosomal protein L14 (RPL14), mRNA 


IN IVL UU1 jOI 


nomo sapiens Qinyaroorotate oenyorogenase (unuun j, nuciear gene encoumg 

m i * li r n rl ri 'A 1 x\vc\\f*\t\ mT?TsJA 
lllllVJL/llVJllLll Idl IJlVJLt/lll, lllXvl^j^V 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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TsJA/f fl 1 'XAAA 
IN 1V1 U id ^t^f 


JrlOmO SapieilS UDlUUlim Z JjV^i^IN Z ) , III K IN /\ 


1M1V1 UjjUO/ 


Homo sapiens ubiquilin 1 (UBQLN1), transcript variant 2, mRNA 


TsJA/T H 1 ^zl^ft 
1N1V1 {JlJ £ tJO 


Homo sapiens ubiquilm 1 (UBQLNl), transcript variant 1, mRNA 


xta/t n^9 11^ 


Homo sapiens potassium channel, subfamily K, member 16 (KCNK16), mRNA 


\TAyf fK^9£zL 


nomo sapiens w/vr , ro, ig, jvu, anu in i iv- containing protein ^wriJSJviN j, 

1 1 1 1 V 1 N /A 


TsJA/T fK^97£ 
IN1V1 \JJ3Z/o 


nomo sapiens o pi oiem-coupieo receptor iuz ^O-rrviuzj, mi\jN/\ 


TnJIVi 0^97^ 

IN1V1 UJjZ / O 


noiiio sapiens viuni ^vii ^, iiiivi>i/\ 




nomo sapiens giuiamate caiDOxypepticiase-iiKe piotem z y\^.ryjL^z)^ mtviN/v 


TsJA/T 0^^019 

INIVI OJ.3U1Z 


nomo sapiens iiypoiiiencai protein ^i^v^^i lh-lj / j, mivi>i/\ 




nomo sapiens lou-iuve lecepioi s) y i i^rv^) ^, iiiiviN.rv 




nomo sapiens n /\z pioiein /\z iiiivi>/a. 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


IN 1V1 UZ^t / 


nomo sapiens Qisrupteu m uipoiar oisoruer i ^uijdui miviN/\ 


T\J1\/T H 1 ^79 1 
IN IVL U 1 J / Z 1 


Homo sapiens gem (nuclear organelle) associated protein 4 (GEMIN4), mRNA 


IN IVL UlO 1 DK) 


Homo sapiens ribonuclease 6 precursor (RNASE6PL), mRNA 


INIVl U-jUyiO 


nomo sapiens ig supeiiamny leceptor jliniiv ^t^iNiivj, miviN/v 


TsJl\/T 099^8 
IN 1V1 UZZ j jo 


nomo sapiens potassium cnannei, suoiamiiy jv, memoer 13^1 /voJv-d j 

^ IV 1 n fv 1 J J, 111 In. In /a 


TsJA/T 099^7^ 
INIVl UZZJ /o 


nomo sapiens piiosciucin ^ruLj, iidiisciipi vaiidiii riiL^Kjr 1, iiiiviNi-v 


IN 1V1 O 1 OZO" 


nomo sapiens oir 1^ pioiein ^oix -Lj, iiuvi^/a. 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


1N1V1 UjjUjO 


nomo sapiens 0 protem-coupieci receptor i*\ ^oriv/^ti, miviN/\ 


JNiVL UjjU 1 0 


Homo sapiens paralemmin 2 (PALM2), mRNA 


IN IVL UjJID / 


Homo sapiens hypothetical protein (LOC I 14138), mRNA 


NM 052838 


Homo sapiens septin 1 (SEPT1), mRNA 


INIVL loZlo4 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter- like, 

mr>mKr>r 1 1 / C T C*A A 1 1 \ m D\TA 

meniDei 1 1 ^oi^L>f/\i i j, miviN/\ 


IN IVL KJolozry 


Homo sapiens golgi phosphoprotein 5 (GOLPH5), mRNA 


INIVL ULo^f^to 


Homo sapiens TBP-interacting protein (TIP120A), mRNA 


TSJA/T H 1 AO ^9 

INIVL uLoyoz 


Homo sapiens cell adhesion molecule-related/ down-regulated by oncogenes 

^ 1JU1 > J, 111 IVl N /A 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


INIVL UDjU^+D 


nomo sapiens nypoineticaL protein iviol. y^dl i ^iviol^i^jZ / j, miviN/\ 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


INIVL UUJyL4 


Homo sapiens cyclin Al (CCNA1), mRNA 


NM 032387 


Homo sapiens protein kinase, lysine deficient 4 (PRKWNK4), mRNA 


tvta 4 /a 1 r»r\n3 

NM_U 19093 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A3 (UGT1A3), 
mRNA 


JNM UzlUz/ 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A9 (UGT1A9), 

13 XT A 

mKJN A 


JNM U19U/0 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A8 (UGT1A8), 

ml? AT A 
mKJN /A 


INIVL UUU40J) 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide Al (UGT1A1), 
mRNA 


INIVL UlOOUo 


nomo sapiens /\LtLyV i protein ( /\Lt:yV i n 1 k in /a 


IN IVl VJ 1 oou / 


nOIIlO SapiCllS /v L ELyv J) piOlClll ^ /v L IZ-y\ J) ^, IllrvIN.rv 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (ST AF65 (gamma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mRNA 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1 A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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iNlYl UU 17/ J 


nomo Sapiens enoiase Z, ^ gamma, lieUlOliaiJ \il,l>i\JZ, ), IHrviNi-v 


±N 1V1 W L H-Z O 


nOIIlO SapieilS eilOiase 1, ^aipilaj ^J_!/1N^1 J, IIllvlN/A. 


mm 0^98^ 
rNlVl UjZOjO 


nOIIlO SapieilS CaCllieilll ICld-LCCl ZJ) ^V^l^nzO^, UallSCIipi Vailalll Z,, IIlrvrN/A 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


ma/t OOzLOA^ 


nomo sapiens caQnenn i /, i^i cauneriii ^iiver-miesiine ) ^v_.urii / j, nirvrN/v 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


JNJV1 


Homo sapiens cadherin 15, M-cadherin (myotubule) (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


JNJVL (JjzolV 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 2, mRNA 


NM 024110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 
variant 1, mRNA 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD 1 1), 

™ T> XT A 

mKJN A 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


NM_U53(JUo 


Homo sapiens serine/threonine kinase 22B (spenniogenesis associated) 
(STK22B), mRNA 


JNM UiZUoj 


Homo sapiens frequently rearranged in advanced T-cell lymphomas 2 (FRAT2), 
mKJN A 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type III, alpha polypeptide 
( oCJNJ/V), mKJN A 


JNM UUj34/ 


Homo sapiens heat shock 70kD protein 5 (glucose-regulated protein, 78kD) 

(nor Aj J, mKIN A 


AJA/T 00^777 
JNJVl ULO / / / 


riomo sapiens uynem, axonemai, neavy poiypeptiQe 1 1 ^uinaiii i mKiNA 


JNJVL Ul jZoZ 


Homo sapiens ubiquitin-like, containing PHD and RING finger domains, 1 
(Univr i j, ill in. in /a 


TsJA/f 09088^ 
IN 1V1 WZUOOO 


nomo sapiens uuicjuiini specnic pioiease zo (uorzoj, iiuvim/a. 


MM 09084^ 


nomo sapiens zinc ini^ei pioieni Z71 ^ZiiNrzyi ^, iiirviN.rv 


TsJA/T 09 zL^ 90 
1>J 1V1 UZt-jZ" 


nomo sapiens ciiioiiiosome i open leaumg irdine zo ^\^ionzo mivi>i/\ 


TxTA/T Os^OO^ 


nomo sapiens o ivjlila^ -hkc i \ o i l llv^ l i j, iiiivi >j /a 




nUIIlU IScipiCll!^ O 1 vJ LCL 1 ^ 0 1 \J L LL L 1 ^, llllvlN.rV 


TsJIVT 0 1 s 1 0 1 
In 1V1 Ul JlUl 


nomo sapiens ciiioiiiosome i open leacim^ name i / ^v^ ioin / iiirvi>i/-\. 


TsJA/T 0^9^ 1 


nomo sapiens o pioieiii-coupieci lecepioi ^vjtjtivjh-j, iiixvin/a 


MA/T 0^1808 


nomo sapiens leKim s> \ i ll iv i jj, 111 ivi n /a 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


TvJA/T 0997s^ 
IN 1V1 UZZ / J 


nomo sapiens cniomosome y open leading name iz ^^!7oriizj, mrviNz-v 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


JNJVl U 1 /o4 / 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


JNJV1 Ul /o / d 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


JNJVL UloUUU 


Homo sapiens mitochondrial CCA-addmg tRNA-nucleotidyltransferase 

^ivltL.l^AJ, mKiNA 


AJA/T 0 1 sQ8Q 
IN JV1 U 1 3 y o y 


Homo sapiens cysteine sulfuric acid decarboxylase-related protein 2 (CSAD), 

111 IV IN f\ 


TsJA/T 01A£»S<d 
1N1V1 \J IH-OjH- 


nomo sapiens synciecan d ^iM-synciecan^ ^oi_v^ j j, mix in z\ 


TsJIVT 0148^7 


nomo sapiens ciiioiiiosome i open leaning name 10 ^v^ioiiioj, iiuviN/A 


TsJIVT 0071 7Q 


I— I r \ \*y\ i -\ CQtMPTlC 1 11 C l 1 1 I 11 1lL^3 f~\ ( T Avl ^1 T f\\ till? \T A 

nomo sapiens insuiiii-iiKe o ui>i olo j, iiiivim/a. 


NM 00S478 

1 > 1V1 V/ V/ _* i / O 


]— I nmo Q^niftic inciilin-li Vf* S / T T\.j v 1 S ^ mT?7\IA 

1±VJ111VJ SdUlCllo llloUllll llJVt/ lllNuijJ 1, Ill-CVIN Jr^. 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma- glutamyltransf erase- like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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1N1V1 UJZ77O 


n OHIO Sapiens I lx UOIIld.111 eOlllallimg / \r iSAJrvL / J, 111 IvlN /A 


1M1V1 UJZ77J 


nomo sapiens usnei synuroine .j/a. ^uonjAj, iiijxim/a. 


In 1V1 \J\J / 1 1U 


nOIIlO SapieilS leiOllieiaSe-aSSOClaieu piOieill 1 ^IDr 1 J, IIlrvlMy-v 


INIVI UjjOjO 


nomo Sapiens WJL/ repeal UOmain y yW UxSJy J, IlallSL/TipX Vallalll Z, ITlxvl>J/\ 


In 1V1 KJ 1 O7OJ 


jTiuiiiu sapieiis w lj repeat uurnairi y \ w uts^y ii arise rip i vaiiaiii i, rriiviN.rv 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


INIVI UjjOOZ 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


TvTA/f H1 QAAQ 

jnjvi uioooy 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1 , mRNA 


JNJV1 Ul /00J 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM_052837 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant z, m k in a 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1, mRNA 


XTAiT flHC/iO'7 

JNJV1 UUjoV/ 


Homo sapiens secretory carrier membrane protein 2 (SCAMP2), mRNA 


JNJVL_UU4ooo 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcript 
variant 1, mRNA 


AJA/f PK9&99 
JN1V1 LOZoZZ 


nomo sapiens secretory carnei memDiane protein i ^o^/vivir i j, transcript 

Variant Z, llliv IN /A 




nomo sapiens ret linger protein z ^ivrr^z transcript variant z, iiiin. i > /\ 


1N1V1 UUZ) / 70 


riOIIlO SapieilS let llllgei piOieill Z ^Ivl^rZJ, LlallSCIipi Vallalll 1, IIllvl>J/-v 


TvTA/T 0^9817 


nomo sapiens iiiiciiine z ^iviil>/zj, uaiisciipi vaiiaiii z, iiiivi>i/a. 


1M 1V1 U 1 ZZ 1 O 


nomo sapiens micnme z ^iviir^zj, transcript vaiiaiii i, miviM/\ 


TvTlVt 000708 
rNlvl UUU/70 


nomo sapiens dopamine receptor ud \lji\ajd j, iiiivin /\ 


MA/r 0007QA 

1M 1V1 WWW / 74 


l — l / A m / \ L' »"\ 1 /~WA L' nAr\QTY»1t1A / "» »"\ / \ f til 1 tit? til 1 "fV»t?^VT A 

nomo sapiens ctopainine recepioi ui \uisaj i iniviN.rv 


TsJA/T 00070/^ 


nOIIlO SapieilS ClOpalllllie lecepiOI lJO \lJiSA^J O ^, LlallSCIipi Vallalll a, IIlrviN.rv 


1M1V1 W J) J) OO J 


nOIIlO SapieilS LlOpalllllie lecepiOI -LO \lJ\S^±J D ^, LlallSCIipi Vallalll e, IIllviN.rv 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


1N1V1 UjjOJ7 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


INJVl UjjOjO 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherin 18, type 2 (CDH18), mRNA 


JNJVI UU4U01 


nomo sapiens cacineim iz, type z (rM-cacuierm zj (LJJriizj, mKiN/\ 


NM 030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 

o XT A 
mKJN/V 


TvTA A AC OQ'J 1 

INJVl UjZoJI 


Homo sapiens cIJjjUzJ.o gene (ciJjjUzJ.oJ, mKJNA 


rsiivi UjzoIo 


Homo sapiens tripartite motif-containing 3 1 (TRIM3 1), transcript variant 2, 

1Y1 K IN A. 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 2, 

ml? XT A 

m i\ in /\ 


TsJA/f 0^9 Q^^ 
JNJVI UDZbOD 


nomo sapiens transglutaminase z> ^ i oivi / j, miviN/\ 


jnjvi ujzvj / 


Homo sapiens putative nuclear protein (NAARl), mRNA 


JNJVI UjzojI 


nomo sapiens similar to KnouAr ^oicouj, mKiN/v 


AJA/f 0^^990 

jnjvi Ujjzzy 


Homo sapiens tripartite motif-containing 15 (TRIM 15), transcript variant 1, 

111 1N.1 >J /A 


TvTlVT 0 1 & 1 0^ 
IN 1V1 UlOl \JSj 


nomo sapiens ieu.cine-i icn lepeai-eoiiiaiiiiii^ d yL^is^iw^ s> j 9 hi ivi >j /a 


±N 1V1 UltO / " 


nomo sapiens v_r pioieiii-coupieti lecepioi iuj ^uriviuj j, iiixvim/a 


NM 0007Q7 




NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA 


NM 052962 


Homo sapiens class II cytokine receptor (IL22RA2), mRNA 
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in ivi vj z y o i 


n oiiio sapiens soiuie carrier iamiiy zo, memoer o pllzoao mrvr>i/\ 


NM 052958 


Homo sapiens vestibule- 1 protein (VEST1), mRNA 


TvJA/L H^IQ^A 
InJVI UDZ;7J4 


riomo Sapiens cysteine anu ryrosme-ricn pioiem i i i rvi mrvi>i/\ 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


JNJVL Ujz>o4 


Homo sapiens solute carrier family 26, member 9 (SLC26A9), mRNA 


JNJVL KJjzyjD 


nomo sapiens testis specitic, 13 (ibvjrAU), mKJNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 

*^T>TvT A 

mKJNA 


"NTA A ACOQQ1 
JNJVL lOZoVl 


Homo sapiens peptidoglycan recognition protein-I-alpha precursor 

(rUL i rvriaLpnaj, lTirvJN/\ 


JNJVL Ujzooo 


nomo sapiens JMLAAiooJ-ieLatea gene (lulj 14ojvj, m k in a 


JNJVL UjZoo / 


Homo sapiens Toll-interleukin 1 receptor (TIR) domain- containing adapter 

piOieill ^ 1 irVrVr J, llirvi> J rv 


1M1V1 UjZOOO 


noino sapiens mai, i -ceu Liiiiereiiriaiion pioiem z ^ivrrvr^z mrvrNy-v 


TsJA/f 0^9 889 
iNlYl UjZOOZ 


nuinu sapiens zmc linger, lmpniiieu. d ^z^iivij) j, mivi>i/\ 


MA/T fK9RRO 
iNlvl UJZOOU 


nomo sapiens nypoinencai pioiein ivivjr^ i /jdv \wlkj\^. i /djkj), mrviM.rv 


MlVi 0^9 87^ 
iNlvl UjZO / J 


nomo sapiens iiypoinencai prorem ivioi^iu4oj ^ivio^ iu^oj mrviM/\ 


TsJA/f fK9&74. 

rNlvl WJ>Zo / H- 


nOIIlO SapieilS SyillaXllllJ3Z ^oIAIDZJ, IIIIvInj'-v 


MA/T fK9&^ 
1N1V1 U3ZOOJ) 


nomo sapiens puiaiive cyiOKine iiign hi normal- 1 ^nii>-i mrvi>/\ 


MA/L 0^9R£»9 


nomo sapiens nypoinencai pioiem iviov^ziozj'S- ^ivivjti^zi oz?h-j, iniviM.rv 


MA/T 0^9 8^1 


nomo sapiens iiypoiiieiicai pioiein ivio^zio/j ^ivivj^z i o / J), iiiivinz-v 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


MA/T fK9£zl£ 
JNJVL UjZo^-O 


nomo sapiens nypoiLieTicaL pioiem ivioL-ZUZDr) ^JvioL,zuzro j, mrviN/v 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


JNM Ujzo4z 


Homo sapiens bLLz-Jike Iz (piolme ncJi) (rJLLzLlz), mKJNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


JNM (J3zM4 


Homo sapiens microtubule -associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


NM_0zz8z9 


Homo sapiens solute carrier family 13 (sodium- dependent dicarboxylate 
tiansporter), member 3 (bi^UlJAz) ), mKJNA 


JNJVL UlooJO 


Homo sapiens olfactory receptor, family 1, subfamily K, member 1 (OR1K1), 
111 1\ IN /\ 


NM 006750 


Homo sapiens syntrophin, beta 2 (dystrophin- associated protein Al, 59kD, basic 
component z j ^oin i t>z j, miviN a 


NM 033641 


Homo sapiens collagen, ty]3e IV, alpha 6 (COL4A6), transcript variant B, mRNA 


TvTA/f C\C\ 1 Q A 7 

JN1VL UU lo4/ 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant A, mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM 033493 


Homo sapiens cell division cycle z-like 1 (PHSLRb proteins) (CDCzLl), 
transcript variant 9, mRNA 


\Tiv if /'AIT- A MO 

NMU33492 


Homo sapiens cell division cycle z-like 1 (PllbLRb proteins) (CDCzLl), 
transcript variant 8, mRNA 


NM (J33491 


Homo sapiens ceLL division cycLe z-Like 1 (PllbLKb proteins) (CDCzLl), 
transcript variant 7, mRNA 


NM 033490 


I I ^ ^ _ _ * _„ „ ^^11 J* . ^ _ . . ^ 1 ^ ^ 1 * 1 _ _ 1 /^T*T r T , 0 T T> TT ^ n l ^„ ... \ / /^T\ I 1 \ 

Homo sapiens cell division cycle z-like 1 (PI 1 SLKb proteins) (CDCzLl), 
transcript variant 6, mRNA 


NM U33489 


Homo sapiens cell division cycle z-like 1 (PllbLRb proteins) (CDCzLl), 
iiaiiscrrpi vdndni 3, mrviN/\ 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


JNM (JU17o7 


Homo sapiens cell division cycle z-ltke 1 (rllSLKb proteins) (CDCzLl), 
transcript variant 1 , niRN A 


ATA/f flfKOCJ 

JNJVL vvjyoD 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 
variant 1 , mRNA 


IN IVL VjZOD 1 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcript 

■\7QriQn+ 9 ml? AT A 

variant z, iiiiyi n s\ 


1M 1V1 UZ I7OO 


nomo sapiens iiisione laiiniy, ineiiiuei c ynn-r c), mtvi/N^rv 


IN 1V1 UUZ / H- 0 


nomo sapiens iiiiiogen-acrivaieu pioiein Kinase o ^ivi/vr is^oj, iiiisj.>i/\ 


AJA/T 00^^97 


I— 1 1 \ \~\-\ i \ cQmpnc I— I O ]-? I~i ictrMip tqtviiK? Tn/^Tn r^P'T* AT (\— T9T^1h , AT 1 TVlT?ATA 

inoino sdpieiis r±z,r> iiisione idiiniy, ineiiiuei in ^n.z,ijpi>i iiuvim/y 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


ATA/T OOOQQQ 


nomo sapiens noosomai protein ljo ^LvrL^joj, misJN/\ 


ATA/l OOOQQft 

inivi uuuyyo 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


ATA/T OOOQQ7 


Homo sapiens ribosomal pixrtein L37 (RPL37), mRNA 


ATA/T 0990^/1 
IN IVL UZZU04 


Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 


ATA/T 09 11^1 
IN 1V1 UZ 1 1 O 1 


Homo sapiens potassium channel, subfamily K, member 10 (TREK-2) 

^ rvL 1 > rv 1 u ^, II l ivl \ /\ 


IN IVL UUJ7t ,1 t 


1— T^Tn/^ c 'A m r>n c u r»l fn 1 1 1 m Ki 11/1 in (T ntAlpm 1 ( QlTnt l-HATT-iT^1 1 tyiTJATA 

nomo sapiens seieiiiu.111 uiiicuii^ pioiein i ^^r.Lr.iMnr i j 9 niivrN.rv 


MATT OT^zLQ 


nomo sapiens iioiouiast growtn iactor io ^fvj-T loj, naiiscript valiant z, ntivi>j/\ 


ATA/f OOzL1 1 A 
IN IVL UUH 1 14 


nomo sapiens nurouiast growtn iactor i j ^fvjit i j j, transcript variant i/\, mivi>j J rv 


AJA/T O^^A9 


nomo sapiens iiuiouiasi ^,iowlii lacioi ij yr \jr i->)? uaiisciipi vaiiam i-D, iiux_lm/a. 


AJA/T 01^970 
in ivi \j 1 oz / y 


nomo sapiens caciiieiin y, type z ^i i-L/aciiieiinj ^^L-/n!7j, iinviM^-v 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


ATA/L O^ 1 £Q 1 
IN IVL Uj I07I 


nomo sapiens cauneim zu, type z y\^L)Liz\j)^ ltil\jn/\ 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadherm) (CDH10), mRNA 


ATA/T fil'JAll 
IN IVL \J350 1 L 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


ATA/f H'2'2^'7n 


Homo sapiens cyclin B3 (CCNB3), transcript variant 1, mRNA 


JNJVL_UJ 55 fy 


Homo sapiens cell division cycle z, ul to o and OZ to JVl (UJJUZ), transcript 
variant z, nt k in a. 


ATA/T 0017QA 

inivl UU 1 / OO 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcript 

17Q1*1Q11+ 1 fYlD NT A 

vaiiain i, II1LV1M.TV 


ATA/T OOzL^I 
IN 1V1 UU^tjOl 


nomo sapiens caunenn /, type z ^L/Un/ tiansciipt variant d, miviM/\ 


INIVL UjjOH-O 


nomo sapiens cacinenn /, type z yy^uri / tiansciipt variant a, miviN/\ 


ATA/T 0177^4 

IN 1V1 VI 1 1 D Hr 


I— 1 1 a m / a cdnipnc r\Q ItYirlpmniii /DAT A/TT~^l rnT?\T A 

nomo sapiens paint cieipiim yr /vl^ivljl/ j, itiivin/\ 


AJA/T 0^98^9 


I — I / a i">^ / a o qui an c l ' / a 1 1 / "* qiti ar torn i It 7 / r\ -m PtvihAi* / | vl 1/ (~\ A / 1 rvi T? ^VT A 

nomo sapiens soiuie caniei laiiniy zo, ineiiiuei / ^o-LL/Zo/\/ j, iiiisj_m/\ 


AJA/T 018718 
IN ivl Ulo / 1 0 


I— I ^ a m / a c 'A m r>n c tfc ti c u nr»c 1 fi t » 1 zl j ' 1 ' 01 A 1 ZL l TnT?ATA 

nomo Sapiens lesits specinc, ih- ^ i ourviH-j, ntrvrNi-v 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


ATA/T nil 190 
IN IVL UJOlZU 


nomo sapiens naKeQ cuticie nomoiog z ^Ljrosopnnaj ^inlvljzj, mLviN/\ 


ATA/T OT^O^I 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (ATF5), mRNA 


ATA A HI 1 T 

IN IVL ULVoL / 


nomo sapiens c/vi i (^ulooZo /), mKiN/\ 


NM_0 18398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 

(C* A /^AT A OF^^^ t«DMA 
(L^/VL^INI AZJJJ J ? 111 K IN A 


ATA A niQ^IQ 

JNJVL K)lo5iy 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 


ATA/T fl 1 A A C\A 

IN IVL UL44U4 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 5 

(C^ A r^ATf^^ -mTJATA 
(L ALINUJ J, mivlN/-V 


AJA/T 01440S 


nOlIlO SapiCllS L/alL/lUlIl L/llallllCl, VOlLage-LlCpeilUCllL, galllllla SUUUllll *r 

(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 3 
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^I^z-y^In \JD J, 111 IV 1>J za 


rNlvl UU'tj't / 


nomo SdpieilS CdSpdSe J>, dpoptOSlS - ! eidietl CySieilie piUlCaSC ^UAor J j, IIllvrNZ-Y 


mm 00^8^9 
iNlvl UUjOOZ 


I — I / x itt i \ l' o it i on i ■ fi IatvtVnI o f t i"v a a i / "ITt tq^Iai* 1 Sc / h (th 1 x i Itqhcat*im1 i/qi*iqiiI 1 tY> R \T A 

noilio SdpieilS HUlOUldSl glOWUl IdClOI lO UrlOJ, UdllSCIipi Vdlldlll 1, niTvTNz-Y 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


\TAyf rnri77& 

IN JV1 KjJkJ 1 1 O 


I— I ^ a itt / a OQ «ia«n ViTrr*^+Vi^+ir»ci1 r\rvAtr» i it DDHI ^7 1 / P P O 1 ^ ^ ] \ mPATA 

nomo sapiens nypoineticai piotem fivUJjj J (rj\u J jj J j, mivLN/\ 


ATA/T C\C\AOin 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


ATA/T f\1 1 OA 1 

JNJVL UJlVOl 


Homo sapiens keratin associated protein 9.2 (KRTAP9.2), mRNA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E, mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


JNM_UJJ4j j 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant D, mRNA 


JNJVL UJJJ4o 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant d, mrviN/\ 


ATA/T H^^^/IT 
JNJVL KjdddQ 1 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 

l^QnQTll A TYlPAJA 

VallallL /\, IllIvlM/A. 


IN 1V1 U J J 1 " 1 


nOIIlO SdpieilS JveidLlIl dSSOCldlCU. piUlClIl y.^r ^JV.rVX^y.H-J, IIlIvlM.rv 


1M1V1 UjjUOI 


nomo sdpiens Kerdtm dssocidieci proiem / ^jv/vr h-. / mrvr>/\ 


rNlVl UjjIOO 


nomo sdpiens Keratm dssocidieci proiem h-.z) ^is^rvrH-. d ^, iiiixi n/\ 


1M1V1 UjjUOZ 


nomo sdpiens Keidini dssocidieci pioiein h-.z ^rw-v.r h-.zj, iiuviMy-v 




I— I ^ -v m / x cQmpnc 1^ p» 1-0 fin accAr'iQl'P/i nm+Aiti Zl f ZL ( A P /I 1 A \ m P A 

noino sdpiens iveidini dssocidieci pioiein h-.ih- ^rvrvr'+.itj, iniviN.rv 


NM 033060 


Homo sapiens keratin associated protein 4. 10 (KAP4.10), mRNA 


JNJV1 UJjOHO 


nomo sapiens riuosomai proiem ljo ^ivri^joj, rransciipi variant i, mi\JN/\ 


ATA/T H 1 ^zl 1 A 
JNJVL UlJ^14 


Homo sapiens ribosomal protein L36 (RPL36), transcript variant 2, mRNA 


JNJVL uu/zuv 


Homo sapiens ribosomal protein L35 (RPL35), mRNA 


iNJvi uuuyyo 


Homo sapiens ribosomal protein L35a (RPL35A), mRNA 


1NJVL UJ?J)Oj / 


nomo sapiens Deta-rransuucm repeat containing ^oiiv^j, transcript variant i, 

mRTsJ A 


1M1V1 W J J JH- J 


T-4A1YIA CQtM AT1C (Tl 1 1 O "f i^T* /AT 1 t t^/ \f A 1 11 C1 (TtlQllm ft >t / U IrVX 1 "TVI T? AT A 

nomo sapiens le^uidioi 01 vj-pioiein sigiidiiing o ^ixuoo niivi>iz-v 




Wrimr^ ciniAnc h\mt\thr'i\i*<A 1 i-\ rntr>in P9Q19zL 1 ^ P 9 Q 1 9 zl 1^ mT?TS.TA 

nomo sdpiens iiypoiiieiicdi pioiein ivzyizH- i yss^Ay izh i ^, nuvTN.rv 


1M 1V1 LO jlOO 


nomo sdpiens Kerdtin dssocidieci protein id yrs^tvr^-t.ij j, mivrN/\ 


TsjA/r rn^o^n 

1>J1V1 LO.jUZ)W 


nomo sdpiens vj pioieiii-coupieQ leceptor y l \\jrisjy 1 j, miviM^rv 


TsJA/T fH979& 


nomo sdpiens iiypouieiicdi pioiein ivivjL/ 1 zvz i ^ivi v_rv^ i zyz, i ^, inivi>ji-v 


TsjA/f n^9Qin 

±N1V1 UjZylU 


nomo sdpiens iiypouieiicdi pioiein ivio^ih-ioo ^iviO\_. ih-iooj, nnviNi^rv 


1M1V1 LOZOZ) / 


nomo sdpiens miiociioiicuidi nuosonidi piotem i_^o ^iviivri^jo^, miviM/\ 


XTA/L 0^9^40 


nomo sdpiens iiypoiiieticdi protein ivio^iujzo ^ivio^ i wjzoj, miviM/\ 


AjA/r rn9^n 

1M1V1 UjZjOU 


nomo sdpiens ivio irujj pioiein ^ivioirujj^, iinviMz-v 




I — I / A ITT / A C O IT 1 IT C L^/^T*0+11T QCC AAIqIaH ITfA+AI IT /L ZL 1 KL T? 1 A IJZL /I 1 TV» T? ^VT A 

nomo sdpiens Keidini dssocidieci pioiein t-.h- ^rvivi/\r h-.h-j, iiiiviN.rv 




I— I f a itt ^ a cQmpnc milnA 1t<^ti/it*ici1 i-i It/ac Am •! 1 itk/ a "fr» i n t A^ l A/TP Pt Zl^ 1 itt P T\.I A 
nOlllO SdpieilS IllllOCllOllLllldl llUOSOllldl piOLeill l^HO ^IVIIvX^I^H-^) ^, IllIviN^rV 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


TsJA/L 071zL^9 
1N1V1 LOIHOZ 


nomo sapiens uricime-cyticime Kindse i ^uv^ivi j, miviM/\ 


ATA/T 1 9QQ 
JNJVL VJlZoy 


nomo sapiens nypoineticai piotem jvlol^j)14o ^jviol^^14oj, mtvLN/v 


AJA/T 1 9^Q 

in jvl kjj i zoy 


L-I/ATTT/A LOniA11f PPHHSA TTT'^A+/^ilT /PR O 1 ITT P KI A 

nomo sapiens rKUJjoo protein kuj jooj, miviN/v 


IN jvl uj?uy/o 


nomo sapiens Keiatm associateu piotem y.y ^jvivi/vr y.y), miviN/\ 


ATA/T fl^HQ 1 7 
IN JVL UjUo 1 / 


I— I / A tTT / A COMIAtlC It \ / IT / \ + It + I ✓ » ' 1 1 IT^/A + ^ 1 IT T> 1h 7 1"*Zl ^ Zl 1h H ^ 1 Q / 1^ I<^ P "7 P /I "J /I R H "2 1 Q \ 

nomo sapiens nypotneticai piotem uivrzLp^j^ruz) i o (uivr z^r^s>^r\jj i oj, 
inRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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INIVL UZZ4oV 


Homo sapiens hypothetical protein FLJ2 1 1 95 similar to protein related to DAC 
ana ceroerus (r.LJZi 1V3), mKJNA 


INIVL UZZo^h 


Homo sapiens protein kinase Njmu-Rl (NJMXJ-R1), mRNA 


iNivi uuzyz^ 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


InIVL UZU4UZ 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNA10), 

mPTsJ A 
111 in. In rV 


MlV/f 01^zL90 
IN 1V1 V ID ^xZA) 


nuiiiu sapiens iJi\r ai joh-uwhoj proiem yur^r z^,r joh-uw+oj iiiiv in /\ 


in 1V1 UIOjjj 


|4 nm n oQnipnc VinnO?^^ n rntfin / 1 HP^ 1 909 ^ tyiRTsJA 

noiiio sapiens ncjpu^jo pioiein ^i^vj^j iz,uz^, iiiiviNrv 


TsJA/T 090^70 
InIVI KjZAjD IK) 


riomo sapiens kj pioiem-t/Oupieci lecepior o^f ^vjrivo^tj, mrviNrv 


IN 1V1 U 1 7U 1 O 


nomo sapiens nypoineiicai proiem ^rLjzuzoi mrviN/v. 


TsJA/T 017R79 
In 1V1 Vl / o / Z 


nomo sapiens nypoinencai proiem jti^jzwzjh-o ^jti^jzw^h-oj, miviN/\ 


TsJlx/L 01R^7^ 
In 1V1 UlOJ / J 


U nrnn canipnc Vixrr*r\+ViP'+ir»Ql nrntfi n P T T 1 1971 f pi I 1 1971^ rnRTSJA 

noiiio sapiens iiypouieiicai pioiein ilj i iz / 1 ^ilj i iz, / 1 j, iiiivin/-y 


TnJA/T 01 8977 
IN 1V1 \J 1 oZ, 1 1 


noiiio sapiens iiypomeiicai pioiein r l^j ivjyDz, ^rpj lUyjz j, inivi > /A 


MA/T 0 1 8949 
In 1V1 U 1 OZH-Z 


LJnmn cunipnc V»xmr\+V»p»+ir»ci1 nrntpin P 1 I 1 OWA7 / pi T1 0847^ tyiT?7sJ A 

nomo sapiens nypoineiicai pioiem rLjiuoH-/ ^rLj iuo4/ ^, miviNjrv 


In 1V1 \j 1 OVJ D 


nomo sapiens miiociioiicinai noosumai proiem i^h-o ^iviivx i^h-o ^, in in. i n /\ 


TsJA/T 01AzL£»& 
In 1V1 U 1 OH-O O 


nomo sapiens nypoinencai proiem ^i^vji^j izh-i miviN/v 




nomo sapiens rivui /oo pioiein ^rivvji /ooj, iiiixJ->j/\ 


TsJIVT 0 1 AQfsA 

iNlvl UH^Ot 1 


Wnmn canipnc K I A A 1 OAS n rotni n M<T I A A 1 OAS ^ m R KI A 
nOIHO SdpieilS lVl.rV.rVl WOJ piOLeill ^JVIA/VIUOj J, IIllvlNrV 


NM 014859 


Homo sapiens KIAA0672 gene product (KIAA0672), mRNA 


TSJA/T O 1 A 1 7zL 
In 1V1 U 1 4 1 / 4 


nomo sapiens norLH4 pioiem (JiorLN^j, miviNrv 


TsJA/T O 1 A 1 
IN IVL V 1 4 1 D O 


nomo sapiens ijjsj h z,.l do^kju^-od proiem (jjjvrZii do^kjkj^-oj j, n i iv in /\ 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


TSJA/f O 1 1 

IN IVL UIjOoI 


Homo sapiens B9 protein (B9), mRNA 


TvTA A O 1 1 1 O 1 

JNJVL U1ZJU1 


Homo sapiens atrophin- 1 interacting protein 1 ; activin receptor interacting 
pioiem i (Jvi/v/vu /uoj, mKJNrv 


IN IVL UUOoDO 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM 005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


in IVL UUjZO/ 


Homo sapiens gap junction protein, alpha 8, 50kD (connexin 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


"XTA /I" f\f\1 1 O/l 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymeiase 11, r>, IjUkU (!ArZr>), mKJNA 


TvTA/T oo^o^o 
JNJVl_UloU /V 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCE1), mRNA 


IN IVL UUZolj 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, non-ATPase, 1 1 
(PSMD11), mRNA 


INIVL UUZD / / 


nomo sapiens pzi ^cujsjn irvj-activatecL Kinase z (rrvJvzj, mKJNrv 


JNJVL Ulooo/ 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM_003885 


Homo sapiens cyclin- dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 

*v^X>XT A 

mKJNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 

*v^I> AT A 

111KJNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HK1), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


INIVL KjDD^yo 


Homo sapiens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 
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JNJVL UJJo4U 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 6, 
mRNA 


JNM_U3363o 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 5, 
mRNA 


JNJVL UjjOjj 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 4, 
mRNA 


JNJVL UJJoJ4 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 3, 
mKJN A 


"VTA A mi/ilQ 

JNJVL vjjojj 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 

™T>M A 

m k in a. 


IN 1VL UZZ U D U 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1, 

111 IxlM /A 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


JNJVL 


Homo sapiens PTEN induced putative kinase 1 (PINK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


JNJV1 UU4/ZV 


Homo sapiens Ac- like transposable element (ALTE), mRNA 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


JNM_UUzl 15 


Homo sapiens hexokinase 3 (white cell) (HK3), nuclear gene encoding 
mitochondrial protein, mRNA 


JN1V1 UUU loo 


Homo sapiens hexokinase 1 (HK1), transcript variant 1, nuclear gene encoding 
mitochondrial protein, mRNA 


1N1VL /Zo 


nomo sapiens ljli/\u/ m ^/\sp-oiu-/\ia-/\sp/riis y ) dox poiypepticie zi {uua.z i j, 


IN 1V1 UZZ 1 H- O 


nomo sapiens cyiOKiiie lecepioi-iiive idcioi z ^^rvi^Fzj, iiunin/a. 


1N1V1 UZZ J) J) / 


nomo sapiens 1x/\dj) o, memuer xvrvo oncogene iamiiy ^ iv/a djo j, hi is. in /a 


IN 1V1 KJ 1 OH-Z O 


nomo sapiens r>jj,on proiem ^iNj_/onj, miviN/-v 


IN 1V1 V 1 OZZ / 


riomo sapiens ciiiomosoiiie i open leaumg irame y ^^lonyj, miviN/\ 


TsjA/r 01498^ 

1N1V1 U1H-ZOJ5 


nomu sapiens ciiiomosoiiie i open leacuiig name y ^^ioiivj, iiirviNjrv 


1N1V1 KJ 1 OH- / J 


n oiiio sapiens i ± /\ reguiaieu locus ^ 1 1 /\ixl hi ivi > /\ 


TsJIVL 0904^1 
1N1V1 UZUH-Ol 


nomo sapiens gamma-iuuuim complex component ^ov^-roj, nii\.i > /\ 


IN IV1 U D KJ y 3 H- 


nomo sapiens cnromosome i open leacimg name zz> ^i^ionzz) ^, miviN/\ 


in ivi u j vy J> J 


nomo sapiens ciiiomosoiiie i open leatimg iidiiie ih- ^v^ioiiih-^, iiuvin.tv 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


JNJVL UIooUj 


Homo sapiens chromosome 5 open reading frame 6 (C5orf6), mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lorf21), mRNA 


NM_03350o 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM_033507 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 2, nuclear gene encoding mitochondrial protein, 

lllKJN/V 


TvTAyf f\(\f\'\ /iO 

JNJVL UUUloZ 


Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
2) (GCK), transcript variant 1 , nuclear gene encoding mitochondrial protein, 

111 rvlN /a 


1M1VT 09^941 


I— I / a / \ conipiic I 1 1-? N' /I / \ m 'l 1 n cnnt'Jinind 1 / T TT^^^T^ 1 i m T? N.I A 
n^UUlU odUlCllo UDA LlUllldlll L/VJlllclllllIl^ 1 ^ LJ DA 1 ^, lll£Vl>lyT. 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI), mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


JN1V1 UUU4UU 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 


1N1V1 U14ZOO 


Homo sapiens DN AX- activation protein 10 (DAP 10), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NJVL_03350z 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


JNM_U3343 / 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 
3, mRNA 


JNM UJJ431 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 

4, ITlKlN/v 


JNM Udj^dK) 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 

1 mT?AJA 

z, mivJN/\ 


aja/T nn 1 n£7 

1N1V1 UUlUoJ) 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcript variant 

1 mT?T\T A 


XTA/T nnn 1 rq 

1M 1V1 UUU lO" 


nomo sapiens nexoKinase z ^ n ivz hi iv in /a 


tnjivt n77 1 


nomo Sapiens Keraim associaieu proiem j.j \j\^r\rj.j j, mi\JN/\ 


TsJA/T n7 1 Q^Q 


nomo sapiens Keidtm associated pioiem j.z ^jsjvi/vr j.zj, mrviN/\ 


1N1V1 Uj JHO 1 


nomo sapiens .r-uox oiny pioiein y \\: Djwjy iiaiisciipi vaiiaiii j), inivi>i/\ 


IN 1V1 VJj J40U 


nomo sapiens r-oox oiny proiem y \r djsajz/ j, iiaiisciipi vaiiaiii z, miviN/A. 


TsJIVT 019747 


nomo sapiens f-dox oniy proiem y \r Djwjy j, iranscnpi vaiiaiii i, miviN/\ 


TsIA/T 077^0^ 
1N1V1 UJ)JZ)UO 


nomo sapiens r-uux oiny pioiein z^+ ^Fijyv^zH-^, iiaiisciipi vaiiaiii i, iiiivim/a. 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


AJA/T 0 1 1 1 7Q 

in ivi u i z i / y 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


"VTA/T O 1 1 1 T'7 

IN 1V1 U 1 Z 1 / / 


Homo sapiens F-box only protein 5 (FBXOS), mRNA 


JNM UJZ14j 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


XTA/T 007 Q 1 1 

JNJV1 UUJolJ 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 

111 IV IN /\ 


TsT\/T 007 814 
1N1V1 KjKjd o 14 


nomo sapiens a Qismiegrm ano mexaiioproiemase Qomam zu ^/vu/Vivizu j, 

III Ivi N /A 


TsJIVT 01^^Q8 

IN 1V1 Ul J U7 O 


nomo sapiens i^h- pioiein ^ i jh-j, nirvrvi.rv 


NM 033222 


Homo sapiens PC4 and SFRS1 interacting protein 2 (PSIP2), mRNA 


INIVI UUZoo / 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


JN1V1 U14UIO 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHA1 1), transcript variant 1, mRNA 


JNM (JJlooz 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 2, mRNA 


"NT A 4" A1 OOAO 

JNM_(J 18898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcript 
variant 1, mRNA 


TsJA/f 071887 


nomo sapiens proiocaQnerm aipna suuiamny v^, z ^rL/UnALZ iranscnpi 
variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1 , mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
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variant 1, mRNA 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


JNJVL_UJz4U / 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 2, mRNA 


M\ 4 l\ 1 OHIO 

JNJVL (Jlo9zy 


Homo sapiens protocadherin gamma subfamily C, 5 (PCDHGC5), transcript 
variant 1 , mRNA 


JNJVL U3z4Uo 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 2, mRNA 


JNJVL Ulo9zo 


Homo sapiens protocadherin gamma subfamily C, 4 (PCDHGC4), transcript 
variant 1 , mRNA 


"XTA If An 1 A 1 

JNJVL (JJzlUl 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 2, mRNA 


JNJVL_Ulo9z / 


Homo sapiens protocadherin gamma subfamily B, 7 (PCDHGB7), transcript 
variant 1 , mRNA 


JNJVL UJzUyy 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 2, mRNA 


JNJVL Uloyzj 


Homo sapiens protocadherin gamma subfamily B, 5 (PCDHGB5), transcript 
variant 1 , mRNA 


JNM_lozl UU 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 2, mRNA 


JNJVL uioyzo 


Homo sapiens protocadherin gamma subfamily B, 6 (PCDHGB6), transcript 
variant 1, mRNA 


JNJVL U3zU9/ 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


NJV1_U1 o9z4 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 1 , mRNA 


JNJVL lozUyo 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 2, mRNA 


TvTA A H1 OHO') 

JNJVL Ulo9z3 


Homo sapiens protocadherin gamma subfamily B, 2 (PCDHGB2), transcript 
variant 1 , mRNA 


JNJVL_UJzUyj 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 2, mRNA 


M\ 4 (\ 1 OHIO 

JNJVL (Jlo9zz 


Homo sapiens protocadherin gamma subfamily B, 1 (PCDHGB1), transcript 
variant 1 , mRNA 


JNJVL UJzUoV 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 2, mRNA 


JNJVL_Ulo9zl 


Homo sapiens protocadherin gamma subfamily A, 9 (PCDHGA9), transcript 
variant 1, mRNA 


JNJVL UJZUoo 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 1 , mRNA 


TvTA/T C\^ A C\C\A 
JNJVL U14UU4 


Homo sapiens protocadherin gamma subfamily A, 8 (PCDHGA8), transcript 
variant 2, mRNA 


JNJVL UjZoDj 


nomo sapiens iiypoineiicai piotem j h i^ji4ooo yri^j i^ooo), miviN/\ 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


JNJVL UJzUo / 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 2, mRNA 


xTA/f c\ 1 coon 
JNJVL UloVZU 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1 , mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 , mRNA 
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TvTA A A'JOAC/I 

JNJVL U3Zlo4 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 2, mRNA 


TvTA A A1 0O1 O 

JNJVi_Uloyio 


Homo sapiens protocadherin gamma subfamily A, 5 (PCDHGA5), transcript 
variant 1 , mRNA 


JNJVL KjdZkjdd 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 2, mRNA 


TvTA A A 1 OH 1 H 

JNJVL Uioyi 1 


Homo sapiens protocadherin gamma subfamily A, 4 (PCDHGA4), transcript 
variant 1, mRNA 


JNJVLUJZUl 1 


Homo sapiens protocadherin gamma subfamily A, 3 (PCDHGA3), transcript 
variant 2, mRNA 


XT A ft ATOAAfl 

JNJVL (JizUUV 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 2, mRNA 


TvTA A AIOOK 

JNJVL UloVlj 


Homo sapiens protocadherin gamma subfamily A, 2 (PCDHGA2), transcript 
variant 1, mRNA 


JNJVL UJ iyyj 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 2, mRNA 


JNJVL KJjZKJyZ 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 3, mRNA 


ata 4" ai onn 
JNJVL Uloylz 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHGA1), transcript 
variant 1, mRNA 


JNJVL loZUVl 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 2, mRNA 


JNJVL (Jloyl4 


Homo sapiens protocadherin gamma subfamily A, 1 1 (PCDHGA1 1), transcript 
variant 1, mRNA 


JNJVL lozUVU 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcript 
variant 2, mRNA 




nomo sapiens protocaonenn gamma suuiamiry /v, iu yr L/JJnuAiuj, transcript 
vanant i, iiiiv in /a 


in ivi v iy i zu 


nomo sapiens piotocacuieriii ueta o yr \^ljlidc) mrviN/\ 


inivi w i oy^+u 


iiOlllO SapieilS piOlOCaUlieilll Ueia / ^r^l_^ni3/ J, IllxvlNi-v 


inivi \jic>ys)y 


nOIIlO SapieilS piOlOCaUlieilll Ueia U L'-UiIDO IIlrvlN.rv 


INivl Ul jOO" 


nomo sapiens piotocacuierm ueta \r v^uriDD miviN/\ 


IN 1V1 KJ 1 07 J) o 


n (jnio sapiens piotocacinerm oeta h- ^ i LunD^ mix in /a 


1N1V1 UlOyJ / 


rroiiio sapiens pioiocacmeiiii ueia j \r ^ulidj ), iiixvin/a 


1N1V1 U107JU 


nomo sapiens pioiocauiieini ueia z v^jjiidz j, iiiivin/a. 


1N1V1 U1.J.JH-U 


1 — I / A ITT / A C 1 0 1 /^TT C t"*/ A + A / » ' 1 / 1 It ^* 1" 1 IT V^^+O 1 / TJ 1^ Tl \— \W 1 1 ITT 1^ N.I A 

n.OII10 SapieilS piUlUCaUlieilll Ueia 1 ^1 L L/OD 1 ^ ? IIlXvlN/A. 


inivi uzuyz) / 


| — | / \ ITT / \ CQmOMC IT 1"/ \ / \ / » ' 1 /T It /~> 1"* 1 IT KN/^-fo 1 h\ ( \^ { X~~\ \ — I 1— ^ 1 h\ \ ITT 1^ N.I A 

nomo sapiens protocacinerm oeta 10 y i \~ uno ioj, miviNjrv 


IN 1V1 V 1 o!7 D D 


I — I / A ITT / \ DQniPMC »T f*/ A "1" / A / * r .l /T It ^ fl *T V\/^+0 1 ^ / |) | |l | — I l-< 1 ^ \ tTT F? N.1 A 

nomo sapiens piotocacmenit ueta id \r y^LjriiD id j, mtviNj'-v 


1N1V1 U107JT 1 


nomo sapiens pioiocautienii ueia ih- ^rL^L/riDiH-j, iiuvin/a. 


TsJIVT 01 SQT'* 

INiVl U107JJ 


nomo sapiens pioiocauiieini ueia id y i \~ uno id )^ inrviN/\. 


TsJIVT 018Q^9 


I— 1 1 a itt i a c 'i n i r»n c nrn+nAorlliprin t^p»+ci 1 ^ ^T^^T^l— Tl-i 1 ^ ^ itt F? N.1 A 

nonio sapiens pioiocamieini ueia iz ^jr^j_-/ni3iz,j 3 iiiivin/a. 


TsJIVT 0180^1 
1N1V1 u i c>y D 1 


t I / A ITT / \ C ^.1 i~\ 1 ^ IT L* f*/ A / A / * '.1 /T It ^» fl IT V\/^fo 1 1 / | |l | | L< 111 tTT N.1 A 

nomo sapiens pioiocatuienn ueta 1 1 yrK^LJLiD 1 1 mrviN/\. 


TsJIVT m&Q^O 


nomo sapiens pioFocaciiieiiii ueia iu ^r^L-/nj3iwj, iniviN.rv 


TsJIVT 0^1R^7 

1N1V1 \JD lOJ / 


l I / A ITT / A CQtM 1 ^\ V* / A "1" / A /" * r T / 1 It t" 1 IT T 1 IT IT 'T O / Pi FlFF A O 1 "f I"*.} IT C "* 1"* 1 IT "f 17Q1*1Qt1+ 1 ITT F? NJ A 

nomo sapiens pioiocaciiieiiii aipiia y v^Ljr±i\y j, Liaiisciipi vaiiaiii i, iiirviN/\. 


TsJA/T 0^18^^ 
IN 1V1 KJD IOjO 


1 — 1 / "\ ITT / A L' '1 IT 1 IT L ' 1Af /A"f AP O / ■ It t" 1 IT r J 1 4 "\ p% O W / 1^1 Fl 1 — 1 A W 1 *d"T*0 "IT L ' />ri IT X / '1 t" 1 Qtrf / "ITT 1 J A 

nomo sapiens piotocacme-rtn aipna o ^rLJjn/\o j, transcript variant z, miviN/A 


TsJIVT 0 1 RQ 1 1 

1N1V1 V 1 07 1 1 


I — I / A ITT / \ C ^.1 IT 1 f~*i IT C 1 nrA+AP i \ It f*l IT O 1 IT IT '.1 V / F^ 1 Fl T I A X 1 +TOriD/^1*in'f X ;Qri Q11+ 1 ITT F? ^V.F A 

nomo sapiens pioFocaunenn aipna o yr ^i_-/n/\o j, transcttpt variant i, mivLN/\ 


_L N 1 Y_L UJ 1 O w' 


l-ToTnr* qj^t^i f*tiq T^votor"*jirl1if T*in iili^liti 7 ^T*f~^T")l— L A 7^ tTi^TiQ^TnT^t ^/tintint ^ inRMA 
x±vjiiivj oaijit'iio yjL \j Lvjv^auiit/i 111 aiijiia / yi. v_ i i /v / ^ 5 LiaiisL/iiiJL vaiiaiiL iiixvin.ta. 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript variant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcript variant 1, mRNA 
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TsJA/T rn 1 4Q7 
inivi uj i^-ty / 


I — I / \ itt t a 0 0 it 1 c 1 iri*iT+ 0 f\ It £4T*ir> omno a /^Pi TM-4 A a \ +1*0 it o*'-* 1*1 it + irofionl 7 ittT?^VT A 

il UIIIU sapiens pi uiucdcinerm dipnd J) (l L UnAj J, U/dnSCnpL Vdlldlll Z, 11 1 IN. IN /A 


TsJA/T 018Q0A 
1MIV1 U 1 O7UO 


I — I / -\ itt { \ comAtic *t a "f / a / * '.i / I It 1- 1 it a mlia a / 13 1 fl 1 — I A 3. \ -frQiic/^T*in+ t 7-01*10-^+ 1 itt 1? NT A 

nUIIlU Sdpiens piULUCdtllieilll dipiid J) yr\^. LJriI\J lldllSClipi VdlldllL 1, IIllviN.rv 


mm 1 4Q^ 

iNlVl UJ) 147U 


1-4 AtYl A C 1 O IT 1 AIT C 1 lAfA+AAQn n AT*1tl ollTrTO / / 13 ( |l I — I A / \ +1*0 IT C 1 i"»1*1 1*4+ TfQ1*1Qtll A TTtT?^VTA 

nUIIlU SdpieilS pi ULUCdUIieilll dipiid Z \L\^LJL\r\.Z,)^ LIdllSCIipL VdlldllL J), IIlrvTN.rY 


MA/f 0^140^ 
IN 1V1 Uj i^tyj 


rioiTio s dpi ens piuivjC/dcuieriii dipiid z ^r^un/\z > ), udnscripi vdridiii z, iiirviN/\ 


TsJA/T 0 1 8QO^ 
1N1V1 UI07UJ 


n uiiiu sdpienis pi uiucdciiieriii dipnd z \ i l unAz irdniSL/ripi vdridiii i, nirviNZ-v 


TsJA/T 0^141 1 
inivi uj) i^ti 1 


numu sdpiens pi uiucdcuiciiii dipiid i ^rLun/\i j, iidiiisL/ripi vdridiii j>, nirviN/Y 


mm 0^1410 

IN 1V1 UJ)1H-1U 


l — I / A / A COH1PMC ITfA+AAQ/T nA-Tin oll"\l*iO 1 / 13 1 || 1 — I A 1 1 +1*0110^1*1-1^+ -\ 70T*1 OH+ / fVlT? AT A 

nUIIlU ISdpiCIllS pi ULUC/dCUlCIlIl dipiid 1 yrV^LJ £1/3.1 1, LIdlllSL/IipL VdlldllL Z,, IIlrviN.rv 


M1VT 018QOO 
inivi 1/107UU 


I I / a m / a c oi*ti/^nc it r/"Af /a / * 'i / 1 n An n ol-nlio 1 / 13 ( \ \ I I A 1 \ 4- t-»o it / ■* i-* i it "f i70i*ioiT+ 1 itt N.I A 
nUIIlU SdpiCIllS pi ULUL/dtlllCIlIl dipiid 1 ^rL/UllAl J, LldllSL/Iipi VdlldllL 1, IIlrviN/3. 


aja/t n^18^^ 

IN 1V1 UJ) 1 OOj 


1 — 1 / \ ITT / A COmOHO 1*4l*i"\+/T/"» O /^It £»1*1 IT oIi^ItO 1 V / 13 f TA 1 — 1 A 1 3. \ +1*01T C <"»1*1 n+ i;Q1*1Q1ll / ITT 1? AT A 

riurnu odpiens pruiucdcirieriri dip rid i j) ^r^i^rrz-vi j) iidiiscriLJ^ vdridiii z, nirvi>i/\ 


ATA/r n 1 8Q04 

IN 1V1 U 1 OVUt 


1 / A ITT / \ C 01T1 A IT f ITfA-f AA O /T It 1*1 IT O 1 IT It O 1 A / 13 f |l 1 1 A 1 ^ 1 +1*01T O / * 1" 1 #T ! T 701*1 01T+ 1 ITT 1? ^VT A 

numu sdpicns pi uiUL/dcuiei in dipiid 1 j \r v_i_>/rxrYi d), iidiisciipi vdiidin i, iiiivin/-v 


tvjtvt 0^ 1 84Q 

IN 1V1 UjloM-y 


1— T/T1TT /T, COm/^ITC 1 ITfA+AA O /l It /^*1*11T oIttItO r\ 1 T3|^ Til— T A r\ \ +1*0 IT O i^»1*1 1*4+ T 701*1 01T+ -x ITT N.I A 

numu JSdpicniS piuiULdCUiciiii dipiid o yr s^LJriixo ), LidiiSL/iipi VdlldllL j), iiirviN.rv 


TsJA/T 0^ 1 8^4 
IN 1V1 Uj 10 U4 


I— 1 1 a tTT ( \ cQtMPnc nrAlAPQnKipnn olnVio. 1 9 i T^^^T^T— T A 1 9 i +T*on cr»i*it*»+ t701*iotti+ 9 itt 1? N.I A 
n.UIIlU ISdpiCIllS pi ULUL/dtlllCIlIl dipiid 1Z \r\^YJY\r\^Y A )^ LI dlllSL/I ip L VdlldllL IILtvlNZA 


IN 1V1 UJ) 1 040 


T— T/T1TT /T L' * 1 IT 1 A IT L' ITfA+AA Q A ll AT111 OIItItO h\ ( T^ 1 TA I — 1 A /*4 1 +-t*o IT /"* 1*1 1T+ T T0 1*1 01T+ / ITT T? AT A 

numu sdpiens piuiucdcuierm dipnd o \i \~ n /a o ^ , irdnsL/ripi v dridiii z, mrvr>/\ 


ATA/r 018Q0"*; 

INIVI U 1 O7UJ 


T— T/T1TT /T COtM AtlC 1**T*/T+/T/^ O /T It ^1*11T o1v\1tO 1 / / 13 { |l 1 1 A 1 / 1 +1*01T C /^1*1 "K\+ T701*10TT+ 1 ITT T? AT A 

numu isdpiciis piuiUL/dcuieim dipnd iz ^rv^i^/n J rviz y i, iidiisLnpi vdndni i, miviNZA 


TsJTV/T 0^18M 

1N1V1 UJ) lOOl 


— 1 / \ ITT i \ tJOm^lTC ITfA-f AAQ An ATiri oIi^ItO 1 1 / 13 ( |l I — 1 A 111 +1*01T C> OT"1V\+ T701*101T+ / ITT T? AT A 

nUIIlU ISdpiCIllS pi UlUCdClIlCllIl dipiid 1 1 ^ir^i^n.rvl 1 J, LIdlllSUIipL VdlldllL Z, IIlrvlN/A. 


NM 018909 


Humu sapiens prutucadherin alpha 6 (PCDHA6), transcript variant 1, mRNA 


TsJA/f 07 1 8/^0 
iNlvl UJ)loOU 


numu sapiens piuiucaQnenn aipna iu ^rLunAiuj, xranscnpL variant j), mrviN/\ 


ATA/T O^ 1 Q^Q 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 2, mRNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


ATA/T O 1 </1 9Q 


n nmn ,, on " n ., p\Lf" C7PCQA1 0O9/1 tAr^+r.In /^ATT-^QT-TT-J r>\ ittT? AT A 

nomo sapiens iJJvrz,r jooi^zuz4 piotem (^NJ^onrSr j, mrviN/\ 


NM 031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(oLLzjAloj, m K IN A 


ATA/f HQ 1 /l/IO 

JNJV1 Uj)144Z 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


ATAyr mm^o 


Homo sapiens basic helix-loop-helix domain containing, class B, 3 (BHLHB3), 

ittT? AT A 

m k in /\ 


tsta/t 09^0^^ 

IN 1V1 UZ J) U J) J) 


nomo sapiens caicmm cnannei, voiiage-QepenQent, r /\) type, aipna i/\ siiDimit 

(C* A AT A 1 A ^ t r ' l n cv» r i it t l/arianf 9 itt 1? Nl A 

^i^/\^in/\i/\^i, iidiisciiLJi Vdridni z, mrsJNZ-v 


TsJA/T 014487 
In 1V1 U 1 0 / 


1 1 / a itt / \ c om it f ni iaI aaIq-t / ■» \ rc+Ain 1*1 / * It i*ti*/r+^»iiT 1 T— T W A AtU 1 i itt 1? AT A 

numu sdpiens nucieuidr cysieme-ncn pruiem ^noAOjyi ^, inivi n z\ 


TsJA/T 09^9^0 

1N1V1 UZJJZJ);/ 


T— X r\ itt /t pomfiic nrnrrrQTnmpn /i/^»o + It lirToir/H / /TjTiT /l itt T? N.I A 

numu sdpiens piugidiiimeu uedLii ngdiiti z iiiivrNz-v 


TsJA/T 0948^0 

1N1V1 UZH-OJ" 


numu sdpiens irypuiiieLiudi piuLein rLjzioo / ^rLjzioo/ j, iiiivl>/3 


tsja/t 000^7^ 

1M1V1 UUUJ) / J) 


1 — 1 /T1TT / "\ i_' OITI IT L ' 1 1T + ^kl* 1 1 1 L^IIT 1 O 1 IT nO ill lAl ITT TP A 

numu sdpiens mieneuivin i, dipnd ^ii^i/\j, in iv in /a 


TsJlVT 00^48 
1N1V1 UUJ) J)H-o 


l— I ^ a itt / \ comptic ViP'0+ cVi/^/^L^ O O \s TA r*»i*/^+/=»iir 1 o 1 it It • i /^T— T^IT^^^ A itt T? NI A 

numu sdpiens nedi shuck yuxu pruiem i, dipnd ^nor laj, mrviN/\ 


AjA/T oo^qoo 

IMlvl UUOVUU 


1— \ r\ itt i~\ compile iiT+^»i*T^»i*i^iT ol-rrlro 1 \ ( 1 PNJ A 1 < i tTT \ J N.I A 

numu sdpiens niLeiieiun, dipiid lj ^in>iAi j)j, miviN.rv 


TsJlVT 09^0^7 
IN 1V1 UZjUO / 


l— I ^ A ITT I C 'A IT 1 IT C tV^1*Hi f\ i"t"'A IICVTI IT 1" 1 (Ml TQ^fAt p I O / 13 T^ p Q! \ ITT T? AT A 

numu sdpiens luiKiiedci iidiisciipiiuii idULui r;v^^\.i^z ^J3r no j, iniviN/3 


TsJA/T 099^9 
IN 1V1 UZZ J) J) Z 


1 — 1 / \ itt / \ conmnc TAAT A i PTr+ADmo *\ 1 itt ^»+1tt rl+i*oir c tai*q c < oIitIto / 1 \ 1\ A 1 a A \ itt 1? AT A 

numu sdpiens i^in/\ ^cyxusme-j)-j-meiiiyiiidiisieidse j) dipnd ^uinivi i jzaj, in in in /a 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


ATA/T 099 1 1 Q 
IN 1V1 UZZ 1 1 y 


Homo sapiens protease, serine, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


ata a m 0 /i/;c 


Homo sapiens DEAD-box protein (HAGE), mRNA 


ATA/f nri/i a 1 /i 
JNJVL UU4014 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 


ATA/T mAQ/l/i 

JNJVL uzUj)4o 


Homo sapiens solute carrier family 17 (sodium- dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


ATAyf nonino 

IN IVL UZloUV 


Homo sapiens solute carrier family 1 7 (sodium- dependent inorganic phosphate 

pntrancnArtpr^ m r» m Kr>r 7 ^QT 1 7 A 7^\ m T? Nl A 

uuLidiispui Lei ^, meiiiuei / ^opL/I />rv/ ^, iiixvinj'a 


TvJTV/L 0901^1 

1M 1V1 UZU 1 J) 1 


numu sdpiens uiiiuiiiusuine i upen ieduin^ iidine u i^^iuiioj, iiiivln/a. 


ATA/f 0 1 7444 
IN 1V1 U 1 / H-H-H- 


I — I / A ITT / \ C OITI ^ IT C / * It 1~f \ ITT O +1 IT QAA AC C1H1 1 1+T T / * / A tTT IT 1 Av 1 / i \— TT? A 1 1 1 TTT T? ^VT A 

numu sdpiens cmuiiidiiii dccessiDiiny cumpiex i ^v^niN^rvv^i ), iiiivin/a 


NM 016960 


T- TrtTTifi Q°i3if-"n<i fill apr lATotpiTi Qiili"f o Tni 1 A 9 ^1— Lflioc^ T^TnJP'TnJI A9^ thRTsJA 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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TsJA/T 01^9 1A 
IN 1 VI U LJ Z / H- 


ilUIllU SdpieilS polymerase ^I-JINA UirecieUJ, laJTlDUa (^rULLj, nilvlNA 


IN 1V1 UUjZjj 


nomo sapiens myiogiouuiiii ^ ivjj, iiiisjn/a 


1N1V1 UUlyOJ 


JTIOIIIO SapieilS CpiCLCIIIlal glOWlll laClOI ^ueia-UI OgaSll Oliej ^XJ/O-T J, nirvlN/A. 


1N1V1 UU / 1 D 0 


n on 10 Sapiens iNivAo-reidieci gene ^uioi jjcj, iiiivina 


NM 007000 


Homo sapiens uroplakin 1 A (UPK1 A), mRNA 


tsja/t c\c\&qai 
iNivi uuoy^t / 


j^Lonio sapiens signal recognition panic le /zku ^oivr /zj, miviNA 


JNJVL vvooyZ 


Homo sapiens DNA (cytosine-5-)-methyltransferase 3 beta (DNMT3B), mRNA 


IN 1V1 UUO / OU 


Homo sapiens uroplakin 2 (UPK2), mRNA 


MAyr nnAAQi 

IM1VL UUOOyi 


Homo sapiens extracellular link domain-containing 1 (XLKD1), mRNA 


NM_006572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 

^01N/\lJ) J, 111 Iv IN /\ 


INIVL UU04:74 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


JN1VL UUOjjZ 


Homo sapiens zinc finger protein 238 (ZNF238), mRNA 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


INIVL UU0Uo4 


Homo sapiens phospholipase A2, group VII (platelet- activating factor 
acetylhydrolase, plasma) (PLA2G7), mRNA 


jnjvl uu4yw 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


JNM U(J4zlZ 


Homo sapiens solute carrier family 28 (sodium- coup led nucleoside transporter), 
member 2 (SLC28A2), mRNA 


JNJVL_UU4j j j 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


JNJVL UU4jo4 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 4 (NFATC4), mRNA 


JNM UUUobO 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 

lYlKJN/Y 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidine- 5' -decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
in K IN A 


NM 000367 


Homo sapiens thiopurine S-methyltransf erase (TPMT), mRNA 


JnM_UU1z50 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 

( 1 JNrKorO J, 111 K IN A 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 

*v^I? AJ A 

m lv IN A 


NM_003978 


Homo sapiens pro line- serine -threonine phosphatase interacting protein 1 

/PQTPID1 \ ^ DMA 


JN1VL vvjoZ/ 


Homo sapiens prostate cancer overexpressed gene 1 (POV1), mRNA 


ajaa nno^^i 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductin) (OVGP1), 

mKIN A 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 


INIVL UUU4UO 


Homo sapiens gonadotropin-releasing hormone receptor (GNRHR), mRNA 


AJA/T HOI Q7Q 

inivl uuiy/y 


Homo sapiens epoxide hydrolase 2, cytoplasmic (EPHX2), mRNA 


aja/t nn 1 7/^ 1 
INIVL UU 1/01 


Homo sapiens cyclin F (CCNF), mRNA 


NM001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 

rnRTsJA 

1 1 1 IV 1 > /A 


NM 000485 


Homo sapiens adenine phosphoribosyltransferase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens KIAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 
1) (ABCG5), mRNA 
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TvTA/T fHA^^Q 
INIVL yJlUDDJ 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


1M1V1 UlZ^flZ 


nomo sapiens msione nz/v.r/z, variant {rizj\\ mrviN/v 


1N1V1 UU107/ 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma- associated) 

fP^Pnzn mT?T\JA 


1>I1V1 W.jI'tZW 


nOIIlO SdpieilS IllllOCllOllUI Idl HUOSOllldl piOieill i—ry ^IvlxVr 1^;/^, IIll\J_>ljrY 


rNlvl \}A\)DZ/ D 


nUIllU SdpiCIlS liy pULllCLlL/dl piOLClll O-DJDIO / ^-LvJV.,J) / 1 1J ^, nil\J_>/V 


IN 1V1 U 1 Z> yj> O 


nomo sdpiens miiocnoncuidi noosomdi proxem i^^t ^ivixvr i^^tj, mrvi>i/\ 




noino sdpiens iiucieosoiiie dsseinuiy pioLein i-ukc i ^i>i/\r ili iiixvi>i/\ 




noiiio sdpiens l al- i /ai^ - i j, ill in. in /a 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 




nomo sapiens cnemoKine ^ - y\ - motiij iigdiici 10 y\.\^ l i o j, ill ivi >i t\ 


1N1V1 UZZ U^4o 


Homo sapiens casein kinase 1, gamma 1 (CSNK1G1), mRNA 


aja/t n 1 onno 


Homo sapiens Toll-interacting protein (TOLLIP), mRNA 


TvTA/f C\ 1 QA^Q 
iNJVL UlolOo 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


T\JA/T (\M AA^K 
INIVI Ul /^-^O 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 




noino sapiens ivii^inji pioiein ^ivii^inji iiiivi>j/\ 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


INIVI UZUCOJ 


Homo sapiens zinc finger protein 287 (ZNF287), mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 


JNJVL (JzIooj 


Homo sapiens eukaryotic translation initiation factor 2B, subunit 3 (gamma, 
58kD) (EIF2B3), mRNA 


"VTA yT r\ 1 I /I ^ o 

NM (J1343Z 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 2 (NFKBIL2), mRNA 


NM_UU374U 


Homo sapiens potassium channel, subfamily K, member 5 (TASK-2) (KCNK5), 
mRNA 


JNM (J33311 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 3, mRNA 


NM (J3331U 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 2, mRNA 


NMUlool 1 


Homo sapiens potassium inwardly-rectifying channel, subfamily K, member 4 
(KCNK4), transcript variant 1, mRNA 


NMUJiioU 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant a, mRNA 


NM U(J4 , 5'oj 


Homo sapiens v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog 
(KRAS2), transcript variant b, mRNA 


NMUZZ44Z 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 3, mRNA 


INIVL UZ IVoo 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 1, mRNA 


TsJA/f nn^^AQ 
INIVL \J\JDD^y 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
vdridiii z,, ni.tvrN.rv 


TvTA/T nn^^j.^ 

INIVI UUjjHO 


noino sdpiens n.H- iiisione idiimy, ineiiiuei rv ^mH-ir^ivj, iiiivi>/v 


INIVI UUjj41 


nomo sdpiens msione ianniy, memoer u ^n^-r u j, iiiiv in j-\ 


TvJA/T no^^ 

1N1V1 ULOZOU 


nomo sdpiens nj msione idiimy, meniDer rv ^nj>rrvj, mrviM/v 


INIYI UUjjjj 


nomo sdpiens nj msione idmiiy, meniDer j ^njrj iinvrN/v 


1 >l 1 VJ_ \J\J *J 


1— TrtTTir^ QfunpnQ 1-T^ liiQtr^Tif* "Family itipitiIipt F ri-T'^P'P'^ tviR^JA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 



351 



(400/104) 



JNJV1 \J\)DJZZ 


jriomo Sapiens rii nisione iamiiy, memoer z> \ri irz> ), mivJN/\ 


NM 021066 


Homo sapiens H2A histone family, member E (H2AFE), mRNA 


JNJVL 


Homo sapiens H2A histone family, member D (H2AFD), mRNA 


NM 003509 


Homo sapiens H2A histone family, member C (H2AFC), mRNA 


"VTA A AOIOCO 

JNM_U3335o 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant E, mRNA 


JNM_U33357 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant D, mRNA 


JNM_UJJ3 jo 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant C, mRNA 


NJvL_(JJJ355 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant B, mRNA 


JNM_UUlzz8 


Homo sapiens caspase 8, apoptosis-related cysteine protease (CASP8), transcript 
variant A, mRNA 


JNJV1 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant beta, mRNA 


JNM_U3333y 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant gamma, mRNA 


MA A /m^QQ 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA 


JNJVL UU1ZZ/ 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 

Valiant aipna, mivlAI/A 


Mivr nnmn^ 


nomo sapiens riDOSomai pioiem o-j ^ivtoj j, mivi>i/\ 


NM 006013 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


IN JV1 Ul jjOo 


Homo sapiens RPA-binding trans-activator (RBT1), mRNA 


jnjvl uuzzoo 


Homo sapiens lymphocyte- activation gene 3 (LAG3), mRNA 


NM 005546 


Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 


JNJVL UUDjjo 


nomo sapiens mniDm, oeta \^ ^UNniDi^j, mKJN/\ 


JNIVL UJJZj / 


Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 
miviN /v 


JNJVL UU1V1 / 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 


JNJVL UUlOZV 


Homo sapiens arachidonate 5 -lip oxygenase -activating protein (ALOX5AP), 

III lv 1>J t\ 


TsJA/L ClClOClOA 

IN1V1 WKJVZH- 


I— I r \ yy\ / x compile rfurrfiK' r\<=*+o 0 rr i /*r , i'\t/'\r ciirTQAA ( A T^D \ *yi F? AvI A 

nuiiiu sapiens acueneis^ic, ueia-z-, lecepioi, suiiace \i\ljis^dz, inrvrN/A 


tsja/t nnn^R^ 

IN 1V1 UUUOO J 


nomo sapiens aciieiieigic, aipna-z^-, lecepior ^ /al^in./\zv^ j, mivr>/\ 


NM 000682 


Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 


TsJA/T nnn^si 


nomo sapiens aoienergic, aipna-z/\-, recepioi ^/\iJiv J rvz/\ y ), mivrN/v 


NM 006179 


Homo sapiens neurotrophin 5 (neurotrophin 4/5) (NTF5), mRNA 


JNJVL loJZ// 


Homo sapiens lacritin (LACRT), mRNA 


NM 022128 


Homo sapiens ribokinase (RBSK), mRNA 


JNM_UU4oz3 


Homo sapiens potassium channel, subfamily K, member 6 (TWIK-2) (KCNK6), 
mRNA 


JNM UUzZ4o 


Homo sapiens potassium channel, subfamily K, member 3 (TASK-l) (KCNK3), 
mRNA 


JNM UJz4(Jj 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
D, mRNA 


JNIVL UJZ4U4 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
C, mRNA 


NM 032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
B, mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


NM (JUoooJ 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXb, 
mRNA 


JNM_UUU4j 1 


Homo sapiens short stature homeobox (SHOX), transcript variant SHOXa, 

111KJN/V 


JNM U(Jo4/o 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit g (ATP5L), mRNA 


JN1V1_UU03 JO 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 

SUDUlllT a {J\ 1 rjJI J, mivlN/\ 


TsJl\/T CMA&Sn* 
1N1V1 VZ^tOQJ 


Hatyia caniPtic V\^Tr\r\+V\c±+\r*a] rM-/^+/=»i-n IhT T9979Q / P T T99'79Q^ ml?TvT A 

nomo sapiens nypotneticai protein ri^jzz/zy ^rjujzz/zyj, mivi\i/\ 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


JN1V1 UJJ4jJ 


Homo sapiens inosine triphosphatase (nucleoside triphosphate pyrophosphatase) 
( 1 1 1 v\ j, m iv in /\ 


JN1V1 LoZl^^f 


Homo sapiens RAB6C, member RAS oncogene family (RAB6C), mRNA 


xTA/r n^i9QA 

iNlvl UJlZyO 


noino sapiens k/vdjjd, memDei kao oncogene iamuy y i\/\d j j d j, mivrN/v 


INlvl UZZ3 IK) 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


TsJA/T 09989^ 
1N1V1 UZZoZZ) 


nomo sapiens porcupine (iviooi j, miviM/\ 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


1NJV1 UlOJZZ 


Homo sapiens RAB14, member RAS oncogene family (RAB14), mRNA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


JNM_UU7Uoo 


Homo sapiens protein kinase (cAMP- dependent, catalytic) inhibitor gamma 
(PKIG), mRNA 


JNM (J(Jz7Jz 


Homo sapiens protein kinase, cAMP-dependent, catalytic, gamma (PRKACG), 
miviN j\ 


TvTA/f f\C\^C\^^ 

JNM_UUjUj J 


Homo sapiens receptor- associated protein of the synapse, 43kD (RAPSN), 
transcript variant 1 , mRNA 


JN1V1 loZO^D 


Homo sapiens receptor- associated protein of the synapse, 43kD (RAPSN), 

iidiisciipi VdiidiiL Z,, Illrvi>l J rv 


IMlvl V J J DVD 


nOIUO SdpieilS CllOlCcl dCdllLIlUCy LOSIS ^V^r±^-vV_^, LldllSClipi Vdlldlll.rv, IUIvi>l J rv 


IN 1V1 UlJ loo 


nomo sdpiens cnored dcdiiinocyiosis ^^n.rv^j, udiiscnpi vdndiii r>, mivi>/\ 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPR1), mRNA 


iNjivi ujuyo / 


nomo sapiens Keraxm dssocidieu proiem i.i ^js^iv i /vr i . i ^, miviM/\ 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


JNM lolooj 


Homo sapiens Bardet-Biedl syndrome 2 (BBS2), mRNA 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


JNM_(JU7(J5J 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 6 

(IN U U 1 Oj, m In. JN A 


XTA A C\ 1 ^ ^2 1 T 
IN 1V1 U 1 J J 1 / 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 
transcript variant 1 , mRNA 


1N1V1 UUo4/4 


Homo sapiens lung type-I cell membrane-associated glycoprotein (T1A-2), 
transcript variant 2, mRNA 


INIVL UUoZ/j 


Homo sapiens splicing factor, arginine/serine-rich 6 (SFRS6), mRNA 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-1), mRNA 


JNM (J(J19j4 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 2, mRNA 


JN1V1 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 3, mRNA 


NM 0 13993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1 , mRNA 


NM 022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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INIVI UUjU4o 


Homo sapiens solute carrier family 9 (sodiurn/hydrogen exchanger), isoform 2 
(SLC9A2), mRNA 


iNIYl UU 1 y 1 1 


nomo Sapiens eiasiase i, paiicreaiic mjvi>j/\ 


iNJVL UjJ'tlZ 


nomo sapiens iiypoineiicai pioiem simiiai 10 /y^+o (iviov^ i^oooj, miviN/\ 


tsja/t m^/lopi 


tT^*vi/-v oot\ianc< 1tw»-w\+1t/t.+ i/wi1 i~» A ft A HO O /'D'JO 1 Q/l O \ »tt r? XI A 

nomo sapiens nypotneTicai piotem nlKjk^hkjzz (rvozio^t oj, iyikjn/a 


TVTA/T n^^/lHQ 
IM1VL UJ)J4Uo 


nomo sapiens nypotneticai piotem ivirs^ozuj (ivioL ozuoj, nirviNiA 


INIVI V m-DyD 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphoinositides 

\vJ rW 1 1 J, IlllN.IN.rv 


IN 1V1 UU J) 7lO 


n (jiiio sapiens giycogemn z ^ vj i vjz j, in iv in /a 


TvTA/T 001^09 


I — I / -\ ITT / \ CQtM f V I \ / / "» / \ »T t~/ \ "i~ 1 IT O 1 'TT 7TM r» frf»tl <TT*0 "IT 1 1 1 C± tTT ^ ITT rT f*Q IT ^ \ / IttIJ O \ ITT 1? N*! A 

nonio sapiens giycopioiein z ^zymo^eii j^ianuie iiieiiiuiaiiej ^vjjtzj, mrvi>j/\ 


tsja/t no^^9 

INIYI UUOjOZ 


nomo sapiens nucieai xviMrv expon lacioi i ^in Ar i ^, iiuvim/a. 


tnjivt n^i^ 

rNiVl LO.j1.jO 


nomo sapiens nuciear ivrN/\ expon iacxor d yi\y\.rj iranscripi variani o ? miviM/\ 


NM 033154 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 4, mRNA 


1N1V1 UOOloo 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 3, mRNA 


TvTA/T A 'J 'J 1 ^O 

INIVI UoJOZ 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 2, mRNA 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript variant 1 , mRNA 


JNJV1 U Z IX} O Z 


Homo sapiens nuclear RNA export factor 3 (NXF3), mRNA 


TvTAyf PlO 1 QAO 

JNJV1 UzloUo 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamineipolypeptide N- 
acetyigaiactosammyitiansieiase y (oaiiN/vc-iyj (O/VLrM ivj, mivrM/\ 


NM 017840 


Homo sapiens mitochondrial ribosomal protein LI 6 (MRPL16), mRNA 


iMlvl Ul /41 / 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamineipolypeptide N- 
acetylgalactosaminyltransferase 8 (GalNAc-T8) (GALNT8), mRNA 


JNJV1 UU4Zol 


Homo sapiens 15 kDa selenoprotein (SEP 15), mRNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


JNM_UU4o /U 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA 


NM_00zo46 


Homo sapiens phosphoinositide-3 -kinase, class 2, beta polypeptide (PIK3C2B), 
mRNA 


A.TA /I" MA/1 cno 

jNM_uu4oyo 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
(testican) (SPOCK), mRNA 


NM 033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 2, mRNA 


NM UzozUo 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcript 
variant 1, mRNA 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM 001204 


Homo sapiens bone morphogenetic protein receptor, type II (serine/threonine 
Kinase) (^ivirKZ), nanscnpt valiant i, iiiktsi/v 


NM 003933 


Homo sapiens BAI1 -associated protein 3 (BAIAP3), mRNA 


JNM_UUo4o / 


Homo sapiens N-acetylated alpha- linked acidic dipeptidase 2 (NAALAD2), 
mRNA 


TVTA A (\{\ C (\ A A 

JNM UU5944 


Homo sapiens antigen ldentitiea by monoclonal antibody MKt Ua-z (JVLUaz), 
mKJN A 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNK1), 
m lv IN A 


INIIVI uuozh- / 


nomo sapiens noroDiast growrn iactor j { murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant A, 
mRNA 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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5 (B3GNT5), mRNA 


JNJVL U14Zjo 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
3 (B3GNT3), mRNA 


TvTA/f fl 1 CQA/1 

JNIVL 


Homo sapiens translation initiation factor IF2 (IF2), mRNA 


NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mRNA 


N MO 13 445 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD25, mRNA 


NM_033 173 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 5, mRNA 


A.TA 4" A ^ ^ 1 TO 

NJVL_033 172 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 4, mRNA 


NJVL 033 171 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 3, mRNA 


A.TA A AT) 1 TA 

NM 033170 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 2, mRNA 


JNJVL 033169 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 4, mRNA 


NM_033 168 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 3, mRNA 


JNJVL 03316/ 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


A.TA A AAT70 1 

JNM_003781 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


NM_00378z 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
4 (B3GALT4), mRNA 


\u / A AO TOO 

NM_003783 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


A.TA /f AA/I /CO 1 

JNJVL_00463 1 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


JNJVL_033300 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 2, mRNA 


"ATA It nn^oo 

JNIVL Ui IjZZ 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e lecepior ^ljvto j, iianscnpi variaiiT mrviN/v 


JNIVL loJJZJ 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


JN1V1 \)D J J J 1 


nomo sapiens caveoun ^lav j iianscripT valiant i, mivJN/\ 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


JNM UUlZjJ 


Homo sapiens caveolin 2 (CAV2), mRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


NM_033z91 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


\ ts i AOOOAA 

NM_033290 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


NM_033274 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
(ADAM 19), transcript variant 2, mRNA 


NM_023038 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
^/\i-//\ivi l !7 j, trans cripi variant i, mivrN/\ 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM019112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(FJJOrKo), mKJNA 


JNJV1 UUozUo 


Homo sapiens platelet- derived growth factor receptor, alpha polypeptide 
(1 Uur Iv/a m iv in /\ 


1N1V1 \)d jUIO 


Homo sapiens platelet- derived growth factor beta polypeptide (simian sarcoma 
viidi ^v-sisj oncogene iiomoiogj ^x^J-vvji^d^, iidiisciipi vdiidin z, iiiivrN^rv 


1N1V1 UUUO / o 


T — I / \ \*\-\ / \ c 1 O H 1 £*»11 O O /11*^*11 £*»1**T1 f~* Q ImHQ 1 Tl 1"* /~W» 11 "f~ / \ 1* / A til? A 1 \ 111 1? AT A 

n omo sapiens duieneigic, dipnd-ii>/-, receptor ^/\l^i\./a i u j, iiiixin i\ 


xnvr nnn^7Q 
iNivi uuuo / y 


I — I / -\ in / \ OOH1/=»»110 '.1 /1IT»n 1~ f V 1 / * Q mrlQ 1 1— < 1* l~\ / A Til? A 1 1— < \ 111 F? N.1 A 

nuinu sapiens dtireneigic, dipnd-ir>-, recepior ^/\lmv/a i d^i, iiuvin /\ 


iNlvl UUZO / J 


nomo sapiens piomyeiocyiic leuKeinia ^rivii^^, iidiisciipi vdiidin o, nixvrNy-v 


1N1V1 U-3J)ZZ)U 


I — I / \ tn / \ ooni/^no t*»i*rvrm rol rfiA l /^nt^/^mi o ( 1\ /T T i +i*Q-nc<r»i*iM+ ii , oi*ioii+ 1 1 mD\I A 

nuinu sapiens piomyeiocyxic leuKemid ^rivii^, trdnscrrpt vdridnt 1 1, mivrN/-v 


inivi ujozh-:/ 


I — 1 / \ tn / \ 001*410110 »~\i"*/\m \ / ^+1/* l/3mb'OiY*iiQ / \ A ] \ +roTic/>i*ir\+ i j 01*1011+ 1 1 1 -rv*iT?^VT A 

nomo sapiens piomyeiocyiic leuKemia ^rivii^j, iianscnpx vaiiaiii iu, miviN/\ 


TsJA/T 0T^9zl7 
1N1V1 Vj jZt / 


I — I / -\ / \ ooniono nr Atn 1 I api rli r> lonl^omio / 1^ 1\ /T I 1 +1*0110/^1*11*4+ iforiQTi+ Si mP \T A 

nomo sapiens piomyeiocyiic leuKemia ^jrivii^^, iiaiisciipi vaiiaiii o, miviN/\ 


rNivi LOOZH-O 


I — I / \ m / -v 001110110 rwATnirAl AAirliA laiib-aTniQ / \ J \ A \ \ +1*011 Oi^i*in+ 1701*1011+ 7 iiiT?^V.T A 

J710II10 SapieilS piOlliyeiOCyilC leUKeillla 1V11^, LlallSCIipi VallallL /, IIllVlNjrv 


xTA/r n^^94^ 
inivi \jz> j>zh- j 


nomo sapiens promyeiocyxic leuKemia ^rivii^^, xranscnpi variani iz, mivrN/-v 


NM 033244 


Homo sapiens promyelocyte leukemia (PML), transcript variant 5, mRNA 


inivi lo^zh-z 


nomo sapiens piomyeiocyiic leuKemia ^rivii^j, Tidiiscripi vdiiaiii miviN/\ 


NM 033240 


Homo sapiens promyelocyte leukemia (PML), transcript variant 2, mRNA 


1NJV1 VDjZjy 


Homo sapiens promyelocyte leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocyte leukemia (PML), transcript variant 1 , mRNA 


JNM U333U4 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 4, 
mKJNA 


A.TAyr m^^m 
JNJVL loJolo 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 2, 

niT?XT A 
111 KIN J\ 


NM_033302 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 3, 

ml? M A 
1Y1 K IN /\ 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


JNJV1 UJJz/o 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033z95 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant epsilon, mRNA, 


JNM_UJJzy4 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant delta, mRNA 


NM 033293 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (CASPl), transcript variant gamma, mRNA 


JNM UJJzyz 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (CASPl), transcript variant alpha, mRNA 


JNJVL UUlzzJ 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant beta, mRNA 


IN1V1 UUO / / 1 


Homo sapiens keratin, hair, acidic, 8 (KRTHA8), mRNA 


rviivi uuzzou 


Homo sapiens keratin, hair, acidic, 5 (KRTHA5), mRNA 


JNJVl UUU3ZO 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
ivoeuiiei ) ^ivivi 1t"J, unviNi-v 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


inivi uuuy/j 


nomo sapiens nuosomai pioiem lo \i\±^ lo j, transcript variant i, mtviN/v 


JN1V1 UUUOOl 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein L lOa (RPLIOA), mRNA 


JNJVL vjjZjd 


Homo sapiens epithelial stromal interaction l (breast) (EPSTIl), mRNA 


XTA/T 09 1 1 

IN 1V1 UZ 1 1 7O 


I — I / A / \ OOHI/^HO L ' / \ / 1 11 1111 nlAQ1*nA11Q + /3 +1*0 11 O 11 A1*+ tf»1* /I / 1 A \ +1*011 OV"»1*111+ 17 r 01*1011+ O 

nomo sapiens souium oicdiooiidte trdnsponer h- ^ind^h-j, trdnscnpt vdridnt d, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein L10 (RPL10), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (t5jul> 1 4 J, mivIN A 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


IN 1VL U IJ d /y 


Homo sapiens dipeptidylpeptidase 7 (DPP7), mRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


NM_(J(Jo(J57 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
5 (B3GALT5), transcript variant 1, mRNA 


TVTA A (\f\(\ £1 AO 

NM_(J(JU648 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcript variant B, 
mRNA 


X T \ A AAAO O 1 

JNJV1 (JUuiol 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 1, 

™ o A. T A 

m K IN A 


NM_002645 


Homo sapiens phosphoinositide- 3 -kinase, class 2, alpha polypeptide (PIK3C2A), 

m K IN A 


JNJVL UUZoUo 


Homo sapiens platelet- derived growth factor beta polypeptide (simian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


inivi uu 1 1 j4 


nomo sapiens aipiia-ieiopioiem (Arr j, iyiivina 


IN IVL UUUOoU 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1A), transcript variant 1, 

1 1 1 1 v 1 >J r\ 


NM 023929 


Homo sapiens zinc finger protein RINZF (RINZF), mRNA 


IN IVL \)Z\JJDJ 


Homo sapiens phospholipid scramblase 4 (PLSCR4), mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


JN1V1 Ulo4V4 


Homo sapiens leucine-rich and death domain containing (LRDD), mRNA 


NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


NM 033226 


Homo sapiens ATP-bmdmg cassette, sub-iamily C (CFTR/MRP), member 12 
(ABCC12), mRNA 


"VTA AIO 1 Ar 

NM U3z IUj 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 2, mRNA 


NM_(J3zl(J4 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(rrrlKlZr> ), transcript variant 4, mKJNA 


IN IVL VjZlVJ 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
(PPP1R12B), transcript variant 3, mRNA 


JNM UUZ4ol 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12B 
{r r r i rvi zr> u anscnpt vanaiii 1 , mJvlN A 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


1M1V1 UUOUUj 


Homo sapiens Wolfram syndrome 1 (wolframin) (WFS1), mRNA 


JM IVL K) ID / ZZ 


Homo sapiens calcyon; Dl dopamine receptor- interacting protein (CALCYON), 

ml? XT A 
111 IN. IN A 


XTA/T C\C\A 1 £/L 
INIVI UU4 1 o4 


Homo sapiens tryptophanyl-tRNA synthetase (WARS), mRNA 


NM_0 14228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 

lllClllUCr / ^OLLO/\/ J, 111 IV 1 > r\ 


IN IVL WDqZj 


nomo sapiens mesoineim (ivio-UiN j, iianscnpi vaiiani i, miviNA 


TvTA/T H 1 "XA f\A 
INIVI UU4U4 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRFG), mRNA 


IN IVL UUZ4oU 


Homo sapiens protein phosphatase l, regulatory (inhibitor) subunit 12A 
(PPP1R12A), mRNA 


INIVI Uloooo 


Homo sapiens fibroblast growth factor 16 (FGF16), mRNA 


TvTA/f m 0070 

JNM Kjioy/y 


Homo sapiens protein kinase, lysine deficient 1 (PRKWNK1), mRNA 


TsJA/T 099197 
IN1V1 UZZ1Z/ 


nomo sapiens soiute cdmer iamuy zo ^soQium-coupieu nucieosiue rransponerj, 
member 3 (SLC28A3), mRNA 


NM 005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1A, 4 (Eos) (ZNFN1A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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TvTA/f QQ 

rMJVL KjDDYyy 


Homo sapiens stresscopin-related peptide (SRP), mRNA 


NM_032243 


Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 

mKJN/V 


TvTAyf f\1 1 All 
JN1VL KJDl^DD 


Homo sapiens membrane-type frizzled-related protein (MFRP), mRNA 


IN IVL UZZ400 


Homo sapiens zinc finger protein, subfamily 1A, 5 (Pegasus) (PEGASUS), 

m K IN A. 


IN IVL ULKOZU 


Homo sapiens ATP as e, Ca++ transporting, cardiac muscle, fast twitch 1 

fATP9A1^i rnPTsJA 


in ivl uz l U4 / 


nomo Sapiens zinc imgei pioieiii zjj ^z^infzoj) j, inivTNz-v 


NM 020152 


Homo sapiens chromosome 2 1 open reading frame 7 (C2 1 orf7), mRNA 


TsJA/T C\ 1 7zLzL7 


nomo sapiens cnromosome zi open reaumg irame yi ^L.zionyi j, mrviN/v 


NM 016154 


Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 


IN IVL UlOJUo 


riomo Sapiens UlVlr-L^lVlr Kinase ^UlVlr-L.lVLrJvj, mrClN/\ 


IN IVL U 1 OUOO 


Homo sapiens glutaredoxin 2 (GLRX2), mRNA 


TvTA A A1 /COCC 

JNJVL Ulozjj 


Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 


IN IVL U L H- / o L 


Homo sapiens likely ortholog of mouse coiled coil forming protein 1 

fKl A ACllCl^ rnRTsJA 
^IVl.rY.rYUZU.J J, IIlrvlNZ-Y 


INlvl UIt-t-OO 


Unmn c-anipnc \/PT\JT 1 i L-r» liamfnKfw 9 f X/PNIT V9^ ml? XT A 

noino sdpieiis v j_!/1n i -ilkc iioineouox z, y v j_/1n i az ^, inrviM^-v 


In 1V1 KJ ID Z> O S> 


nomo sapiens tidiiscnpnon idctor-iiKe h- ^ i flh in in. in /\ 


In 1V1 V 1 ZHh O 1 


nomo sapiens zim imgei proxein, suDiamiiy i/\, j ^/\ioios^ ^z^imfin i/aoj, itiivin/\ 


In 1V1 W 1 \) 


Unmr^ cciniptic POA/T ( Pfi N/1191 r«i t linmnlna^ onH 7P7 fiicir^n ^ PON/I 7 mRTsJA 
noiIlO Sapiens r\Ji\L ^rUlVllZl IdL HOIIlOlOgJ allCl z^r D lUSlOll yr\Ji\LZ^r J J, IIlrvlNy-Y 


NM 012199 


Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 


IN IVL UUDo4V 


Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 


NM 005414 


Homo sapiens SKI-like (SKIL), mRNA 


IN IVL U U 4 Z 4 J 


Homo sapiens transglutaminase 5 (TGM5), mRNA 


IN IVL VZVoj l 


Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 


NM_0 15870 


Homo sapiens endogenous retrovirus H Dl leader region/integrase- derived 
<jKr l, UKrz, ana putative enveLope protein (noUoooyjj, mKiN/\ 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
^IVL L ou m K IN A 


IN IVL UJJJZo 


nomo sapiens oox-o (JiooUAoj, mKJN/\ 


NM_0 17829 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

111KJN/V 


IN IVL UJJZjO 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 

/ppp in 14 A\ rviT? TvT A 

{ ri r 1 1\ i j, rnKJN/Y 


IN IVL LOjZLZ) 


nomo sapiens nypotneiicai piotem iviol. iz^oo ^iviol. iz^ooj, mKJN/\ 


IN IVL \)dd\) /U 


Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 

rnPTsJ A 

1 1 1 IN 1M r\ 


INlvl VjDZs f DZ. 


nomo sapiens nypoxnencai proiem ivivj^ijdh-o ^iviut^i^^t-o miviN/\ 


INlvl UjZOOO 


U nrno C oniAnc h\/nMthr'ti^^1 nrntfin A/TOPI ^008 rA/TOP1^n08^ mPMA 

nomo sapiens iiypoiiieiicai pioieiii ivivj^i juuo ^ivivj^i jjwuo^, iniviN.rv 


Ml\/T 0^9^71 

rNlvl UjZJ / 1 


nomo sapiens iiypomeiicdi pioieiii ivivj^i»jt-io ^ivivjv^ i dh- i o^, iiiivini/\ 


1M1V1 UjZjOO 


nomo sapiens nypouieiicai protein ivio^ i j i ih- ^ivivj^ iji Hj, miviN/\ 


In ivl U.jZOZ)J> 


nomo sapiens iiypoiiieiicai proiem ivivj^iujh-u ^ivivj^i ujh-uj, miviN/\ 


NM 032304 


Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 


In 1V1 \)D LLjy 


nomo sapiens nypoinencai proiem uis.fz^ph-jh-fwjh- ^ujvrZip'+j4ruj i t j, mivrN/\ 


INlvl W-jZZ,H-U 


nonio sdpieiis iiypoLiiencdi pioieiii r l^jz^d d iy yr l^j zj j> iy j ^ iiiivinza 


NM 032153 


Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 


NM 015064 


Homo sapiens ELKS protein (ELKS), mRNA 


NM 031294 


Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA 


NM 025213 


Homo sapiens spectrin, beta, non-eiythrocytic 4 (SPTBN4), mRNA 
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TsJA/f 09^9^7 


nomo sapiens nypoineiicai pioiem ivioi^z / h-h- ^ivivji^z /h-h-j, mivLN/\ 


ISTlVyf 09^0^1 


Uatvia cynifnc l-iT/r*rvi-1-iP»+ir»a 1 nrntfi n P T 19 7 09 9 rPT T9^099^ tyiPTsJA 
nOIIlO SapieilS IiypULllCllL/d.1 piOieill rLJZjUZZ ^rijJZjUZZ j, IIlrvLN/Y 


MM 09zLQ7zL 
In 1V1 / t" 


U nmn C oni Pnc h\m(\thr>t\(*<A 1 nrntni n PT T1 1 SOO ^ PT T1 1 ROO^ mPTsJA 
nOIIlO SapieilS IiypuiIlCLlL/Cll piOieill r L^J 1 IOUU ^-Tl^J 1 IOUUJ, IIlrvi>l/\ 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


MA/T 09zL£0^ 
iNlVL UZ^toUD 


T-Ti^m/^, oanipnc V^m^+Vi^»+ir»c»1 nmtf»in PT T9 1 179 f PT T9 1 1 79 \ ml? AT A 

nomo sapiens nypoiiieiicai pioiem rLjzi i /z (tljz i i /zj, niiviN/v 


NM 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


JN1VL UZ41DZ 


nomo sapiens nypotiietical piotem iviOLoU4o ^JViOLoU4oj, mKJNA 


JNJVL UZ4U4Z 


riomo sapiens nypotneticai piotem jvlvjLvZoul (IVLLjUZoul;, mrviN/v 


JNJVL UZUjJj 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 

CytOpLasmLC taLL, J ^JvlrvZiJi^j J, LTlrvlN/\ 


TvTA/T 09 1 

IN 1V1 UZ 1 yj y 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 

TPT T990zl1^ mT?7sJA 


TsJA/T 090£»£»zL 
INIVI UZUOO't 


nomo sapiens z,H--ciienoyi ^o/\ leQuciase z, peioxisomai \\^\i\^)s^A)^ mxviM/\ 


MA/T 0 1 8799 
In 1V1 UlO / ZZ 


nomo sapiens d w i\ i proiem ^noA^u^oi / iiiixi n /a 


TsJA/T 090^04 
IN 1V1 UZ W J> 74 


nomo sapiens zuii linger proiem jD^r j ^ Lw^o / 1 ioj, niivi n /a 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


In 1V1 Ulo OZ7 


nomo sapiens iiypoiiieiicai pioiem r ivuzj jj \r xvv^/zojj) ^j, miviN/A 


In IVl UIojOo 


nomo sapiens nypoineiicai pioiem r ssxjKjy^j \r ssxjKjy'^j j, mLviN/\ 


XTA/T O 1 QO^O 
In IVL ULolDU 


nomo sapiens nypoiLieiicaL piotem rLjiuzyo (^rLj luzyo j, miviN/\ 


TvTA/f memo 

In IVL UloUlV 


LJ, An ->,x coniATic 1-iTrrwT.+1-i/^+ir»o1 nmfpin PT T1 O 1 / P T I 1 A 1 Q7 \ rv^PTvTA 

nomo sapiens nypoineticaL piotem r l^j i\j iyj ^r-UJ luiyj j, mKJN/\ 


InIVI U L / OUV 


nomo sapiens nypoineiicai proiem ijjvrz^p^tj^f/vi /zi ^ujvrz^p^fj^f/vi /zi^, 

mPTsJ A 
111 Ivl > /\ 


MA/f 01^*^9 


nomo sapiens seienopioiem y^, i (oci a i ^, 111 ivi n /a 


MA/f 01 ^^0 

In IVl V 1 OjOU 


PTomrk ciinipnc pIoup TTO0477 PPO0A77r» fT OP^190zl^ mRNA 

nomo sapiens clone nyu^/ / r ssxjKj^-t / /p ^LUL/jizun-j, miviN/\ 


tsja/t 0 1 A009 


l— I nm t\ cQniono C*CV\ AQ rvrrd-^in ( T 0^^1007^ rviPTsJA 

nomo sapiens ^oi-^ty proiem ^i^i^l.o ivy i j, mrviN/A 


MM f) 1 zlQ 1 ^ 
1>I IVl U 1 H - " 1 J 


nomo sapiens j\.i/\rvuouj pioiem ^jSw1/\/\wooj j 9 iiiivi>i/\ 


In IVl UU 


nomo sapiens JSwi/\/\uooz) gene piociuci ^Jvi/\/\uooz) ), miviN/\ 


mm 014^80 
In IVl V 1 H-O 0 U 


PTotyio emifne K T A A 01 00 (rptip rvrr\Hn<^t ^ I A A01 00^ mPTsI A 

nomo sapiens jvi/\iAuiwu gene produci ^JSwi/\i-vu i uu j, miviMi-v 


TsJIVT 0199zl& 
In IVl KJ 1 Z,Z,H- O 


I — I r\ i-%t /A c 0 1"\ 1 r*ti l' c ol oil /Tr^Ti /t c>"K\Ti 0+ 0 cumf notQco / / vPv / I rnl? AT A 

nomo sapiens seieiiopnospnaie syiiuieiase z ^or ozj, iiiivin/a 


TsJA/T 007999 

1>I1V1 \J\J 1 AAZ. 


nomo sdpiens znic-iiiigeis aiici iiomeouoxes i ^iiai ^, iniviN.rv 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


TsTN/T 00/^9^ 
In IVL UUOOZJ? 


nomo sapiens pnospnogiyceiaie QeiiyQiogenase (rnuunj, mrviN/A 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


In IVL UUoojV 


Homo sapiens gamma-tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine -rich motor neuron 1 (CRIM1), mRNA 


TvTA A A1 Anon 

JNM UI4/0/ 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 6 (DNAJC6), 
mRNA 


TVTA ft f\f\ A ~l 1 I 

NM 004213 


Homo sapiens solute carrier family 28 (sodium- coup led nucleoside transporter), 
member 1 (SLC28A1), mRNA 


4" AAO 1/11 

JNM (JUJ141 


Homo sapiens Sjogren syndrome antigen Al (52kD, ribonucleoprotein 
autoantigen ^^-A/Ko) (ooAl ), mKJNA 


NM_002607 


Homo sapiens platelet- derived growth factor alpha polypeptide (PDGFA), 
transcript variant 1 , mRNA 


JNJVL loJUZJ 


Homo sapiens platelet- derived growth factor alpha polypeptide (PDGFA), 
transcript variant 2, mRNA 


JNM UIOO/J 


Homo sapiens DiGeorge syndrome critical region gene 6 (DGCR6), mRNA 


XTA/T 01 ^0£^ 

In IVL UIOUoj 


nomo sapiens cannaomoiQ receptor i ^oramj ^i^rNivi j, iranscripi variani z, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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inivi \j\jjoyD 


I — I / \ ITT / A c 1 Q IT 1 /^k-|T C 1 1 \ rmt^n / A / » T H"£* 0"IT+1 *T£»-fT /"X / "» / A ITT IT I l / A / » 1 1 c tl 1 1 — <" /I V 1 rv» T? M A 

nomo sapiens lyropnocyte dimgen o complex, locus vj ^jz/H-o j, mixiN/\ 


1MIV1 UUO / o / 


nOIIlO SdpieilS IlieidllOIlld allllgeil, lalllliy LJ, Z \l\L/\KJi2iLJZ,J, IllxvlNjrv 


IN 1V1 VJ 1 \}A\JD 


nOIIlO SdpieilS piaLClCL CieilVeCl glOWlll IdClOI yrUKjrv^), IIlrvlMy-v 


1>J 1V1 Ul /"I J 


nOUlO SapieilS nSpyU-aSSOClallllg reiallVe OI l^yQCJ) / ^n/VtsA^ J, 1T1xv1n/\ 


NM 017701 


Homo sapiens Rho GTPase activating protein 8 (ARHGAP8), mRNA 


iNlvl 


rioiTio sapiens rviio uir ase aciivaimg pioxein o ^/vivrio.rVr o^i, nirviN/\ 


InIVI UIZZOV 


Homo sapiens hyaluronoglucosaminidase 4 (HYAL4), mRNA 


NM 006207 


Homo sapiens platelet- derived growth factor receptor- like (PDGFRL), mRNA 


1NJV1 UU4VoO 


Homo sapiens kinectin 1 (kinesin receptor) (KTN1), mRNA 


TvTA/T MM 1 Q/1A 

JNM UUlo4U 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, 
mRNA 


ATA /f C\ \ AA\H 

InIVI U1441 / 


Homo sapiens Bcl-2 binding component 3 (BBC3), mRNA 


NM_033223 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, gamma 3 

(UAdKUj], m K In A 


JNJV1 UUj /OZ 


Homo sapiens tripartite motif-containing 28 (TRIM28), mRNA 




Homo sapiens tripartite motif-containing 33 (TRIM33), transcript variant alpha, 


tsja/t M^M9n 


noino sapiens inpartixe moiii-coiiTammg jj ( iiviivuj j, iianscripT variant oeta, 

111 Iv In f\ 


In 1V1 U J ZH-Z 1 


n oiiio sapiens cytoplasmic iiiiKer z ^ ^ i i^inz transcript variani z, in in in /a. 


TsJTV/T 0^ 1 zl 1 A 

1M1V1 UJ1410 


nomo sapiens ciiiomosoiiie 10 open leading iidine z ^^. iooiizj, iiiivln/y 


In 1V1 \j 1 *t4 1 Z 


I — I { A f»T / A C O IT 1 IT L!' 1 T It ItlTAf Qr»T1tlfT IT I"*/ \fr»1 IT / I \ ITT 1? ^.1 A 

nomo sapiens oidii-iinei acting pioiein ^oir j, iiiivinj/a. 


NM 016212 


Homo sapiens TP53TG3 protein (TP53TG3), mRNA 


TsJA/f fl1A^9 
InIYI UltODZ 


nomo sapiens testis spectiic aiiKyiin-iiKe piotem i ^j^^ji^dizoi j, mivrN/v 


inivi ui jjoy 


nomo sapiens i nj i uj protein { i rjj i uj j, mKTM/\ 


inivi u.joz o4 


Homo sapiens transducin beta-like 1 protein (TBL1 Y), mRNA 


NM 031951 


Homo sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 


TvTA/f MO A/1 1 /I 
INIVI UZU414 


nomo sapiens ad/h ( Asp-oiu-Aia- Asp/ his j dox poiypeptiae Z4 ( uuaz4 j, 
mixiN a 


NM 007268 


Homo sapiens Ig superfamily protein (Z39IG), mRNA 


TvTA/T MMA7M7 
JNIVI UUO/U/ 


Homo sapiens butyrophilin-like 3 (BTNL3), mRNA 


NM 002491 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, 
B12) (NDUFB3), mRNA 


JNM UUUoo 


Homo sapiens dihydropyrimidinase-like 2 (DPYSL2), mRNA 


NM_000090 


Homo sapiens collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, 
autosomal dominant) (COL3A1), mRNA 


"TVTA It AT) 1 f A 

NM_033 150 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 2, 
mKJN A 


TvTA/T MM 1 Q A A 

JNJV1 UUlo44 


Homo sapiens collagen, type II, alpha 1 (primary osteoarthritis, 
spondyloepiphyseal dysplasia, congenital) (COL2A1), transcript variant 1, 

mt?TsJ A 

III INlN f\ 


iNlvl WZJjZHO 


nonio sdpiens pie - n>-ceii lemveniid iidiisciipLioii idcioi h- yroj^H-j^ iiiivinj'-v 


TsJA/1 nOzL^J.9 


I — I / \ ITT / A O IT 1 IT C 1 aqIa ACtV> /TIT 1 / 1 A t tl 1 1 + T*0 "IT i ' / "* 1 IT T ;Qt»1 «" | |T "f A "ITT t? ^.T A 

nomo sdpiens cdiciesmon i alu i ^, tidiiscript vdridiit j>, in in in /a 


INlvl \)DD ID / 


1 — 1 / A |TT /"\ C ^.1 IT 1 IT C / » *.| 1 / I actM /TIT 1 / I A I tl 1 1 "l"T*0 "IT 4- ' / * 1" 1 IT f" "I rOT*1 '.1 IT "f O TV* 1? ^Vl A 

nomo sdpiens cdiciesmoii i i ^, iidiiscnpi vdridin z, iiiivin/\ 


NM 033140 


Homo sapiens caldesmon 1 (CALDl), transcript variant 5, mRNA 


TsJlVT OT^I^Q 
inivi \jjjLjy 


l— I / a itt / \ c '\ ni Aiic r'iilHp'CTn^'n 1 ( A T t~^ 1 ^ tr'Jtic^rint i-i^nt Zl mP M A 
JTHJlllU odUlCllo L/dlLlColllVJll 1 1 V^rvi^iv 1 ^, Lldllo^llUL VdlldllL i , lllXVlN.rV 


NM 033138 


Homo sapiens caldesmon 1 (CALDl), transcript variant 1, mRNA 


NM 032635 


Homo sapiens seven transmembrane domain protein (NIFIE14), mRNA 


NM 030912 


Homo sapiens ring finger protein 27 (RNF27), mRNA 


NM 019849 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 10 (SLC7A10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


TvTA A f\ 1 A 7 A 7 

JNJVL U14Z4Z 


Homo sapiens zinc finger protein 237 (ZNF237), mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


JNJVL UJJIjo 


Homo sapiens hyaluronoglucosammidase 2 (HYAL2), transcript variant 2, 
mRNA 


\tii A ATI 1 rn 

NJV1033 159 


Homo sapiens hyaluronoglucosammidase 1 (HYAL1), transcript variant 2, 
mRNA 


"VTA A r\f\H1 1 O 

JNJVL_UU /3 Iz 


Homo sapiens hyaluronoglucosammidase 1 (HYAL1), transcript variant 1, 
mRNA 


JNJVL (JUollV 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant B, mRNA 


JNJVL UJJloj 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant A, mRNA 


JNJVL (JJJ164 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant E, mRNA 


JNJVL UJ)9l09 


Homo sapiens fibroblast growth factor 8 (androgen-induced) (FGF8), transcript 
variant r , mis. in ja 


TS.TA/T nn7nno 


Homo sapiens fibroblast growth factor 7 (keratinocyte growth factor) (FGF7), 
mRNA 


xTA/f no 1 on7 
inivi uziyu/ 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


JNJVL 1)9914/ 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 2, mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


NM_UU0777 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 5 (CYP3A5), mRNA 


JNM (J(J(J/o4 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide / (L YrzA/), transcript variant 1, mKJNA 


"VTA A mA-COQ 

JNJVL_UJUjo9 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
poiy]3eptiae / \y, i r/A / j, Transcii]3T variant z, miviN/\ 


INJVl Wv) /oz 


nomo sapiens cytoenrome r^ju, suuiamuy n/\ ^pnenoDarDiiai-mQuciDiej, 
jjoiypepnue o ^i^. i r z>\oj, miviN/Y 


NM 018957 


Homo sapiens SH3 -domain binding protein l (SH3BP1), mRNA 


iNlvl UjjZjO 


rioiiio sapiens o-Ljioiem gamma o suDunii ^oinooj, mivr>i/\ 


INJVl UjjZOU 


Homo sapiens winged helix/forkhead transcription factor (HFH1), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


JN1VL UZZ 194 


riomo sapiens up-regulated Dy Dtu-tWo (LULo4i loj, mKJNA 


JNJVlUlo / / J 


Homo sapiens hyaluronoglucosammidase 2 (HYAL2), transcript variant 1 , 

ml?TsJ A 

m iv in /a 


XTN/T H^77Qzl 


nomo sapiens in uzz protein ^ in ozzj, mrviN/\ 


INIVL U9U /OO 


nomo sapiens mtegnn-iinKeG Kinase-associaxeQ serme/inreonme pnospnatase zi_ 

^ 1L IV /a 1 J, III IS. 1>J /A 


AJA/T 09^9^7 
1N1V1 \)£D£j> / 


noiiio sapiens in vjzz proiem ^invjzzj, miviN/\ 


INlVl UZU770 


nomo sapiens iiuiouiasi giowui idL/ioi o ^ruroj, iiirviMyA 


TsJA/T fl 1 A^zL^ 
inivi \j 1 Oj4j 


nomo sapiens siauc acici Diiicuiig ig-iiKe lectin / ^oiule/L/ / j, mxviN/\ 


1M 1V1 UlOl j4 


nomo sapiens piasma giuxamaxe caiuoxypepxiciase ^rvj^r j, mrviN/\ 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


1M 1V1 Ul JZ/O / 


I— I / -v m i \ cQmpne nnAcnnAfrrn'I'PiTi puncnpn m u c t vt \i * \ /t 1 ^ / O p A 1 ^ tyiT?~MA 
JT1.UII1U odpiCIlo pilUlSpilUpi OLC111 CllIlL/IlCLl 111 dbLIUCyLClS U yr J_; J rY 1 J) ^, IIlXViN^A 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 


Homo sapiens sarcolipin (SLN), mRNA 


JNM UUJ /Oo 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA 15), mRNA 


JNJVL VVZkJiK) 


Homo sapiens fibroblast growth factor 9 (glia- activating factor) (FGF9), mRNA 


"VTA/T m ^29 1 ^ 

JNJVL UJJZlj 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3F 
(PPPlR3F),mRNA 


JNJVL UJZ /41 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransf erase, alpha) (AGPAT1), mRNA 


TsJA/T H99 1^9 
JNJVL UZZljZ 


nomo sapiens rr JZUJ plOtem \rr 1ZU1 J, 1Y11v1N/\ 


JNJV1 VJjZZD 


no mo sapiens l u d anci ousni multiple Qomams i (^oJvllji j, m 1\ in /\ 


JN1V1 Ul^OUD 


nomo sapiens potassium large conuuctance caicium- activate u cnannei, 
suDiamiiy ivi, ueta memuer h- ^jsa^inivi.dh-j, iiiin. in /a 


TsJA/T 0^9^^Q 
1M1V1 UjZJJ7 


noiiio sapiens Kiiiesin pioiein vi-^v-'^o i +OHo j ? iiirviM/A. 


In 1V1 Ul J j y*r 


T— I ^ -v i-vt / a compile 7infi finfTPr nrntpm 1 O 1 i / ^7 P 1 fl i tviDM A 

noiiio sapiens zinc iiii^ei pioieiii iu ^jvua i ) ^z^rN_riuj, iiirviN.rv 


1N1V1 


nomo sapiens cytoplasmic imKer z i i^imz transcript variant i, mrvTN/\ 


TsJA/1 fH97^A 


nomo sapiens torsm iamiiy i, iiieiiiuer d ^xorsin jdj ^iuividj, iiirv i > /a 


1N1V1 U.3ZOo^7 


nomo sapiens iiypouieiicai proiein iviov^iju/ 1 ^ivivjr^ ijvj / 1 mrviM.rv 


M1V1 0^9997 

INlVl LOZZZ 1 


U nmn ccinipric h\n^(\ihr>t\(*<A 1 nrn+pin PT T 9 9 A 7 Q ^Pt T99A7Q^ mRTsJA 

nomo sapiens iiypouieiicai pioiein rLjzzo/7 ijjzzo/7j, iiiiviM/\ 


TsJA/T f)1zKf)^ 
r\ivi uit-juo 


noiiio sdpieiis loisiii idiiiiiy i, iiieiiiuei jj ^loisiii d) \ i vjrvijjj, iiirvi>i J rv 


1N1V1 LOUVUU 


nomo sapiens ceu cycie progiession z piotem ^^rrvzj, mrvi\i/\ 


1N1V1 UjU/jO 


nomo sapiens oxysieioi uiiicuiig pioiein z ^v^/oJ3rzj, mrviN.rv 


NM 017698 


Homo sapiens hypothetical protein FLJ22679 (FLJ22679), mRNA 


TsJA/T H 1 899^ 
IN 1V1 U 1 oZZD 


Homo sapiens homolog of C. elegans smu-l (SMU-l), mRNA 


INlVl UlOZoD 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


JNJVL UU/Z4V 


Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 


NM 006464 


Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 


JNJVL UU04 1 1 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 
acid acyltransf erase, alpha) (AGPAT1), mRNA 


NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


JNJVL KjVVZqj 


Homo sapiens peptidase D (PEPD), mRNA 


JNJVL UU14o/ 


Homo sapiens glucose- 6-phosphatase, transport (glucose-6-phosphate) protein 1 

/T.APT 1 ^ mt?XTA 
^UOr 1 1 J, 111 Iv IN t\ 


JNJVL Ujj J70 


Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 


jnjvl uuzyzu 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

^ Ix r yvH- J, llllv In t\ 


NM 018944 


Homo sapiens chromosome 21 open reading frame 45 (C21orf45), mRNA 


JNJVL VJjZl^t 


Homo sapiens glycerol kinase pseudogene 2 (GKP2), mRNA 


NM 033089 


Homo sapiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 


JNJVL UIoUIj 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 


NM 033209 


Homo sapiens Thy-1 co -transcribed (LOC94105), mRNA 


TvTA/f r\LLf\C\L 

JNMUJJUyJ 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant delta, 
mRNA 


NM_03309z 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant gamma, 
mRNA 


JNM_U33l)y 1 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant beta, 
mRNA 


JNM (J33U17 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcript variant alpha, 

111 IV IN t\ 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript variant alpha, 
mRNA 


NM015318 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 
RHO-GEF), mRNA 


NM 007204 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 20, 103kD 
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/l^FA VOG^ ™T?AJA 
( UDJ^Zk) j, m K IN A 


aja/t n^OQA/i 

JN1V1 Ujzo04 


riomo sapiens nypotneticai protein ru i^+yjo {ri^j l^yoo j, mrviN a 


jnivi Ujzojy 


Homo sapiens phosphoinositol 4-phosphate adaptor protein-2 (FAPP2), mRNA 


NM_032583 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 1 1 

(/\C5L L 1 1 J, 111 iv IN /A 


1M1V1 UjZZo4 


nomo sapiens nypotneticai piotem r l^j i^yjo \ri^j i4y.3oj, mrviNA 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


TvTA/f HOI 707 

JNJVL UZ1 /Z / 


Homo sapiens fatty acid desaturase 3 (FAD S3), mRNA 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeastj-iiKe 4 (liiAJ vi>lj, mrviNA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 


JNJVL UZl l/o 


Homo sapiens is let- specific glucose -6 -phosphatase catalytic subunit-related 
piotem ( lOKJ j, niKJN/Y 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 

(JN U L> 1 4), mKJN A 


TvTAyf G 1 OHO 1 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


AJA/T H 1 £9Q^ 
JN1V1 UloZyj 


riomo sapiens nypotneticai protein j^lj ivyy / yrL^j i\jyy / j, mrviN a 


AJA/T G 1 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 

lllCllluCr 1V1 yl\ 1 1 Olvl J, 111 IN. In /\ 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


AJA/T G 1 ^QQQ 

jnjvl uiDoyy 


Homo sapiens putative glycolipid transfer protein (LOC51054), mRNA 


aja/T gi^gq 

JNJVL \)iOD\)y 


nomo sapiens leucine carooxyi metnyitiansieiase ^i^^ivii j, mrvi>/\ 


AJA/T GVT^zl^ 
1N1V1 U 1.3.343 


nomo sapiens o protem-coupieQ receptor ^oz/vj, mrviN/v 


aja/t nnoofi 

INIVI UlZZZo 


Homo sapiens pilin-like transcription factor (PILB), mRNA 


aja/t ggassa 

JNJVL UUuooO 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsiioii suumiiL yrs^ir j>\-j)^ iiirvi>j/\ 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1 , mRNA 


INIVI Uj/O^j 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 2, mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


AJA/T 1 A ^ 
JNJVL lo314J 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


JNJVL UZUoJo 


Homo sapiens fibroblast growth factor 23 (FGF23), mRNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 
m K IN A 


AJA/T G^ ^ 1 ^^7 

JNJVL J Jo / 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 3, 

rvi T? AJ A 

ITlrvLN A 


JNJVL LoZlUZ 


nomo sapiens opncing iactor, argmme/serme-ncn, 4oklj ^orvr4oj, mrviNA 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 

mpvr A 
111 In. IN f\ 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


JNJVL loJUU 


Homo sapiens sialic acid binding Ig-like lectin 10 (SIGLEC10), mRNA 


AJA/f fiOA^A^ 

JNJVL UZUooj 


Homo sapiens kidney-specific membrane protein (NX- 1 7), mRNA 


AJA/T G'J^J 1QA 

JNJVL U J) d low 


Homo sapiens olfactory receptor, family 51, subfamily B, member 2 (OR51B2), 

™T?AJ A 
lllJviN A 


JNJVL Kjdd i /y 


Homo sapiens olfactory receptor, family 51, subfamily B, member 4 (OR51B4), 

rriRTsJ A 

1 1 1 IN. 1 N /A 


INlYi. vJJ 1 / O 


Hnmn <sar>ipn<i HnnHlf* linnipohny 4 fT")T T^T4^ m R T\l A 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 



363 



(400/104) 



NM 032491 


Homo sapiens regulatory factor X, 4 (influences HLA class II expression) 

/ O T7 v /I \ DMA 
( Kr A4J, m Iv IN A 


JNJVL UZHOD 1 


nomo sapiens nypotneticai piotem pljzi^+oz ^pi^jzi<4ozj, niKJN/\ 


TsJA/1 HO 1 £^fl 
1N1V1 UZIojU 


Homo sapiens chromosome 1 0 open reading frame 2 (C 1 0orf2), mRNA 


TsJA/T H 1 7Q70 
IN 1V1 U 1 / y / Z 


PT^vmr* canipnc V»^7^/^+V»^+ir»ci1 nrnfpin Pt TOMATO ^ PT tOHASCA mt?TvT A 

nomo Sapiens nypotneticai pioiem r i^jzuooV (pi^jzwooyj, iiiivln/\ 


JNJV1 UZloVo 


Homo sapiens serine protease inhibitor- like, with Kunitz and WAP domains 1 
(eppin) (SPINLW1), mRNA 


JNJVl UZUOO / 


noiiio sapiens iiDiODiast giowtn iactor zz urzzj, mivLN/\ 


TsJA/T H 1 Q 1 1 ^ 
IN 1VL u i y 1 i o 


nomo sapiens iiDroDiast giowtn iactoi zi ^rorzi miviN/v 


ATA/T n 1 7QO A 

inivi u i / yzo 


PPm~tw\ canipnc ViArr\^+Vi^»+ir»o1 r*rv\tr»i n P T TOMATO / P T 1 0 H A W O \ rviT?M A 

nomo sapiens nypotneticai piotem rj^jzuooy \r\^jz\jooy), mivJN/\ 


NM 016444 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


jnjvl uioyoo 


Homo sapiens serologically defined breast cancer antigen 84 (SDBCAG84), 
mRNA 


JNJVL UloVlV 


Homo sapiens zinc finger protein 226 (ZNF226), mRNA 


NM 015474 


Homo sapiens SAM domain and HD domain, 1 (SAMHD1), mRNA 


jnmuu /uyo 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant brain- 
specific, mRNA 


JNJVL VVZVV 1 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protein 
1, Kaposi sarcoma oncogene) (FGF4), mRNA 


NM_001833 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant 
nonuram, mrviN/\ 


AJA/T HO O 14Q 
IN JVL UZZ 1 <4o 


nonio sapiens in/\oi^- protein ^in/aoi^j, miviN/A 


jnjvi uiozyz 


nomo sapiens o piotem-coupieQ leceptor io ^orivioj, miviN/A 


TsJA/T nm ^71 
JNJVl UU 1 j / 1 


nomo sapiens uynem, axonemai, neavy poiypeptiue o ^uiN/\rio j, miviN/A 


IN 1VL U 1 ZZ / 0 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
i ivi ciomainj, iiiciiiuer ^11^1 / ^, mivi>/\ 


IN 1V1 \J 1 ZAjyZ; 


pLoiiiu sapiens liiciuciuie i -ceil co-suiiiuiaioi ^i^wo iiirvr>jrv 


NM 032447 


Homo sapiens fibrillin3 (KIAA1776), mRNA 


TsJA/T nOzLH17 
IN JVL UZ^+U 1 / 


nomo sapiens nomeo dox n>y {rikjj^Dy j, miviN/\ 


NM 019558 


Homo sapiens homeo box D8 (HOXD8), mRNA 


JNJVL UoZo /y 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant b, mRNA 


JNJVL UZ4oVU 


Homo sapiens mucin 16 (MXJC16), mRNA 


NM_0 18558 


Homo sapiens gamma- aminobutyric acid (GABA) receptor, theta (GABRQ), 
mKJN A 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superfamily, member 2 1 
(UNrKbrZl ), mKJNA 


NM 006242 


Homo sapiens protein phosphatase 1, regulatory subunit 3D (PPP1R3D), mRNA 


JNJVL UUoj4j 


Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppiessor) (JNrKZL), itikjna 


JNJVLUUj JVo 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 3C 

(rrr IrvOL^J, 111 iv IN /\ 


JNJVl UUOO^D 


Homo sapiens serologically defined colon cancer antigen 28 (SDCCAG28), 

mt?TsJ A 


1N1V1 LOZOUU 


nomo sapiens nypotneTicai piotem pi^jih-ozo ^rpj ih-ozo mrviN/\ 


NM 004265 


Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 


JNJVL Ulo^UZ 


Homo sapiens fatty acid desaturase 1 (FADS1), mRNA 


TnJIVL 0^1498 

1N1V1 UJl^Z/O 


pi nmn cjmipnc h\mnthpfir'a1 n rntnin FT TFT 114^?^ mRTsJA 

PLUII1U sctpiCIliS Iiy pUUlCLlL/Cll piULClll rPJ IH-JJZ-J ^ P -LJ 1 H- OZsJ IIlIVi> J rV 


NM 025243 


Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 


NM 024411 


Homo sapiens prodynorphin (PDYN), mRNA 


NM_007368 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 3 
(Ins( 1 ,3 ,4,5)P4-binding protein) (GAP 1 IP4BP), mRNA 


NM 003912 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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jnivi uir>yo4 


Homo sapiens ubiquitin C-terminal hydrolase UCH37 (UCH37), mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


IN 1VL U 1 0 1 J 0 


Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 


JNJV1 UUOOO / 


Homo sapiens progesterone receptor membrane component 1 (PGRMC1), 
mRNA 




Homo sapiens nuclear receptor co-repressor 2 (NCOR2), mRNA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 
mKJN A 


JNJVL UUU441 


Homo sapiens solute carrier family 26, member 4 (SLC26A4), mRNA 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_0 15320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1 , mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 
mKJN A 


JNJVL UU4/ZJ 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 

m T? AT A 
III Iv IN /\ 


1M1V1 UU4 /UO 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 (ARHGEF1), 
mRNA 


iNlVl UUIUj 1 


nomo sapiens riDOSomai proTein ozo (KroZo j, mi\JN/v 


1N1V1 UUILOU 


Homo sapiens ribosomal protein S27 (metallopanstimulin 1) (RPS27), mRNA 


INlvl UK) lUZy 


Homo sapiens ribosomal protein S26 (RPS26), mRNA 


NM 002913 


Homo sapiens replication factor C (activator 1)1 (145kD) (RFC1), mRNA 


maa nn^^c^ 


Homo sapiens GTF2I repeat domain-containing 1 (GTF2IRD1), transcript 
variant z, rnKJN/\ 


1N1V1 UIO 11/ 


Homo sapiens fibroblast growth factor 19 (FGF19), mRNA 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
membrane sector associated protein M8-9 (APT6M8-9), mRNA 


JNM UUlo4o 


Homo sapiens collagen, type VI, alpha 1 (COL6A1), mRNA 


JNM UU4yJZ 


Homo sapiens cadherin 6, type 2, K-cadherin (fetal kidney) (CDH6), mRNA 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantigen), member 16 (SLC25A16), nuclear gene encoding mitochondrial 
protein, mRNA 


JNM vjZyQj 


Homo sapiens synaptotagmin-like 2 (SYTL2), transcript variant a, mRNA 


INlvl VKJoyjZ 


Homo sapiens smoothelin (SMTN), mRNA 


JNM UUU411 


Homo sapiens holocarboxylase synthetase (biotin-[proprionyl-Coenzyme A- 
caiooxyiase ^/\i Jr-nyQioiysmgjj ngasej ^rii^L^oj, m k in ja 


JNJVL_loU / / / 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 0 
(SLC2A10), mRNA 




nomo sapiens iv/\im Dincimg proxem i / ^rv/\i>ir5_r i / mivi>i/\ 


IN 1V1 \j 1 J j J7 


Homo sapiens activity- dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


TvTAyT HO OH/1 A 

JNJVl UZzU4o 


riomo sapiens KaiiiKrem 14 (JsJ_^Jvi4j, rnKJN/\ 


JNM UZUU41 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 

I kJ J_ <\^A,rSSy 1, 1 1 1 IN. 1 > /A 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM 0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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III 1\ IN r\ 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


IN IVL UUOjOO 


nomo Sapiens ceil growtn regulatory wmi iiiig imger Qonidin ^^oiviyj, mi\jN/\ 


IN IV1 1 


nomo sapiens k/ao pioiem activatoi iixe z ^k/yo/vlzj, miviN/v 


\TAyf C\C\A 1 1 ^ 

INIV1 UUH-1 ID 


nomo sapiens iiDiODiast giowtn iactoi 14 (rur i^-j, miviN/A 


INIV1 UIOZ44 


Homo sapiens TGFB-induced factor (TALE family liomeobox) (TGIF), mRNA 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 

111 lx IN f\ 


IN IVL UU0U4 / 


Homo sapiens RNA binding motif protein 12 (RBM12), mRNA 


IN IVL UjZjoo 


Homo sapiens ring finger protein 28 (RNF28), mRNA 


IN IVL UjU/OO 


Homo sapiens apoptosis regulator BCL-G (BCLG), mRNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 

ml? XT A 

mivIN/V 


TNTA/T n 1 ^^/l 1 
IN IVL V ID 04 1 


Homo sapiens testis derived transcript (3 LIM domains) (TES), mRNA 


TsJl\/T H 1 ft 1 /L/L 
IN IVL U 1 O 144 


riomo sapiens oecoi aipna lorm z (rLj iud /oj, miviN/v 


tnta/t n^irn ^ 
IN IVL UJZUlJ 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
rr APT r ^/TzlA^ mi?TNTA 

\ L/a 1 1 IVI^/a ) , ll l In IN /V 


IN IVL UZU4LJ 


Homo sapiens found in inflammatory zone 3 (FIZZ3), mRNA 


TNTA/T non-i^Q 
IN IVL UzUJjo 


Homo sapiens ring finger protein 18 (RNF18), mRNA 


tnta/t nn^sso 

IN IVL UUDooZ 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


xta/t niA^o^ 

INIVL UltOZJ 


nomo sapiens Kiuer ceu lectm-iiKe receptor suDiamuy r, memoer i ^ivi^ivr i 

mRTNT A 
11 1 IN IN /A 


NM 014141 


Homo sapiens contactin associated protein- like 2 (CNTNAP2), mRNA 


INIVL UUOoOZ 


nomo sapiens tucioi aiiQ js.n Qomain-coiiiammg proxem ^lurvis.nj, miviN/\ 


INIVL uuo / / y 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


INIVL UUOZyZ 


Homo sapiens tumor susceptibility gene 101 (TSG101), mRNA 


TnTA/T fin &AAQ 
INIVL UU044V 


nomo sapiens l.qc^z eiiecxoi protein j \k- nr j miviN/\. 


tnta/t nno^^Q 
INIVL UUZjjo 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 1 (P2RX1), 

1 1 1 IN 1 N f\ 


TnTA/T 00/^719 
rNlvl UUO / 1Z 


iiOlllO Sapiens -T/tlOI JvlllclSe ^"Ao 1 JNj, llallSClipi Vallalll 1, lllIvrN/A. 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


IN IV! UZO U;/0 


nomo sapiens rAoi Kinase i jvj, transcript variant miviN/\ 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


INIVL UlO / /U 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


JNM UU4UOO 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mKJN A 


tnta/t nn^Qm 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AP3M2), 

111 in IN JA 


TNTA/T nn^/iQQ 
INIVL UUD4Vo 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (AP1M2), 

m T? TNT A 
11 1 IN IN f\ 


iNivi Ujzyoi 


nomo sapiens ciystioDievm, aipna \lj l ini/a^, tiaiisciipi vaiiaiit zeta, mjviN/\ 


TsjA/r fn9Q&0 
rNivi Lozyow 


nomo sapiens ciysiiouieviii, aipiid. yu i in/aj, uaiiscupi vaiiain epsuon, iiiivln/a 


TsJA/L PH9Q7Q 

IN 1V1 UjZ7 / " 


nomo sapiens uysuouieviii, aipiid ^l-/iin/\.j, Lidiisciipi vaiidin gdiimid, iiiivin/a. 


TsJA/T fH9Q7& 


n.01110 sdpiens uysuouieviii, dipiid ^j-yiiN/Yj, iidiisciipi vdiidin ueid, iiiivin/a. 


NM 0^9975 


l-Tr»Tnr\ Q5ir\iF k 'nQ H\^QtT*r»l^TF k, \/i'n £i1r\li5i CT} 1 InJ A ^ j tv5\v\o.ov\Y\i ^/tnHtiTit alr^liii mRTNTA 

J__LVJ111VJ &Cl|Jlt/ll& Lij/ o Ll VJUl C- V 111, dlljlld ^J— ' 1 ±>I^A.^, Ll dll&V^l 1JJ L VC111C111L dlljlld, 1111V1>I^\. 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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TvTA A AO A A 1 

JNJVL Uz441o 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 2, mRNA 


TvTA/T mQni A 

JNJVL lo3U14 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1 , mRNA 


"VTA/T C\^ A c\^n 
JNJVL U141D / 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 


JNJVL Uloljz 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


JNJVL K)31yJJ 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant D, mRNA 


JNJVL (JJzWo 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant C, mRNA 


JNJVL_U.3zy /4 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant B, mRNA 


JNJVL (JUlzJu 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mRNA 


jnjvl lozwz 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


JN1VL UU1ZZO 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 




nomo sapiens z ,j -cyclic nucieoiiGe j pnospnoGiesieiase ^iNr j, miviN/v 


JN1V1 LoJlZj 


Homo sapiens organic cation transporter OKB1 (OKB1), mRNA 


JN1V1 UZUJ^fb' 


Homo sapiens ankynn repeat domain 2 (stretch responsive muscle) (ANKRD2), 

III l\.l N /A 


rNlvl UUuJt-U 


nomo sapiens lydiiuuiiie lecepioi i ^SKeieiai^ ^ivi ivi j, iiuvim/a 


IN 1V1 KJ 1 07 J) U 


nomo sapiens syniaxm i o i s\. i o m iv i > /\ 


1N1V1 UJ45UO 


nomo sapiens js.i/\>\u fyo gene prouuct ^js.i/\/\u /yj j, mivi>/\ 


IN 1V1 UUjt-ZO 


nomo sapiens vav i oncogene ^ v/\ v i liiiviN.rv 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


JNJVL loJUoV 


Homo sapiens ADU-VU protein (AJJO-vU), mKJNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


NM 032984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM_032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 
mRNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1, 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
( 1 JNrKJSrorJ), transcript variant 1, mKJNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
( 1 JNrKbroB), transcript variant JVLooL, mKJNA 


JNJVL UU1ZZ4 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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(TNFSF1 1), transcript variant 2, mRNA 


JNM (J(JJ7(J1 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
(TNFSF1 1), transcript variant 1, mRNA 


NM_(J(J54(Jy 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 

(oL Y rS 1 1 ), mKJN J\ 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRMT), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial (MTERF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 


Homo sapiens claudin 4 (CLDN4), mRNA 


JNM vjlyyo 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA 


aja/T noi ion 
JNMUUlzzy 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant alpha, mRNA 


JNJV1 UU434o 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA 


JN1V1 KJoZyyl 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant beta, mRNA 


AJA/T n / 3^oc'7 
JNIVI k)j 1 


Homo sapiens olfactory receptor, family 2, subfamily B, member 2 (OR2B2), 
mRNA 


aja/t min^i 
JNIJV1 UJJUjI 


Homo sapiens thymic stromal co -transporter (TSCOT), mRNA 


NM 033048 


Homo sapiens CPX chromosome region, candidate 1 (CPXCRl), mRNA 


JNM UJJUU/ 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA 


ATA A C\^^r\f\£i 

NM_(J33(J(Jo 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA 


NM_(J33(J(J5 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
(ULrUAr), tianscnpt variant U, mKJN A 


JNM UJJUU4 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
{iJnjFK^PLr ), Tianscnpt van ant a, miciNA 


NM_0 14922 


Homo sapiens death effector filament- forming Ced-4-like apoptosis protein 
yLJnLr \^j\r j, tianscrrpt variant r>, mivrN/\ 


AJA/f OnnOQQ 
IMVI UUUU oo 


Homo sapiens collagen, type I, alpha 1 (COL1A1), mRNA 


aja/t ni Qi 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mRNA 


iNlVl UjjUjO 


Homo sapiens beta-galactose-3-O-sulfo transferase 3 (GAL3ST2), mRNA 


NM 033029 


Homo sapiens leishmanoly sin- like (metallopeptidase M8 family) (LMLN), 

111 IN. IN /\ 


aja/t n'j'jnoQ 
1M1V1 IojUZo 


nomo sapiens r>araet-r>iecu synuiome h- (r>r>o4j, miv]\i/\ 


AJA/T HOI Qfi7 


Homo sapiens secretory protein SEC8 (SEC 8), mRNA 


1N1V1 VZKJlD 1 


nomo sapiens orvir- associated protein i ^ukaoi i j, mrviN/\ 


AJA/T H 1 ^ 1 


Homo sapiens mitogen- activated protein kinase 8 interacting protein 3 

^ 1 VI f\ l IV O 1 1 -J J, 1 1 1 IN. 1 > r\ 


1N1V1 U1H-UUO 


nomo sapiens ± i-j)-Kinase-reiaieci Kinase oivivjr-i ^oivivji j, in ixi n /a 


±n ivi uz lyiH 


nonio sapiens coiiiin ^inusciej \\^v l^a )^ IIUV1NI.TV 


TsJlVf 0^9^90 

rNlVl UOZJjZW 


n.01110 sapiens iiypoiiieiicai pioieni l/\d juioh ^v^.rvi3j)oi ot- j, 1 1 1 in. i > s\ 


rNivi \) j Ay Ad 


nomo sapiens nypouieiicai protein ivio^iouzj ^ivivj^iouzj mivi>j/\ 




Homo ^aniens hvnothetiral nrotein MGr?R4R TMGr?R4R > l mRNA 

±±VJ111VJ &d|Jl^lia Liy \J\J tilt LlV^dl JJlVJLtlll 1V1\JV^Z,Ot^O ^1V1vJV^Z(OtO 111±V1>^\. 


NM 032868 


Homo sapiens hypothetical protein FLJ14981 (FLJ14981), mRNA 


NM 032862 


Homo sapiens hypothetical protein FLJ 14926 (FLJ 14926), mRNA 


NM 032801 


Homo sapiens hypothetical protein FLJ 14529 (FLJ 14529), mRNA 


NM 032753 


Homo sapiens hypothetical protein MGC 15631 (MGC1563 1), mRNA 


NM 032737 


Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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TsJl\/f n^9^»^S 
iNlVl UjZOOO 


14nmn CQni^nc T^rr\r\+T»p»+ir»Ql r\-rr\+£*i n A/Tf^^~ 1 zL77 1 ^ \ /T fZ ^ A 7 7 1 ^ rv»T?XTA 

nomo sapiens nypoineiicai pioiem ivioi^h- / / 1 jivivji^h- / / ij, miviN/\ 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


INlVl KjjAd 1 1 


nomo Sapiens nypoineiicai proiem ivioi^Ho^ty ^ivio^^+zj^+yj, miviN/\ 


1N1V1 UjZjZO 


nomo Sapiens nypoineiicai pioiem iviol>h-oio ^iviol^oioj, nnviN/v 


\TAyf rn9^n^ 

1N1V1 UjZjUO 


nomo sapiens nypoineiicai pioiem ivioL. iuy /^f ^iviol. iuy /h-j, miviN/\ 




nomo sapiens nypoiiieiicai pioiem ujvrZipj'4 /jujo ^ujs.rz^pD^t /jloo,), mivr>i/\ 


XTA /f HK^^H 


Homo sapiens microtubule- interacting protein that associates with TRAF3 (MIP- 

1 J) J, llllvl>l/\ 


1M1V1 \JD 1 H-o / 


nomo sapiens nypoineiicai proiem ivioi^h-ouh- ^ivio^h-ouh-j, mivi>j/\ 


TsJA/T CYX 1 zl70 

INlVl Uj 1H- / U 


nomo sapiens j unciioiidi acinesion moiecuie j \j/w\lj ^, mivi>/\ 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


1N1V1 \JJ> lA ID 


nomo sapiens nypoineiicai proiem ivio^.^zH-^t, ^ivivj^.^z^+^+j, mivi>i/\ 


INlvl lolZUo 


nomo sapiens nypoineiicai proiem ujvrz^pDooJZU^o (URrAr joojzu4oj, miciN/\ 


IN1V1 \)D\)yA^ 


Li n ,tt / a Conine It t , it / a f It ^ f i ^ » 1 »Tt-/At^i t-» PD T"P\ TvTVJ /DD "FT^ 7vTV^^ i-n r? XI A 

nomo sapiens nypoineiicai piotem riciu-iN i j ^riciu-iN y jj, miviN/v 


1M1V1 UjUoz4 


nomo sapiens nypoineiicai proiem ru 14jjo {ri^j i^jjo j, miviN/\ 


XTA/f 0.^2 0/^1 
1N1V1 loUOJl 


Homo sapiens solute carrier family 25 (mitochondrial oxo die arboxy late carrier), 
iiiemuei z, i ^oi^i^zv i j, iiuviN.rv 


1>I1V1 UZHJ / 1 


nomo sapiens iiypoLiieucai pioiem r i^j z,z,!7H-u ^rbjzz^Hu j, iiirsj_>i J rv 


INlVl UZjU 1 J 


Unmn ccini r»n c FTA A OzL 1 7 (rr>nr> nrnrlnpf / T A A OA 1 7^ mP XI A 

nomo sapiens ixi/a/^wh- i / gene prociuci ^in.i/\/\uh- i / j, mivi>/\ 


TsJA/T 094 1fH 
±N 1V1 UZH- 1 \J 9 


nomo sapiens iiypouieiicai pioiem iviulzo i j ^ivivjv^.zouj, inivi>j J rv 


TsJA/T 0^0^78 
inivi vjkjj i o 


nomo sapiens iiypouieiicai pioiem ivio^h-u^j) ^ivivj^h-u^j) j, iiiivi>/\ 


XTA/T fl 1 AC\ 1 ^ 
IN 1V1 U 1 H-U 1 J 


nomo sapiens ivi i l ll proiem ^ivi i l ll ^ ? in iv in /a 


TsJA/T 0.9^0.04 
INlVl uzouyH- 


nomo sapiens nypoineiicai pioiem rLjzzio^ ^fi^jzzi oh-j, mivi>i/\ 


TsJA/T 09^078 

1M1V1 UZjU / O 


PJ^,tt/a r-inifnc U\/i^t\tUr^i\^-A 1 nrntfi n P T I9977S / PT 1 9 9 ^ 7 ^ \ m P XI A 

nomo sapiens nypoineiicai pioiem r l^jaad /o ^fi_^jzzij) /oj, mivi>iy-v 


TsJA/T 0,9^0,^1 

IN 1V1 \jA D \J\j 1 


Hr\mr\ c^ni r»nc VjT7r\r4+V>^+ir»t»1 rvrrH-^in PT T9^490 TPT T9^zL90^ ml? XT A 

nomo sapiens nypoineiicai pioiem ri^jzjH-zu yr i^j zjtzu j , inivi>/\ 


MA/T 0940^7 

rNlvl UZH-:/0 / 


nomo sapiens iiypouieiicai piotem plj i ioj / ^ "i^j i ioj / iuivi>i J rv 


in ivi WZH-Oyo 


Unmn c'lninnc \^\n~\(\t\^r*t\(*'\ 1 t-\ivitr»i n PT T 9 9 7 ^ 7 ^PT T997^7^ mPXT A 

nomo sapiens nypoineiicai pioiem rLjzz / j / yr i^j zz /j/)^ mivi>/\ 


XTA/T 09zlR77 

1M1V1 UZH-O / / 


nomo sapiens iiypouieiicai pioiem rLj i jzoj ^ri^j i jzoj iinviN/\ 


TsJIVT 09zl79^ 

iNlVl UZH-/ZO 


l — I / a iti / a c o "K\ i c> 1*11 t~k\ /^\+V^ ^ fa 1 i"\ t"v a "i - ^ i ii P T 199^97 i Th T T9 9 *n 9 7 i m T? X.I A 

nomo sapiens nypoineiicai pioiem v l^j az,d a / yr i^j aad a i j, iuivi>/\ 


XTA/T fl9zt71Q 
IN 1V1 UZ^t / 17 


TTnmn ccinipiio li\/ti^ itli r»+i 1 in^itoi n PT 19 9 A7A ^PT 1 9 9 47/1 ^ m P XI A 

nomo sapiens nypoineiicai proiem rLjzz^t /^t ^rLjzz4 /^J? miviN/\ 


1N1V1 UZH-OUU 


PTornn c^nipnc ViA7r»o+Vip»+ir»Ql nmfpin PT T908Q8 TPT T908Q8^ mRXTA 

nomo sapiens nypoineiicai pioiem rLjzuoyo ^rLjzi/070 j, miviM/\ 


XTA/T 094^0.8 
1N1V1 UZ^-jUO 


l-4^iiii^i cQnipnc li\/rwitli r»t i 1 tir/itr»i n \/I 1 070 A (\AC\C^ 1 070A^ m P XI A 

nomo sapiens nypoineiicai pioiem ivivjrv^ i v / yo ^ivivjrv^ iu / voj, niiviM.rv 


mm 09zl^zl1 
in ivi vjzho^t i 


T-4 1 a 111 1 a c « 1 ti i r» 11 c 1i\ /n^itli r»t 5 ^»ci 1 nr^itr»i n \/T nr 1 !!! ^ A ^ N/T ^ AO ^ A\ in P XI A 

nomo sapiens nypoineiicai pioiem ivivjv^h-ujh- ^ivio^h-ujh-j, iuivi> J rv 


XTA/T D9zin^zl 

1N1V1 WZH-UOt 


nomo sapiens iiypouieiicai pioiem ivio^ojoj) ^ivivjv^j>j)oj)j, iiiivi>Ij'-v 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


XTA/T 09 7 07Q 
1N1V1 UZ9U/0 


14 / a in / 1 coniAnc tit/a+It 1 1 »ii-/if 11 PT T17Q-n9 P T I 1 7 Q 9 \ 111 P XI A 

nomo sapiens nypoineiicai proiem ruijojz ^ri^jijojzj, miviN/\ 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


XTA/T H.99Q/19 
1N1V1 UZZo4Z 


nomo sapiens nypoineiicai pioiem ri^jzzvov (ri^jzzyovj, itikjn/v 


NM (JZZ/J/ 


nomo sapiens hypothetical protein rLJl Jioj (rLJ IJUjj), mKJNA 


NM 022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 
pr (rLJ 1 JU4oj, mKJN/V 


JNJvl UZZ4J / 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 8 (sterolin 
9 \ / a urnQ\ in p xi a 


XTA/T H9917^ 
1N1V1 UZZ1 jj 


nomo sapiens popeye proiem z ^L^rzj, mivrsi/v 


XTA/T fi99fi^ 
1N1V1 UZZUOO 


nomo sapiens iiKeiy onnoiog oi mouse uDiqumn-conjugaimg enzyme iiz-zjyjr^ 

^ PZ-ZJ) ) , llllVl>|j'-V 


NM 0154R0 


Homo ^aniens nertin ^ rDKF7P566R0S46"l mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIPIO), mRNA 


NM 003589 


Homo sapiens cullin 4 A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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TsJA/f 09099zl 


nomo sapiens nypoineiicai pioiem uivrz^pDH /uiho ^ujs.rz^pr>H/vjiHoj, miviN/^ 


NM 019064 


Homo sapiens hypothetical protein (FLJ10832), mRNA 


JN1V1 U1VU1Z 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP2), mRNA 


JN1VL UlooJj 


nomo sapiens nypotneticai piotein rtsxjzyKjU (rKAJzyuuj, mKJN/\ 


ATA A H1 


Homo sapiens hepatocellular carcinoma- associated gene TD26 (LOC55908), 

m n\T A 


TsJA A (\ 1 Q /I yl 1 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative short chain 

nl Pn l 1( x| A r> U* /( ] nurr » n « c p. ri-L^s A 9^0^0^^ m R NT A 

aiconoi ueiiy uiogeiiase ^no/A.zjoj)Oj> iiirvLN/A. 


In 1V1 U 1 oo^j 


nomo sapiens nypoinexicdi proiem neon ^riij/ooj, mrviN/\ 


TSTlVf 0170^7 

IN IVI Ul / 7U / 


nomo sapiens nypoineiicai pioiem rLjzuoju ^rLjzuojuj, miviN/\ 


MATT 017Q1A 
In 1V1 VI / y 1 H 


nomo sapiens nypoinencai proiem jti^jzwohw ^jti^jzoohuj, miviN/\ 


tsja/t 01700^ 
iNivi kj l / yvj 


U nTnn cQnipnc Vixrr*r\+ViP'+ir»Ql nrntfi n P T T90A97 ^PT I90A97 ^ mRTsJA 

nomo sapiens iiypouieiicai pioiem rLjzuozj ^rpjzuozj nirviN/A. 


In ivi \J l / / zz 


U Mnin coniptic r»Trr\r\+Vi<='+ir»ci1 rwv-vfr'i n P T T909zLzL ^PT T909zLzL^ rv»T?XT A 

nomo sapiens nypoiiieiicai pioiem rLjzuz^ ^fi^jzozhhj, mrviN/\ 


MA/T 017^8 
iNivi ui / ooo 


nomo sapiens i^ikM-mieracimg proiem inui^x-/!, rai nomoiog ^in kjuci in i\.in /a 


TsJA/T 017£»1A 
In 1V1 Ul / 0 1 0 


U nmn cQnipnc U\n^i\tUr*i\<*<A 1 n r^tr»i n PT T90004 / PT T9000zL^ mT?XTA 

nomo sapiens nypoineiicai pioiem pi^jzuooh ^pi^jzooohj, mrviN/\ 


TsJA/T 0 1 £ 1 R ^ 
In 1V1 UlOlOJ 


U nnin cQnipnc It \ / rw-\ t It r^t w » ' 1 1 r^T-i^+^in PT T1 070A ^ P T T1070zL^ mT?7vT A 

nomo sapiens nypoineiicai proiem rLj iu /uh ^rLj iu / oh mrviN/\ 


IN 1V1 UlOU/t 


nomo sapiens iiypouieiicai pioiem vl^j iuj /h ^tlj iuj /h ^, iiii\j_n/\ 


NM 018057 


Homo sapiens homolog of rat orphan transporter v7-3 (NTT73), mRNA 


TvTA/T O 1 QO/1 O 
InIVI UloUHV 


PI / a iT"» / \ cqmiaud 1t\ ^»T/Af It r-«f i /»o 1 tAmf^i it PT T1 09Q7 ^ PT T1 09Q7^ tTT D NI A 

nomo sapiens nypoineiicai pioiem ri^j iuzy / (^rLj iuzy / j, miviN/\ 


TvTA/T O 1 S09Q 
InIVI UloUZo 


PT/r,rvi/T coni^Tic 1t\ /it/a + It w»<> 1 Mrn+f>in PT T1 09 1 1 / P I T109 1 ^ »tt F? NI A 

nomo sapiens nypoineiicai proiem rLj iuzi i (tlj iuzi i j, miviN/\ 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


ATA /T A1 H 

InIVL UltOlU 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA 


NMO 16434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
l iNrrCbrorSj, tiaiiscnpi variant z, iiikjn/\ 


NM 016289 


Homo sapiens M025 protein (LOC51719), mRNA 


JNM (Jlozo4 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 

( AT O \ mDM A 

(OHJ1-ZJ, 111 K In A 


JNM Ulol4y 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIAS Y), 
miviN/Y 


TvTA/T O 1 ^QQ7 


Homo sapiens protein inhibitor of activated STAT protein PIASy (PIASY), 

lllrviN r\ 


TsJA/T 01^81 
InIVI UlOJOl 


nomo sapiens puoi i ^ lui j izyj miv in f\ 


TsJA/T 0 1 J.7Q 
in ivi v i oh- / y 


I— I /Ti-trr* /t c o-it^i ^ it o It \ rv\/r+P -tr* o 1 »t s \i~ i it { T 1 V ^1 / /I /-x \ -itt 1? ^.T A 

nomo sapiens nypoineiicai proiem ^LUL/jizH-oj, mrviN/\ 


MA/T 0 1 f\AlA 
In IVI O 1 OH- / H 


I — I / -\ i^>^ / \ o o v\i it c It \ i #t / a "i - It r*ti/» o 1 »t t" / a "f - i it i T i h ^1 / /i /l \ tTT T? ^Vl A 

nomo sapiens iiypoineiit/ai proiem ^lu^jizh^j, miviN/\ 


MATT 0 1 ^OQ J. 
In IVI U 1 OKjy^-r 


nomo sapiens norLUiz pioiem ^lulj i izz,j, iiiivin/\ 


TsJA/T 01^QzL9 
In ivi \j l j y-rz. 


Unmn canipnc POT 19 rvrntfM-n ^T OP^IOOVi i-nT?TsIA 

nomo Sapiens l ui - iz pioieiii ^lul jiuui j, iiuvln/a 


TsJA/T 01£»zl7^ 
IN IVI KJ 1 OH- / D 


nomo sapiens nypoineiicai proiem ^norLzi j j, miviN.rv 


AJA/T 01AzL^7 
In IVI \J 1 OHO / 


nomo sapiens pioiem Kinase uz is^uzj, mivrN/A 


TsJA/T 0 1 f\ 1 1 1 
In IVI UlOl 1 1 


nomo sapiens is.i/\/\oooj) gene piociuci ^ivi/\/\uooJ) miviN/\ 


TsJA/T 0 1 AC\AQ 


Unmn ciinipnc TsJPT > i009 r^rri+^in rMPFi009^ mPTsTA 

nomo sapiens intl/uuz pioieiii ^inp l-/oozj, iiiivln/a. 


TsIA/r OlzLO^^ 
iNivi uiH-yoj 


nomo sapiens rviy-\.rvoyoj) proiem ^ivi./A.rvoyoj) iiiix in /a 


TsJA/T 01^^71 
In IVI Ul J J / 1 


T— Tntvtn odmptic I 1 1\ /I P\ 1 ciippitip nrn+PQOP / QIT TQP 1 i itt T? ^.1 A 

nomo sapiens ouivivj- i-specmc pioiease ^ouor i ) 3 miviN/\ 


TsJA/T 01J.78Q 

IN IVI U1H-/07 


Unmn cQnipnc PTA crr»nr» nrnrlnpl / I<f T A A0^»9S^ mPTsJA 

nomo sapiens is.i/\tauozo ^,eiie piociuci ^ivi/\/\uozo iiitvin/a. 


TsJA/T 0 1 47 1 A 

IN IVI U 1 H / 1 H 


PlATnn c^nipnc K T A AO^QO ctptip nr^/Ti u^t ^kT T A AO^QO^ mT?TsJA 

nomo sapiens tvi/\z-vuj>!/o ^ene piouuci yis^±i\j\\jjy\j), iniviN.rv 


TsJIVT 014.7^8 
In IVI UIt - / JO 


Unmn c^nipnc \<£ T A A 09^4 opnp nrnHiipf / I<f I A A 09 £ >,A\ mPTsJA 

nomo Sctpieiis ^ene piociiici ^jvrrv.rvu.zoH j, iiirviN/A. 


TsJA/T 0140^ 
INIVI U 1 HUO J 


U nT nn CQnipnc PI TOO 1 »t iv^tr»i n / PPTOO 1 ^ tyiPXTA 

nomo sapiens n i uu i proiem yri i uu i in in in /\ 


NM 014170 


Homo ^aniens HSPn^5 nrotein rHSPrn^'l mRNA 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 integrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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iNlYl UU/UOO 


nomo sapiens /\i>j-^-i proiem \/\ i n l>/- i j 9 m ivi n /a 


1M1V1 WUO/Ul 


nUIIlU Sapiens Similar lO o. pUIIlDC tllllll i ^l^llvll J, lIllViN.rV 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


IN JV1 UUO^ / / 


Homo sapiens RAS -related on chromosome 22 (RRP22), mRNA 


\TAyf nnAnft7 
jnivi uuouo / 


riomo sapiens tuDunn, oeta, j> \ i j, mrviN/\ 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


TvTA/f C\C\^Q 1 ^ 

JN1V1 UlDoO 


Homo sapiens Kruppel-type zinc finger (C2H2) (ZK1), mRNA 


JNJVL ULD ol / 


Homo sapiens cargo selection protein (mannose 6 phosphate receptor binding 
protein) (TIP47), mRNA 


JN1V1 UUjoUI 


Homo sapiens putative translation initiation factor (SUI1), mRNA 


JNM_UU5837 


Homo sapiens POP7 (processing of precursor, S. cerevisiae) homolog (RPP20), 
m iviN /a 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


JNJVL UU4V/U 


Homo sapiens insulin- like growth factor binding protein, acid labile subunit 

HCYR A T QA *vi DMA 
(1 Kjr f\ L o ) , mrvJN J\ 


JNJVL uu^-y^o 


nomo sapiens uynamm z (^uiNivizj, mrviN/v 


JN1VL UU^fZoJ) 


Homo sapiens RAB3D, member RAS oncogene family (RAB3D), mRNA 


NM 004548 


Homo sapiens NADH dehydrogenase (ubiquinone) l beta subcomplex, 10 

(ZZKJJ, I UoW ) ( IN LJ U r t> 1 U J, m K IN /\ 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


JNJVL UU4o / / 


Homo sapiens glia maturation factor, gamma (GMFG), mRNA 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


TvTA.4" f\(\Af\AA 

JNJVL UU4U44 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
formyltransferase/IMP cyclohydrolase (ATIC), mRNA 


"VTA A C\f\A "2 1 < 

JNJVL UU431j 


Homo sapiens N-acylsphingosine amidohydrolase (acid ceramidase) (ASAH), 

m iv IN /\ 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mrviN/\ 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


JN1VL UlO 1 1U 


Homo sapiens Sp2 transcription factor (SP2), mRNA 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


JNM U(J054J 


Homo sapiens sphingomyelin phosphodiesterase 1 , acid lysosomal (acid 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 4 (SMARCA4), mRNA 


NM_002807 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 
(PSMD1), mRNA 


JNM UUZ/U4 


Homo sapiens pro -platelet basic protein (includes platelet basic protein, beta- 
thromboglobulin, connective tissue- activating peptide III, neutrophil-activating 
peptiae-Z) (rr\t>r), mKJNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1A2), mRNA 


JN1VL UU lOo / 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, delta 

SUDUlllI \ r\ 1 r J U J, 111 iv IN f\ 


INIVL UZU lOo 


riomo sapiens pzi(^ijjnjn i/vj-activateQ Kinase o ( i a^ino ni iv in /\ 


INIVL loZCO / 


riomo sapiens LiypoiLieticai protein iviol.1 U44Z (ivioi^ iU44zj, itlkjn/\ 


INIVL VjjZD 1 1 


Homo sapiens EGF-like module-containing mucin- like receptor EMR3 (EMR3), 
mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1/oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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1NM / 


Homo sapiens beta- galactose- 3 -O-sulfotransferase, 4 (GAL3ST-4), mRNA 


1M1V1 UZ^-Ol / 


riomo sapiens nypotneticai protein rLj i j^+uy {ri^j i D^\)y j, niKJN/\ 


1N1V1 UZU /yO 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6A (SEMA6A), mRNA 


TsJA/T 01^98^ 
iNlVL KJljZoj 


nonio sapiens metmonine aQenosyniansieiase 11, oeta ^ivi/v i zd j, mivi\i/\ 


TsJA/T H 199^1 
1M1V1 VJlZZjl 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 


Homo sapiens CTL2 gene (CTL2), mRNA 


NM Ul joOO 


Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM_0 14771 


Homo sapiens 95 kDa retinoblastoma protein binding protein; KIAA0661 gene 
pro (Jvi/v/vuoo i j, mKiNA 


ATA A M 1 A A ^ /I 

NM U144j4 


Homo sapiens p53 regulated PA26 nuclear protein (PA26), mRNA 


NM 0 13447 


Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 
sequence z (cMKzj, hikma 


NM 006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectin 8) (LGALS8), 
mKJNA 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NM UzzU4U 


Homo sapiens Williams- Beur en syndrome chromosome region 5 (WBSCR5), 
transcript variant 1 , mRNA 


N MO 3 2464 


Homo sapiens Williams -Beur en syndrome chromosome region 5 (WBSCR5), 
transcript variant 4, mRNA 


JNM U3Z453 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 2, mRNA 


TVTA A f\ 1 A 1 A /~ 

NM0 14146 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 3, mRNA 


NM KJjiyyZ 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
transcript variant 2, mRNA 


NM 006Z34 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(POLR2J), transcript variant a, mRNA 


NM 032959 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide J (li.ikD) 
(POLR2J), transcript variant b, mRNA 


NM_03295o 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide J (13.3kD) 
(rULKZJj, transcript variant c, mKJNA 


NM UUZoy4 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(i ULivZL transcript variant aipna, m is. in /a 


NM_032940 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM UUUyJ 1 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000930 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, mRNA 


NM U33U13 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 3, mRNA 


TvTA A AA'JOOA 

NM_003oo9 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 1 , mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (NR1I2), 
transcript variant 2, mRNA 


\t \ 4 AT117A 

NM 022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (WBSCR1), 
tianscn.pt variant i, miviN/\ 


NM_032408 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 2, mRNA 


NM_023005 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZ1B), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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TsJA/f 0191^8 
IN 1V1 U1Z1 JO 


ilUIllU SapieilS apopiOSIS antagonizing lianSClipilOll iaClOl ^l^JZ/l^J, mivLN/\ 


ATA/r C\\f^A^ 
1N1V1 V 1 Oj4j 


nOlllO SapieilS L/CIlllUlllCIC pruXClll -T ^jJU/HUUKJJ, IIlllOSlIlJ ^^Jj/lNr F J, niivTN/A. 


NM 032988 


Homo sapiens transducin (beta)- like 2 (TBL2), transcript variant 2, mRNA 


ATA/T 0^90^9 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 3, mRNA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


ata/t n^on^n 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 2, mRNA 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 




Homo sapiens general transcription factor II, i (GTF2I), transcript variant 5, 
mRNA 


TvTA A f\f\ 1 CI O 

JNM UUlMo 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 4, 
mRNA 


JNM_UJJUU1 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 3, 

mT> AT A 


ATA/f nilAAH 
JNJV1_U D D UUU 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 2, 

♦v* T? AT A 

111 KIN A 


ATA/T fl'JOQQQ 
INIVI \jDLyyy 


Homo sapiens general transcription factor II, i (GTF2I), transcript variant 1, 

tyiRTnJ A 
1 1 1 IV IN r\ 




Hnmn conipnc T? 1A T?ATA li i 11 r\ i 11 (r n r / ^ t r» i 11 /^l? FlRP^ ml? AT A 

noiiio sapieiis in. vj ixJN/\-uiiiLiiiig pioieiii \ i\udi ) v iiiivin /\ 


MA/T 0097^ 
IN 1V1 UUZ / J J 


nomo sapiens miiogeii-aC/iivaieci proiem Kinase Kinase i ^ivi/vr zjvi miviN/\ 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


ATA/T OOA^/17 
1N1V1 UUO / 


Homo sapiens peptidyl prolyl isomerase H (cyclophilin H) (PPIH), mRNA 


ATA/T 001 1 
iNlVl UUIOJI 


Homo sapiens alkaline phosphatase, intestinal (ALPI), mRNA 


ATA/T 09 11^1 
IN TVl UZ 1 1 J 1 


Homo sapiens carnitine O-octanoyltransf erase (CROT), mRNA 


ATAyT OO^OGO 


Homo sapiens phospholipase A2, group IVB (cytosolic) (PLA2G4B), mRNA 


ATA/T 0001 9/1 
1N1V1 VjKJUlZ^ 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 6 (ERCC6), mRNA 


TsJA/f 0901^7 
1N1V1 UZU 13/ 


nomo sapiens oiorapun \ kj i ui\ j, mis. i > /\ 


ATA/T O 1 Q^i 1 ^ 


Homo sapiens polybromo 1 (PB1), mRNA 


ATA/f O 1 Q1 
INIVI UlolOD 


Homo sapiens polybromo 1 (PB1), mRNA 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


ATA A niOI^Q 

IN 1V1 U 1 Z id y 


Homo sapiens deafness locus associated putative guanine nucleotide exchange f 
mi? at a 

{LJLlL^KJLlr J, III IV IN /\ 


ATA/f 0070/^1 
IN IVL UU/UOl 


nomo sapiens serum coiisiiiueni protein ^ivik!>j_/D3 miviN/v 


ATA/f 00^70 

1N1V1 uUjj> /y 


Homo sapiens myosin IA (MYOIA), mRNA 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXI A (steroid 2 1 -hydroxy lase, 
congenital adrenal hyperplasia), polypeptide 2 (CYP21A2), mRNA 


xTAyr nnnn^^ 

iNJVl UUUUOj 


Homo sapiens complement component 2 (C2), mRNA 


ATA/T 01/107Q 


Homo sapiens mitochondrial ribosomal protein LI 3 (MRPL13), mRNA 


ATA/f 09 11^/1 
1N1V1 UZ 1 1 j4 


Homo sapiens mitochondrial ribosomal protein L23 (MRPL23), mRNA 


ATA/f 0909AQ 
1N1V1 KjZAjLt+y 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

LllI OIIlUOSpOllCllIl LypC 1 IIlOlll, y yr\LJf\ivLl. Ill£Vl>/\ 


in ivi u i ouy^t 


nomo sapiens 01 10 0 pnase Transition z (uor izj, miviN/\ 


TSJA/T 014 180 
IN 1V1 Ul^-lOU 


nomo sapiens imiociionciiiai nuosomai pioiem lzz ^iviivri^zzj, miviNiA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


TsJA/T 01 

IN 1V1 \J 1 D D O 3 


1 — 1 /A-fAA /A O O ^A 1 /A^IA O I — I /A /A TAA O "l"*A "IA"t*/A^"/^1 "IA ^ 1 "IA/A"tA "1 "IA l / 1 — 1 -2 I 1 ^ \ -|AA l-J \\.\ A 

nomo sapiens onj-uomam proiem d ^ponsmj ^onjuj miviN/\ 


NM 006434 


Homo sapiens SH3 -domain protein 5 (ponsin) (SH3D5), mRNA 


ATA/T 0001 1^ 
1N1V1 UUUIjD 


nomo sapiens ranconi anemia, compiemeiiiaiioii gioup i\ ^r/\iNL./\j, miviN/\ 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 5 
(SCYA15), transcript variant 2, mRNA 
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TvTA/f mifl^f 

JNJVL UjZyOJ 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 5 
(o^Y/voj, transcript valiant ihkin/v 


JN1VL LoZyo^t 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 5 

^kjL/ I rvl J J, UallSCIipi VaildllL 1, IIlrvlN.rv 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


JNJVL UU / VJ 1 


Homo sapiens Z^WIO interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


JNJVL Ulozoz 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


"\ta A C\f\A 1 /C /i 

JNM (J(J41oo 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(oL I AJ4j, ti anscnpt vai lant i , itikjn j\ 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
^oL^Y/\i4j, ti anscnpt vanant J, mKJN/\_ 


TvTA/T mOQAO 

jnjvl ujzyoz 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


JNJVL VZiZiy 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


JNJVL U 144 JO 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 

yr DK^D^t J, 111 in. IN /A 


JNJVL UIH-IV/ 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


1N1VL UU/Z14 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae ^ o c^,o a l hiin. in /a 


1N1V1 WWOOWo 


nomo sapieiis pioieiii uaiisiocaiioii complex oeia ^ojj^oitjj, itixvin/^ 


rN ivi uu i uz o 


riOIIlO SapieilS llUOSOlllal piOieill oZJ ^JvroZjj, IIllvlN/A. 


TsJA/T 001099 


riOIIlO SapieilS llUOSOlllal piOieill Ol7 ^xvr 0I7J, 1111V1N/-V 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


TsJA/T 00 1 09 O 
IN 1VL WW 1 WZ W 


nomo sapiens liDOSomdi pioieiii 010 ^ivr oioj, miviN/\ 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 


XTA>f C\C\ 1 C\ \ H 

JNJV1 UU1U1 / 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


TvTA A /A/AO OA 1 "? 

JNM (Jwz9U / 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 1 , mRNA 


NMUJ2941 


Homo sapiens RecQ protein-like (DNA helicase Ql-like) (RECQL), transcript 
variant 2, mRNA 


"VTA 4" HO 1 1 OQ 

JNJVL Wzllzo 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NMUUoziJ 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide I (14.5kD) 
(POLR2I), mRNA 


TvTA/f nn^T37 

JNM_U(JozJz 


LLomo sapiens polymerase (KJNAj 11 (DJNA airectea) polypeptiae hL (rULKzhLj, 
mRNA 


NM_00zo95 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide h (25kD) 

(^r iJLlvZiiJ, m In. In A 


JNJVL UU4oUj 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 


JNJVL UUWVJ / 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide A (220kD) 

^ I kJ L IvZ/A j , 111 Iv IN /A 


TsJA/T 001 Q87 
IN 1V1 W W 1 " O / 


n o 1 1 1 (J sapiens eis vanani gene o ^ i el l oncogene ) yd i voj, 11 1 in in /a 




TTnmn Qtn^if^nQ T"M'Mtor 'i-wl It ri n 0^) fT^C > Y^T-\ r ) r )\ tTiincr'TiT^t ^/tnHant r* mT?TsIA 


NM 032972 


Homo sapiens protocadlierin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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JNJVL (J3Z4j / 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant c, 
mKJNA 


NM 032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
m iv in s\ 


JNIVL UUzooV 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 

™ o AJ A 

mKJNA 


IN1YI UlCOoU 


riomo sapiens piotocaanenn iz (rL^unizj, mrviNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 

111 IV IN r\ 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


JNJVL y)jZ Voo 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant c, mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


JNM_lozbOU 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 2, 
mRNA 


JNJVL Uz4JUz 


Homo sapiens matrix metalloproteinase 28 (MMP28), transcript variant 1, 
mRNA 


JNJVL_00o575 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), mRNA 


JNM_UU4o3 j 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 3 
(MAPKAPK3), mRNA 


JNJVL (JUzjS/ 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 1, 
mKJNA 


JNIVL UU4/jy 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 
(MAPKAPK2), transcript variant 1, mRNA 


JN1V1 lozyou 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 2 

( 1V1 AKrv Ar JvZ ) , ttailSCnpt vaiiaill Z, 1TLKJNA 


JN1V1 loZjlj 


Homo sapiens Bcl-2-related ovarian killer protein-like (BOKL), mRNA 


INIVL UIOIOO 


riomo sapiens maauuz / protein ^jvlui^i j, mKJNA 


XTA/T HOI 7Q^ 
JN1V1 UU1 /iO 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5), 

mT?M A 
III is. In f\ 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


rNivi uui / 7j 


riomo sapiens caQiierm j>, type i, r-CaQnenn ^placental j ^L.un^ mrvrN/v 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


JN1V1 UU4.30U 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial) (CDH1), mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


"VTA AACO/; A 

JNM (J(Jjoo4 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 1 , mRNA 


JNM_U3z459 


Homo sapiens signal transduction protein (SH3 containing) (EFS2), transcript 
variant 2, mRNA 


TvTA/T A^ll Al 
INIVL UJZ1U/ 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(n-i^(p jjvld i nanscrrpt variant n, mKJNA 


INIVL UO^f/o 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 

^n-l^^J> JIVIJD 1 ^, UallSLlipi Vallalll 1, mxviN/\ 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1 , mRNA 


INIVL UjZ^Oo 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 2, mRNA 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


rNivi uoz^foo 


nomo sapiens aspartate ueta-nyQioxyiase (Aornj, tiaiiscript variant mrviN/\ 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


1N1VL UZZ/OO 


riomo sapiens kjna Diiiuing motn protein o (ivrsivio j, miviN/v 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


"nta/t m/iQ'jn 

1N1VL 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 5 A 
(PPP1R15A), mRNA 


TvTA /f M 1 A < O O 
JN1V1 U 14 JZZ 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


JNJVL (JUZoVo 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


JNM_UUU935 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide B (140kD) 

(r ULKZrSj, m K IN A 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


TvTA/T C\f\A 1 1 < 

JNJVL UU4ZO 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 

tyi P XT A 


ataa nn< 1 1 1 

JNJVL UUD 111 


Homo sapiens crystallin, zeta (quinone reductase) -like 1 (CRYZL1), mRNA 


1N1V1 UU4j)Ol 


Homo sapiens cAMP responsive element binding protein- like 1 (CREBL1), 

rnPTsJ A 
111 IN.1 >J f\ 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


INIJVl UU /Zyj 


riomo sapiens complement component 4/v ^l. 4/\j, n 1 is. in /a 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA 


JN1VL UZjyj 1 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


JNM UZZdo I 


Homo sapiens nyctalopin (NYX), mRNA 


JNJVL UZZ40 / 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 

/THQT^'i mPATA 


1N1VL U 1 COD / 


Homo sapiens orphan seven- transmembrane receptor, chemokine related 
(VSHKl), mRNA 


XT AA fi 1 f\ 1 1 A 
IN 1V1 UlOl 1 O 


nomo sapiens diiKy 1111 repeat dim 0 kj 0 oox-containing \.r\ 0 D'H mrviM/\ 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


TvTA A C\ 1 A 1 1 < 
JN JVL U 1 0 1 1 J 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


"VTA A C\ 1 /I "} o Q 

JNJVL U14JV5 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


TvTA /f n 1 /I A 1 A 

JN M l) 144 J 4 


Homo sapiens NADPH- dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


JNJVL UU4ooU 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


JNM UUoojU 


Homo sapiens interleukin 24 (IL24), mRNA 


JNJVL UU0D41 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


JNJVL UU4ooZ 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1 , mRNA 


JNM UUUUZV 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


JN1VL UU4UDU 


nomo sapiens r>v^LZ-HKe z ^r>L^LZLZj, miviN/v 


NM 004049 


Homo sapiens BCL2 -related protein Al (BCL2A1), mRNA 


NM_0016zi 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 
mRNA 


ata /f moncc 
JNM_U3ZSO j 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1, 

mPTsJ A 
111 Ivl N f\ 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orfl 1), mRNA 
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JNJVL UJlzoz 


Homo sapiens immunoglobulin superfamily receptor translocation associated 1 

/TO T A 1\ T> XT A 

(1K1A1), mKJNA 


ATA/T m 10Q1 

JNJVL lolZol 


Homo sapiens immunoglobulin superfamily receptor translocation associated 2 

fTT> X A 7 ^ m T? AT A 
( 1 IV 1 /\Z J, 111 IV IN /A 


ataa nnn7^7 


Homo sapiens cytochrome P450, subfamily IIB (phenobarbital- inducible), 
polypeptide 6 (CYP2B6), mRNA 


InIVI UZUIOD 


noiuo sapiens postiepLication lepair pioTem niv/vLJiop ^kajjjo j, mrvrN/\ 


ata/T nn i7in 

JN1V1 UU1 / 1U 


Homo sapiens B -factor, properdin (BF), mRNA 


ata/t no 1 &nn 


nomo sapiens J uomam containing protem i {jur i j, mrviN/\ 


ata/t nonzinA 


nomo sapiens lumoi eiiuoineiiai maiKei i piecuisoi { in-ivii j, miviN/\ 


ata/t nn/^77 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 

f<sT P99 A7^ mT?AJA 

^ O LL ZZA / J, III ivl N f\ 




noiiio sapiens uiU-UicjU-iLiii y\jD\-j), iiirvi>jy-\ 




noiiio sapiens ciioiiciioiini suiiaie pioieo^iycan u ^uaiiid.L'Ciiij ^L/Orvjo j, iiitvtn/\ 


iNivi kj i f-tyj 


nomo sapiens seoH-i^ ^rioixiN aocd iiiiv im /a 


rNlVl UUIOjZ 


l — l / \ itt / a comAtic oll^oliiT/^* nnADnnoIocA irlQ/^An+Ql ( T? Anon icATTrmA \ i AT 1^ \ * \ itt \J \\A /\ 

nomo sapiens aiKaune pnospiiaidse, pidL/eiiiai ^ivegaii isozyme ) ^ ALrr j, iiiivlnz-v 


AJ1VT 0^077^ 
1N1V1 UjU / / J 


1-TnTYin CQmpnc r\p»Tci lunii Im 1 r»lcic'C' \/T / ' 1 T TT^T^ 1 l tyiT?ATA 

nomo sapiens ueia luuuiiii i, ciass vi^i kjddv iiuvim/y 




nomo sapiens ciiiuiiiusoiiie 1 1 open ieau.111^ iiaiue 10 ^^i loiiioj, iuxvIn/y 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorfl5), mRNA 


ATA/T CilCi^Al 


nomo sapiens cmomosome 1 1 open reaumg irame i / ^^i lorn / j, mivr>i/\ 


ATA/T 090901 

injvi uzuzui 


Homo sapiens 5' nucleotidase, mitochondrial (NT5M), mRNA 


NM 003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


ataa nmi 7^ 


Homo sapiens chromosome 8 open reading frame 2 (C8orf2), mRNA 


ATA/T nri7n7 / 3 
JNJVL UU/UzJ 


Homo sapiens cAMP-regulated guanine nucleotide exchange factor II (CAMP- 

r,pnn\ tTT DMA 
O r 11 J , 111 1 v IN JA 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


ATA/T flflAlfK 

INIVL UUoIUj 


Homo sapiens Rap 1 guanine-nucleotide-exchange factor directly activated by cA 

/CT)A ™T?ATA 
(T^rVYl^J, 111 Iv IN /\ 


ATA/T nn^A / J7 
INIVL UUjOj / 


Homo sapiens synovial sarcoma translocation, chromosome 18 (SSI 8), mRNA 


ATA/T fin 19 1^ 
INIVL UUIZU 


Homo sapiens chromosome 1 open reading frame 1 (C lorfl), mRNA 


ATA/T nH9^^A 


Homo sapiens tumor- associated calcium signal transducer 1 (TACSTDl), 

mT?AJ A 


AJTV/T 00^409 


noiiio Sctpieiis L/iiioiiiosoiiie a open iedLinig iidine iz ^auiiiz^, iiirviNjrv 


at Ayr 00^707 


1 — 1 / -\ ITT / A CQfM AtlC ^ tTT It 1~\ f / \ IT 1 / "* /^^+/T /T AttYl /T/^-\7^1/A »T tTT IT f" / Ih T-H T~^ ^ "ITT T? AT A 

nomo sdpiens emuryomc eciocierm cieveiopmeni \ L-jLLlj j, niivi n /a 


1M1V1 UjZoOj 


|J M m n c ' 1 it i r» n c 1t\/kw Atta r»t 1 tTr/ Atr»i n P 1 T1 ZLQ97 ^ PT T1 AQ97^ tyiT?ATA 

nomo sdpiens iiypouieiicdi pioiein vl^j m-yz, i ^ri^j 1^-7/ / j, iiiivrN.rv 




1— I ( a itt i a c 'l it i r» n c It a rv\ /t+It r» c» 1 it r/^ Atr» i n ThT T1 zL^\0zL ^ PT I 1 A{\7 A\ ml? AT A 

nomo sdpiens iiypouieiicdi pioiein rpj ihuzh ^rL,j ih-ozh- j, inivi> J rv 


NM 032578 


Homo sapiens myopalladin (FLJ14437), mRNA 


rNIVL UjZjoj 


nomo sapiens cniomosome z> open reaumg irame ^+ ^^Don^j, mivi>/\ 


INIVL \Jj>ZZjy 


l— I / a itt / cQr»iAtic Itx / tT / a t It 1 1 ^ » ' 1 1 ITt~/A+^i n ThT 1 0 "2 ^ 1 1 / P 1 TO ^ 1 ^ m T? AT A 

nomo sapiens nypotneTicai protein rLjzjj 1 1 yr l^jzdj i i j, mKJN/\ 


ATA/T n^9H19 
INIVL LoZUlZ 


nomo sapiens cniomosome y open leacimg name j (Lyonj j, mKJN/\ 


ATA/T 1 Q99 

inivl loiyzz 


l— I / a tTT / \ coniotiD DAT DO 1 tT t-/\f i tT / 1 O 'J^'nQ^ ittT? AT A 

nomo sapiens iv/vi^r>i^i protein (lul oJojyj, mKiN/v 


ATA/T M'J 1 QQA 

INIVL loloVU 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 

mT?AJ A 

III IVl N /\ 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


ata/t rnnozizi 
in ivi kj z> \jy h-t 1 


nomo sapiens cniomosome id open reaumg irame d inivi>i/\ 


ata/t n^nsn^ 


Homo sapiens chromosome 1 open reading frame 21 (Clorf21), mRNA 


AJA7T 0^0700 


nOIIlO SdpiCllS liy pOLllCLlCdl piOlClll L^UrVWO ^V^-L'.rVWoJ, lll£vl>/^ 


NM 018312 


Homo sapiens chromosome 1 1 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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TsJA/T 0991^ 
In IVL UZZ 1 OJ 


I — I / \ / a cotM (>-nc nnTArv»ACAmf» 1 ^ / a i~\ ^ 1^1 -r*oo/Tm rr tro Tn o /I / I 1 ^ / \ fT/1 \ n^»T?^S.T A 

nULLLU Sdpiens CLllOmOSOine 1 J OpCIL reduing irdme H- L JOriH-J, LILLviNy-v 


TsJA/T 099 1 07 

IN IVL UZZ L KJ / 


I — I / -\ / \ conionc AV»T*Am ac A*m o f~\ Ar\f»n TAQ/iinrr Tratvip O / i A AffU 1 TnT?^S.T A 

nOIllO SdpieilS C11I OlllOSOlIie O Opeil ledOlllg LTdllie V ^V^OULLVJ, niLvlNZ-v 


TvJA/T 00^781 
IN 1V1 UUO / O L 


I — I / X A o Qm On C AhTAtYl /AC Am O /^i / A t~\ r*. 1~1 T*O0 Hltl <T T1*QtYl 1 II 1 1 /-x AfT 1 111 TV* T? ^S.T A 

nOIllO SdpieilS Clll OlllOSOlIie O Opeil ledOlllg lldllie 1KJ ^OUI L1KJ), II1L\J_N/-Y 


MA/f 01QRQ^ 
intvl v ±yc>yD 


riOlTlU SdpLeLlS CLIIOLiICJSOITLC D UpCLl LedClLILg TrdHTC *r Ky^S>\JLl'-t LTlLviN.rv 


TsJA/T 0199^ 
in IVL KJ L ZZOj 


nUITLO ISdpLCLLlS L/Lll ULTLUSUILLC ZZ OpCIL redQLLlg Lrdllie S> ^ZZUlIj J, LILLviN/\ 


mm 0919^4 
IN 1V1 UZ LAD^-t 


nUULU SdpLCLLlS CLLTUlllUSOlllC Zl OpCIL ledQLllg Lldllie jy ^^ZLUTLjyj, mivlN/Y 


mm 090^4^ 
IN IVL UZUOHO 


nUIHU ISdpLCLllS L/Lll U1ILUSU111C L L UpCIl ICdCLLLl^ LldLllC 14 L 1U1LLH-J, lllrvlN/\ 


mm 0191 19 

IN 1V1 U1Z1 1Z 


nULLIU ISdpLCLLlS L/Lll ULILU1SUL11C ZU UpCLl ICdQLLl^ LLdLIlC L ^l^ZUULLL LILLviN/\ 


ATA/T 01 

1N1VL ULODZ)Z) 


nuniu sdpLens zlliu LLngcr plutclll jji, ZLiLC/ Linger pruieLLi h-oj ^Z/i>ir joi niiviN/\ 


TsJA/T 0 1 Q 1 OA 
IN 1V1 WO 


muinu Sapienis sepiLn d ^oi_/x l j nirviN/\^ 


MATT 090^7^ 
1N1V1 UZUj / J 


nUlllU !SdpiCll» ClLl UlllUISUlIlC 1Z UpCll ICdCllllg lldlllC J ^V^IZUIU^, LlLLviNy-V 


TsJA/T 090^74 


n.ULILU ISdpLCLLlS L/LLL UL1LUSULLLC 1Z UpCLL ICdQLLlg LLdLLIC H- ^^LZULLH-^, LLLLviN/\ 


TsJA/T 090^7^ 


I — I / \ in / \ cnni3nc pnrAmACAiYio 1 / Anon T'oo/Tmrr fromo v / i 1 Tatta I tv»T?"\T A 

11 U111(J ISdpLCLLS L/LTl ULTLUSULTLC LZ OpCIL Tt/dtlLLlg LTdLllC D ^V^LZUnj) ^, 111 IX IN /A 


TsJlVT 090^^7 


I I / -\ ni / \ o o v\ i on c 1 r>ni*AmACAtMA 1 / /Anon T*oo/Tin*r TT*OTno / 1 1 / s\ i~Tr-\ \ TnT?AT A 

rlOIILO ISdpLCLLlS LLT1 ULTLUSU1LLC LZ OpCIL TCdClLLlg LTdLllC O ^I^IZUTIO^, HLLviN/\ 


TsJlVT 0901^0 
in ivi uzu is) yj 


I — I / x m / \ ccmionc AnrATnAPATnp St /Anon T*oc»/imrr ttqwo /L / St /at*tZL 1 TnT?^sT A 

nUULU SdpiClllS llll U111U1SU1I1C O UpCll ICdCllllg lldlllC ^^oUHH-J, IIlLviNjrV 


TsJl\/T 01Q^QA 
IN ivl KJ L 7J7O 


1— T/ATn/A conionc r>ni*Am /a o /A-m o / 1 /Anon -foo/^mrT Ti^oTno h\/ i i / 1 / m-» 4-V-x / \ TnT? AT A 

rionio sdpienis cnrornoisoiiic zi open redoing iidine oz ^^ziotlozj, miviN.rv 


TsJlVT 0100^ 


T— T/ATn/A com one nnrAm /ac Am o / /Anon T*oo/Tmrr "rT*onio / / i /Art / 1 TnT? AT A 

n oiiio sdpiens onromosome z open rcdumg irdme z ^^zonz ^, in ivin /-v 


ATA/T 01&Q^A 
IN IVL U107JD 


T— Iaiyia conionc /^ni*AtMACAtMA O /Anon i^oo/Hmrr ti*q m o O I i UAfrU i m Vs \\\ A 

riomo odpiens emomosome y open leading irdme y ^v^yonyj, iniviN/\ 


TsJA/T 017^8^ 

IN 1V1 KJ 1 / jOO 


T— l/ATn/A conionc a nr Ain ac Am p O /Anon T*oo/Ainrr TT*oni o 7 / i UAr+7 I m T?M A 

nomo sdpienis ciiiomoisoiiie y open ledoing Lidine / yK^yuiL / iiilsj_n/\ 


TsJlVT 018AQ1 
IN 1V1 UlOO"! 


T— T/Am/A conionc /~» rvr*/Am/AC/Am o ^ /^non T*oo/Hin<T TT*omo a < i n atta i ml? \I A 

riomo sdpiens ciii oiiiosome j> open ledcmig iidine o ^^00113 ^, nirviN.rv 


NM 006134 


Homo sapiens chromosome 2 1 open reading frame 4 (C2 1 orf4), mRNA 


TsJA/T 0 1 AQzlO 
IN IVL U 1 0¥ U 


nomo sapiens CLTioLnosome z i open reaoing irame o ^lzi onoj, mLviN/\ 


\TAyr r»i 7/1 
IN IVL UL /^jo 


Homo sapiens chromosome 2 1 open reading frame 1 8 (C2 1 orf 1 8), mRNA 


TsJA/T O 1 ^9/a^ 
IN IVL ULjZOD 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (CI orf 10), mRNA 


ATA/T H1 ^007 

JN JVL U 1 j y Z 1 


Homo sapiens transforming growth factor beta 1 induced transcript 1 

/^m T7 W 1 T 1 \ m DMA 
( L ur D i L L J, mLvlN f\ 


ATA/T O 1 A^AA 
IN IVL U L CO O^f 


TT/~vm/A conionc 1_J \ /I Q Q onTi rron / 1_J \ /I Q Q \ ml? AT A 

nomo sapiens JjTVLoo anugen ^r>ivLoo mKJN/\ 


TsJA/T OlA^ztft 
JNiVL U IOj'+O 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


ATA/T O 1 /I OOQ 
IN IVL UL4UUV 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 

llIlKeU ^ 1 1 ELyv J, 111 IN. IN /A 


ATA/T 01^^94 
IN IVL KJ L D Z4 


TfAtMA conionc /^T»T*Am ac Am o r\ Anon T*oo/Hm<T TT*onio ^ i ■ (\ / a i-t ^ \ TnT?^vT A 

nomo sapiens ciiioiiiosome o open ledomg iidine d ^i^oonz) j, mLviNi-v 


M1VT 00/a^4^ 
IN IVL KJ KJ O J) J 


T— T/^m/A conionc r* rvf*/Am/AC/Am o /I Anon T*oo/im<T TT*omo 1 / 1 /I a i^t 1 \ -m I? \T A 

nomo sdpiens ciiioiiiosoine open ledoing Lidine i ^^h-oiii j, iiiiviNy-v 


TsJlVT 01^7^ 

IN 1V1 Ul JJ / J) 


T— T/^m/A conionc ArirntnncniTip 99 /Anon T*oo/-lmrT ttquip 9 i 9 9 /at*t9 i ml?M A 

noino sdpiens ciiioiiiosoiiie zz open leduing Tidine z ^zzunz ^, iniviNj'-v 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (C 1 1 orf5), mRNA 


ATA/T O 1 99^/1 
IN IVL KJIZZO^ 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


ATA/T O 1 9 1 1 1 
IN IVL K) VZi L L 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


ATA/T f\C\H 1 H 
JNM UU / 1 /O 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM 006706 


Homo sapiens TATA box binding protein (TBP)- associated factor, RNA 

nAU rmoT-o co TT Q 1 ^fll^Tl A CO C \ mT?ATA 

polymerase LL, IjUku ( LArzbj, mKJN/\ 


ATA/T HfiA^QO 
JNIVL KJKJOJoZ 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


ata/T nn^o^i 
JNM_UUjyo / 


Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 

mR AT A 

m is. in i\ 


TsJTv/T OO^nQAA 
IN IVL UUD yOO 


nomo sapiens in O-tl-z-v DiriQing proiem i ^lj/OLvl Dmomg proiem l j ^inzvidl j, 

mT?AT A 
IIlivlN J~\ 


NM 00566i 


T-\ r\wir\ QampiiQ \A/o1"f-l— TiTQr*hli nm , c\/n t\ mm r* f^tiTiHiHtiTf^ 9 rwyi-TSi(^9^ ttiT?TnJA 

J__HJ11HJ od-jjlt-llo VV VJIJ. ±±11 o V/ 11VJ.1 \Jlllt L/dllVJ-HlClLt' ^ ^ V V 1 1 O V_ J , llllvlN^T. 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 2 1 open reading frame 5 (C2 1 orf5), mRNA 


NM 004928 


Homo sapiens chromosome 2 1 open reading frame 2 (C2 1 orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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1N1V1 /uv 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


1M1V1 UU4j j / 


Homo sapiens chromosome 8 open reading frame 1 (C8orfl), mRNA 


1N1V1 UU^-ylJ 


Homo sapiens chromosome 1 6 open reading frame 7 (C 1 6orf7), mRNA 


1N1V1 UUUbOO 


nomo sapiens prostaglandin! c, receptor z ^suDtype jz/Jtz djkjlj i onivz 

111 IV 1 N /A 


IN 1V1 VJU 1 o O 


riUIllU Sd.[JlCIlf5 L/I1I UI11Uc>UI11C UpCIl ICdUlIli^ lldlllC z ^v^yvuiiz,^, IIlrvlN.rV 


IN 1V1 UU 1 Z) O 3 


nomo sapiens cmomosome zz open reaQing irame i ^v^zzoni miviN/\ 


TsJlVT Of) 1 9 1 A 

1N1V1 UU1Z1H- 


nomo sapiens cnioiiiosoiiie 10 open leatinig, iidine d ^v_- ioom) j 9 niiviN.rv 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfS), mRNA 


1N1V1 ULO^t/D 


nomo sapiens cmomosome 1 1 open reaoing irame id Loni^ miviN/\ 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


INlVl 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 1, mRNA 


"VTA /I filAIAQ 

IN1V1 UZ4J4o 


Homo sapiens dynactin 3 (p22) (DCTN3), transcript variant 2, mRNA 


NM 021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 

m KIN A 


JNJVLUlJzy 1 


Homo sapiens cleavage and polyadenylation specific factor 1 , 1 60kD subunit 

^r^PQT71^ ml?7sJA 
(Lror L J, 111 in. IN /\ 


1M1V1 UlHOUU 


nomo sapiens niv i s\ i specmc iactoi i (niAior i j, n 1 k in /a 


INlVl UUCOO / 


Homo sapiens lectin, galactoside-binding, soluble, 3 binding protein 

/T OAT Q^RP'i ml? XT A 
^LUALOjOl J, 111 IS. IN /A 


TsJA/T 00^71 1 
1M1V1 UUJ) /ll 


nomo sapiens iH/Vj-T -iiKe lepeais aiici uiscoiuin i-iiKe cioinaiiis j j, iiiivin^ 


1N1V1 U10J7J 


I— 1 1 \ / ~v compile t\~v \ r t r*v*t \\ ^7ct\v\r\a h\^nvnv\7l qcp I r^VP^Q A 1 i mDM A 

nomo sapiens oxysieioi / aipiia-iiycuoAyiase i r j7Ai j, iiiivin/a 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


IN 1V1 UZ 1 U4 !7 


nomo sapiens melanoma antigen, iamny j ivi/\ljli/\ z> in kin /\ 


inivl uiyouz 


Homo sapiens butyrophilin-like 2 (MHC class II associated) (BTNL2), mRNA 


INlVl UloUUZ 


Homo sapiens oxidation resistance 1 (OXR1), mRNA 


INIVL UlJ)J)yZ 


Homo sapiens nuclear receptor binding protein (NRBP), mRNA 


INIVL UlZ^yo 


nomo sapiens piecKsmn nomoiogy-iiKe Qomam, iamny /v, memoer d 

^ 1 n LUAj J, 11 11A IN /A 


INlVl UUD47Z 


nomo sapiens diisiaiess-iiKe noiiieouox d iiuvin/a 


INlvl UUJJUJ 


nunio sapiens iiieiaiioina diiiigen, idiiniy /a, z? ^ivi.rvvjij/.rvj/j, ihivin/a 


INlVl UUjjO^ 


nomo sapiens melanoma antigen, iamny /v, o ^ ivi t\ kj ll/a o in is. in /a 


1N1V1 UUj JUO 


nomo sapiens nieiaiioma antigen, iaiimy /a, i i ^ivi/\vjjj//ai i itiivln/a. 


INlVl 


nomo sapiens Aird.sc, ^idss v, type iuv^ ^Air iuuj, iiiivin/a 


TsjA/r 090^ ^A 

INlVl \JA\jD D'-t 


nomo sdpiens lysosonidi dpyidse-iiKe pioiein i ^l/ali i j, iiiivin/a 


XTA/T 01 

INlVl UlOOJJ 


nomo sdpiens lens epmieiidi pioiem ^ lc in el i j, h i in. in i\ 


IN 1V1 U 1 OH-H- o 


nomo sdpiens iwA-ieguiaieci nucieai mainx- associdieci piotem ^ivrvivir miviN/\ 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


TsJA/f OOAOQQ 
1N1V1 WOKJyy 


nomo sapiens piotem mniuitor 01 activated oiai j ^iiaoj miviN/\ 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


JNM UUzy4V 


Homo sapiens mitochondrial ribosomal protein L12 (MRPL12), mRNA 


JNIVL UloZJV 


Homo sapiens myosin XVA (MYO 1 5 A), mRNA 


JNM UUM)y4 


Homo sapiens solute carrier family 27 (fatty acid transporter), member 4 

^Qt C^ll A A\ tviDMA 
\ jLl Z I J, 111 Iv IN f\ 


IN 1V1 U L J U / / 


Homo sapiens sterile alpha and HEAT/ Armadillo motif protein, ortholog of 
j-^iosopniia ^o/\ivivij, miviN/\ 




Rnmn Q^r^if^nQ r^Totf^in T^Lir»QT^Liati^ dp 0 A 48 VT^a rpan1atnr\/ QnHnnif fT*T?4&^ mt?TsJA 

±±VJ111VJ SdJJlt/llS |JlVJLt/lll JJllVJ&JJlldLClS ^- /V i O IV L-/ CI 1 t/^LIldLVJl oLIULlllll ^1 rvTO ^, 1111V1>I^\. 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM 007178 


Homo sapiens unr- interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM (Jiz4(J-3 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


JNJV1 loz4Uz 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA 


NM_002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant i, mis. in /\ 


NM 014583 


Homo sapiens LIM and cysteine -rich domains 1 (LMCD1), mRNA 


1N1V1 UUUoV 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide -like 17 (FTHL17), mRNA 


TvTA A A'JOAAO 

NM UJzUVo 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_(J(JJ7Jo 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1 , mRNA 


NM lozVJo 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 
mKJN/v 


NM UU44oV 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 

mT?TsJ A 

m K IN /A 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1, 

mPTsJ A 
111 IV IN i\ 


1N1V1 UU loo/ 


nomo sapiens crystaiim, Deia r>i (lky ddi j, mKJNi/\ 


iNlvl uiOzUo 


nomo sapiens crystaiim, ueta j\i (lky dai mKJN/\ 


1M1V1 UUlooV 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


XTA/f H99 1^9 
IN IVL UzZ 1 jZ 


nomo sapiens metnyicrotonoyi-^oenzyme j\ carooxyiase z ^oetaj ^ivll^l^zj, 

mT?TsJ a 
IIlxvlN f\ 


IN 1V1 UU1ZOO 


nomo sapiens ctrioncie mtiaceiiuiai cnannei i ^v^i^i^i mrviN/\ 


mm 09 1 A9zl 
IN 1V1 UZ 1 OZH- 


nomo sapiens nisiainiiie n't receptor ^ n ix oh- hi is. in /a 


TsjA/r 0^9^97 


ilOIIlO SapieilS liypOllieitCal piOieill rLJ IH-V/Z ^IVl/A^rvl oH- / J, lIllvlN.rv 


1N1V1 UUJ jOU 


IlOIIlO SapieilS lalllllllll, aipila D {L^f\L\Lr\j> J, IIllvlN.rv 




n.OII10 SapieilS liypOLlieilCal piOieill IVlVJ^l JZ17 ^lVlVJ^lJ5Zl!y^, IIllVlNiA 


TsJlVT 0^9094 
IN IV1 U J) Z !7 Z H- 


nomo sapiens nypouieticai protein ivivj^ i ouh-w ^ivivj^iowh-uj, miviN/\ 


TsJlVT 0^9090 

1N1V1 U-jZVZW 


nomo sapiens iiypoiiieiicai pioieiii iviv_r^iw)o / s> ^ivtvjv^i^o / J)? iiirviN.rv. 


TsJlVT 0^9Q1^ 
iNivi \js)z,yiS) 


rioiiio sapiens iiypoiiieiicai pioieiii ivivj^.- ih-h-jjo ^ivtvjv^- ih-h-jjo^, iiiivin/\ 


1N1V1 UjZ07J 


nomo sapiens nypotitettcai protein iviov^im-jjo ^ivivjv^i^+j>j)o^, miviN/\ 


TsJlVT 0^9 880 


nomo sapiens nypouteiicai piotem ivtov^i ijuo ^ivivj^. i ijuo ^, mtviN/\ 


TsJlVT 0^9 81 ^ 
1N1V1 UjZ OI J 


nomo sapiens iiypoiiieiicai pioieiii rbj itojv ^flj ih-ojvj, iiixvln/a. 


TsJlVT PH97Q8 


nomo sapiens nypoLiieiicai pioieiii vl^j ih-^uj) ^.rr^j ih-juj? ^, iniviN.rv 


1N1V1 VJjZ. /¥j 


Unmn ccmipnc It \ / it ^ t It r» t i ^ -t 1 it r^tr» i it PT tlzlAQH ^ P T I 1 AAO(\\ mRM A 

nomo sapiens nypotitettcai piotem flj i^f+yu ^rLj i^f+yu j, mrviN/\ 


TsJlVT 0^9701 

1N1V1 UjZ / 7l 


Wr\-mr\ CQnipnc It \ / rw -\ t It r> t i ^ » t 1 it r^-\tr» i n P T T 1 AAHH ^ P T I 1 AAHH\ itt 7? NI A 

nomo sapiens ny pome tic ai piotem rLj ih-h- / / ^flj ih-h- / / j, mtviN/\ 


TsJlVT 0^9780 
in ivi \jda / oy 


Ua«ia cQniPtic lTT7Tmt1rp»ti/"»cj 1 nrnfpin p T T 1 A A (^\A / P T I 1 /i /I /i \ tY»T?M A 

nomo sapiens iiypotneticai protein ri^j ih-h-oh- ^tpj ih-h-oh-j, iiitviN/A. 


TsJlVT PH97AQ 

1N1V1 UjZ / U7 


nomo sapiens iiypoiiieiicai pioieiii ivivjL/ 1 oz i z ^ivtov^iozizj, iiiivin/\ 


TsJA/T 0^97^0 
IN 1V1 UJ) Z / OU 


nomo sapiens nypotneticai protein ivto^iH-yoo ^ivto^iH-yoo^i, mtviN/\ 


TsJA/T fH9AQA 
1N1V1 UjZU70 


TJatyia cqiiiphc U\m(\ihr*i\(+<A 1 nrntpin 1^/10^199^9 fA/frir 1 99 itt P KT A 

nomo sapiens nypoineticai protein ivioi^izzoz ^ivivj^i zzoz^i, mrviN/\ 


TsJlVT fR9AA^ 


nomo sapiens iiypoiiieiicai pioieiii ivto^H-oH-w ^ivtvj^H-oH-uj, iinviN/A. 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC 10600), mRNA 


IN IVL UjZOJJ 


nomo sapiens nypotneticai piotem ivivjL^iUb'y / (iviov^iuyy / j, mrcrsi/v 


TsJlVT fH9A9^ 


P T ( \ itt i \ c 'J n i a n c n\/nnt n Ati aq 1 P i"'T i n nrAlpiti itt \ /Ozl_ O / I\ /I (\A(^\ \ m F? N.1 A 

nomo sapiens iiypoiiieiicai uiain pioieiii inywH-w ^ivii wh-wj, iiirvi> J rv 


NM 032621 


Homo sapiens X- linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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llKC Z (AJJrKlLZJ, mKJNA 


"N.TA A f\f\^Z A AH 

JNJV1 U1044/ 


Homo sapiens peptidylglycine alpha- amidating mono oxygenase COOH-terminal 
mteractor {rjxrvix^i), mKJNA 


JN1V1 VKJKJ ID 1 


Homo sapiens fumarylacetoacetate hydrolase (fumarylacetoacetase) (FAH), 

rnRTsJ A 
1 1 1 IV IN /A 


1SJA/T nm 888 


n oiiio sapiens crystaiim, iiiu ^ i\ i ivi j, in /a 


TsJA/T 0^9^*08 
1N1V1 UjZOUO 


nomo sapiens nypotneticai pioiein DKizDnz.i ^DJvizjnz.i mi\JN/A 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


JN1V1 VjZOKJZ 


nomo sapiens coimexm oz \\^j±oz), mKJNA 


IN IVL UjZj70 


nomo sapiens testes GeveLopment-ieLateu in i u-orzu ^jn i u-orzu j, jtlkina 


NM 032592 


Homo sapiens 1 -aminocyclopropane- 1 -carboxylate synthase (PHACS), mRNA 


JNJVL loZjol 


rlomo sapiens down-regulated by L/tnnol, a (DKUl JNJNrSlA), mKJNA 


IN IVL UJZj /y 


Homo sapiens colon and small intestine -specific cysteine -rich protein precursor 
similar to riAz^z/resistm-iiKe proxem ^nALr/j, miviNA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


IN IVL UJZDcO 


Homo sapiens emopamil binding related protein, delta8-delta7 sterol isomerase 
leLateci piotem (i^r>ivr j, mKJN/\ 


TSJA./T n^9^^1 
IN IVL LoZDOl 


nomo sapiens dvui piotem (dvui j, iiiivin/a 


JNJVL KJjZjJJ 


nomo sapiens ri4j protein yr ms> miviN/\ 


IN IVL VjZD^ty 


nomo sapiens inner mitocnonuriai memorane peptiuase z iiKe ^iiviivir zt^j, 

mRTsJ A 
III IV IN /A 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


IN IVL U 1 J U O U 


nomo sapiens neuiexm z ^iniv^inzj, ihivina 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


IN IVL UjZjZo 


Homo sapiens cytosolic nucleotidase I (CN-I), mRNA 


JNJVL UJZ4oJ 


nomo sapiens n i i ai protein ( m i rAr *, mKJNA 


IN IVL UJZU^4 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 2, mRNA 


IN IVL UUJ/JJ 


Homo sapiens protocadherin gamma subfamily A, 12 (PCDHGA12), transcript 
variant 1 , mRNA 


IN IVL \JJ lOO / 


nomo sapiens pro-meianm-concentidtmg normone-iiKe i yr ivi^ni^i miviN/\ 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


JNJVL UUoVoO 


Homo sapiens melanoma antigen, family D, 1 (MAGED1), mRNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


JNM_UUz3 fj 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 1, 
mRNA 


NMUJOyoJ 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 4, 
mRNA 


JNM UJUooj 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 3, 
mRNA 


JnM_03Uoo4 


Homo sapiens microtubule -associated protein 4 (MAP4), transcript variant 2, 
mRNA 


JNM \)K)Z5 /4 


Homo sapiens microtubule -associated protein 2 (MAP2), transcript variant 1, 
mRNA 


JNM_031o47 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4, 
mKJNA 


TsJA/1 fi^ 1 8zLA 


nomo sapiens microtuDUie-dssocidteci protein z ^jvi/vr zj, transcript variant 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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TvTA A C\ 1 ^2 A ^ 1 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 

meillDei /\ J (^jr/VLNyviYl ), mKJN/\ 


NM 020690 


Homo sapiens KIAA1085 protein (KIAA1085), mRNA 


IN 1V1 U 1 Z 1 Z 1 


Homo sapiens Cdc42 effector protein 4; binder of Rho GTPases 4 (CEP4), 
mRNA 


JNJVL UUIUIV 


Homo sapiens ribosomal protein SI 5a (RPS15A), mRNA 


JNJVL UZZjM 


Homo sapiens ribosomal protein SI 8 (RPS18), mRNA 


NM_005909 


Homo sapiens microtubule- associated protein IB (MAP IB), transcript variant 1, 
mKJN/\ 


NM_032010 


Homo sapiens microtubule- associated protein IB (MAP IB), transcript variant 2, 

111 JvlN A 


NM 002373 


Homo sapiens microtubule- associated protein 1 A (MAPI A), mRNA 


JNMUJ 1366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


JNM (J31365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5, mRNA 


JNM UJ1J64 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA 


TV TT\ If AQ 1 O/TO 

JNM_(J3 1363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 3, mRNA 


TVTA /T AO 1 O /TO 

JNM OolJoz 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


A C\C\C\C\C\ 1 

jnm uuuuyi 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1 , mRNA 


JNMUUZ14U 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 1, mRNA 


JNJVL lolZOJ) 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 
variant 3, mRNA 


JNJVL Uj JZOZ 


Homo sapiens heterogeneous nuclear ribonucleoprotein K (HNRPK), transcript 

17Q1*1QTll 9 TTT 1? ^Sj A 

vaildlll Z, IIlrvlMy-v 


TsJA/T fH9zL1zL 


noiiio Sapiens pioKiiieiicin i jjiecuisoi \r jaajjvi itiivinz-v 


1M1V1 UUOZ 1 ^+ 


I — I / \ itt / \ i ■ q »t i it l ■ 1 ' 1— < A nArYioin tomi tTT tTT It i~ a / ' 1 ' Eh A < \ itt ~t\] A 

nomo sapiens i nf\ uomam iamiiy iiiciiiucr j \ i tzfAUj j, 111 ivi n /a 


In IVl Ul jOI j 


n oiiio sapiens uivrAi HjH-ivUy i pioiem ^± /vlj, mivi>/\ 


i M 1V1 KJ 3 U OH- 3 


nonio sapiens dpoiipopioiein -L, h- ^jtvi^v^l^t-j, inivi >i /\ 


TsJlVT 0990^4 

rNlVl UZZUOt 1 


n.01110 sapiens ny pome Lie ai pioieni r l^j izjoj ^jti^j izjoj ) 9 iiirviN s\ 


in ivi ui / y 1 i 


n.01110 sdpieiis iiiiLociioiiviiidi iiuosoiiidi pioiem ^iviivi^i^z^w^, iiuvin/a. 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


IN 1V1 U 1 H-UZ) U 


nomo sapiens miiociioiicuidi nuosomdi pioiem i^^tz ^iviivr j^h-zj, mrviN/\ 


JNJVL UUUUl^f 


Homo sapiens alpha-2-macroglobulin (A2M^), mRNA 


1N1VL uu^oy J 


nomo sapiens miiocnoiiQiiai noosomai protein ljj ^iviivr lj j j, mKJN/v 


JNJVL UU^foO^t 


nomo sapiens piostaie Qinereniiaiion iacior lad j, mrviN/\ 


JNJVL 


Homo sapiens superoxide dismutase l, soluble (amyotrophic lateral sclerosis l 
^duuiijj (ouui mivi>i/\ 


TvjA/r 0^9^01 
jnivi uozj):/! 


nomo sapiens smau nuciear proiem i iv/av^ ^ i iv/\v^ j, miviN/\ 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ22315), mRNA 


xta/t n^9^^^ 
rNivi ujzj)Oj 


nomo sapiens nypoinexicai pioiem iviolozo'4- ^ivi^L^DZD'^fj, mrvi>/\ 


TsJIVL fH9^^ 

1M1V1 \J D Z^DKjD 


JTjIOIIIO odUlCllO I 1C1LZ UlOLClll ^ I 1L/1LZ J ? 111 I\ 1 N 


NM 032335 


Homo sapiens hypothetical protein MGC 14797 (MGC 14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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iNlVl LOZZj) 1 


nomo sapiens nypotnetical piotem rijjzjjjo \r l^jajjdo)^ mrvr>/\ 


ISTlVyf 079990 

1N1V1 \)DAZ.Z.\) 


T-Tr\Tnr* cqhiptic U\/t^i\tUr*i\<*-A 1 nrntfi n P T T999S7 f PT T999S7^ tyiPTsJA 
nOIIlO SapieilS IiypULllCllL/d.1 piUlClIl rLJZZZOJ ^rLJZZZOJ J, IIlXVLN/Y 


mm 0799 1Q 

iNlVl LOZZ 1 7 


nOIIlO SapieilS IiypuLIlCLlL/Cll piULClIl rLJZZZO" ^rijJZZZOy J, IIlrvi>l/\ 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


\TAyf 079907 

IN 1V1 KjdLZAjd 


nomo sapiens nypotnetical piotem rLjzj^zj ^r.ujzi4Zo j, mrvr>/v 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


JNJVL loZl 15 


riomo sapiens nypotnetical piotem ru iz /4 / (rLj iz /4 /j, mKJN/\ 


NM 032157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


JNJVL (JJzlM) 


Homo sapiens nypotnetical protein JJKl H Zp4J4r 1 f 5j (JJKrZr4i4rl 

mivLNi\ 


A HO 1 AAC 

JNM_Uz1UUj 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


JNJVL vZUljy 


riomo sapiens nypotnetical protein ijjs^z/p/uzjvzui j (jjJvrZ,p/ozJvZUi z>), 

111 in. IN /\ 


1N1V1 U044:? 


riomo sapiens LJis.rAi .jooo i /zz protein ^ujvJ H z>r jooui /zzj, m iv in /\ 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


JNJVL UIjZJj 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
04, Jvi/\/\uooy piotem ^js.i/\/\uoob'j, mrvrN/\ 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 


JNJVL U14DW 


Homo sapiens EH- domain containing 4 (EHD4), mRNA 


tv TA A C\ 1 A A 1 1 

JN JVL U 1 44 1 1 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 

m lv IN A. 


AJl\/r 0071 zLS 
JNJVL UU/14o 


noiiio sapiens zinc imgei piotem i /y ^z>rNr i /yj, mjtviN/\ 


JNJVL UU/ZOO 


Homo sapiens XPA binding protein 1 \ putative ATP (GTP) -binding protein 

1 1 Di J, ill lv in /\ 


TSjA/r 00^7 1 7 

1N1V1 UUOj 1 -J 


noiiio sapieiis uuicjuiuii specmc pioiease u ^uor i jj, iiiiviN.rv 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


TsJA/T 00^977 
1N1VL UU9Z / / 


riomo sapiens glycoprotein ivio/v ^O-rivio/vj, mrviN/v 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


7NJA/T C\C\ 1 A 70 
JNJVL UU14JV 


Homo sapiens exostoses (multiple) -like 2 (EXTL2), mRNA 


JNJVL UUIZo/ 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


IN JVL UZ 1 1 y 4 


Homo sapiens solute carrier family 30 (zinc transporter), member l (SLC30A1), 
m iv in /\ 




Homo sapiens Ewing sarcoma breakpoint region l (EWSRl), transcript variant 

E/ W kj - D, 1 1 1 lv I > r\ 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


TvTAyf 00</^17 
1N1VL UUD 01 / 


Homo sapiens ribosomal protein Sl4 (RPS14), mRNA 


NM 006361 


Homo sapiens homeo box Bl3 (HOXB13), mRNA 


JN1VL UKJVyyK) 


Homo sapiens ribosomal protein L27a (RPL27A), mRNA 


JNJVL UUjozI 


riomo sapiens JNrSKz (JNrJKz), mKJNA 


JNJVL UUJ4oJ 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoform I- 
\^.. \ ri ivi kj i l j, m iviN /\ 


NM 002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 

( nivi UZ ) , 1T1 lv IN f\ 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


JNJVL UlDyjo 


Homo sapiens melatonin receptor 1 A (JVITNR1 A), mRNA 


XTA/T OOA77Q 
1N1VL UU4/J)y 


noiiio sapieiis metastasis-associateQ i-iikc i ^ivii/\ii^i j, iiiivln/a 


NM 021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mKJN A 


JNJV1 lolzUJ 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 


iNivi uwoyoo 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1 , mRNA 


IN1V1 UU^fyOO 


riomo sapiens neteiogeneous nucLear riDonucLeopiotein r ^niNivr r mivJN/\ 


JNJVl U-jZUbO 


Homo sapiens pregnancy- associated interferon (HTIFN), mRNA 


1N1VL UZUZjO 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


JNJVl UUCOZU 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


JNJVL UUZZZO 


Homo sapiens jagged 2 (JAG2), mRNA 


JNJVL UUooUj 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


JNJVL 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1 , mRNA 


JNJVL lolj/Z 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


JNJVL IoIjIj 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


"VTA A C\ 1 1 ~) /C ^7 

JNJVL (JJlzo/ 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


JNM_UU3718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


TV.TA A AAA1 A/C 

JNM UUUlUo 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


JNJVL lolooz 


Homo sapiens membrane component, chromosome 1 7, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


"N.TA A A 1 A A 

NM U14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM 002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B 1 (HNRPA2B1), 
transcript variant A2, mRNA 


TvTA/f fl^ 10/17 

JNM lo 124.5 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B 1 (HNRPA2B1), 
transcript variant B 1 , mRNA 


TsJA/T H7 1 1 ^7 
JNJVL Uj 113/ 


Homo sapiens heterogeneous nuclear ribonucleoprotein A 1 (HNRPA1), 

llallSCIipi VallailL Z,, IIlIVLN J rv 


T\JTV/L 000^8^ 
rNivi \j\jyj>oD 


n.01110 sapiens diigioieiisiii ieceptoi i ^/vvjiivi iidiisciipL vaiid-iiL z,, iiiivrN.rY 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


1NIV1 LOlOJU 


nomo sapiens angiotensin receptor i ^aui j\i Transcript variant 4, mivj\i/\ 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 3, mRNA 


JNJVL UUUOoj 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


JNJVL UUOD41 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM 031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 



384 



(400/104) 



NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 

m KIN f\ 


JNIVI Uj 1 D 1 1 


Homo sapiens RBP 1 - like protein (BCAA), transcript variant 2, mRNA 


NM 016374 


Homo sapiens RBP 1 - like protein (BCAA), transcript variant 1 , mRNA 


TSJA/T C\f\A OQ1 


Homo sapiens BCL2-associated athanogene 3 (BAG3), mRNA 


JNJV1 loZU4o 


Homo sapiens extracellular glycoprotein EMILIN-2 precursor (EMILIN-2), 
m kin f\ 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


JNJVL UJZU4J 


Homo sapiens kringle-containing transmembrane protein; kringle- coding gene 
maiKing ine eye anu xne nose ^jsjvJj/Ivijj/In j, miviN /\ 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


TVTA/T Ci^OCiA 1 

JN1V1 loZU41 


Homo sapiens neurocalcin delta (NCALD), mRNA 




nomo sapiens nypotnetical protein DJvrZ,p/oiJJUzi i (Uis.rZ,r /oiuuzi 1 J, 
mRNA 


JNJVL lozloo 


Homo sapiens spinster-like protein (LOC83985), mRNA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- 1, 

tissue (IVLLrUl d 14J, 1TLKJN/V 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), mRNA 


NM_000323 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


XTA J A1AATC 

NM_020975 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


"VTA A A1A/OA 

NM_(JzUo30 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 4, mRNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 3, mRNA 


NM016817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1, mRNA 


NM 006187 


Homo sapiens 2' -5 '-oligo adenylate synthetase 3 (100 kD) (OAS3), mRNA 


JNM 002535 


Homo sapiens 2'-5'-oligoadeirylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxin beta receptor (TNFR superfamily, member 3) 
(LIdR), mKJNA 


NM 002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein A 1 (HNRPA1), 
transcript variant 1 , mRNA 


JNJVL UUIooj 


Homo sapiens crystallin, alpha B (CRYAB), mRNA 


JNM UljloV 


Homo sapiens UDP-glucuronic acid/UDP-N- acetylgalactosamine dual 
iiansporter ^ u \j i jkjqju / j, miviN/\ 


JN1V1 UZ4o d D 


Homo sapiens fibronectin type 3 and SPRY domain-containing protein (FSDl), 

III IN. In f\ 


XFA/L 017047 

IN 1V1 \J 1 / !7H / 


noino sapiens iiioiyuueuuiii coiciL/Loi suiiuid.se ^niviv^o iiiiviM^rv 




nomo sapiens piecKsirm nomoiogy cioiiiain mieracimg pioiem \r nir j, miviM/\ 


IN IV1 


nomo sapiens nonioiog 01 yeasi iviv^oi ^ivivjoi iiuvlm/a. 


In 1V1 VJ 1 t- 1 o D 


nomo sapiens iiomoiog 01 yeasi ivivjvji ^ivi\^/vji iiuviNi-v 


TsJA/T fl^lQA^ 
rNlVl UjiyOJ 


nomo sapiens naspm ^uouzj, 1 1 1 in. i >j /a 


MA/L 0^10^9 


nomo sapiens in i u-orio proiem ^in i u-orio j, iiirviN /\ 


NM 0^1 Q50 


Hnmn Qanipn*; cn^7 r>rntpin M<T P ^ 7 ^ m R T\I A 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (IFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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IN 1V1 yjjlyjo 


JrlOlllO SaplCllS pUT-allVC U,U-CarOTene-;7 ,1U -QlOXygenaSC ^i3-l>JlLJyv-llJ, mi\iN/V 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


1NJV1 VJiyZl 


nomo sapiens aaa-a i r ase i udj i vjd d ), m is. in a 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


"VTA /T A "2 1 A 1 1 

JNJVL (JJlVll 


Homo sapiens complement-clq tumor necrosis factor- related protein 7 (CTRP7), 
mKJN A 


TvTA /T A'J 1 A 1 A 

JNJVL_UJ ly 1U 


Homo sapiens complement-clq tumor necrosis factor- related protein 6 (CTRP6), 

rv-i T? AT A 

mKJN a 


NM 031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 

m D\T A 

111 IV IN /A 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


JNJVL VJiyKJD 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


JNJVL lolVUU 


Homo sapiens alanine -glyoxy late aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 6 

(UACJNOu), mKJN A 


TvTA/T A'J 1 Ofl/; 

JNM UoloVo 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 7 

fC* A C r bXC%H\ ml? XT A 
(L^ALANO/ J, mKJN A 


inivi loiy^y 


mo mo sapiens ozy proiem {r>zy), m k in /\ 


iNlvl UjIooO 


nomo sapiens potassium voitage-gaieo cnannei, siiaKer-reiaieu suDiamiiy, 

m c*mU r^r 7 ( K r'XT A 7^ ml? XT A 
IUCIIlDCr / ^JW^lNy-V/ J, llllv IN r\ 


TnJIVL 090009 
inivi vzyjyyz 


nomo sapiens i vj anci i^iivi ciomaiii i ^einnj yr UL^irvL l j, iiiivin /a 


TsJA/T fH 1 407 

IN 1V1 \JJ> 1 H-U / 


riomo sapiens upsueaiii leguiaioiy eieiiieiii uiiicuiig pioiein i ^uivjj;Di iniviN.rv 


NM 030582 


Homo sapiens collagen, type XVIII, alpha 1 (COL18A1), mRNA 


TsJA/T 090^00 


nomo sapiens euxaryotic nansiation minaiion iacior di\z ^jj/irD/vzj, miviN/v 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


AJA A A 1 Q /I 1 T 
IM1V1 Ulo41 / 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


JNM (JU4775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
O (J34C_rAL 1 oj, mKJN A 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

4 ( d4UAL 1 4 J, mKJN A 


JNM_(J03779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

D (D^uAL 1 J J, mKJN A 


TsJA/T 0019QA 
iNlvl KJvlZyO 


riomo sapiens cnemoKine DiiiQing piotem z \\^\^L5rZ), mrviN/v 


XTA/f O0 1 zLQ7 
IN 1V1 UU 14:7/ 


nomo sapiens uiJr-oai.DeTaoiciN/\c oeta i,4- gaiaciosyitransierase, poiypepxiQe 

1 ^ D^tUA L 1 1 J, 111 IV IN r\ 


IN 1V1 W 1 H-HO 1 


noino sapiens r i n-iesponsive osLeosaicoina di pioiein ^di ^, inrviN/\ 


TsJA/T 0^19^^ 


nomo sapiens mucin dim cdunerm-iiKe ^ ivi u uriL j, iranscripi vdiiani 4, mrvr>/\ 


\jm 0^19^4 


nomo sapiens mucin dim caunerm-UKe ^ i vi u unL j, i id use rip i v diidiii z> , 11 1 in in /\ 


TsJA/T 0 1 77 1 7 
IN 1V1 U 1 / / 1 / 


1 — 1 / a in / \ * ■ <\ %-\ i n t m 1 1 / ■» i ii o "ii / ■ / * o / 1 li i" i ii 1 1 \ r i \ yl 1 I I 1 1 — 1 1 \ \ i"^.i ii l 1 / * i~ i n "f" "\ 7Qi*i o 11 -f- / -in 1 ) X*\\ /\ 

nomo sdpiens mucin dnu cdunenn-UK.e ^ i vi lj e iil j, iidnscripi vdridni z., iiiinin /a 


NM 021924 


Homo sapiens mucin and cadherin-like (JVIUCDHL), transcript variant 1, mRNA 


TsJA/T 01Q£^ 
JNiVl UlVoDD 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


TvTAyf C\1 1 OH/I 

JNiVl UJ1ZU4 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


JNM UlOZUl 


nomo sapiens cnemokme (C-C motit) receptor 8 (ttKo), mKJN A 


TvTA>f aaa"70a 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 

1 1 1 Iv 1 > 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM (J(JU78z 


Homo sapiens cytochrome P450, subfamily XXIV (vitamin D 24-hydroxylase) 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM 031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
( C Y r 1 y ), ti anscript vai lant z, mKJN A 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19), transcript variant 1, mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mKJN A 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVII (steroid 17-alpha- 
hydroxylase), adrenal hyperplasia (CYP17), mRNA 


NM 000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1 -beta-hydroxylase), 

polypeptide 1 (CYP1 IB 1), mitochondrial protein encoded by nuclear gene, 

t> "vr a 
mKJN A 


NMO 17460 


Homo sapiens cytochrome P450, subfamily IIIA (niphedipine oxidase), 
polypeptide 4 (UYroA4), mKJN A 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1), 

111KJN A 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1 , mRNA 


JNM UU/zjj 


Homo sapiens xylosylprotein betal,4-galactosyltransferase, polypeptide 7 
(gaiactosyitransierase ij (r>4vjALi /j, mKJN A 


JNJVL UUooOo 


Homo sapiens cytochrome P450, subfamily 46 (cholesterol 24-hydroxylase) 
(CYP46),mRNA 


JNJVL UUU/ol 


Homo sapiens cytochrome P450, subfamily XI A (cholesterol side chain 
cleavage) (CYP1 1 A), nuclear gene encoding mitochondrial protein, mRNA 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


JN1VL VJUiZyj 


Homo sapiens chemokine (C-C motif) receptor 1 (CCR1), mRNA 


JNM lol4Vz 


Homo sapiens hypothetical protein similar to RNA-binding protein lark 
(MGC 10871), mRNA 


JNJVL UJ?14oo 


nomo sapiens nypoineticai piotem ujvrz,p/oiii4i ^ujvrz>r /o 11141 j, mKJN a 


JNJVL lol4oV 


Homo sapiens SH3 domain binding glutamic acid-rich protein like 2 

( o 11 J) DlJlvLZ J, 111 Iv IN /\ 


JNJVL lol4uo 


Homo sapiens calneuron 1 (CALN1), mRNA 


JNJVL UjJ^OZ 


nomo sapiens nypotneticai protein iJKrz/p/oinzuz4 ^UKrz^r /oinzuz4j, 

rn T?TsJ A 
1 1 1 is. In /a. 


In 1V1 Vd 1 HO o 


nomo sapiens d aggiessive lyiiipiioiiia gene (dal), iiiivin/\ 


IN 1V1 U J) 1 H-HO 


nomo sapiens nypotneticai piotem ivioi^h-zoo ^ivivj^h-zoo), mivi\i/\ 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


rNivi ujiH-zy 


nomo sapiens reiumum ^ivi ourN mivrN/\ 


NM 031427 


Homo sapiens hypothetical protein MGC 1243 5 (MGC 1243 5), mRNA 


JN1VL UJ14ZO 


nomo sapiens nypotneticai protein tlj iz /oj ^ri^J iz/oJj, mKLNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


JNM_(J3 1415 


Homo sapiens melanoma- derived leucine zipper, extra-nuclear factor (MLZE), 
mRNA 


TvTAyf H'J 1/111 

JNM UJ141J 


Homo sapiens cat eye syndrome chromosome region, candidate 2 (CECR2), 

™ T? TvT A 
111 KIN A 


NM 022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1A (class I), alpha polypeptide (ADH1A), 
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mRNA 


"VTA ^ A1 OOT? 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
( 1 Arz ), transcript variant Z, mKJN A 


NM 000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
( i/\rZj, tiansciipt variant 1, mKJN A 


NJVL_(J(JU5yj 


Homo sapiens transporter 1, ATP-binding cassette, sub-family B (MDR/TAP) 

/"T a r> 1 *vi DM A 
( JAr J J, 1Y1 K IN A 


jnivl uu^+o/o 


Homo sapiens variable charge, Y chromosome, 2 (VCY2), mRNA 


NM_012392 


Homo sapiens PEF protein with a long N-terminal hydrophobic domain (peflin) 

( 1 c> r J, III ix IN A 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


TvTA>T Cil 1 700 


nomo sapiens nypotnetical piotem Mutzj / / (JVKjLvZj / /), mKJN A 


NM 012480 


Homo sapiens zinc finger protein 73 (Cos 12) (ZNF73), mRNA 


X T X /T ATAOO 1 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 17 (72kD) 
( ljlja i /j, transcript variant z, m k in a 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 17 (72kD) 
(JJJJAl /), transcript variant 1, mKJN A 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM (J(JU47o 


Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA 


NM_004820 


Homo sapiens cytochrome P450, subfamily VIIB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol 7 alpha- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM016166 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box binding protein 1 

^JJJJADr 1 III IN. IN A 


IN 1V1 U 1 0 J 1 J 


Homo sapiens \VW domain-containing oxidoreductase (WWOX), mRNA 


IN 1V1 UZ^f 1 O^f 


nomo sapiens tryptase oeta z (iroDzj, miviNA 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


JNM KJJIDIK) 


Homo sapiens fenestrated- endothelial linked structure protein; PV-1 protein 

(rVJ J, mKJN A 


JNJVl loUUZ 


Homo sapiens gycosyltransf erase (LOC83468), mRNA 


JNJVl UjI jUU 


nomo sapiens nypotnetical protein iviol^zjoj) ^jvioi^z.jo.jJ, mtvLNA 


TsJA/T 1 7Q7 
1N1V1 VJlZy/ 


nomo sapiens nypotnetical protein uis^r z^p /oini / iu ^uis.r/z^r /oini / iuj, 

rnRTsJ A 
1 1 1 Iv 1 N /A 


rNlvl \JS)lZ,<j/ 


noiiio isapiciis iiypoLiiciicai pioiciii ivivj^j?ij)j) ^ivivja^-o ijjj, iiiivi>A. 


TsJA/T fR17&£» 
1M1V1 Uj 1ZOO 


nomo sapiens o n J) d vj i v l j) - i i k c pioieiii ^ o n j> d vj i\ l j) i i i iv i >j a 


iNlvl Uj 1ZOJ 


I— I r \ f-vT / x compile Vii tt\ V» r» 1 nrn^pm O O 1 M^7 i T^T^ 1 fi^7 i tnRM A 

nonio sapiens iiypoLiiencai pioiein rr iuj / yr r iuj / j, iiiivi>a. 


iMivi uj) iz / y 


nomo sapiens aianine-giyoxyiaie ammoiransierase z-iiKe i ^ avja i zl i j, mxviNA. 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


TvTA/f niA^on 
INIVL UJUDVU 


Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 


JNM lolZ4o 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 2 (PSG2), mRNA 


JNM Ul /4ZZ 


Homo sapiens calmodulin- like skin protein (CLSP), mRNA 


JNJVLUUjyjO 


Homo sapiens methylenetetrahydro folate dehydrogenase (NADP+ dependent), 
iiicLiiciiy iLciidiiy tiiuiuiciLc cyL/iuiiy Liiuidoc, luiinyiLCLidiiyu-iuiuiciLc byiiLiicLdiSC 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter- like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V ) ( 1 BaAl) 1 ), transcript variant 1 Xb-ll, mKN A 


"n.ta a aaia/ci 
JNJV1 UUlUol 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
v ) (loAAoi j, transcripT vanant i Ao-i, mKJN/v 


1N1V1 UKJKJ 1 1 D 


riomo sapiens cytocnrome r^ju, suoiamiiy iijz/ ^etnanoi-inQuciDiej i ylm,)^ 

1 1 1 Iv In /A 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


1N1V1 UUjojj 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


"VTA if AA/ICTJ 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM 005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM 004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kD, MWFE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM (JUU//1 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 9 (CYP2C9), mRNA 


NM_000772 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), 
polypeptide 1 8 (CYP2C 1 8), mRNA 


NM U17778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM UzJUo4 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


JNIVI UUU/OO 


Homo sapiens cytochrome P450, subfamily IIA (phenobarbital-inducible), 
polypeptide 13 (CYP2A 13), mRNA 


JN1V1 UUoo4o 


Homo sapiens WAS protein family, member 3 (WASF3), mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


ATA A A 1 A 1 1 A 

NMU141 10 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


NM UU41U9 


Homo sapiens ferredoxin 1 (FDX1), nuclear gene encoding mitochondrial 
protein, mRNA 


"XT A A niA/C7 1 

NM UJUo/1 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 5, mRNA 


"XT A A ATA/'^A 

NM_030670 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 6, mRNA 


TVTA A ATA£^H 

NM UJUooV 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1 , mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM UZiy/y 


homo sapiens neat snook /UkU piotem z (horAz), mKN A 


TvTAyT AO/1AA^ 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1 , mRNA 


1M1V1 UU1J)Z)0 


riomo sapiens YJY^tWJi v\ ^/\sp-vjiu-/\id-/\sp/ n is j uox poiypepnue d ^uuaj j, 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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JNJVL UU4ZJO 


Homo sapiens organic cationic transporter- like 3 (ORCTL3), mRNA 


JNJVL UUU / /4 


Homo sapiens cytochrome P450, subfamily IIF, polypeptide 1 (CYP2F1), 

rv-i T? XT A 

m is. in a 


iNivi uuu /oy 


Homo sapiens cytochrome P450, subfamily IIC (mephenytoin 4 -hydroxylase), 

pUiypcpilQC iy I r Z.\^ iy), IllrvlMy-v 


NM 031220 


Homo sapiens PYK2 N-terminal domain-interacting receptor 1 (NIR1), mRNA 


TsJA/T 07 1919 
1N1V1 UjIZIZ 


nomo sapiens nypotiieticai pioiem in a jjuio (rsiruuioj, miviNA 


NM 031211 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 


xta/t n7 1 9 no 
jnjvi ujizuv 


Homo sapiens tRNA-guanine transglycosylase (TGT), mRNA 


ATAyT 0.7 1 OHA 

1NJV1 lolZUO 


riomo sa]3iens iiypotiieticai piotem rLJiZjzj (ri^j izozo), mKJNA 


NM 006904 


Homo sapiens protein kinase, DN A- activated, catalytic polypeptide (PRKDC), 

1T1KJN A 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), 
mrvlN A 


NM 030931 


Homo sapiens epididymal secretory protein ESP 13.2 (ESP 13.2), mRNA 


TvTA A r\"Jf\C\f\C 

NM_030905 


Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 
ttlKJNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 
m KIN A 


JNJVI UlZj / / 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OR7C2), 
mRNA 


JN1V1 VDVyol 


Homo sapiens small GTP-binding |3rotein (RAB1B), mRNA 


NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 
mRNA 


NM 030973 


nomo sapiens hypothetical protein 1 CrSArl) /jo (1 CBArU / jo), mKJNA 


NM_030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis factor- related (ZSIG37), mRNA 


JNJVL U3UV4j 


Homo sapiens complement-clq tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 

rvrnt^in^ fPTRP7^ m R KI A 
piULClllJ ^ l l\r j ^ , > f\ 


1N1V1 UjU7jO 


nomo sapieiis iiypotiieticai protein LJ]\^r z^p^tjH-K^ l j j ^Jjjvrzjr hoh-i^i j jj, mxviNZ-v 


NM 030935 


Homo sapiens TSC-22-like (THG-1), mRNA 


iNivi ujuyzo 


nomo sapiens miegidi meniDrane proiem d ^iiivij j, miviNA 


NM 030893 


Homo sapiens CD IE antigen, e polypeptide (CD IE), mRNA 


JNJVL U14UO/ 


Homo sapiens LRP16 protein (LRP16), mRNA 


JNM loUool 


Homo sapiens homeo box A3 (HOXA3), mRNA 


JNlVL_U3Uo /V 


Homo sapiens Small evolutionarily conserved RNA, resembling C/D box small 
nucleolar (^viuz mKJN/\ 


1N1V1 U 1ZO ID 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3A3), 
mRNA 


XTA/f O 1 ^079 
IN 1V1 U 1 D U / Z 


nomo sapiens ^iJ\j\\jyyo protein yrs^i/\j\vyyo ), miviN a 


A.TA/T 070QQ9 
JN1V1 UjUooZ 


Homo sapiens apo lipoprotein L, 2 (APOL2), mRNA 


TvTA/T 009^9 7 
1N1V1 UUZOZJ 


nomo sapiens pieioium ^+ yr ruiN^fj, mrviNA 


"NTA/T 099 1 
IN 1V1 UZZ 10/ 


Homo sapiens xylosyltransferase II (XT2), mRNA 


NM_0 17506 


Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 

111 IV IN A 


TsJIVT 007779 

1M 1V1 UuJ J / Z, 


nOIHO odpiCIlo VOI1 mppCl -L^lllLldU- UlIlLllll^, piOLCUl 1 ^ VDr 1 J, IIllVl>l J rV 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA 


NM 014646 


Homo sapiens lipin 2 (LPIN2), mRNA 


NM_005880 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 
mRNA 


NM 006755 


Homo sapiens transaldolase 1 (TALDOl), mRNA 
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ATA/f 00^1^7 
1N1V1 UUO 1 J> / 


nomo sapiens i^/ivjeorge synurome cmicdi region gene z ^ l/vji^ i\.z iiiiviN /a 


ISTlVyf 000099 


nOlllO SdpieilS dtieilOSllie LLC alllllld.se V /\J^//\J, IIllVlM/\ 


mm 00^91^ 

IN 1V1 UUJ5Z 1 


nOIIlO SdpieilS LCL/ piULClll lyiOSllie JvllldSe ^ 1 _E/V^J ? IIllX-lN /\ 


ATA/L 01849^ 
1>J 1V1 U 1 04ZJ 


rioiiio sdpieiis pnospiidiiuyimosiioi H--Kindse lype 11 v r ih-lviij, iiiivin/a 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


ATA/L 00A94S 
JN1V1 UU4Z4o 


riomo sapiens o pioiein-coupiea lecepioi iu v oriviuj, miviN/v 


1N1VL UUL04Z 


Homo sapiens amyloid beta (A4) precursor- like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


INIVL UJUoZU 


riomo sapiens nypotneticaL protein jjJs.rZ,pjo4r>ur)Z (LJJvrZ>pjo4r$UjZj, mKiN/v 


NM 030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 

-t-v» T> AT A 

ITlKJN/V 


JNJVL UJUoU/ 


Homo sapiens glucose transporter protein 10 (GLUT 10), mRNA 


ATA/T n^HTQQ 


riomo sapiens nypotneticaL protein ULArZ J p4J4iJU4ZL (ULvr , z J r4J4UU4Zi y ), 

wi T? AT A 
111 KIN /\ 


ATA/f 0^0707 
INIVL UjU/y/ 


nomo sapiens nypoineticai protein LJLvrz,pjoo/YOZ4 ^ULs.rz.r z>oo/\iDZ4j, 
mRNA 


TvJA/T 0^0788 
1N1V1 UJ)U /OO 


nomo sapiens UL_-specLiic nansmemDidiie proiem ^i^ljl_oiz)ui ^j, mrvLN/\ 


ATA/L 0^07£7 
INIVL KjdK) / o / 


nomo sapiens iacioi n-ieiaxeQ pLoiem d (rnKj j, LTirviN/\ 


ATA/f n^fi7QA 
INIVL UjU/OO 


Homo sapiens intermediate filament protein syncoilin (SYNCOILIN), mRNA 


ATA/T Ci^CS^Q^ 


Homo sapiens ortholog of mouse radial spokehead-like l (RSHL l), mRNA 


ATA/f 0^07£zL 

jnjvl vdkj i o4 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


ATA/L 0^07£^ 
INIVL UjU/oj 


nomo sapiens pnospnaiiGyiserine syninase z (r ijjooz j, mrviN/\ 


ATA/f 0^0770 
INIVL UjU / / V 


Homo sapiens Eag-related gene member 2 (ERG2), mRNA 


ATA/L 0^077/L 
INIVL UjU / /4 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


ATA/f r\1f\H f^A 

INIVL UjU/04 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 

wi T? AT A 
111 K IN f\ 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 


ATA/f 

JNJV1 UJU/J/ 


Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 


ATA/f MO 1 Q 1 1 
IN 1V1 UZ 1 O 1 D 


Homo sapiens BTB and CNC homology 1 , basic leucine zipper transcription 
iacior z ( t> /\ l n z j, n i iv in /a 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


ATA/L 

INIVL UJU/jL 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 

ml? AT A 
1Y1 iv IN /a 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


JNM loU/JZ 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 

fl^C^TlHT 1\ *viI>ATA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


X T \ /T AA1 1 OO 

JNM (JUlloz 


Homo sapiens aldehyde dehydrogenase 7 family, member A 1 (ALDH7A1), 
mRNA 


"XTA A f\(\f\ TOO 

NM (JUlooz 


Homo sapiens aldehyde dehydrogenase 3 family, member A2 (ALDH3 A2), 
mRNA 


NM_UU348o 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


ATA/L OOO/^Q/1 
INIVL UUUOV4 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM 000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NM_030381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 2, 
mRNA 


NJVLUiUi/V 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 1, 

111KJN/V 


JN1V1 uzu loo 


Homo sapiens methylcrotonoyl- Co enzyme A carboxylase 1 (alpha) (MCCC1), 

™ o XT A 

lllKJN/v 


INIVI UUOZ/U 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 4, 
mRNA 


iNlvl UUZjOl 


nomo sapiens mairuin j ^ivi/\ir>u j piecuisor, mrvi>j/\ 


1N1V1 UjUjOj 


Homo sapiens matrilin 2 (MA.TN2) precursor, transcript variant 2, mRNA 




nomo sapiens mairum z ^ivi/yiinz ) piecuisoi, nansciipi variant i, miviN/\ 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATN1), mRNA 


TSJA/f AAAI IZQ 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopoly syndactyly 
syncn oiiie j ( o lij j, in is. in /\ 


iNlvl UUJ^OZ 


nomo sapiens uyriein, axonemai, ugnt liiiermeQiaie polypeptide yrzo j, miviNi/v 


1N1V1 Ul 


H Amn . nni^ML 1-4 ; «^ 1 / LJ C LJ T KI 1 \ m DMA 

nomo sapiens nm-i (noriiiN i mKJN/v 


NM 005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 

m T? AT A 
m IN. IN JA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensin (BFSP1), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen- like domains 1 (LIMS1), mRNA 


JNM UUU41Z 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM 024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript vanant WNT-2B2, mRNA 


jnm UL)4yyj 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
( win i zj3j, transcript vanant win i -zr>i, miviN/\ 


NM 024415 


Homo sapiens VASA protein (VASA), transcript variant 2, mRNA 


JNJV1 UU4jyo 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 10 (RNA 
helicase) (DDX10), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 6 (RNA 
nelicase, j4kl>) (DlJXo), mKJNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_00l357 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcript variant 1, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


JNJV1 KjiyKjjy 


Homo sapiens VASA protein (VASA), transcript variant 1 , mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


TvTA/f f\f\C\'~l.QH 

JNM_UUU3o / 


Homo sapiens solute carrier family 25 (carnitine/acylcarnitine translocase), 
memoer zu ^o-La^zo/vzu j, mitocnonQiiai protein encoueu oy nucieai gene, 
mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 7 (RNA 
helicase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 1 (DDX1), 
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mrvJN/V 


JNJVL UlJJoo 


Homo sapiens anaphase-promoting complex subunit 2 (APC2), mRNA 


JNJVL Ulo/Vl 


Homo sapiens membrane-bound transcription factor protease, site 1 (MBTPS1), 
m IV in ja 


JNJVL UUZZD 1 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
iii emu er i ^jvi^inoi j, iiiiv in /\ 


1N1V1 UUU7 


nomo sapiens inorganic pyiopnospiiaid.se ^oii^oouoj, miviN/\ 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


1M1V1 UlD'Hh-jD 


nomo sapiens oouuie lmg-imgei piotem, uoirm ^u^jKrirsi j, mivJN/\ 


JNJVL UHjjo 


nomo sapiens pnospnaiiuyiserme ciecaiuoxyiase (riouj, mivJN/\ 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


JNJVL UZjUOo 


Homo sapiens sialoadhesin (SN), mRNA 


JNJVL UZZoZl 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeasTj-iiKc i (clu vli j, miviN /\ 


JNJVL UZ 1 1ZO 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


JNJVl UJUOOO 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

HieillUei 1 v O-C/Ivx 11NI3 1 J, IIllVlNi-V 


TsJA/T 004014 
rNivi uzh-uit 1 


nomo sapiens iiuiiico uux ^oua/\o j 9 iiiivin/\. 


TvJA/T O^OAA^ 
1N1V1 UjUOOZ) 


nomo sapiens retmoic aciu muuceu i ^in/\ii hi ix in /a 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


JNJVL UjU004 


Homo sapiens phosphodiesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


JNJVl UZ4oV0 


nomo sapiens nypotneticai piotem rLJZjJUV (^ri^jzj juvj, mKJN/v 


JNJVL UUZloJ 


Homo sapiens interleukin 3 receptor, alpha (low affinity) (IL3RA), mRNA 


TvTAyr no 1 o/i /i 
JNJVl UZ1Z44 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 
DKFZp76 1 H 1 7 1 (RAGD), mRNA 


1N1V1 UUDUoo 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (liai oi jji^j, m k in /\ 


AJA/f n 1 Anon 
JNJVL uiouyu 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


JNJVL VlODOZ 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 

( L 1 IN - /-l^J, III K. IN /\ 


NM 018300 


Homo sapiens zinc finger protein 83 (HPF1) (ZNF83), mRNA 


JNJVl U14/J4 


Homo sapiens phosphatidylserine synthase 1 (PTDSS1), mRNA 


JNJVL UUol4U 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity 
(granulocyte -macrophage) (CSF2RA), mRNA 


XTAyf C\C\A C\A "3 
JNJVl UU4U4J 


Homo sapiens acetylserotonin O -me thy ltransf erase (ASMT), mRNA 


JNJVl UUZ414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 

(AATC*1\ ml? XT A 
^IVll^ Z J, 11 UN IN /A 


TsJA/f OOO 1 8A 
IN 1V1 UUZ IOO 


nomo sapiens niieiieuKiii y lecepioi ^ii^yivj, iiuviN/A. 




nomo sapiens lens iiiuinsic meiiiui ane pioiein z yiyKU) ^i^iivizj, iniviN.rv 


NM 014349 


Homo sapiens apo lipoprotein L, 3 (APOL3), mRNA 


XTN/T OOO^AA 
JNJVl KJZZjOO 


nomo sapiens mesoQerm Qeveiopmeni caiiQiQaie i ^ivijj/o.lj^ i j, miNiN/\ 


AJA/T OO OOO 7 
JNJVl UZU/Z/ 


Homo sapiens zinc finger protein 295 (ZNF295), mRNA 


XTN/T O10O74 
JNJVl U1ZU/4 


Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


JNJVl UUUoOl 


Homo sapiens histamine receptor HI (HRH1), mRNA 


TvJA/T 00^07^ 
1N1V1 UUOZ / 


n.01110 sapiens smaii niciLiciuie cyioiviiie r\.f ^nionocyie ciieiiioiacLic pioiein d j 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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mKJN A 


JNJV1 UU/ZjJ 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4F8), 

rv-i T? XT A 

HllvJN/Y 


TsJl\/T 00077Q 
JNJV1 UUU fly 


nomo sapiens cytocnrome v -40U, suDiamiiy jvd, porypepTicie i i r 4di 

inRTsJ A 
1 1 1 Iv In /A 


TsJA/T 00 1 ^ 1 4 


nomu sapiens general uanscrrption iactor iir> ^uirzD miviN.rv 


TsJlVT 004197 
IN 1V1 UUH- 1 Z / 


nuinu sapiens vj pioiein pauiway suppressor 1 ^uroi j, miviN/\ 


TsJlVT 09449^ 

IN 1V1 UZH-H-Zj 


nomo sapiens uesiiiocoiuii j yu&y^s) j, Lidiiscupi vaiiaiii .l/scju, iiuvin/a. 


TsJlVT 00 1 Q4 1 
In 1V1 UU 1 y^r 1 


noinu sapiens uesmocoum d ^-L/oi^o j,xranscnpi varianx usk^jcl, mivi>i/\ 


NM 004949 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2b, mRNA 


NM 024422 


Homo sapiens desmocollin 2 (DSC2), transcript variant Dsc2a, mRNA 


JNJVL UU4y4o 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dsclb, mRNA 


NM 024421 


Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 


NM 001923 


Homo sapiens damage- specific DNA binding protein 1 (127kD) (DDB1), mRNA 


NM_000425 


TT * T 1 1 1 J 1 ' 1 1 SI J 11 j n J a 

Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1 , MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 1, mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 
Sylvius 1 , MAS A (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LI CAM), transcript variant 2, mRNA 


NM 004110 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 2, nuclear gene 
encoding mitochondrial protein, mRNA 


JNMUZ441 / 


Homo sapiens ferredoxin reductase (FDXR), transcript variant 1 , nuclear gene 
encoding mitochondrial protein, mRNA 


rsjlvl UZ^ V44 


nomo sapiens cytocnrome r4ju lsotorm 4r iz (LYr4r tzj, mKJNiV 


JNJVL UZZo4j 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 1, 
mRNA 


TSJA/T C\11C\A 1 
JNJVL UZZU^fl 


Homo sapiens giant axonal neuropathy (gigaxonin) (GAN), mRNA 


TvTA/f HO 1 1 Q7 

IN 1VL UZ 1 1 o / 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (CYP4F1 1), 
mRNA 


JNM viyjyy 


Homo sapiens taste receptor, type 2, member 1 (TAS2R1), mRNA 


JNJVL Ul o /y 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
3, mRNA 


JNJVL U1jo/U 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 


tsja/t mono A 
JNJVL UIZUVO 


Homo sapiens adaptor protein containing pH domain, PTB domain and leucine 

-7innr»r i-rw-vti+" ( A PPT ^ mT?TsJA 

Zippei ITIOIII ( Ar r L j, mivLN/V 


TsJA/T 00^09 


nomo sapiens i nu linger protein z ^rnrzj, niiviN /\ 


TsJA/T OOOSGA 
JNJV1 UUUoyO 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotriene B4 
omega iiyLiioxyiasej i rtrj iiuvi>iy-v 


TsJA/T 099 

in 1V1 UZZ O O 1 


nomo sapiens o-r/\i>i^v iamiiy, nrenruei hi iv in t\ 


TsJA/T 099^7^ 
1N1V1 UZZ J /J) 


T-Tomn cini^nc TQPVn 1 /"T^PVO 1 mRTsJA 

nomo sapiens i o-r i qi ^ i or i v^i^j, nrivrsi/\ 


NM 022089 


Homo sapiens putative ATPase (HSA9947), mRNA 


TsJA/T 09^99£ 


nomo sapiens nypoineiicai proiem kxj^d^kj im-.j {ljj^j^kj i^t.D j, miviM/\ 


TSJA/T 09 ^O 1 ^ 
JNJV1 UZOU 1 D 


nomo sapiens ivi/\/\iuj)i protein ^jvi/v/viujIJ, miviN/\ 


TSJA/T 09^097 
JNJV1 UZjUZ/ 


nomo sapiens nypoineiicai piotem ri^j i^zou (tlj i^zou j, mKJN/v 


TsJA/T 099 109 
IN 1V1 UZZ 1 UZ 


nomo sapiens nypoineiicai piotem ri^jzubOo L^jzyjyDo j, mKJN/\ 


TsJIVl 09 1 794 

IN 1V1 UZ 1 / ZH- 


1— rntnn compile T^l^^»l^ i ^^T , it 4 ^ * r»t~\f"f "\ i~ ci i t'a m 1 1 \ / 1 <t wm i n triPTVinpr 1 / ^vl P 1 1 \ 1 \ 
-T1.UII1U JScipiCIla IlU-ClCdl ICL/CpLUI ISU-UlclIIlliy 1, glULip -L', II1CII1UCI 1 ^l>IIvli^/l ^, 

mRNA 


NM 030570 


Homo sapiens hypothetical protein MGC 10902 (MGC 10902), mRNA 


NM 025135 


Homo sapiens hypothetical protein FLJ22297 (KIAA1695), mRNA 


NM 024317 


Homo sapiens immunoglobulin- like transcript 10 (ILT10), mRNA 


NM 021822 


Homo sapiens phorbolin-like protein MDS019 (MDS019), mRNA 



394 



(400/104) 



INIVL U 1 /j>\)y 


Homo sapiens ACO for serine protease homologue (HSRNASPH), mRNA 


INIVL UUjjoj 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYL1), mRNA 


IN IVL VZKJK) 1 U 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


tsja/t nno^s^ 

IN 1V1 UUZo O J 


nomo sapiens ivi i l>- associated zmc linger protein ^purine- Dinumg transcription 

fp^tnr^ (AA A 7\ tyiT?7sJA 
IdCLOI ) I IVLrVZ^r I, IIl£vrN.rY 


In 1V1 U 1 OVH-H- 


nomo Sapiens taste recepioi, xype z, meiriDei h- ^ i/\ozrv4-j, mrviN/\ 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


TsJA/f nnn^7& 


nomo sapiens wnms tumor i ^ w i i j, transcript variant /\, in ivin s\ 


IN IVL U Z 4 4 Z O 


Homo sapiens Wilms tumor l (W^Tl), transcript variant D, mRNA 


NM 024425 


Homo sapiens Wilms tumor l (WTl), transcript variant C, mRNA 


A f\ r ) A A^ A 

JNM UZ44Z4 


Homo sapiens Wilms tumor l (WTl), transcript variant B, mRNA 


ATA/! nrifl7A< 

JNJVL UUU/oj 


Homo sapiens cytochrome P450, subfamily IIIA, polypeptide 7 (CYP3A7), 

mt?TsJ A 

m ix in /\ 


IN IVL UZ 1 Z) / U 


nomo sapiens r>arn-iiKe nomeoDox i ( t5/\i\. a i j, ni is. in /\ 


xTA/r nnnn^Q 

IN IVL UUUUoo 


Homo sapiens calcium channel, voltage- dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 1, mRNA 


IN IVL loUD /4 


nomo sapiens nypoineticai protein ivlol. lujz / ^ivlol^i kjdz / j, miviN/\ 


IN IVL UjUj / J 


nomo sapiens nypotneticai piotem ivioL^iuyo.) ^ivtvjL. iuyoj) mtviN/v 


IN IVL UZ4 OO / 


nomo sapiens nypoineticai piotem rLj/jj / / ^ri^jz^D / / j, miviN/\ 


INIVL UKJZ / jy 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


1N1V1 UZU345 


Homo sapiens diazepam binding inhibitor (GABA receptor modulator, acyl- 
v^oeiizyiue r\ uuiuiiig pioieinj yLJDi), iiuvi>i J rv 


1N1V1 UZJ I/O 


nomo sapiens ]\^i/\i\\jy ou protein ^is.t/\ J rvu>'ou ill iv in /\ 


Tsjivf nn^ 7&q 


nomo sapiens iiNFrvo-r i/\-associateci via cieatn uomam ^ i vj ) ^ in is. i \ i\ 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


INIVL UUOoy L 


Homo sapiens crystallin, gamma D (CRYGD), mRNA 


xta/t nonoso 
inivl uzuyoy 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


xiA/f nn^oin 

IN IVL UUDZ1U 


nomo sapiens crysTaiim, gamma d ^lk i vj d j, m iv in /\ 


"VTA ^ n 1 A 1 7 
INIVL U1401 / 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


IN IVL VUZDyO 


Homo sapiens malic enzyme 2, NAD (+)- dependent, mitochondrial (ME2), 
iiU-Cieai gene encoding iiiiiocnoiiuiiai pioiein, 1 1 1 1 s. i > /a 


1N1V1 UZjZOO 


nomo sapiens nypoineticai pioiem ivioi^h-oz)v' ^ivivj^h-oovj, mivL>i/\ 


TnJA/T 00^044 
IN1V1 UZjZH-H 1 


TJ ATYin c'lninnc tactic cnp/'ific 1 (\ /'TQHA 1 (\\ mPXTA 

nomo sapiens testis specmc, iu ^ i oo.rviwj, miviN/\ 


TsJIVL nO^OzLP) 


nomo sapiens ±3 / nomoiog s> \d /-nj j, iiuviN.rv 


IN1V1 KJADAS) 1 


nomo sapiens scieiosuii ^ovjo i iurvi>i/\ 


xrivr no ^o^ f\ 


nomo sapiens n z_> r vv i protein (nz.r w i j, ittiv in i\ 


XTA/L no^o^ 

1N1V1 VZD ADD 


I — I / -\ / A CQ111AMC loMl^rfQCA O / 1 \Tk t 1 m T? N.I A 

nomo sapiens taitKyiase z ^iinivi^j, mivi>/\ 


AT Ayr 00^9^^ 


I — I / x f^-\ / a c* o i f»n c tin/^lpn+irlp ninninrt tii*nlAm /^VTT-<TJi m I? N.I A 

nomo sapiens iiucieouue uinciiiig pioiein ^inxjij, iiitviNi-v 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


XTN/T no^o 1 £ 
INIVL UzjZlo 


nomo sapiens U-Uio- Dinumg protein i (uldt i j, mtviN/v 


TvT\/T MO <0 1 7 
INIVL KJZjZi 1 


nomo sapiens ulio- Dinumg protein z ^ut^orzj, mKJN/\ 


aji\/t no^o 1 ^ 

INIVL UZjZlJ 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


TvTA/f nO<0 1/1 
INIVL UZDZ14 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


AjA/r no ^010 

IN IVL UZD Z 1 Z 


nomo sapiens uvi-Dmumg piotem iu/va. ^mniDition oi tne uvi ano. axih 
complex) (ID AX), mRNA 


tsja/t no^oin 

INIVL KJZDZiV 


nomo sapiens lype i piotem pnospnaiase mniDiioi yi-^t), miviN/\ 




nOIIlO iSapiCIlo CIlIlallL/CI Ol pOiyL/OIIlU 1 ^TZl/X^V^l IIlrvlN.rV 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor- like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy- delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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TsJA/T 09^1^1 


H~nmn cqhiphc \-\\r\-\(\\\-\^\\(^'\ 1 it rn+pi n PI T99 1 7^ f PT T99 1 7^ mT?T\JA 

numu sapiens nypuiiieiicai piuiein rLjzzi / j ^rLjzzi mivrN/\ 


ISTlVyf 09^1^8 

IN 1V1 UZJ Ij O 


Uatvia ccmiPTic lT\/iTntlTr»tw»T 1 nrntfi n P T T999^1 f PT T999^^ mTJTsJA 

numu Sapiens nypuiiieiicai piuiein rLjzzzji ^rbjzzzji j, iiiivln/\ 


mm 09^148 

IN 1V1 UZJ 140 


U nmn C oni Pnc lT\/iTntlTr'ti^'^ 1 nrntp'i it PT 1 1 908A fPT I 1 9 08 mT?TsJA 
nUIIlU SdpiCllS liypUllieLlCal piULClll rLJ IZ7OU ^rLJlZyOOj, IIllVi>l/\ 


XTA/f 09^1^7 


U n m n canipnc ViTrr\nf Vipf ir»c»1 nrn+pin PT T9 1 4^Q f PI T9 1 4^0^ ml? AJ A 

numu Sapiens irypuiiieiicai piuiein ri^jzi'+jy ^rLjzi^jy j, niiviN/\ 


TsJA/T 09^ 1 1 ^ 
1N1V1 UZj 1 1 O 


TJ nrn n c a it i r> n c Ir^mnf Irpf ipqI nm+pin PT T19781 f PT T19781A mT?AI A 

numu Sapiens nypuiiieiicai piuiein flj iz/oi ^rLj iz/oi j, miviN/\ 


MIVT 09^ 1 14 
In 1V1 UZJ 1 14 


numu Sapiens nypuineiieai pruiem tlj i joi j ^tlj ijoij miviN.rv 


mm 09^08^ 
1_N1V1 UZJUOJ) 


nuniu Sapiens nypuiiieiieai piuLein ri^jzi izo ^rbjzi izo j, inivi>i/\ 


TsJA/T 09^0^4 

1 >l 1V1 UZjUJt' 


nuniu Sapiens iiypumeiieai piuiein rbjzj i jz ^rpjzj i jz j, iiiiviN/\ 


ata/t 09^017 


PTr\mr\ cQiiiPnc Vi\rr\n+Vif±+ir>ct} r*vr\+p»ir» PT T1^8Q9 TPT T1^8Q9^ tyiT?7sJA 

numu Sapiens nypuiiieTieai piuiem rLjijoyz ^rLj i jovz miviN/\ 


TsJA/T 09^01 1 
InIVI UZZ)U1 1 


numu Sapiens nypuuieiieai piuiem rpj i j /h-h- ^rLj 1 j /h-h-j, miviNi-v 


TvTAVT 09400^ 


numu sapiens nypuiiieiieai piuLein rLjizoio ^ri^j izoioj, iiiiviNy-v 


TvTA/T 094087 

JlNIVI UZH-70 / 


T4ninn ciinipnc \\\ir\i\i\^\^i\i^'A \ nrntfin PT T1 9^4^ ^PT T1 9^4^^ rnRMA 

numu Sapiens iiypumeLieai piuiein rLJizjij ^rLj iz.d^-tD ^, iniviN.rv 


TsJA/T 094000 


PTrimrv c ' 1 n i r» n u l-i\/rw^tl-i r»t 1 nrn+pin PT T9947Q ^ P 1 T9947Q^ ml? AT A 

numu Sapiens nypuineiicai piuiem rLjzzH/7 ^rLjzz^t /y), miviN/\ 


TvTA/T 094874 


U Mnin t'lnifnc lT\/i-\^-\tlTr»ti^^ 1 r\r^trM n PT T1499^ ^PT T1499^"\ tv»T?XTA 

numu Sapiens nypuineiiLai piuiem rLji^zzj ^rLj ih-zzz) j, miviN/\ 


TvTTV/T 09487^ 


14 nnin cQnipnc U\n^i\tUr*t\i*'A 1 nrntfi n PT T9 1 1 A 9 ^PT T9 1 1/^9^ mRTsJA 
nuIIlU SapieilS liypUllieilCal piUieill rLJZl lOZ ^rLJZl lOZJ, IIllviNjrv 


TvT"\/T 0948^1 
In ivl UZ4oOl 


U nnin c'lnipnc 1t\ r»t i 1 nrn+pin PT T99^\71 ^PT T99^71^ rv»T?XT A 

numu Sapiens nypuineTit/di pruiem rLjzzo / 1 ^rLjzzo / 1 j, mrviN/\ 


TsJl\/T 0948^ f\ 
In 1V1 UZ40JO 


U nnin conipnc TiTrr\r\+Vi^»+ir»ci1 nr/Atfi n PT T99^01 ^ PT T99^0^ mT?ATA 

numu Sapiens nypuineneai pruiem rLjzzjui ^rLjzzjui ^, miviN/\ 


ATA/T 094899 

iNlvl UZH-OZZ 


T4 nnin ctinipnc U\m(\iUr*i\(+<A 1 r^tr»i n PT T99A01 ^ PT T99^»01^ mT?\TA 

numu Sapiens iiypuiiieiieai piuiem rLjzzoui ^rLjzzoui j, miviN/\ 


TvJIVT 094810 

IN 1V1 UZ4 Ol7 


U M m M cQnipnc Vi^rr*r\+hp»fir»Ql nrntni n PT T99Q^^ fPT T99Q^^^ tyiRTsJA 

numu Sapiens iiypuineiicai piuiem rLjzzvjj ^rLjzzyjj iinviN/A. 


TvJIVT 09481/^ 


numu Sapiens iiypuuieiieai piuiein r l^j zj zoz ^rLjzjzoz j, inivi>/\ 


TsJA/T 09480^ 


TTntnn CQnipnc It \ / 1"\ ^ ~\ t It r» 1 1 ^ » ' 1 1 t~\rv"\tr»i n PT T9 1 A A ^ / p T T9 1 m T? Tvl A 

numu Sapiens nypuLiieiieai piuiein rLjziooj ^rbjziooj miviN.rv 


TnTIVT 09470^ 
In 1V1 UZH- / "J 


T-fninn c^r^i^riQ h\rr\nihp>t\r<x] n rntoi n PT T99800 TFT T99800*. mT?TsJA 
numu sapiens iiypumeiieai piuiein r l^j zzowu ^ri^jzzouu j, iiuvin^v 


TsJA/T 0947/^7 
In 1V1 UZ4 / O / 


T-Trtmrv conipnc h^7T^r\+hp»f ir»Ql tTr^toi n PT T9 1 190 ^PT T9 1 1 90^ tyiPTsJA 

numu Sapiens iiypuiiieueai piuiein ri^jzi izu ^rbjzi izuj, miviN.rv 


TvJIVT 0947^0 
IN 1V1 UZH- / O W 


TJArnn cemipne n^mnf np+ipt>1 it r^^tr'i n PT T1 4000 TPT T14000^ mT?XTA 

numu Sapiens iiypuiiieiieai piuiein ri^j ih-uu" ^ri^j ih-uu" j, iiii\j_n/\ 


MATT 094741 
In 1V1 UZ4 / 4 1 


T-Tnmn CQnipnc T-»\/rw-\tT-» r»t w»'i 1 nrnfpin PT T19897 ^ PT T19897^ mT?TsJ A 

numu Sapiens nypuineiieai pruiem r LjJ izoz / ^r;i_^j izoz / j, miviN/\ 


TvJIVT 09479^ 

INlvl UZ4 /ZJ) 


T4 nrnr v CQnipnc hxmri+hpf ir»Ql ni"r\+pin PT T9^471 ^ PT T9^471^ m 17 KI A 

numu Sapiens iiypuiiieTiL,ai piuiem rLjzjH- / 1 ^rLjzj^ / 1 j, miviN/\ 


TsJA/T 094790 


Unmn CQnipnc Kx/tT^tlT r»ti ^'i 1 nrnfpin PT T9^^10 ^ PT 197^ 1 (\\ mPlMA 

numu Sapiens iiypuLiieiieai pruiem rLjzjjiu yr l^j z,j d i\j j , iinvrN.rv 


AjA/f 094^»Q8 

iNlvl UZtOyO 


Unmn CQnipnc liAmnflipfipQl nrnfpin PT T1 ^044 TPT T1 ^044^ mT?XTA 

numu Sapiens nypuLiieiieai piuiein vl^j i jui't ^r^i^j i^vjh-t-j, iinvi>i/\ 


TvTTV/T 094nQ9 


T-Tnmn CQnipnc h\/tTnf hr»f i^ti 1 nrnfpin PT 19 1 0A0 ^PT T9 1 0^»Q^ m R KI A 

numu Sapiens iiypuLiieLieai piuiein rbjziuo" ^rLrjziuu" j, miviN.rv 


TsJA/T 094^80 
IN 1V1 u Z H- O O J/ 


PTnmn CQnipnc n^7r\nf npf ipQl t-\r^^t^i n PT T1410^ / PI T1410^^ m T? KI A 

numu Sapiens nypuineiieai pruiem rLj ih-iuj ^rLj ih-iuj j, mi\j\i/\ 


TsJA/T 094/^87 
InIVI UZ4UO / 


TTnmn CQnipnc nx7r\nf T»pf ipQl i-\r^tr»i it PT T9^04Q ^PT T9^040^ mT?TsJA 

numu Sapiens nypuineiieai piuiem jti_^jzj)uh-!7 \rL^jz,jv £ -ty), miviN/\ 


TvJIVT 094^48 
iNlvl UZH-OHO 


T— Tnmn com pne TiTrr\n+TiP+iPQl nrnfpm P T T / / / / / / P T T/ / / / / i nrT?^VT A 

numu Sapiens nypuLiieiieai piuieiii r l^jz,z,z,z,z, \v l^j az^aaa ) ^ mivi>i/\ 


TvJIVT 094^99 
In 1V1 UZ4DZZ 


PTnmn CQnipnc n^mnfnpf ipol iTr^f r»i it PT T9 1 QO 1 ^PT T9 1QO^ m R KI A 

numu Sapiens nypuiiieiieai piuiem rbjziyui ^rLJziyui j, miviN/\ 


ata/t 094^*1 1 
iNlvl UZ4U1 1 


PTnmn CQnipnc 1r"\7~nnf Irpf ipol it w "\ i n PT 111 CQA / P 1 \ 1 1 OQ/^\ nrT? AT A 

numu Sapiens nypuiiieiieai piuiem flj 1 1 ovo ^rLj 1 1 07O ^, miviN/\ 


ata/t 094^01 
In 1V1 UZ4J7 1 


PTnmn CQnipnc nx7r\nf T»pf ipol nrnfpin PT T1 1740 f PT T1 1 74Q^ mT?XTA 

numu Sapiens iiypuiiieiieai piuiem rLj 1 1 /H-y ^ri^j 1 1 z^+y ^, miviM.rv 


AjA/r 094^1 
In 1V1 UZtJO 1 


T-Tnmn CQnipnc h\mnl Tipf ir»o1 nrntpi n PT T990^4 ^ PI T990^4^ mRTsJA 

numu Sapiens iiypuLiieiieai piuiein r l^j aakj dh- ^ri^jzzujT- j, iiiisj_>i/\ 


TsJA/T 094^40 


PTnmn CQnipnc Tn;r*nf Irpf ir»Ql tTrnf r»i n PT T90Q17 f PT T90Q17^ itt T? KI A 

numu Sapiens iiypumeiieai piuiein rL/jzuyi / ^rLjzi/71 / iniviN.rv 


NM 024518 


Humu sapiens UL16-binding prutein 3 (ULBP3), mRNA 


ata/t fi94^ 1 ^ 
In ivl UZ4D1J 


TTnmA conipnc Pa mnf It pf i r»o 1 »'\t-/^•^- 7^1 r-» AyT^l/^/l A/1 ^ / \ 4 ^"^1 A A /I ^ \ mT?ATA 

numu Sapiens iiypuiiieiicai piuieni ivio^^fo^-D ^ivio^ ^fo^-D j, iriiviN/\ 


ATA/T nO/l^fi/l 


Humu sapieiis PR domain containing 14 (PRDM14), mRNA 


TsJA/T 094^01 
IN 1VL UZ4j U 1 


nonio sapiens Liumeu dux ul (iiuajji j, mivrN/v 


In IVL UUOozl 


Humu sapiens peruxisomal lung-chain acyl-cuA thioesterase (ZAP 128), mRNA 


ATA/T 00^/^80 
In IVL UUOOoU 


Humu sapiens malic enzyme 3, NADP(+)- dependent, mitochondrial (ME3), 

mT?TsJ A 

IIllVi>j Z"V 


ATA/T 00 1 044 

IN 1V1 WW 1 y i -r i -r 


T— Iaiyia compnc ziPcnrnrrlpm inpnrnPirrnc A/iilrroric cinti ftpn \ / Ti \J i t i TnT?^VT A 

numu sapiens ciesiiiugiein s> ^pempingus vuigaiis aiiiigen^ ^uouj j, imviM.rv 


ATA/T 001Q4^ 


T-Tnmn CQnipnc Hpcmncrlpin 9 ( P) ^1 9 ^ m T? KI A 

X1VJ111VJ &apit/llo Llt'&lllVJgldll Z 1 1 1 IV 1 N / v 


NM 001942 


Humo sapiens desmoglein 1 (DSGl), mRNA 


NM 024500 


Humu sapiens likely orthulug uf muuse pulydom (POLYDOM), mRNA 


NM 024498 


Humo sapiens zinc finger prutein 117 (HPF9) (ZNF1 17), mRNA 


NM 018943 


Humu sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 


NM 015640 


Humu sapiens PAI-1 inRNA-binding prutein (PAI-RBPl ), mRNA 
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JNJVL KjvdddZ 


nomo sapiens Js4/VA4Uoo protein (Jvi/\/Aiuoo), niKiN/v 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


IN MUZ 1 /(Jo 


Homo sapiens leukocyte -associated Ig-like receptor 1 (LAIR1), transcript variant 
a, mKJNA 


JNJVL UZ1 /UO 


Homo sapiens leukocyte- associated Ig-like receptor 1 (LAIR1), transcript variant 

D, 111 Jv IN /\ 


tvta/t 0099 £7 

JNIVI UUZZo / 


Homo sapiens leukocyte- associated Ig-like receptor 1 (LAIR1), transcript variant 

d, Ill IVI N /A 


TsJA/T 004494 

1N1V1 UUH-tZH 


nomo sapiens c^-tr Lid.iiscn.pu on lacioi i ^jj/H-f i iiiivin/\ 


TsJA/T 0188^4 

1M 1V1 W 1 OOjH 


jnOIIlO SctpieilS IIldLIlIl D ^IVIjtY 1 tS^D )j IIlXVlN.rV 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


TsJA/T OOAQ9A 

jnjvi uuoyzo 


iiouio sapiens suiiacianx, pulmonary- as sociaieo protein /\z ^or ir/\zj, miviN/\ 


ATN/T 00^41 1 
JNJVI UUD^f 1 1 


Homo sapiens surfactant, pulmonary- associated protein Al (SFTPAl), mRNA 


TsJA/T 0944Q9 
IN JV1 UZ^f^y Z 


Homo sapiens apo lipoprotein (a) related gene C (APOARGC), mRNA 


NM 024491 


Homo sapiens p 1 0-binding protein (BITE), mRNA 


JNJVL U1j4/Z 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 

{ I J\Zj J, m Jv IN f\ 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


JNJVL UUZoZo 


Homo sapiens quiescin Q6 (QSCN6), mRNA 


NM 024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM 000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound- inducible), 
polypeptide z (UYrl/AZj, mKJN/v 


JNJVL UUU1U4 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 


JNIVL 


Homo sapiens cytochrome P450, subfamily I (aromatic compound- inducible), 

nAK;nr>nti/Jr> 1 ^VPI A 1 \ rv^T?XTA 

poiypepiioe i ir i/ai j, itiivin/a 


NM 024318 


Homo sapiens immunoglobulin- like transcript 8 (ILT8), mRNA 


JNJVL UZloUo 


Homo sapiens 2.19 gene (2.19), mRNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 

ITlKJN/A 


JNJVL UU/U/O 


Homo sapiens Huntingtin interacting protein E (HYPE), mRNA 


JNJVL Ul oD / 1 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
canQiQaie z ^/vi^oz^ivz j, nils. in /\ 


JNIVL U10U4V 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (ALS2CR3), mRNA 


TsJA/1 09^0^ 
In 1V1 UZ J) U J) O 


nomo sapiens ciynem lniermeciidie cnain z ^uin/aizj, ithvln/a 


TsJA/T 099 171 
IN JV1 UZZ 1/1 


Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 


TvTA/T O 1 ^1 9Q 
JNJVI UlOlZo 


Homo sapiens coat protein gamma-cop (LOC51 137), mRNA 


AJA/T 09 1 QQO 

in ivi uz i y y y 


Homo sapiens integral membrane protein 2B (ITM2B), mRNA 


TvTA/T 09 1 QQ9 

in ivi uz i y y z 


Homo sapiens thymosin, beta, identified in neuroblastoma cells (TM^SNB), 

mT?TsJ A 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


JNJVL UU /ZD / 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


TsJA/1 09 1 Qlf\ 
IN IVI UZ 17 / O 


nomo sapiens lennoici a receptor, oeta ^i^A.tvr> j, miviN/\ 


NM 021963 


Homo sapiens nucleosome assembly protein l-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST 14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 



397 



(400/104) 



NM 021964 


Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF148), mRNA 


aja/t no 1 qaa 


Homo sapiens T-cell leukemia/lymphoma 1A (TCL1A), mRNA 


NM 012186 


Homo sapiens forkhead box E3 (FOXE3), mRNA 


AJA/T C\ 1 0 1 QO 
1M1V1 UlZloZ 


Homo sapiens forkhead box Bl (FOXB1), mRNA 


NM 006893 


Homo sapiens ligatin (LGTN), mRNA 


JNMUZlbOO 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 


TvTA/f no 1 n^o 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 1 1 
(PPP1R11), mRNA 


"vta a ao 1 nc 1 
JNM (JZ19M 


Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 
mRNA 


JNMUziyou 


Homo sapiens myeloid cell leukemia sequence 1 (BCL2 -related) (MCL1), 


TvTA/T flO 

jnivi uziyjz 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 


AJA/T HO 1 Q/1 Q 

IN IVl UZ 1V4V 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 


AJA/T MO 1 

IN 1VL UZ 1 y J J 


Homo sapiens ioiKiieaci dox ivii (^rvJvViviij, mKJN/\ 


NM 021956 


Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


JNJV1 UU4ooo 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(A 1 l-llRe Z) (ArDAjj, mKJNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mKJNA 


TvTA/f nnoo<^2 
JNIVI vvZZjj 


Homo sapiens kinase insert domain receptor (a type III receptor tyrosine kinase) 

(iNUiY J, III lx IN i\ 


aja/t nno 1 
IN IVl UUZ1 /o 


Homo sapiens insulin- like growth factor binding protein 6 (IGFBP6), mRNA 


aja/t nn^Q^n 
JNIVIUUJojU 


Homo sapiens succinate- Co A ligase, ADP- forming, beta subunit (SUCLA2), 

rnRTvT A 


TvTivr nn^^n? 

IN IVl UUjOWZ 


noino sapiens myosin, neavy poiypepucie i j, sKeieiai iiiuscie ^ivi i ni j j, inrviN.rv 


IN 1V1 WUO7JO 


I— 1 1 \ \~\-\ i \ o 'A ni r>n c Tine finrrpr i~\ tv \t n 1 (\ ( N' Q\ ( ^7 A I \< 1 f~\\ m F? NI A 

moiiio bdpieiis zinc iiiigei pioieiii 10 ^kua y) ^i\r ioj, iiirviN.rv 


IN IVl WUOOJZ 


noniu sapiens iousieci-iiKe Kinase z ^ii^jvzj, in is. in r\ 


IN 1V1 WZIZZ7 


nuniu sapiens iieLiiii h- ^in iinh-^, iTirviN/\ 


In 1V1 Ul J / lo 


noino sapiens i >j / V i n oxitidise o ^invj^vo iiirviN.rv 


Mivr n 1 ^nn^ 

IN IVl Ul jUUj 


numo sapiens goigm-o/ ^ivi/a^vuojoj, miv in /\ 


NM 006178 


Homo sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 


aja/t nn^ 1 1 a 

IN IVl UUj 110 


Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 


AJA/T n 1 £79zL 
IN IVl U 1 O / Z4 


Homo sapiens interleukin 20 (IL20), mRNA 


IMIVI UiyUo-j 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 


aja/t no 1 noT 
IN IVl UZ1UV/ 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 

{ o LL oA 1 J, m Iv IN /\ 


xr\/r n9 1 1 no 

IN IVl UZ1 1 UZ 


Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 


NM 021101 


Homo sapiens claudin 1 (CLDN1), mRNA 


TvTA/f no 1 no< 


Homo sapiens solute carrier family 5 (sodium- dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 


AJA/T no 1 H7A 
IN IVl UZ 1 U / O 


Homo sapiens neurofilament, heavy polypeptide (200kD) (NEFH), mRNA 


IN IVl UU 1 / jl 


nomo sapiens cysiemyi-LiviN/\ synineiase ^l>/\ivo j, miviN/\ 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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JNJVL \)ij5yZ 


Homo sapiens neural proliferation, differentiation and control, 1 (NPDC1), 
mRNA 


IM1V1 UZU4oZ 


Homo sapiens activator of CREM in testis (ACT), mRNA 


TvTA/f C\ 1 A CAQ 

JNJVL U14MJ:/ 


jiojuo sapiens Kiaiten-iiKe (t3Js.1zoJ34.1j, mKiN/v 


JNJVL UUjUZ 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


JN1VL UlooVo 


Homo sapiens calcium channel, voltage-dependent, alpha 1 G subunit 
(CACNA1G), mRNA 


JNJVL VVDjZy 


Homo sapiens hyaluronan synthase 3 (HAS3), mRNA 


NM 015193 


Homo sapiens activity-regulated cyto skeleton- associated protein (ARC), mRNA 


TVTA A A1 /CIH'J 

JNJVL UloZUJ 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


JNJVL_UUUoZ / 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBP1), 
mKJN A 


JNJVL UUZ4j4 


Homo sapiens 5 -methyltetrahydro folate-homocysteine methyltraiisferase 
reductase (MTRR), transcript variant 1 , mRNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 

(ADI 1 J, miv IN /\ 


IN 1VL UZ4U L O 


jTLomo sapiens nomeo dox do ( ml/yxdo j, n 1 is. in /\ 


TvJTV/T HO AH 1 ^ 
IN 1VL UZ4U 1 D 


nonio sapiens nomeo dox J34 (riuAJj^j, iiiivjn/\ 


1N1VL VljZZ/ 


j^Lomo sapiens Jsj^/Y/\ubOo protein ^jsja/yuzOoj, mjviN/\ 


TvTA/T no/L4^n 

1N1VL UZ44JU 


Homo sapiens pro line- serine -threonine phosphatase interacting protein 2 
(PSTPIP2), mRNA 


JNJVL UUJOoo 


nonio sapiens cunm 4 1> ^ui^4J3^, iyikin /\ 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


TVTA A f\ 1 A A 1 0 

JNJVL U144JZ 


Homo sapiens interleukin 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


TVTA 4" Am AO 1 

NM_(J(J3(Jzl 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


TVTA A (\(\ ~) AT O 

JNM (JUZloo 


Homo sapiens interferon, alpha- inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 1 , mRNA 


NM_Uzz87J 


Homo sapiens interferon, alpha- inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 3, mRNA 


TVTA /I" miOTI 

JNM (JZZo/Z 


Homo sapiens interferon, alpha- inducible protein (clone IFI-6-16) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022810 


Homo sapiens solute earner family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 
nuclear gene encoding mitochondrial protein, mRNA 


JNJVL KjVZZji 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate; CD 82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAI1), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
II) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin II, antidiuretic hormone, 
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diabetes insipidus, neurohypophyseal) (AVP), mRNA 


JNM Uzz877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mRNA 


JNJVL_UzZo /o 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant b, mRNA 


"XT A A AOTOTC 

JNJVL Uzzo/j 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


TvTA/T n 1 T/1 1 1 

JNJVL Ul /41 1 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


JNJVL UID4/4 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


JNJVL UUJ4/4 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 1, mRNA 


NM 000344 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 

Q, m K 1 N /\ 


JNJVL UZZo /4 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


JNJVL UUo4UU 


rlomo sapiens aynactm z (pMJJ (DUlJNZ), mKJNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


ATA A AO 1 

JNJVL (Jzl9o/ 


Homo sapiens small EDRK-rich factor 1A (telomeric) (SERF 1 A), mRNA 


NM001515 


Homo sapiens general transcription factor IIH, polypeptide 2 (44kD subunit) 
(LrlrzHZ), mKJNA 


NJVL_(J(JJ95 1 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


JNJVL UU4jJo 


Homo sapiens baculoviral IAP rep eat- containing 1 (BIRC1), mRNA 


JNJVL UUU j40 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


JNJVL UU J o4 j 


Homo sapiens fatty- acid-Coenzyme A ligase, very long-chain 1 (FACVL1), 
m iv in a. 


JNJVl UZ44UV 


Homo sapiens natriuretic peptide precursor C (NPPC), mRNA 


AJA/T niAAlCl 
IN 1VL UZ44 1 U 


Homo sapiens outer dense fibre of sperm tails 1 (ODF1), mRNA 


1NJV1 UU41oU 


Homo sapiens TRAF family member- associated NFKB activator (TANK), 

111 lv IN /A 


M1VT 094^9 
In 1V1 UZHO.JZ 


nomo sapiens lo.ia ^v„o.i/\j, iiiivini/\ 




noiiio sapiens iiypouieucai pioieiii ivioi^i izjo ^ivivjv^i izjoj, miviNi-v 


IN 1V1 UZH-J 1 J 


noiiio sapiens iiypuuieiicai pioieiii ivivj^h-i / j ^ivivj^h-i / J)? iiiiviNy-v 


IN 1V1 \)£ e -x D 1 1 


n.OII10 sapieilS liypOLllCLlCdl piOLClll C 1 v.J-'l )i UllViN.rv 


IN 1V1 V Z H- J) u y 


nomo sapiens nypoinencai pioiem ivio^H-zoy ^ivivj^H-zoyj, miviN/\ 


In Ivl UZH-jUO 


nomo sapiens laiiy acici iiycuoxyid.se ^r/\Anj, iiuvinj'-v 


1N1V1 VJZHOUW 


nOIIlO SapiCllS liypOLlieilCal piOLeill IVIVJI^ZZ,! / ^IVIVJ^ZZ,! / ^, IIllviN.rv 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


AJA/T n9/19Q/l 
IN IVL UZ4ZV 4 


nomo sapiens nypoineTicai protein jviol^oi^+ ^ivioL^^foi^fj, mrvrsi/v 


lxTlVT 0949Q9 


I— I / -v \~\-\ i \ conipiic nr\i /Tin "tin lil^*^ ^ i T TT^T ^ i tviT?~MA 
nUIIlU »apiCIla UUlLJUlllll 1LKC J) ^UDLJj, 1 1 1 IN 1 N f\ 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
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transcript variant 2, mRNA 


NM 001470 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 1 , mRNA 


JN1VL UUIojo 


Homo sapiens collagen, type XIX, alpha 1 (COL19A1), mRNA 


JM IVL U 1 0 U / 1 


Homo sapiens GTPase regulator associated with the focal adhesion kinase 

pp L z j^r/\Jvj, lNl/\/\UOZ 1 plOtem (Jvl/vAAJOZl J, m iv IN /a 


TsJA/T nn"7^9Q 
IN IVL UU/jZy 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript variant 

9 mRTsJ A 

Z, IIlIVlNi-V 


TsJA/T 09^004 
iNlVr l/ZjUUt 


noiiio sapiens noi^o lecepioi ^rN kjvjkjis^), iiiivi>i/\ 


1M1V1 WW J) J) / 1 


n.01110 sdpieiis nieutyiir diisieidse-uive i ^iviJZ/i ili j, iidiiscupL vdiidin i, iiiivin/^. 


1M IVL UZj W J D 


n (jiii(j sapiens metnyirrdnsrerdse-iiKe i ^ivij_/1 i li j, iidirscrrpt vai lain j>, mix in /a 


±N 1V1 UZjUjZ 


noiiio sapiens iiieiiryiiidiisieidse-iiKe i ^iviij/i ili j, trdiiscnpi variant z, iiiivim/a. 


in ivi w i h-z o y 


noiiio sapiens caipain o ^v^/vrrNoj, iiiiviN.rv 


TsJA/T 09^080 
1M1V1 UZjUO" 


noiiio sapiens caipam iw ^i^y-vr in iwj, transcript variant /, miviN/\ 


IN IVL UZjUOO 


n onto sapiens caipam iw ^i^ty-tin iwj, transcript variant o, in ivi >j /\ 


1N1V1 UZjUO / 


rroiiio sapiens caipain iw ^v^^-vr im iwj, transcript variant nrrvi>jy-v 


NM 023086 


Homo sapiens caipam 10 (CAPN10), transcript variant 4, mRNA 


IN IVL UZjUoj 


nonio sapiens caipam iu (_i^/vr in iuj, tiansciipt van ant j, mrviN/v 


NM 023084 


Homo sapiens caipain 10 (CAPNIO), transcript variant 2, mRNA 


NM 023083 


Homo sapiens caipam 10 (CAPNIO), transcript variant l, mRNA 


NM 021251 


Homo sapiens caipam 10 (CAPNIO), transcript variant 8, mRNA 


NJV1_005083 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor, small subunit 
l (U2AF1 RSI), mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis l, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 13, mRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Preiirer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pieiiier syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 10, mRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 9, mRNA 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pieiiier syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 8, mRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Preiifer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM 022969 


TT * aC 1_ 1 1 j il. a , / 1 j 1 1 • 

Homo sapiens fibroblast growth factor receptor 2 (bacteria- expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA 


tv t a it /i 1 ro r/\ 

NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (mis-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 2, mRNA 


JNJV1 (J23111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM 023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


TVTA It /\ O 1 (\(\ 

NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 7, mRNA 


NM 023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 1 , mRNA 


TV T A It ATT 1 AO 

NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 6, mRNA 


TVTA It AAA1 A 1 

NM 000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson- Weiss syndrome) (FGFR2), transcript 
variant 1 , mRNA 


TVTA A ATO 1 f\1 

NJVL_(J231(J7 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 5, mRNA 


TVTA It AT? 1 f\f 

NM 023106 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 4, mRNA 


JNJVL KjZj IUj 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
r ieinei syiiciiomej ^rorivi j, iidiiscupi vdridiii i, mrviN/\ 


IN 1V1 UZ<4U 1 o 


nomo sapiens Dutyropniim, suDiamuy z, ineiiiDer Aj (diinz/V3 j, miviN/v 


IN IVL U 1 / 0 1 H- 


Homo sapiens betame-homocysteine methyltransf erase 2 (BHMT2), mRNA 


IN IVL U ID 4:5 4 


Homo sapiens BENE protein (BENE), mRNA 


IN IVL UUUJD 1 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 

III 1\1 N 1 f\ 


TvjM 094105 

±M1VJ_ U/<t1UJ 


Hnmn <5anipn<5 hvnnthftir'al nrntpin AACrC^ 1 ^6 fAACrC^ 1 mRNA 

J__LVJ±llVJ &dl»lt/ll& 11V l»VJ Lllt/LIL/Cll IJlvJLt/lll 1V1VJ V_/ J 1 JU I 1V1VJ\_/J 1 JU 1, 111 IV 1 > / v 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 


Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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TvTA A AO /inOO 

JNJVL Uz4Uoz 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 3 (TMG3), 
mKJNA 


JNJVL Uz4Uol 


Homo sapiens transmembrane gamma-carboxyglutamic acid protein 4 (TMG4), 

111 Iv IN JA 


INlVL uz^-u/y 


Homo sapiens hypothetical protein M^GC2840 similar to a putative 
giucosy itiansierase ^ivio^zoh-uj, mrviN/\ 


1N1V1 UZH-U / o 


nomo sapiens nypoineticai protein iviov^oioz ^ivivji^o iozj, miviN/\ 


TsJA/T 09A07^ 
1M1V1 UZH-U / J 


noiiio sapiens lcinuj pioiein ^j_^j_/In kj j iiiivin/y 


TsJlVt 09407^ 

INIV1 UZH-U/ J 


noiiio sapiens iiypouieucai pioiein ivivj^zo / j ^iviuv^zo / J), iiiiviN.rv 


TsJA/T 0940^0 


n.01110 SdpieilS liypOllieilCd.1 piOLeill lv±VJV_0.j;7j> ^lViV_TV_0.j:/ J J, IIlrvrN/A. 


TsJA/t 09AO^A 
1N1V1 UZ4UJO 


nomo sapiens nypotneticai proiem ivioi^oo /o ^ivioi^oo /oj, mrviN/\ 


MA/f 0940^4 
IN 1V1 W Z U 3 H- 


nomo sapiens nypomeiicai pioiein mvjuzozi ^ivivj^zozi inrviN/\. 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


XTA/T 09A047 
INlVL UZ4LH- / 


nomo sapiens nypoineticai protein iviol^jUj / ^ivlolou.j / j, miviN/v 


TvTN/T 09/10/1/1 
INlVL UZ4U44 


riomo sapiens nypoineticai protein ivlol^di /o ^ivloloi /oj, mrviN/v 


AJA/T 09/10/1^ 
INlVL UZ4-LHO 


nomo sapiens nypotneticai piotem ivlol^oiui (ivlol^^iui j, mrviN/\ 


TsJl\/t 09zL07^ 


nomo sapiens nypoineticai piotem ivlol^o i i s> ^iviol^^ 1 1 jJ, mrvLN/\ 


TsJA/T 09AO^A 
INlVL UZ^fLO^t 


riomo sapiens nypotneticai piotem ivioL^jizy simnai to gangiiosiQe-mauceci 
cuiieientiation-associaieci protein ^ivio^j) izyj, miviN/\ 


TsJIVT 09zLOOQ 
1N1V1 \J£ i -t\j\Jz7 


nomo sdLJiens gajj junction piotem, Deta j>, o ikjj ^connexm d i ) \kjjdd mrviN/\ 


TsJTV/T 09zL01^ 
IN 1V1 UZH-U 1 J 


nomo sapiens uiieiieion, aipiid i ^iriNy-vi ^, iiuvin/a. 


TsJA/T 000^9 1 
INIV1 UUWJ>Z1 


nomo sapiens 11exusd.111111iQd.se r> ^ueia poiypepLiuej ^njj/yvr>j, uirviN.rv 


TsJA/T 000^90 
IN 1V1 U U U O ZU 


nomo sapiens nexosammiuase i\ ^aipna poiypeptiuej ^ n c.y\/A ^, in ivin /a 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


INlVL UUjooj 


nomo sapiens nistone ueacetyiase d \\^yji\\^d j, mrviN/A 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


"VTA if C\C\ 1 A GO 

INlVL UU14^Z 


Homo sapiens growth differentiation factor 1 (GDF1), mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NM_005089 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor, small subunit 
2 (U2AF 1 RS2), mRNA 


JNM (J(J4zo5 


Homo sapiens hexose-6-phosphate dehydrogenase (glucose 1 -dehydrogenase) 
(H6PD), mRNA 


NMOO/zlO 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamine polypeptide N- 
acetylgalactosammyltransierase o (OalJN Ac- 1 o) (OALJN lo), mKJNA 


JNJVL UUJ / /4 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamine:pol3^peptide N- 
acetyigaiactosammyitiansierase *i ^oaiiNAC- i^fj ^ualin i^J, mrviNA 


NM_020474 


Homo sapiens UDP-N- acetyl- alpha-D-galactosamine polypeptide N- 
acetylgalactosaminyltransferase 1 (GalNAc-Tl) (GALNT1), mRNA 


NM 015507 


Homo sapiens EGF- like -domain, multiple 6 (EGFL6), mRNA 


JNJVL UU4y4z 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM (JUz474 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1), 
transcript variant SMI, mRNA 


JNM UZzq/v 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1), 
transcript variant SM3, mRNA 


MA A AOOC/1/1 

INlVL UzZ o44 


Homo sapiens myosin, heavy polypeptide 1 1, smooth muscle (MYH1 1), 

11 dlloL/1 ip l Vdlldlll OlvlZ, lllrvTN f\. 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP564Q243 protein (DKFZP564Q243), mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


TvTA/T m 01 nn 
JNJVL U1V1UU 


Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAP1), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mRNA 


JNJVL (Jziy4o 


Homo sapiens hypothetical protein At U5ii5o_CDb 3 (ArU5J35o_CDbi), 

lTiKJN/\ 


JNJVL UZZloo 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 

^ f~^T>T} ^ from /M'it-»f i.nri'inf 1 O M A 

(ur .klol^j, uanscnpt van ant i, mKJN/\ 


NM_0 18653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 

^Ur rvL/jL J, UallSCnpi variant Z, mrvlN/\ 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


JNJVL K)K)K) /Uo 


Homo sapiens arginine vasopressin receptor 1 A (AVPR1 A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor- like 1 (FGFRL1), mRNA 


JNMUUzUl 1 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM_0229o3 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 
m K IN A 


NM 022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
uwarnsmj (^rorivJj, transcript variant z, m iv in a 


NM 000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant l, mRNA 


NM 022336 


Homo sapiens ectodysplasin l , anhidrotic receptor (EDAR), mRNA 


"NTA A A1 

JNM Uloco4 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(LrrKCMJ), mKJNA 


JNJVL 


Homo sapiens 2',5'-oligoadenylate synthetase l (40-46 kD) (OASl), transcript 
valiant i^io, in i\ in a 


JNJVL U loo 10 


Homo sapiens 2',5'-oligoadenylate synthetase l (40-46 kD) (OASl), transcript 
variant El 8, mRNA 


IN 1V1 U 1 U 1 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


1N1V1 UUUDbO 


Homo sapiens lymphotoxin alpha (TNF superfamily, member l) (LTA), mRNA 


IN 1V1 UU / U^U 


nomo sapiens ij/iooDKija-associateci protein j \ 1 1 d-/\i j in is. in /\ 


JN1V1 UUIZjZ 


Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 


JNJV1 UU1ZJ1 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 
gene encoding mnocnoiiuricii protein, miviN/\ 


In 1V1 UUJ7ZJ 


noiiio Sapiens ineiiiyi-^po uniciiiig uoniaiii pioiein h- ^iviJDi^H-^, inrviN/\ 




noiiio iSctpieilS glOWLIl IlOIIIlOlie Z, ^Vjn.Z, J, LlalliSCIipL VdllallL 1, IllrvrN.rV 


in ivi uzzjjo 


nomo sapiens giowtn normone z ^onzj, tianscript variant mivrNA 


1N1V1 UZZJ J / 


I — I / vi / x compile (rr/ \ a \ /"fl^ Vi nrm r\t^ c± / / 1 » 1 — I / 1 frotioprmf / in 1? ^.1 A 

nomo sapiens giowiii iioiiiioiie z ^unz j, iiaiisciipi vaiiaiii iiuviNi-v 




noiiio sapiens giowtn iioiiiioiie z yvjnz,)} iiaiisciipi vaiiaiii h-, in.tvrN.rv 


TsJA/T 099^^9 
1M1V1 UZZJOZ 


nomo sapiens giowtn normone i \\J n i j, iranscripx vananx z), hi ivi n /a 


NM 022561 


Homo sapiens growth hormone 1 (GH1), transcript variant 4, mRNA 


1N1V1 UZZZ)OU 


nomo sapiens giowtn normone i ^uni j, iransciipt vananx j), mivi\i/\ 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcript variant 2, mRNA 


JNJVL UUUjIj 


Homo sapiens growth hormone 1 (GH1), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_Uzz/18 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 

_ t> ~vr a 
mKJNA 


rNivi uzz^oo 


nomo sapiens matrix metalloproteinase zo ^iviivir zz> ^, transcript variant i , 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane -inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysin) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysin, uterine) (MMP7), mRNA 
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JNJVL K)K)Z4ZZ 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1 , progelatinase) 
(MMP3), mRNA 


JNM_U(Jjy41 


Homo sapiens matrix metalloproteinase 16 (membrane -inserted) (MMP16), 
transcript variant 1 , mRNA 


JNJVL Uzzoo4 


Homo sapiens matrix metalloproteinase 16 (membrane -inserted) (MMP16), 
transcript variant 2, mRNA 


JNJVL UUZ4Z1 


Homo sapiens matrix metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


JNJVL \)\)^yyj 


Homo sapiens matrix metalloproteinase 14 (membrane -inserted) (MMP14), 
mRNA 


JNJVL VVZQZ 1 


Homo sapiens matrix metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


JN M_U ZZ /yz 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


JNJVL K)ZZ/y[ 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


JNJVL vZZ/yv 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mRNA 


JNMUUZ4Z9 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1, 
mKJN A 


NM 004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
ty]3e IV collagenase) (MMrZ), mKJN A 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type iv coiLagenasej (^viiviryj, mKJN a 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


JNJVL (JUZ4Z4 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 

mKJN A 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane -inserted) (MMP15), 

w»T>AJ A 
m KIN A 


NM 002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 

AT A 
1T1KJN A 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


"ATA A AOTOA/I 

NM k)ZZqk)4 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


JNM_UU5o/5 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NMUUiuyv 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1 , mRNA 


JNM UzzoUo 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


JNM_Uzz8U7 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, mRNA 


JNM (JzzoUo 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcri|3t variant 2, mRNA 


iNlvl UZZ / 1 / 


nomo sapiens u i-sntviNr Dincimg proxem nomoiog ^/UKUj ioi>iviNri5rj, 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM 001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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1N1V1 UZZ7/0 


nomo sapiens small LLLyivrv-riLii iacior i d ^ceniiomericj ^ o el ivr i-Dj, iiiivin/\ 


1N1V1 UZj^H / 


nOlllO »d.|JieilS nypOllieilCdl piOieill 1V1 VJ^OZj^t ^IVlVJl^OZ.jH-J, IIlIvrN.rY 


IN 1V1 UZJJI/H-Z 


nOlllO SapidlS IiypULllCLlL/Cll piULClIl IVIVJ^OLOO ^IVIVJ^OLOO^, IIlIvi> J rv 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


\TAyf C\C\^A1\ 

JNJVL KjKjj^f 1 1 


riomo sapiens giucosamine-o-pnospnaTe lsomerase ^oiNrij, mLviN/v 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


JNJVL UU4U/U 


nomo sapiens crystaLLm, beta t>3 (CKYBBJ), mKJNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERIN), mRNA 


JNJVL (JlziZV 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_UU7(Jzu 


Homo sapiens U 1-snRNr binding protein nomolog (7UkD) (U lbNKNrBF), 
transcript variant 1 , mRNA 


JNJVL UU04OJ 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 

111 IV IN /A 


JNJVl UUUU1D 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


JNJVL 


U nT v, n conipno r»T-t rc+Q 1 1 \ry Koto DO /TDVRRO^ rviT?AJA 

nomo sapiens crystainn, oeia r>z (lky ddz j, miviN/v 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


1N1VL UzJUoU 


riomo sapiens nypoiLieticaL piotem rLJzUVoV ^ri^JzUVoVj, mKJN/\ 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


JNM_Uziy(Jj 


Homo sapiens gamma- aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA 


NM (Jz(J554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


JNM kjZOjjd 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
mRNA 


JNM (JzIDjz 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6bl, 
mRNA 


JNJVL UzIOjU 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 

T? "XT A 

lllKJN/\ 


JNJVL Ulz4oo 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
m is. in j\ 


TsJA/T n 1 AzL 1 ft 
IN JVL U 1 ^+^4 L 0 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2, 

III IS. In f\ 


NM 016730 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 3, mRNA 


jnjvl uio /zy 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 4, mRNA 


JNJVL UIO / ZJ 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 1, mRNA 


NM 016724 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 7, mRNA 


1N1VL UloUzj 


riomo sapiens luj-oJ protein (ukc v ij, m k in a 


JNM U(J44Uo 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript variant 
i, m iv in /\ 


jnjvl uuuiy/ 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


xtn/t nm 99n 
IN JVL uu 1 zzu 


nomo sapiens caicium/caimoQULin-QepenQenT protein Kinase ^L^aivL xmasej 11 

UClcl ^ ^ /A 1V1 IV Z D J, 111 IVl N /A 


1N1V1 W 1 7U / 1 


nomo sapiens mmuiioi 01 growtn iamiiy, meniDer d ^iimoj> mrviNjrv 


In 1V1 UIO / jl 


nomo sapiens loiaie lecepioi i ^auunj ^rvji^xvi iiaiisciipi vaiidiii o, mrvLN.rv 


NM 09^018 


Homo <;anipn<i hvnothpfiral rvmtein FT T1^059 TFT T1^059^ mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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III 1x1 N r\ 


IN 1V1 \J 1 OJ 1 J 


numu sapiens ivi/vrv-ieiaieci Kiiid.sc ^ivi/vrvuzooj, miviMy-v 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


JNIVI Ul^+Ooo 


Homo sapiens related to the N terminus of tre (RNTRE), mRNA 


\TAyf C\C\f^f^AC\ 

jnivl uuoo^fu 


riomo sapiens ivij^i^ sepim-iiKe iusion ^ivior miviN/\ 


JNJVL UUOU /U 


Homo sapiens TRK- fused gene (TFG), mRNA 


NM 004809 


Homo sapiens stomatin-like l (STOMLl), mRNA 


JN1V1 UvUZy / 


Homo sapiens polycystic kidney disease 2 (autosomal dominant) (PKD2), 
mRNA 


IN 1V1 U 1 0 J U / 


Homo sapiens paired related homeobox protein (PRX2), mRNA 


JNJV1 UU39z4 


Homo sapiens paired mesoderm homeobox 2b (PMX2B), mRNA 


JNJVL VVOyvZ 


Homo sapiens paired mesoderm homeo box l (PMXl), transcript variant pmx- 

1 0 O AJ A 

i a, in i x in /\ 


NM 022716 


Homo sapiens paired mesoderm homeo box 1 (PMXl), transcript variant pmx- 

1 D, 111 lv IN r\ 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


JNJVL UUUVlj 


Homo sapiens oxytocin, prepro- (neurophysin I) (OXT), mRNA 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


"XT A A A O O /C /I 

NM (Jzzoo4 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 2, 
mKJN A 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1 , mitochondrial 
(ECHS1), nuclear gene encoding mitochondrial protein, mRNA 


JNJVL UZZojZ 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 2, 
mRNA 


JNJVL UU441V 


Homo sapiens dual specificity phosphatase 5 (DUSP5), mRNA 


NM 004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 
mJvJN/\ 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


A.TA A f\(\AC\£L 1 

JNM (J(J49ol 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, epsilon 
(GAB RE), transcript variant 1, mRNA 


JNM_Uzl990 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, epsilon 
(GAB RE), transcript variant 4, mRNA 


JNM vZlyo/ 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(GAB RE), transcript variant 3, mRNA 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(OAolvb), transcript variant Z, mKJN A 


JNJVL \)\)Q\)y\) 


Homo sapiens dual specificity phosphatase 3 (vaccinia virus phosphatase VH1- 

leiateQj (JJUorjJ, mrvJN/\ 


JNJVL VKJijyo 


Homo sapiens enoyl Coenzyme A hydratase 1, peroxisomal (ECH1), mRNA 


JNJVL UUiy4o 


Homo sapiens dual specificity phosphatase 6 (DUSP6), transcript variant 1 , 
mRNA 


IN1V1 UUI7JZ 


nomo sapiens j_/Zf iiaiiscripiion idcior o ^jj/Zfoj, miviN/\ 


JNIVL uui^ou 


Homo sapiens E2F transcription factor 4, pl07/pl30-binding (E2F4), mRNA 


JNJVL 


Homo sapiens E2F transcription factor 3 (E2F3) mRNA, complete cds 


1N1VL KjKjjZZj 


Homo sapiens E2F transcription factor 1 (E2F1), mRNA 


JNJVL UZZy / / 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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TV T TV /c / V~> i n i o 

NM021912 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


TvTA A HO 1 O 1 1 

NMUziyi 1 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1, mRNA 


TV T \ /T AAA0 1 A 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 3 
(uADKoj), transcript variant 1, mRNA 


NM_000812 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, beta 1 

/ A u D U 1 \ r> tvt A 

(uADKi) 1 ), mKJN A 


NM_022650 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 1 
(KAbAl), transcript variant z, mKJNA 


JNJVL UUJZjV 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM UzZ.3 / / 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


JNJVL UU1j44 


Homo sapiens intercellular adhesion molecule 4, Landsteiner- Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


JNJVL UUZloZ 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA 


JNJVL (Jzz:>(J7 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA 


TVTA A ATTCO 1 

NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 5, mRNA 


NM_(J22580 


Homo sapiens chorionic somatomammotropin hormone -like 1 (CSHL1), 
transcript variant 4, mRNA 


NM 022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 3, mRNA 


JNJVL kjZZd /q 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 2, mRNA 


NM_(J(J13 18 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHL1), 
transcript variant 1 , mRNA 


JNJVL Uzzo4o 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


TV.TA A AT1^/1C 

NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM (J22644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM 020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 1 , mRNA 


JNJVL Uzzo4z 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 4, mRNA 


NJVL 022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 3, mRNA 


TVTTV >r AOO/C/1A 

NM (Jzzo4U 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript variant 2, mRNA 


TV TA 4" AA 1 ^ 1 T 

NMUUli 17 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
on i irdnscnpi variant i, iiiiv in t\ 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM 022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c, 
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mRNA 


JNJV1 Uzz43o 


Homo sapiens mal, T-cell differentiation protein (JVtAL), transcript variant b, 
mRNA 


JN1V1 UU1 fy\) 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 1, mRNA 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


"XT a A AO 1 1 i 1 

NM021 141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


nm_uzz:> ju 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 (XRCC4), transcript variant 3, mRNA 


NM_U224(Jo 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
ceils 4 (yLKL,C4j, transcript variant z, mKJNA 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

CeilS D (ySJvL^L>Oj, m K IN A 


JNJVL UUJ4U1 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cens 4 {^vtvi^L^4j, transcitpt vanant i, mKJNA 


1NJV1 UZZ4U3 


nomo sapiens tiansporter protein j j ), tianscupt variant z, iiikjn/-y 


IN 1V1 U 1 0 1 yZ 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 

UOIlldlllS Z \ L WLCjV V )^ IIlIViMy-V 


iNlvl wuo/oo 


noinu sapiens U-ioieiisiii z ^lj i oz^i, iidiiscnpi vdiidiii z,, iiirviM/\ 


In 1V1 UZ 1 77J 


nomo sapiens uioieiisiii z lozj, transcript variant i, mivi>i/\ 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 


TsJA/T 09 1 QQ 1 
IN 1V1 UZ 1 77 1 


nomo sapiens junction piatcogioum (jur j, transcript variant z, mrviN/v 


JN 1V1 UZ 1 / J / 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6d, mRNA 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


JN1V1 UZ1 /jj 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6b, mRNA 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mKJNA 


NM 004000 


Homo sapiens chitinase 3 -like 2 (CHI3L2), mRNA 


JNM (JUzo41 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 1, mRNA 


JNJY1 UZU4/J 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 3, mRNA 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
neiiiogiODiiiui id j ^riuAj, tianscn.pt vdndiit z, mivi>i/\ 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


ATA A noi 01 'J 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1 , mRNA 


JNJV1 Uloloo 


nomo sapiens actm-like o (At l Lo j, mKJNA 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A *«D\T A 

A, 111KJNA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

l_> A 

r>, mKlNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


"X TA A AO 1 OTI 

JNM (Jzlo/l 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


JNM UUloUo 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 

mKJNA 


rNivi uuuyzu 


nomo sapiens pyruvate caiooxyiase \r y^j, nuciear gene encootng mitociioiiQnai 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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TvTA/T flO 1 

IN JVL UZ lo/J 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 3, mRNA 


NM 021872 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 2, mRNA 


JNJVL \)Z\)yy\) 


Homo sapiens creatine kinase, mitochondrial 1 (ubiquitous) (CKMT1), nuclear 
gene encoding mitochondrial protein, mRNA 


TSJA/T no 1 QAO 

JNJVL UzlVoz 


Homo sapiens active BCR-related gene (ABR), transcript variant 1, mRNA 


NM 001092 


Homo sapiens active BCR-related gene (ABR), transcript variant 2, mRNA 


NM_021794 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 1 , mRNA 


\T\ /f AA1 A ST A 

JNJV1 (J(J1464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilin beta) 
(ADAM2), mRNA 


NM Uzl /ou 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 2, mRNA 


JNMUzl / /y 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 3, mRNA 


JNJV1 U14zo9 


Homo sapiens a disintegrin and metalloproteinase domain 29 (ADAM29), 
transcript variant 1 , mRNA 


TvTA /I" AT1 TT5 

JNJV1 Uzl 1 15 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


TvTAyT AO 1 TOO 

IN MUZ 1 /ZZ 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


X T \ A AO 1 TO 1 

JNJV1 (Jzl7zl 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


TvTA A A1/:OC1 

JNJV1 U163M 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


TvTA/f A0 1C2 0 

JNM_Uzl 83z 


Homo sapiens a disintegrin and metalloproteinase domain 1 7 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 2, mRNA 


JNJV1 (JUJloJ 


Homo sapiens a disintegrin and metalloproteinase domain 1 7 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM 17), transcript variant 1, mRNA 


A.TA A AA^5 Ol f 

NJVL_(JUJ815 


Homo sapiens a disintegrin and metalloproteinase domain 15 (metargidin) 
(AD AM 15), mRNA 


TvTA/f AO 1/^/11 

JNM_Uzlo41 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM 12), transcript variant 2, mRNA 


TvTA A AO KH 

JNJVL (Jzlolz 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 2, mRNA 


TvTA/T AA/^/IQT 

JNJVL UUo4J / 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTL1), mRNA 


AJA/T AA 1 1 Q 
JNJVL UUlOlo 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
(ADPRT), mRNA 


TvTA/f AO 1 T'J Q 

JNJVL Uzl / jo 


Homo sapiens supervillin (SVIL), transcript variant 2, mRNA 


NM 003174 


Homo sapiens supervillin (SVIL), transcript variant 1 , mRNA 


\TA/f AAOCAC 

JNM_UUz5U5 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 1 , 
mRNA 


A.TA A AO 1 TAC 

JNM (JzI/Uj 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
mRNA 


ATA/f AAAC20 

JNM_UUUo3z 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR 1 - 1 , mRNA 


INIVI UUUD/J 


Homo sapiens alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class III), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


JN1V1 k)Z 1 fyj 


Homo sapiens ELK4, ETS-doniain protein (SRF accessory protein 1) (ELK4), 
transcript variant b, mRNA 


1N1V1 UZ 1 /UV 


Homo sapiens CD27-binding (Siva) protein (SIVA), transcript variant 2, mRNA 


INIIVI UUCV4Z / 


nomo sapiens luz /-DinQing ^oivaj proiem ^oiv/vj, iianscnpt vanant i, mivrN/v 


JN1V1 UZloUH- 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


AJA/f no no HQ 
1NJV1 UZUZUo 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


TvTAyr non/iQ^ 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


ATA A n 1 0 1. O 

JNJV1 UlozJz 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM (JzloUz 


Homo sapiens CD79B antigen (immunoglobulin- associated beta) (CD79B), 
transcript variant 2, mRNA 


\ik I A/"kA/TO/T 

NM_0006zo 


Homo sapiens CD79B antigen (immunoglobulin- associated beta) (CD79B), 
transcript variant 1 , mRNA 


\tii A AO 1 Si A 1 

NM_0zlo01 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


TVTA 4 AO 1 CAA 

NM 021599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


JNM (JUoyoo 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tniomDOSponclm type 1 motii, 1 (AJJAJV11 bl), mKJNA 


JNM UU4UoV 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP 1 7, mRNA 


ATA/f no 1 

JNJVL_UZO / J 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


JNM UZlj/4 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


ATA/f nn/l'IOT 

JNM UU43Z/ 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


JNM k)K)/jZ/ 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant NR1-3, mRNA 


TsJA/f no 1 


nomo sapiens giutamate receptor, ionotropic, iN-metnyi u-aspartate i ^okiini 

LldllSCIlLH VdlldllL rNIVl-Z, IIlrvlM.rV 


TsJA/f 090084 


rroiiio isdpiciis ciioiiiic dccLyiLidiiisicidisc ^L,n/\ i j, iidiiisciipL vdiidiii xv, iiixvi>^v 


TsJA/T 09008^ 

1M1V1 UZuyOJ 


noino sdpiens ciioiiiie dceiyiiidiisieidse ^^jri.rvi j, iidiisciipi vdiidiii 1^1, iiiivi^.rv 


TsJA/f 090^40 


nomo sdpiens ciioiiiie dccLyiiidiisieidse ^v_-ixr\_i j, iidiisciipi vdiidiii ivi, iiuvr\/\ 


XTA/T O0 1 f\ 1 ^ 
1M 1V1 UU lOl J 


nomo sdpiens dctm, gdmnid z, smooin muscie, eiiienc ^/\v_, ivjzj, itiivi>j/a. 


NM 020986 


Homo sapiens choline acetyltransf erase (CHAT), transcript variant N2, mRNA 


IN1V1 U 1 OOOZ 


nomo sapiens uisrupteci m scinzopmeiiid i ^ijioli j, mivi>i/\ 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (JVIUC4), mRNA 


JNM 1)1/ /o3 


nomo sapiens nypotnetical protein rLJzlo j / (rl^JzUJ j /), mKJNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (JVIUC4), mRNA 


\ti A A 1 O O 1 C 

NMU12215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 

M l Iv IN /a 


NM 020326 


Homo sapiens ATP -binding cassette, sub- family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP -binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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transcript variant 3, mRNA 


JNM (JzUJzJ 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 2, mRNA 


JNM_UzUZ9o 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A-delta-14, mRNA 


NM_(Jz(Jz97 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(AdLLV), transciipt variant oUKZr>, mKJNA 


JNJVL UZiZ/v 


Homo sapiens leukocyte- associated Ig-like receptor 2 (LAIR2), transcript variant 
2, mRNA 


JNJVL UUZZ oo 


Homo sapiens leukocyte- associated Ig-like receptor 2 (LAIR2), transcript variant 
1 , m IV in /\ 


JN1V1 UZU7OJ 


nomo sapiens adenylate cyclase o ^/vu^ i oj, transcript variant z, rntviN a 


IN 1V1 U 1 Z / U 


nomo sapiens adenylate cyclase o ^z-vu^ i oj, tiansciipt variant i, miviNzv 


JNJVL uzuyo / 


Homo sapiens ankynn 3, node of Ranvier (ankynn G) (ANK3), transcript variant 

1 , IIltvlN /\ 


TSJA/f 090077 


nomo sapiens anKynn z, neuronal ^z\inis.zj, tiansciipt variant z, miviNZ\ 


TsjA/r 001 1 48 
IN 1V1 UU1 HO 


nomo sapiens ciiiivy riii z., neuronal ^/\in ivzj, transcript variant i, 1 1 1 rv i n /a 


IN 1V1 \jA\j l t O 1 


nonio sapiens aiiKymi i, eiyuiiocyitc ^/a.ini\.i iiansciipi valiant o, intviN.rv 


TsJA/T 090zL£0 
IN 1V1 \J Z UH- 0 w 


nomo sapiens anKynn i, erytnrocytic ^/\inis.i j, tianscri}jt variant /, miviN/\ 


TsJA/T 090A7Q 
1N1V1 / 7 


nomo sapiens anKynn i, erytnrocytic ^/vlnivi tianscnpt variant o, mxsJN/A 


TsJA/f 090J.7& 
1N1V1 UZU4 / 0 


nomo sapiens anKynn i, erytnrocytic ^/\injvi j, traitscnjjt variant j, miviN/\ 


TsJA/T 090477 
1N1V1 UZU4 / / 


nomo sapiens aiiKymi i, eiyuiiocyiic ^/ainivi j, uaiisciipi vanaiit z, iiiivln/a 


TsJA/L 0000^7 


nomo sapiens aiiKymi i, eiyuiiocyiic ^.rviNivi uaiisctipi vaiiani j, iiuvin/a 


TsJA/T 09047 A 

1N1V1 WZ^WH- / O 


noiuo sdpieiis diiKyiiii i, ei y liii ocy iiu ^.rviNivi ^, udiisciipL vdiiciiiL i, iiiJviN.rv 


TsJA/f 0904.7^ 


nomo sapiens anKynn i, erytnrocytic ^/\injvi j, transcnpt vdnant h-, ntiviN/\ 


NM 021056 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 3, mRNA 


XT\/f 09 1 O^^ 
JNJVl VZLVDD 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 2, mRNA 


NM 000548 


Homo sapiens tuberous sclerosis 2 (TSC2), transcript variant 1, mRNA 


JNJVL UU4U41 


Homo sapiens arrestin, beta 1 (ARRJB1), transcript variant 1, mRNA 


NM 020251 


Homo sapiens arrestin, beta 1 (ARRB1), transcript variant 2, mRNA 


TVTA A (\{\{\ OHO 

NM_UU0872 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


JNM (JlVooU 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NMU19859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


JNM_UU4ZZo 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 2, mRNA 


JNM (Jl 745 / 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (PSCD2), transcript variant 1, mRNA 


JNM_UU43Uz 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 1, 
mKJNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 3, 
mKJNA 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcript variant 2, 

nirvJN A 


TsJA/T 019089 
IN 1V1 U 1 ZUOZ 


nomo sapiens r neiiu oi i az \ v kjkj a j, iiiiv in i\ 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1A1), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3 -alpha hydroxysteroid 
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aenyarogenase, type 11; (AKKlLj ), mKJNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


JNM_0 14272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


JNM U19863 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 2, mRNA 


"XTA A~ (\(\(\ I 

JNM 000132 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 1, mRNA 


JN JV1 U 1 V 0 1 0 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (F7), transcript variant 2, mRNA 


1N1V1 UUUJ J 1 


nomo sapiens coagulation iactoi vii y serum protnromDin conversion 
acceierdtorj / uaiiscripi valiant i, mjviN/\ 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


IN 1V1 UZ 1 U 1 U 


Homo sapiens defensin, alpha 5, Paneth cell-specific (DEFA5), mRNA 


NM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


IN IVL kjZKjjZd 


Homo sapiens interleukin 22 (IL22), mRNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


JNM 1)14311) 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 
mRNA 


JNM kjZvdZZ 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 3, mRNA 


JNM 020321 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 2, mRNA 


JNM U2U334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 2, mRNA 


JNM viyjjy 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 2, mRNA 


\TA4 AAA1TO 

JNM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 1 , mRNA 


\T \ 4 AAA A A O 

JNM UUU443 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant A, mRNA 


"XT A /I" AlOOf A 

NM U188M) 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant C, mRNA 


"XT A A f \ 1 O O A C\ 

NM_0 18849 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


JNM UzUUJo 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3B, mRNA 


\t \ 4 A^AAOl 

InM_020037 


Homo sapiens AlP-bmdmg cassette, sub-tamily C (Cr 1R/MRP), member 3 
(ABCC3), transcript variant MRP3A, mRNA 


A.TA /*T AATTO/C 

JNM_003786 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3, mRNA 


TVTA A~ f\1 rV/TO A 

N MO 19624 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 2, mRNA 


N MO 19625 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 1, mRNA 


NM_00499o 


Homo sapiens ATP-bmdmg cassette, sub-tamily C (CFTR/MRP), member l 
^/\r>i^v^i j, Transcript variant i, miviN/\ 


NM 0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 7, mRNA 


NM 0 19901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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(ABCC1), transcript variant 5, mRNA 


JNM U19o99 


Homo sapiens A IP- binding cassette, sub-lamily C (Cr 1R/MKP), member 1 
(ABCC1), transcript variant 4, mRNA 


TvTA A M1QQQQ 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(Adll i j, iianscnpi variant j, m in. in /a 


ATA/1 

JNJV1 UlVoOZ 


Homo sapiens ATP-binding cassette, sub -family C (CFTR/MRP), member 1 
(ABCC1), transcript variant 2, mRNA 


TsJA/T niQQO^ 

iMivi uiyyuj 


nomo sapiens aQQucm d ^gammaj (^ajjuj j, iranscrrpi variant z, miviN/\ 


TsJA/f fin 1 £*AC\ 
IN 1V1 VV 1 04 U 


nomo sapiens iN-acyiammoacyi-pepiicie nyoroiase ^/\r lLlI), mivJN/\ 


NM 019858 


Homo sapiens protein A (A), transcript variant A-2, mRNA 


TvTA/f C\f\f\AC\H 

JNJV1 UUU4U / 


Homo sapiens glycoprotein lb (platelet), beta polypeptide (GP1BB), mRNA 


JNJV1 UIjo/j 


Homo sapiens growth arrest and DNA-damage-inducible, beta (GADD45B), 
mRNA 


JNiVl UlooZ4 


Homo sapiens adducin 3 (gamma) (ADD3), transcript variant 1, mRNA 


NM 020039 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 1 , mRNA 


NM 005388 


Homo sapiens phosducin-like (PDCL), mRNA 


TVTA 4" AHf Of 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 6 
(SLC2A6), mRNA 


JNJV1 (JZUZJo 


Homo sapiens inner centromere protein antigens (135kD, 155kD) (INCENP), 
mRNA 


NM 006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM_0 18890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM_0 18891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
Z, mKJNA 


TvTA A C\ 1 Q /I ^2 A 
JNJVL U1J4JU 


Homo sapiens gamma-glutamyltransf erase 1 (GGT1), transcript variant 3, 
mRNA 


ATA /T n 1 *2 A 1 1 
JNIVL U1J4Z1 


Homo sapiens gamma-glutamyltransf erase 1 (GGT1), transcript variant 2, 
mRNA 


JNJVl UU4VD4 


Homo sapiens ELKL motif kinase (EMK1), transcript variant 2, mRNA 


NM 017490 


Homo sapiens ELKL motif kinase (EMK1), transcript variant I, mRNA 


\T \ /f AA/I 1 Af 

JNM (J(J41(J5 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMP1), transcript variant 1, mRNA 


JNM UUZ4UJ 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 2, 
mRNA 


JNM Ul /4j V 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcript variant 1 , 

-ml? XT A 

ni iv in /\ 


IN JV1 ULO 113 


Homo sapiens major vault protein (MTVP), transcript variant 2, mRNA 


JNJVl U 1 /4Do 


nomo sapiens majoi vaun pioiem ^iviv-r j, iianscripi variani i, miviN/\ 


ATA/T H 1 ft ft OA 
IN 1V1 U 100*74 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
^ cjV jj/ivii i j, iiaiisciipi variaiii z,, rnjviN.rv 


±n ivi \j i oj i y 


nonio sapiens aiiieiouiasLin, eiiaiiiei iiiaLiix pioLein ^/\ivijji>i j, iiirviN.rv 


NM 017492 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 2, mRNA 


ATM 007 


1— \cwx\r\ CQniPiic QiiflPYin A 1 C\ ( A N.I N^ A 1 (Y\ ml? \J A 
rrOlllO IScipieilS dlllieAlll ^.rvlNyV.rVl \J)^ lllIVLN.rv 


NM 019102 


Homo sapiens homeo box A5 (HOXA5), mRNA 


NM 018971 


Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA 


NM 003379 


Homo sapiens villin 2 (ezrin) (VIL2), mRNA 


NM_0 16830 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP-IB, mRNA 
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TVTA A A 1 A ^5 1 

JNJVL UT4z31 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- 1 A, mRNA 


TVTA A An/ion 

NM_U 17489 


Homo sapiens telomeric repeat binding factor (NIJVIA- interacting) 1 (TERF1), 
transcript variant 1 , mRNA 


NM (Jlozlo 


Homo sapiens telomeric repeat binding factor (NIJVIA- interacting) 1 (TERF1), 
transcript variant 2, mRNA 


JNJV1 UT /4j j 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
aipna, miviN/v 


TsJA/T 007002 


Homo sapiens clathrin, heavy polypeptide- like 1 (CLTCL1), transcript variant 2, 

mRTsJ A 


TsJivr n 1 7zK 1 

IN 1V1 U 1 1 H- Z> 1 


nUIHO SdpieilS JJ^rvll-dlSSUCldieLl piOLClll Z ^±j/A_l/Vr Z^f, LldllsClipL VdlldllL Z, IIllViN.rV 


TsJIVf 0174^0 
In IVT U 1 / HO U 


n uiiio sdpiens JD/\ii-dssocidieLi proTem z \d i\ z. TrdnscripT vdirdnT i, 111 ivi n /\ 


TsJA/T 001^17 
1M 1V1 UU 101/ 


nomo sdpiens dticiucm z ^ueidj ^/vl/_l/zj, iidiiscupi vdiidiii ueid-i, iiiivin/a. 


TsJIVT 017J.&8 
in ivi ui / loo 


noino sdpiens dcitiU-Cin z ^ueid^ \r\.YJYJz^)^ iidiiscupi vdiidiii ueid-H-, iiiivin/\. 


TsJA/T fl 17487 
In 1V1 Ul / H O / 


nomo sdpiens dciciucm z ^ueTdj iidiiscupT vdirdnT ueTd-oo, miviN/\ 


TsJA/f 01748^ 
in 1V1 Ul / H- O O 


nomo sdpiens dciciucm z ^DeTdj ^ /a lj ljz. irdnscupi vaiTaiii ueid-od, iiii\.i>j /a 


MA/f 017zl&^ 
In 1V1 Ul /H-OJ 


nomo sdpiens dciciuciii z ^oeid^ iidiiscupi vdiidni oeid-jd, ittivlnj'-v 


TsJIVT 01 74 8-4 
In 1V1 U 1 / H- 


noino sdpiens dciciU-Cin z ^ueidj \r\.YJYJz J j^ iidiisciipL vdiidiiL ueid-j)u, iiitvini/a. 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


InIYI U 1 /4oZ 


nomo sapiens aQQucm z ^Deiaj ^/\uuzj, TraiisciipT variant ueta-z, mrvrN/\ 


TvT\/f OIQ^AI 
In IVl U 1 o 0 0 1 


nomo sapiens ujs.rZir joouzzzj protein ^uivrz>r doojl'ZZZj j, m iv in a. 


TvTN/T O 1 84 1 ^ 
In IVl U 1 o^f 1 S> 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


In IVl U 1 / OJJ 


nomo sapiens cmomosome zi open reaoiiig name r>y ^v^zivjxvrjyj, rnxviN/v 


XTNvf H1 810 A 
IN IVl UloZZO 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-like 1 (RNPEPL1), 

m DM A 
111 IV IN /\ 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


TvJA/f o 1 89 oo 

IN IVl UloZUU 


nomo sapiens nign-moDiiny gioup zua ^niviozu/v^, n i is. in /\ 


NM 017595 


Homo sapiens I-kappa-B -interacting Ras-like protein 2 (KBRAS2), mRNA 


TVTA A H1 *7 A 1 'J 

JNM Ul /ol 5 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


TVTA T All/If/: 

NMO 17456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


TVTA A A1 /COIH 

JNM uToozV 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


TVTA /I" AI^OOO 

JNM UToozo 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


TVTA A 

NM_U16oz7 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


TVTA A C\ 1/1 OO /I 

JNM (JI60ZO 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


TVTA 4" Al^Oil 

JNM_UToozl 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NMO 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


TvJA/T 009 1 Q7 
In 1V1 UUZ 1 / 


nomo sapiens aconiidse i, soiuuie ^/\v_,wi miviN/\ 


NMO 16841 


Homo sapiens microtubule- associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_0 16835 


Homo sapiens microtubule- associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule- associated protein tau (MAPT), transcript variant 3, 
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™T?AJ A 
mivTM A 


IN1V1 U107JO 


Homo sapiens EGF-containing fibulin-rike extracellular matrix protein 2 
(EFEMP2), mRNA 


1N1V1 ULODOy 


Homo sapiens LIM^ domain kinase 2 (LIM^K2), transcript variant 2a, mRNA 


NM 016733 


Homo sapiens LIM domain kinase 2 (LIMK2), transcript variant 2b, mRNA 


JNM vvZd 14 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant 1, mRNA 


NM 016735 


Homo sapiens LIM domain kinase 1 (LIMK1), transcript variant dLIMK, mRNA 


JNJVL_UUooj j 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA 


JNJVL (Jlooj/ 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 

1, m K IN A 


NM016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 
z, m iv IN A 


NM 005242 


Homo sapiens coagulation factor II (thrombin) receptor-like 1 (F2RL1), mRNA 


JNM Uloolo 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA 


JNM (J(J4yl5 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 1 a, mRNA 


NM_000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
ii4-iiO, mKJNA 


NM 013999 


Homo sapiens mesenchyme homeo box 1 (MEOX1), transcript variant 2, mRNA 


JNM (J(JJ9z/ 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
1 , mRNA 


JNM_U1 joJz 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


JNM (J(Jz3o4 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
4, mRNA 


"XT A /I" Airo^a 

NM (Jljo4/ 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
PCM 1, mRNA 


JNM_(J1584o 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
1 , mRNA 


JNM U1jo4j 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 
2, mRNA 


NM_015844 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript variant 

J, mKJNA 


JNJVL UUZJ11 


Homo sapiens ligase III, DNA, ATP-dependent (LIG3), transcript variant beta, 

rviT?AJ A 

111 iv IN A 


NM_013975 


Homo sapiens ligase III, DNA, ATP-dependent (LIG3), transcript variant alpha, 

111 IV IN A 


TvTA/T n 1 A 1 on 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 3, mRNA 


1N1V1 Ul^floV 


Homo sapiens adducin 1 (alpha) (ADD1), transcript variant 2, mRNA 


1M1V1 UU1 11:7 


nomo sapiens aQuucin i ^aipnaj \f\uui j, Transcript variant i, m iv in a 


1 >l 1V1 UIJOj 1 


noiiio sapiens aCGiyiciioiiiiesLeid.se ^ i i uiooci gioujj^ ^.rv^rrii/^, iidiisciipL vdiidiiL 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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TvTA A A1 O AH 


Homo sapiens interphotoreceptor matrix proteoglycan 200 (SPACRCAN), 

m KIN A 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


IN 1V1 U 1 0 1 Z4 


Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NM_0 15865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (c>LC14Al ), mKJNA 


ATA A C\ 1 1 1 O 

JNM Ulollz 


Homo sapiens polycystic kidney disease 2-like 1 (PKD2L1), mRNA 


NM016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 

1T1 K IN A 


JNJVL UlOtOJ 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), mRNA 


JNJVL UlCODO 


nomo sapiens uJ ivo, complete UKr (nuiviLji iVoAj, m Jv in a 


TvTA A M1 A 1 1 

JNJVL Ulo4Jl 


Homo sapiens mitogen- activated protein kinase 8 interacting protein 2 

^IVlAr Ivolr Z J, mKJNA 


iNlvl U ICO / / 


nomo sapiens a icmase ^rivis^-vj ancnoi protein / ^/viv/vr / j, mrviNA 


1NJV1 U 10.340 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 

III IvlN J-\ 


1>I 1V1 KJ 1 


rioiiio sapiens zinc migei pioieni z/h- ^aintz / h- j, nirvLN/\ 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


jnivi uiozyj 


Homo sapiens bridging integrator 2 (B1N2), mRNA 


xTA/f n 1 ^ono 
lNivi uioyuv 


Homo sapiens neuroblastoma-amplified protein (LOC51594), mRNA 


XTA/T n 1 ^Qon 

INIVI UlDo^U 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCF1 lp homolog (PCF1 1), mRNA 


JNJVL U10W1 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(C 1 QA), mRNA 


JNJVL UlOZUl 


Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


ATA A ni 

JNJVL Ulolj/ 


Homo sapiens trophinin (TRO), mRNA 


JNJVL Uljooy 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 

m 1\ In A 


xtaa n 1 aa 1 ^ 
IN 1V1 U 1 OO 1 J 


Homo sapiens solute earner family 6 (neurotransmitter transporter, GAB A), 

iiieiiiuer 1 J) l^oLLOA 1 ^ J, 111 ivi N SA 


In 1V1 U 1 O J) O V 


nuiiio sapiens ino i-uiiicmig piuiein ^im o i -Dr j, iiirvrN.rv 


r\ 1V1 U 1 004 O 


nUlllU SdpieilS llL-/^.-lVl J rVl OL piUieill ^lll-^^lVl.rVl Or J, IIllVl>l J rv 


1M1V1 KJ 1 OjZ / 


nomo sapiens nyuroxyacici oxidase z ^long ciiamj \rii\\jz,), mrvLM/\ 


M1VT 01^9^^ 
In 1V1 U 1 OZOj 


numu sapiens rzn pioiem ^rz^ivi ^, miviN/\ 


im ivi kj i oo wz 


nomo sapiens kj proiem-coupieci receptor z ^ur tvzj, mrviN/\ 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


IN IVl UJOJo / 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


JNJVL U14UUU 


Homo sapiens vinculin (VCL), transcript variant meta-VCL, mRNA 


JNM uijyyz 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8E, mRNA 


ATA A HI QQQQ 

JNJVL UUVoo 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
\r /-vrsJvzj, uaiiscnpt variant miviNA 


JNJVL KJ 1 J70 / 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
/ajnjvzj, iidiiscupi vatidiit z, miviNy-v 


In 1V1 KJ IS) y O D 


nuiiio sapiens iieuieguini z ^imivvjzj, uaiisciipi vaiiaiiL o, nuviM/\ 


NM 01^Q84 


J_±VJ11JAJ &dljlt/lli?) llt/Lll t/^Ullll Z- ^ 1 > Iv VJ A 11 clll&L/l 11JL VClllClllL ^.J, III 1\ 1 > / v 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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1N1V1 Ul J701 


nomo sapiens neuregulin i ^imivvji j, iranscripi vandni uur, niiv in /\ 


1M1V1 Ul J7UU 


nOIIlO SdpieilS lieUiegUllll 1 ^IMxVVJI J, UdllSClipi Vd.Ild.lll 11C11HO, IILtvTNy-v 




I — I / x i \ c\ ct 1 p*~v\ nanrpftiilin 1 1 ATT? i-i 1 1 IrQiic^rml 1701*1011+ A/T 1 1 Ih 1? N. I A 
nOIIlO SdpieilS lieiliegUllll 1 ^IMlvVJl J, UdllSClipi VdlldllL OlvlL>/F, IIllViMy-V 


NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta3, mRNA 


MA/T fk 1 ^Q^7 

IN1V1 U ljyj> 1 


nomo sapiens neureguim i ^inkaji j, transcript variant nivo-Detaz, miviN/\ 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-betal, mRNA 


JNJVL UlJyjJ 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH- IS, mRNA 


\ta it aio one 

jnjvl uijyyj 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B , mRNA 


JNM_UU7334 


Homo sapiens killer cell lectin- like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


JNJVL UUZZoZ 


Homo sapiens killer cell lectin- like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1 , mRNA 


JN MO 13 976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


"N.TA 4" AI CO/I 1 

JNJVL U1jo41 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

ALJAK-C, 1Y1 K IN A 


ATA >f AI ^ O A A 

JNM U1jo4U 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

A n A D K DMA 
AJJAK-D, m lv In A 


xTA/f nm 111 

1N1V1 UU1 111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 

r\ i\.-cl, 1 1 1 iv IN r\ 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 


iNivi ui'+yuj 


nomo sapiens giutammase ^ vjLo j, in iv in a 


injvl yji^toDj 


L| nmn conioiiD I/I A A AA 1 Q , Trinri nrn/ln^l / \S I A A A/T 1 Q\ O X.I A 

nomo sapiens maauo i o gene product (Jviaaudio j, miviNA 


TvTA/T fH/lQA^ 
INIVI U 14o0j 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP IB, member of RAS oncogene family (RAP IB), mRNA 


INIVI U1D4ZJ 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 

TiailSieiase (AAoIlnrr 1 J, mKJNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


JNJVL U14JV/ 


Homo sapiens NIJVLA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


TvTA /f AI /lO/IO 

JNM_U14z4y 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 

III in IN A 


IN IV1 U 1 tO O 1 


nomo sapiens coiiTacTin d (l^ in iin jj, iiiivlna 


INIVI U 14^41 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


INIVI Ul^OOO 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


MA/f AI /I ^Q^2 

INIVI {Ji^fjyj 


Homo sapiens CpG binding protein (CGBP), mRNA 


ATA /I" H1 /I 

JNJVL U14jo/ 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM 0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


ATA A f\ 1 A A A C\ 

JNM U1444V 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


ATA/T AATJ 1 O 
JNJVL UU/31V 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 

J) /H-., llllvlN Jr\. 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 



418 



(400/104) 



NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM 01394Z 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3B, mRNA 


TvTA A (\ 1 1 A 1 1 
NM U1341 1 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2B, mRNA 


NM_00063 1 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 1 , 
mRNA 


"N.TA A A1 1 A 1 

NMO 13416 


Homo sapiens neutrophil cytosolic factor 4 (40kD) (NCF4), transcript variant 2, 
mRNA 


NM 006125 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
3, mRNA 


TvTA A AH/iOl 

NM 0134Z/ 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
1 , mRNA 


N MO 13 423 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
4, mKNA 


"VTA /T H1 'J/lOO 

NM U1J4ZZ 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
5, mRNA 


NM UU1 1 /4 


Homo sapiens Rho GTPase activating protein 6 (ARHGAP6), transcript variant 
2, mRNA 


NM U1J4JO 


Homo sapiens NCK-associated protein 1 (NCKAP1), mRNA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


N MO 13449 


Homo sapiens bromodomain adjacent to zinc finger domain, 2A (BAZ2A), 
mRNA 


NM_007333 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-H, mRNA 


NM 007328 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
transcript variant NKG2-B, mRNA 


NM UUzZjV 


Homo sapiens killer cell lectin-like receptor subfamily C, member 1 (KLRC1), 
TiansciipT van ant injs.oz-/\, iyikin/v 


NM 004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 

\r IDr j, lllivl >J f\ 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST3 1 7, mRNA 


TvTA/f m ^2/1 no 

NM UiJ^Uy 


Homo sapiens follistatin (FST), transcript variant FST344, mRNA 


NM 013324 


Homo sapiens cytokine inducible SH2 -containing protein (CISH), mRNA 


"VTA A AIO/IO/: 

N MO 12486 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 2, 
mKJN/\ 


NM UlZ4oj 


Homo sapiens hyaluronan-me dialed motility receptor (RHAMM) (HMMR), 
transcript variant 2, mRNA 


iNlVl U1Z40H- 


Homo sapiens hyaluronan-mediated motility receptor (RHAMM) (HMMR), 
irdiiscripi van diii i, mivi n /a 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


IN 1V1 UUO'4jj 


Homo sapiens granulysin (GNLY), transcript variant NKG5, mRNA 


NM 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 1 , mRNA 


aja/t n 1 ^/i 

1N1V1 U1j4U/ 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 3, mRNA 


NM 013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


"VTA A HI'JOOQ 

NM U1JZZV 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 1, 
iiiivrN i\ 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NM_013255 


Homo sapiens muskelin 1 , intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT 1 98 A), mRNA 
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TvTA A AAC1 A1 

JNJVL (JUMUz 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(1 30ku) (CKbrJ), mKJNA 


X T \ /T AAOCOO 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


TvTA A AI'JTT? 

JNJVL Ulizz/ 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1 , large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


JNJVl (Jlz4Z3 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
beta, mKJNA 


NMO 12226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mKJNA 


JNJVL uiz^oy 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
m ix in ja 


in. ivi UlZZlo 


riomo sapiens liiTeiieuKin ennancei DiiiQing iactor j>, vuku ^ii^r o j, miviN/v 


NM_0 12324 


Homo sapiens mitogen- activated protein kinase 8 interacting protein 2 

^IVl/Vr Jvolr Z J, 111 IV IN /a 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransf erase (ICMT), mRNA 


aja/t morion 
JNJVL U1ZU/U 


Homo sapiens attractin (ATRN), mRNA 


JNJVL UUoo/4 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(pJNLA), transcrrpt variant JNALr 1 iz, mKJNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(^oiNLxAj, transcrrpt variant JNAUr 14U, mKJNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


TvTA A C\C\ 1 1 CO 

JNJVL UUHjo 


Homo sapiens amine oxidase, copper containing 2 (retina- specific) (AOC2), 
transcript variant 1 , mRNA 


\ti if AAf A1 A 

JNM (J(J591u 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


JNM_(J(J7J:Ss 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-L1, mRNA 


NJVL_UU7337 


Homo sapiens deleted in lung and esorjhageal cancer 1 (DLEC1), transcript 
variant DLEC 1 - S3 , mRNA 


JNJVL_UU /3 Jo 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 


JNM_U(J7335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant ulel i-oi, m k in a 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 

-i ,-o rlnnf T"\T tT 1 XI 1 DMA 

variant i, m ix in a 


JNJVL UlDUUz 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 

{jyKD) (INUUrAyj, mKJNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


JNJVL UUU4Jo 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
van ant rAAjA, m ix in ja 




jnUlllU kSCllJICllo 1 N / V 1— ' ill VJAlLld&C 1 ^ 1 > V^yyX 1 J, LI dlloV^l lU L VdllClllL 1 N VJ 1 1 1L, 1 1 1 IX 1 > 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_UU73Uo 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


JNJV1_UU /3Uj 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-l lb, mRNA 


JNM_007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltallb, mRNA 


"N.TA A f\f\Tl C\1 

NM_UU73U3 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall,mRNA 


NM (J(J73Uz 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10, mRNA 


TvTA A AAT5A1 

JNJVL (JU/3U1 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal5-17, mRNA 


ATii^ AA7TAA 

NJVL_(J(J73(JU 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-18,mRNA 


jnjvl uu/zw 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-17, mRNA 


NM_007z98 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-ll,mRNA 


JNJV1_UU 1 ly I 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta2-10,mRNA 


JNJVL (JU/zyo 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 
mRNA 


JNJVL UU/zbO 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAlb, 
mRNA 


"XTA 4" AAT1A/I 

JNJVL (J(J7z94 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla, 
mRNA 


JNJVL (JU/3ZZ 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


NM_UU73zl 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


JNJVL UU/3zU 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


JNM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


A.TA 4" AAT) 1 A 

NMUU73 10 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


A.TA A AAm 1 /I 

JNJVL (J(JU714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


TvTA >1" AAT3 1 1 

JNJVL UU/311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial rjrotein, transcript variant PBR-S, mRNA 


A.TA /T AAT) 1 /I 

NM 0073 14 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
^/vdi^i j, Transciipi variant a, mivi>i/\ 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM 000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NJVL_007z88 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2a, mRNA 


JNM_UU /zo / 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant Ibis, mRNA 


JNJVL UUo4ol 


Homo sapiens transcription factor 2, hepatic; LF-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA 


JNJVL U(Jooo4 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant SHOX2a, 
mRNA 




nomo sapiens snort stature nomeobox z (bhLUAz), transcript variant bnUXzb, 
mRNA 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen CD62) 
(!SLLr), mKJNA 


NM_006718 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
z, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NJVL 006491 


Homo sapiens neuro- oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


JNM_UUo48y 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


"NTA/f HA7AOQ 

JNJVL UU/Uoo 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2c, mRNA 


TvTA/f f\f\Hf\QH 

JNM_(J(J7(Jo7 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2b, mRNA 


JNJVL UUl /4U 


Homo sapiens calbindin 2, (29kD, calretinin) (CALB2), transcript variant 
CALB2, mRNA 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


jNM_(JU4(J35 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 1, mRNA 


JNJVL UUUoJZ 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha; also 
Known as k^d i i d yp i /uj, macropnage antigen aipna polypeptide ) i o/vivi j, 

111 Iv In /A 


TsJA/T 007007 


1-fntMA o o -v\ i c 1 r* 1 o-f linn lirrr^'f ia aK ( I / » 1> \ ( i \ 1 ' L-i \ i-v»T?^vTA 

nomo sapiens ciatnrin, ngni poiypepiiue ^i^cdj l i d j, mrvr>/\ 


TsJA/T 0070QQ 
1N1V1 UU/U77 


nomo sapiens aciu piiospnaTase i, soiUDie (,ALr i j, nanscnpi vanani u, mxviN/\ 


TvJA/T 007 1 77 


nomo sapiens i uj/\ pioiein yi yjors.)^ nirviN.rv 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


TsJA/T OOA4S7 


nomo sapiens iiouim i ^rJDi^rN i j, nanscript vanani /v, miviN/\ 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


ATA yT HOA/IQ^ 
JNJVl UUO+oD 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


JNM (JUolJz 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA 


JNMUUolJ 1 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
5, mRNA 


1N1V1 UUOlJU 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
6, mRNA 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
2, mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


JNM UU /UUo 


Homo sapiens reticulon 4 (RTN4), mRNA 


JNJVL UU/U4o 


Homo sapiens elastin microfibril interface located protein (EMILIN), mRNA 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnromDosponcmi type 1 motii, 0 (/yjj/yivii ooj, rnKiN/\ 


JNM_UU IK) DO 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 5 (aggrecanase-2) (ADAMTS5), mRNA 


IN1V1 UUO lyV 


Homo sapiens protease, serine, 21 (testisin) (PRSS21), mRNA 


INlVl UUOol^t 


nomo sapiens proteasome yjrosome, macropamj mniDitor suDunit i ^rui ) 
(PSMF1), mRNA 


inivi uuj^too 


nomo sapiens paneci dox gene o yr /\Jvo Transcript variant r aaoa, miviN/\ 


1M1V1 UUO /yU 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TTID), mRNA 


INlVl UUO/oZ 


Homo sapiens zinc finger protein- like l (ZFPLl), mRNA 


INlVl UUO /7J 


Homo sapiens EH domain containing l (EHDl), mRNA 


NM_006588 


Homo sapiens sulfotransferase family, cytosolic, lC, member 2 (SULT1C2), 

mt??SJ A 
111 IV IN f\ 


1N1V1 UU00^4 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


1N1V1 UUODy/ 


nomo sapiens neat shock /ukjj piotein o \nor ao j, miviN/\. 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


JNlVl_UUo /Kjd 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

(IN U1J 1 D j, m K IN /\ 


1N1V1 UUUODD 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


INlVl UUO^hOo 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


INlVl \J\Jojj>y 


nomo sapiens nign-moDiiity gioup zur> (niviozursj, mKiN/v 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


JNJV1 (J(Joi4(J 


Homo sapiens BAI1 -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


JNM_001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR1C1), 

™T>AJ A 


JN M_UUuZUZ 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

1 rv»T?AJA 

1 , ITlrvIN Pi. 


inivi uuDoyu 


Homo sapiens growth arrest- specific 7 (GAS 7), transcript variant b, mRNA 


NM 006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

Z, mKJN A 


NM 006053 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


1N1V1 UUJ77U 


Homo sapiens serine/threonine kinase 10 (STK10), mRNA 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRG1), mRNA 


XTA J AA/"A/1 1 

JNMUU6041 


Homo sapiens heparan sulfate (glucosamine) 3 -O- sulfotransferase 3B1 
(HS3ST3Bl),mRNA 


JNM (J0o04z 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 
(HS3ST3A1), mRNA 


NM_006043 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 
mKJN A 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived moiphogenetic 
piotem-i ) \\j ur j j, iiiiv in /a 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM 005691 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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TvTA A f\f\G /CO O 

JNJVL UU56oo 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


JNJV1 K)K)j/3y) 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NJVl_(J(J5562 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1, mRNA 


JNJVL UU5554 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


JN1VL UUDDoZ 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement) -like 3 (HFL3), mRNA 


NM_005505 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1 -like) (APBA2), mRNA 


JNJVL00545 1 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


JNJVL 005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


TvTA A nnC A A 

JNJVL 005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


JNJVL_005556 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


JNJVL 005265 


Homo sapiens gamma-glutamy ^transferase 1 (GGT1), transcript variant 1, 
mRNA 


TvTA A AACT/n 

JNJVL 005245 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


NJVL_0052J6 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


\i \ * AACA7C 

NJVL_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


JNJVL 005050 


Homo sapiens ATP-binding cassette, sub- family D (ALD), member 4 (ABCD4), 
transcript variant 1 , mRNA 


JNJVL_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


JNJVL 005155 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6(SLC12A6),mRNA 


"N.TA A f\(\ /in^O 

JNJVL 004v6o 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM 005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mKJNA 


"VTA AA/lfKO 

JNJVL 004bOo 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(rJ<Ar 1), mKJNA 


TvTA/T AA1 /17Q 
JNJVL 0014/O 


Homo sapiens UDP-N-acety 1-alpha-D-galactosamine :(N-acetymeuraminy 1)- 
galactosylglucosylceramide N-acetylgalactosaminyltransferase (GalNAc-T) 

^VXrYl^VJ 1 ) , llllv 1 N /A. 




nomo sapiens mteneroii leguidioiy idcior / ^iivf / iidiisciipt vdiidiit u, mivrN/\ 


In 1V1 UU^+U J) w 


nomo sapiens mteneron regulatory iacior / ^iivr / j, iranscnpi variani c, mi\j\i/\ 


TsIA/L 004090 
1M1V1 WUH-UZV 


nomo sapiens liiieiieion leguiaioiy idcioi / ^iivr / j, iidiiscripi vdridin u, inivrNy-v 


NM 0040^4 




NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein) -associated protein 
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t> dllG L ( V /ai d J, mrvIN/\ 


IN JVl uu^f / /** 


nomo sapiens rrAK Diiiuing piotem (i^/vivr>Jrj, miviN/\ 


IN JVl UU^foiy 


Homo sapiens syniplekin; Huntingtin interacting protein I (SPK), mRNA 


NM 004169 


Homo sapiens serine hydroxymethyltransferase 1 (soluble) (SHMT1), mRNA 


A.TA/T C\C\A 1 QA 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semap horin) 3F (SEMA3F), mRNA 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


JN1V1 UU41ol 


Homo sapiens RAB1, member RAS oncogene family (RAB1), mRNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec 7 and coiled/coil domains l(cytohesin 1) 
(r oCDi), tiansciipt variant 1, iiikjn/y 


"VTA A AA/IOC? 

JNM UU4zjJ 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


JNJVL UU4joZ 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 

/ 13 A, 13 \c / \ tt*<a \ o />t*i txt- ^ 70 t*-i *at\ + 1 -fv^ 13 ^VT A 

{ i /\ ivivz transcript variant i, m i\ in /\ 


INIVI UU4/U3 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 

s\ £^T"t / i /^kTT^ - 1 t** Y\ i w~\ i t /at* tv^t*\t*£^o c- /at* /a t ■ 13 ^ >£ t*^t\t*^ o /at* i I 13 13 13 1 13 \ tvi 13 rx.1 A 

ciepencient ihqiditoi, icpressor oi jo repressor^ yr jvjvrviiv^, miviM/\ 


IN 1V1 UUH-OOJ 


rionio Sapiens iieuieguim z ^i>i jvvjzj, uanscnpt vand.ni i, mivi>i/\ 


1M 1V1 UUH-J J V 


nomu sapiens nuclease sensitive eieiiieni uiiiuing pioieni i ^iMoC/r i j, iuxvim/a. 


TsJA/T C\C\A&A& 

rNlvl UUt-Ot-O 


noino sapiens iiepiiiosis i, cuii^ciiiicii, iriiinisii type ^iiepiniii^ ^iMrnji inivi>/\ 


1M1V1 UUH-Q7 / 


nomo sapiens mumpie mosiioi poiypnospnaxe pnospiiaiase i ^iviiiNrx i j, miviM/\ 


TxTA/f 004^97 


n oiiio sapiens mesencnyme nomeo dux i ^ivixj/^jyv i j 9 xranscnpi variant i, mivrN.rv 


TsJA/T 004Q 1 9 

IN 1V1 UUH-7 1 Z 


1 — I / \ / *\ compile Aarf»KrQ 1 pQT/frnnnc o 1 t^t*v>i o+ i /Afi c 1 /f i \/l 1 \ tv»T? IxlA 

riOlllO SapieilS CeieUIal CaVeillOUS IllallOllllallOllS 1 ^V^l^lVll ^, IIllvrN/\ 


TsJA/T 001^79 

IN 1V1 \J\J IS) 1 Z 


riOlllO SapieilS lllieiieiUll legUlaLOiy laCLOl / ^livr / J, UallSClipi Vallalll a, IIllvi>/\ 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


xTA/f oozi^o^ 

IN JVl UU4DUD 


1 — 1 AtVl /A O OT% 1 /^T^ O IT m 11+1 T% OT^/i/> 1 T"! T^T^/A + ^O O /-x 1 1 'Z Atl /A /T^T* ^ \ / I I 13 /-x \ TV^ 13 /\ 

nomo sapiens uDiqunm specmc piotease o ^ire-z oncogenej ^Uoroj, mivrsi/\ 


t\ja/t ooa7^ 1 

1M1V1 UU4/01 


1— 1 A-m A O-AT^IZ^T^O 13 A X3 / l^mV^K At* 13 A C! AMA AAA11A TA1YI1 Itt l f /-v / 13 \ X3 / T \ TV1 13 A 

nomo sapiens ivy\r>z, memoer iv/vo oncogene iamuy-iiKe (ix/vr>zi^j, mivJ\i/\ 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, mRNA 


JN1V1 UU4oZl 


Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


TvTAyf AA/1/I^Q 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1 , mRNA 


jnivl UU4UV1 


Homo sapiens E2F transcription factor 2 (E2F2), mRNA 


TvTA/f MM/1 71/1 

IN JVl UU4/14 


Homo sapiens dual-specificity tyro sine -(Y) -phosphorylation regulated kinase IB 
(DYRK1B), transcript variant a, mRNA 


JNM UU4ojV 


Homo sapiens clathrin, heavy polypeptide (He) (CLTC), mRNA 


JNM UU4yzl 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
mRNA 


TvTA/T C\C\ALAA 
1N1V1 UU4J44 


Homo sapiens centrin, EF-hand protein, 2 (CETN2), mRNA 


"VTA 4" (\C\A1.^1 r ) 

JNM UU43^z 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


JN1V1 UU4o4Z 


Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mKJN A 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM (JU4/oy 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


TvTA/T AA/1AOT 

JNM_UU4Uz / 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant a, mRNA 


XTA/T 004 OO^ 

INIV1 W^-tWD 


1 — 1 A1Y1 /A OOT^I^T^C* AQI^I+ltl A QA A+T rl^TQ"MCTAl*Q C A / ■ 13 f\ 1 \ 1^11/* 1 OQt* n-A"M A^ r* /A H 1 T1 ft 

nomo sapiens camiune aceiyiuansierase ^i^iv.rvi nucieai gene encociiiig 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM 002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (ADAM1 1), 
transcript variant 1 , mRNA 
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TvTA/T fin 1 AH/1 
1NJV1 UU10U4 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), niRNA 


1M1V1 UyJjyyj 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peputie lecepioi d) ^in_l ivz,^, iiirvi>j/\ 


rNlVl UUJ77T - 


nOIllU SapieilS JVll llgallll ^JVlll^VJJ, III IV IN /A. 


tsja/t no in^^ 

1M1V1 WU1WO.J 


n.01110 Sapiens Liaiisieinii y i r iiirvrN^rY 


±N1V1 UUJ77V 


riUIllU Sapiens pallCLl UUA i^CHC Z, ^r/\AZ J, UalloL/lipi Vallalll C, lllrvrN/A. 


TsJA/T nn^QRQ 
iNivi uujyoy 


nomo sapiens paired dox gene z yr/\j±z), iraiisciipi variant u, mivr\i/\ 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


iNivi uujyo / 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


INIVI UUUZ/o 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


1N1VL UUUZZ1 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


JN1V1_UUU / jj 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


INJVI vJyJiZyZ 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/152, mRNA 


JNIVL UU1ZV1 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 

mT?TsJ A 
lYl IV IN /V 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


JNM UUlzoo 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


MA A ClClClHLA 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


JNJV1 UUUUjj 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


JNJVl UUJjV4 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


JNJVl UUJ /ZZ 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


JNJVl UUJojo 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


TvTA>f Am 1 /I fl 

JNJVl UUJ14U 


Homo sapiens sex determining region Y (SRY), mRNA 


NM 003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
/ (c>LC4A/J, mKIN A 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 

A fS2TC^A\A\ W DAT A 

4 (bLU4A4), mKJNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


TvTA/T AAOOOA 


Homo sapiens RAS p2 1 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_UUJoz4 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


JNM_UUzo 1 / 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 

yr olVLDl 3), mKJNA 


TvTAyT AAA/1/17 
JNJVI UUU44 / 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


JNJVl UKJVUZl 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 

dfil mRNA 

*tU / , 1 1 1 IV 1 N /A 


NM 002768 


Homo sapiens procollagen (type III) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1 , mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 


JNJVL UUZD o4 


Homo sapiens paired box gene 7 (PAX7), transcript variant 1, mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


JNM UUzojj 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 - 
like (ISLCzz AIL), mKJNA 


JNJVL UUUVU / 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
]3epiicie receptoi r>) (ini^kzj, itikjn/\ 


NM 002515 


Homo sapiens neuro- oncological ventral antigen 1 (NOVA1), transcript variant 

1 , lIllvlN /\ 


NM 003204 


Homo sapiens nuclear factor (erythroid- derived 2)-like 1 (NFE2L1), mRNA 


JNJVL UUiV/U 


Homo sapiens myomesm (M-protem) Z (lojlcL)) (MYUMZ), mKJNA 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


JNM UUZ394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3 A2), mRNA 


NM UUlo/9 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 


JNM_UUz353 


Homo sapiens tumor- associated calcium signal transducer 2 (TACSTD2), 

ITirCJN A 


NM 002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1, mRNA 


JNM V\)2Zy4 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2A, mRNA 


JNJVL UUZZ64 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA 


JNJVL UUZZol 


Homo sapiens killer cell lectin- like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 


JNM UUZZ3U 


Homo sapiens junction plakoglobin (JUP), transcript variant 1, mRNA 


NM 001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (INPP4A), 
transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NM_003 8zz 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mKJNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 

(OK1JNZUJ, mKJNA 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 


JNM UUzUjd 


Homo sapiens glutamine-fmctose-6-phosphate transaminase 1 (GFPT1), mRNA 


NM 000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 
mKJNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1 , mRNA 


1N1VL UU3 044 


Homo sapiens growth arrest- specific 7 (GAS 7), transcript variant a, mRNA 


JNM UUUol / 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1), transcript 
variant GAD67, mRNA 


JNJVL UUUol J 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 2, mRNA 


IN 1V1 UUU 1 40 


nomo sapiens ierritm, ngnx poiypepxiQe i lj, mrvi\i/\ 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty- acid- Co enzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


JNJV1 UUlVZo 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl Co A reductase 1, mitochondrial (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


JNJV1 UU 1 j j / 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


JNJV1 UUIooj 


Homo sapiens clathrin, heavy polypeptide- like 1 (CLTCL1), transcript variant 1, 
miviN a 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonuram, niiv in a 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


JNM. vvjyyj 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


JNJV1 UUlZoo 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mis. IN A 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


JNM UUo4oo 


Homo sapiens chitinase 1 (chitotriosidase) (CHIT1), mRNA 


JNM UU1 /oo 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1 , mRNA 


INM UU 1 lyy 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
1 , mRNA 


iNM uu looy 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1 , mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


\i\ 4 AA1 1 £~ (\ 

JNM UUlloU 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
z, mRNA 


JNM_UUloz5 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


ATA A C\C\ 1 1 

JNM UUlloo 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 1 , mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK- short, mRNA 


JNM_UU381z 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mKJN A 


INM UUIUVO 


Homo sapiens amiloride- sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate -recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


INM UUJloO 


nomo sapiens nansgeim ( i aulin j, itlkjna 


INJVl UU^fUo^f 


Homo sapiens defensin, alpha l, myeloid-related sequence (DEFAl), mRNA 


INIVI UZZyUo 


Wr\m/^ oqiiiphc V^rr\^+Vip»+ir»<a1 nrn+pin P T 110/1/10 / CT T 1 1 O /I /I O A ml? AT A 

nomo sapiens nypoTiieiicai proiem rLj iz^t^tz ^ri^j iz^-^z j, mrviN a 


t\jt\/t no o on a 
rsiM uzz yuo 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 
(FLJ13195),mRNA 


injvi uzzyuj 


nomo sapiens nypotneticai protein rLjizouu ^ri^jizouuj, itikjna 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


TsJA/T fiOOQfin 
1N1V1 \jLLy\j\j 


nomo sapiens iiypoiiieiicai pioiem rLjzizi j (rLjzizi j j, mrviNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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INIVL U 1 ojj / 


Homo sapiens low density lip oprote in-related protein IB (deleted in tumors) 

(LKrltJj, HI K IN A 


AJA/T 01/1091 
IN 1V1 U 1 ^yz 1 


Lr ArY , A poniann 1 o/-»4i-An-»o/lin 9 /'FT A A M Q 9 1 \ F? "M A 

no mo sapiens lectomeom-z ^js.i/\/vuozi m iv in /\ 


TsJA/f O 1 A 1 19 
IN 1V1 U 1 1 1 Z 


Homo sapiens trichorhinophalangeal syndrome I gene (TRPS1), mRNA 


tsja/t ooo^o 

1N1V1 UUUD J7 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal uommantj ^ivnvjj, in is. in /a 


XTA/f 019zL^9 
IN 1V1 V 1 ZH-jZ 


nuiiiu sapiens tiansiiieiiiuiane acnvaioi auu ^/vlvii^ mieracior ^i/yi^i^, miviN/\ 




I — I / x t^^\ i \ c> arxi on c +1*0 n c ^tr^ 1 1 n 9 l ' 1 A i 1 1 ^Vl9 i -ml? ^Vl A 

nomo sapiens iidiisgeiiii z ^ i /wj-Linzj, iiuvim/a. 


1N1V1 UU00.3Z 


nomo sapiens L/OniaC/im assoL/iaieu proxem i ^^r> i iNi-vr i miviN/\ 


Tsrivf oo^o^ 


1— \ r\TY~ir\ L' 'J t~\ 1 OTIC 1? A ^1 T\9 1 T\T*<^V+^1T1 Q/»tlT/''l tAT 9 / F? A C A O \ fYlDM A 

riomo sapiens iv/\o pzi pioiem aciivaioi z ^ja^-vo/\zj, iinviN/-v 


IN 1V1 W 1 H-HhZ / 


riomo sapiens Lupme vii ^^yjriNJLj/ j, miviN/iL 


tsja/t 00^0^9 


noino sapiens L/Opine vi ^ueuioiiai^ ^v^r imij/O^, iiiivin/a. 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


TsJA/T 09 1 Q7^ 
IN 1V1 uz iy / j 


nomo sapiens nean anu neuiai ciesi uenvaiives expiesseu z ^n/\iNuzj, miviN/v 


JN1V1 VVDJjy 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


A.TA/T H9 1 QOn 
JN1VL UZiyZv 


Homo sapiens secretin (SCT), mRNA 


XTA/T O 1 AzLQ 1 
IN 1V1 U 1 O^fy 1 


Homo sapiens mitochondrial ribosomal protein L37 (M^RPL37), mRNA 


TsJA/T n 1 AO 1 1 
IN 1V1 U 1 ^+Z 1 1 


nomo sapiens gamma- ammo Duryric aciu \kj/\dj\) /v receptor, pi \ vj/\t3ivi j, 

111 IVlM /\ 


IN 1V1 KJ KJ H- O O 


nomo sapiens ivao pioiem dcuvaioi iiKe i ^u/\r i iiKej ^ivrvo>rvi^i misJNy-v 


TsJA/T 004807 
rNlvl UU'tOU / 


1-1 AtYlA OOmOT^C 1 n^nOI'dtl C1i1tQ + A rx It CI 1 1 T A+1*Q M O TPTQ C A 1 \— I ^1 f~\ ^1 ' 1 1 rill? AT A 

nomo sapiens uepaidii suuaie o-vj-suuouaiisieiase ^nooo i j, iiiivin/^ 


TsJA/T 009^99 
1N1V1 UUZOZZ 


nomo sapiens preioium i yr rury i j, mivrN/\ 


aja/t oo^ 1 

1N1V1 KJKJJ lOO 


I — 1 / \ / \ com on c oo lno in 1 ( n^i 1 /T i 1 oitto ci il\i in 1+ / 1 A 13 AT 1 \ m T? A 

nomo sapiens caipam i, ^ iiiu/ 1 j large suuumt ^v^/\r in i j, 111 ivi > r\ 


TsJA/T 001748 


1 — 1 / -\ / \ o om on c / * * i lno in 9 / m /ll i 1 o T*rro di i m mi + i 1 A TJ^vJ9 i m 1? ^vj A 

nomo sapiens caipam z, ^m/iij laige suduqii ^u/\r inz j, mivi>i/\ 


TsJA/T 01zL9QQ 

in ivi u 1 4zyy 


nomo sapiens Diomociomam-contammg ^+ ^Jjrvu^+j, miviN/\ 


MATT 007908 

IN 1V1 UU / ZU O 


1— li^m/^v comonc tnif aaIi Anni*iQl 1*1 c o 1 nT'/^+oin 1 \ ( A/l 1? iJt a i tviD \T A 

nomo sapiens iiuiociioiiuiiai iiuosomai pioiem l j ^ ivi ivr lj j, in ixi > /a 


NM 022838 


Homo sapiens hypothetical protein FLJ 12969 (FLJ 12969), mRNA 


TvTA/T 099 2^7 
IN IVI UZZoJ / 


14a*via conionc KTmn+lia+i^ol ni«A+aiti T7T 19 9 Q 'J ^ / FT I I O O Q 'J ^2 \ mDM A 

nomo sapiens nypotneticai piotem rL^jzzoDj \r l^jzzojj j, mrviN/\ 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


TvTA/T 099Q 1 Q 

1N1V1 uzzoiy 


Homo sapiens phospholipase A2, group IIF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super- family protein (TUSP), mRNA 


JNM UzUUol 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (color blindness, 
piotan) (Ur JN ILWj, mKJNA 


JNM UUUM3 


Homo sapiens opsin 1 (cone pigments), medium-wave-sensitive (color blindness, 
Geutan^j ^uriN nviw j, niiv in ja 


TsJA/T 001 708 
INIVL UU1 / Uo 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
iman ) \\jrrs i ow j, miviN/\ 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


TsJA/T 0991^Q 

in ivi uzz i j y 


I — I / \ / \ coniionc li 1^^.11-7 TomiKr i"*r^/ » t~\ f /\r o Initio /I / filn'T? A /I 1 t>iD\T A 

nomo sapiens ouint iamuy receptoi aipna *t ^oriv/vH-j, miviN/\ 


TsJA/T 009zL8^ 
IN IV! U UZ^ o J 


nomo sapiens iNijmegen ureaKage syiiQiome i ^niDrmj ^injcjoi iiikjn/\ 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


JNM UUjoo/ 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


TvTA/T AA^AQ7 

JNJVL UUjUo / 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM 000433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 

/Hi coo co on+Ar A-mol 9 \ / N.Tf^T79 \ tviD\T A 

disease, autosomal z) ^iNi^rzj, miviN/\ 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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ciegenei ationj \ £>\^p^i j, mrvJN/\ 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
^ini^ v r j, h i in. iv /a 


TsJA/T nn^Qzti 
1N1V1 ULoy^fl 


Homo sapiens Wiskott-Aldrich syndrome- like (WASL), mRNA 


INIVI UZUOoU 


Homo sapiens N-terminal kinase-like (NTKL), mRNA 


1M1V1 UZZ/oV 


Homo sapiens interleukin 17E (IL17E), mRNA 


IN 1V1 UZZ / O / 


Homo sapiens NJVIN adenylyltransferase; nicotinamide mononucleotide adenylyl 

UallSlCiase ^iNlvirN/Al J, IIlIviMy-V 


INlVl UZZ / oo 


nomo sapiens iiKeiy orcnoiog 01 yeast /aiv v i ^/vtv v i ), m ivi v /a 


in 1V1 UZZ /Oj 


nomo sapiens nypouieticai piotem rLjzjjoo \r l^j zdd oo )^ miviM/A 


1>J 1V1 UZZ / / D 


PTrvmr* c'lnionc P\/rw^tta r»t i ^'i 1 rvrwi-<=»in P 1 199 1 97 / PI T99 1 97^k tyiT?XTA 

nomo sapiens nypouieticai proiem jti^jzziz/ ^rLJzziz/ j, miviN/A 


TsJA/T 09977*3 
iNlvl UZZ / / J 


nomo sapiens iiypoiiieiicai pioiein rLjizooi ^rbj izooi ^, iiiivtn/a 


TsJl\/T 099779 
IN IVl UZZ / / Z 


U Mnin conipric P\ /rw-\tP r»t i 1 r\rv\f r*i n P T T 9 1 O ^ ^ /PI 19 1 Q 3 ^ A rv»T?XT A 

nomo sapiens nypotneticai pioiein rLjziyjj ^rpjziyjj j, mivr>/\ 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


TsJl\/T fl997^£ 
IN IVl UZZ / jO 


nomo sapiens nypotneTicai piotem ri^j 1 1 / ^u ^r-UJ 1 1 /ju j, miviN/\ 


NM 022739 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 


T\T\/T M9979< 
1N1V1 UZZ 1 ZD 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM 017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


JNM U(Jj44J 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mKJNA 


JNJVL UU40/U 


Homo sapiens 3'-phosphoadenosine 5'-phosphosulfate synthase 2 (PAPSS2), 
mRNA 


JNJVl UUlUo4 


Homo sapiens procollagen- lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
m IV in /\ 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


iNivi UU/JJl 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


jnjvi uu/izj 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 

™ 1? TvT A 

m iv in j\ 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


1N1VL UUtOJl 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 

(lU/j/j, 111 IV IN /A 


jnjvi uioyoz 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


inivi uioo^o 


nomo sapiens ivicjs.usicjc-jvaurrnan syncuome ^iviJvrvoj, miviN/\ 


XTA/f n 174 9/1 
IN 1V1 U 1 / ^fZ^f 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 

mRTsJ A 
III IV In 1 /a 


In 1V1 Ul JOO" 


nomo sapiens irA niciuciuie gene-i ^ 110-1 ^, iiuvi>i/a 


In 1V1 U 1 OH- J) U 


nomo sapiens uuwn synurome criiicai legion gene d iv j ^, ihivin/a 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


IN IVl Ulj'f'tl 


nomo sapiens uown syiicuome cmicai legion gene i-iiKe z ^uoL^ ivii^z j, iiiivin/a 


JNJVI U1Z4jO 


Homo sapiens spemi associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudo autosomal GTP -binding protein-like (PGPL), mRNA 


JNM UU / 1 / j 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


JNM UUlDUl 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


JNJVl KJVOKJZj 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage uisease type v ) yr x oivij, itiivln/a. 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


JN1V1 UUU4oz 


Homo sapiens ubiquitin protein ligase E3A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3 A), mRNA 


JN1V1 UU1U04 


Homo sapiens transketolase (\Vernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


\tii r AAA /Iff 

NJVL 000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STK1 1), 
mRNA 


JnM_UUz35 1 


Homo sapiens SH2 domain protein 1A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1A), mRNA 


ATI A~ AAA')')/: 


Homo sapiens sodium channel, nonvoltage-gated 1, beta (Liddle syndrome) 
(SCNN1B), mRNA 


JNM 000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


TVTA /f AAA'? 1 O 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


X t \ i\ AAA'? 1 1 


Homo sapiens prion protein (p27-30) (Creutzfeld- Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 

( 1 Ivr 1 J, mivlN/V 


JNJVL UUUZoJ 


Homo sapiens phosphodiesterase 6B, cGMP-specific, rod, beta (congenital 
STaiionaiy nigni Dimuness autosomal Gommaiiij ujj/Od j, mivJN/\ 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


JNM UUUZoU 


Homo sapiens myosin VILA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


1N1V1 Ulo /ZU 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


\u J AAA 1 A A 

NM 000194 


Homo sapiens hypoxanthine phosphoribosyltransf erase 1 (Lesch-Nyhan 
syndrome) (hLrKl l), mKJNA 


NM 000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
synuromc j ( ulka i j, m k in /\ 


NM 003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive ) ( u Y br ), mKJNA 


JNM UUUUol 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1), mRNA 


JNM UUUUjZ 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
SyiiGl OIYIC J ( /\ 1 1 / /A J, in l\ IN r\ 


NM 001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 

'ii 1 ■> q n t ! f t /-» n A ( A N /I P 1— [ A ml? AT A 

autoaniigenj (/vivirrij, miviN/\ 


1M1V1 UZZOOj 


riomo sapiens l i auc- i protein y l i /ao ti- 1 j, miviN /\ 


JNM UZZOOZ 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


JNM UUIOOV 


Homo sapiens Fc fragment of IgG, low affinity Ilia, receptor for (CD 16) 
{ r l aj i\j /\ ) , miviN /\ 


JNIVl UUUoUZ 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 2, mRNA 


jnjvl uuoyyi 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


NM 0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 
{ ) , nxKJN /\ 




rroiiio isdpieiiis icliiioic acici iiiliu-CCLI d yisj^ij iiirvi>i J rv 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM012151 


Homo sapiens coagulation factor VIII -associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


A f\ 1 £. A O A 

JNM U164Z4 


Homo sapiens cisplatin resistance- associated overexpressed protein (LUC7A), 
mKJN/\ 


TvTA A C\ 1 9 1 < 9 
JNJV1 UlzljZ 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


JNJVL_UU / DOV 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence yu izoz^ovcj, rnKiN/\ 


AJA/T oo/iQ9A 
in ivi w i>+ y z 4 


nomo sapiens acimm, aipna 4 ^/\i^iiN4j, miviN/\ 


xtn/T 001 1 09 

1N1V1 WU1 1 WZ 


nomo sapiens actinm, aipna i ^/aa^iini miviN/\ 


TsJA/T o 1 9 1 9 8 
IN 1V1 Ul/IZo 


nomo sapiens cnionue cnannei, caicium acnvaieQ, iamny memoer 4 ^l.i_^/\4 j, 

III IxlM f\ 


TsJIVT 014^1 


nomo sapiens nypoiiieiicai pioiem joh-uo u poHuo-zj, mrvi>/\ 


NM 018977 


Homo sapiens neuroligin 3 (NLGN3), mRNA 


xTN/r 001 1 o^ 

IN IVI UU 1 1 K)J 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


JNM UlOoyZ 


Homo sapiens formin-like (FJVCNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


JNM 1)12135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


JNM (JU/lol 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


A.TA /T AA/C 11/1 

JNMUUol 14 


Homo sapiens DNA segment on chromosome 19 (unique) 1 177 expressed 
sequence (D 1 9S 1 1 77E), mRNA 


JNM (J(JoU14 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (JJys.oyo /yi^j, niKJN/v 


JNM UU4oyy 


Homo sapiens DNA segment on chromosome X (unique) 9928 expressed 
sequence {L>Js.c>yyZoc J ), mKiN/\ 


IN 1VL_W 0 o J 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence ^uziozujocj, iiirviN/A. 


TvTA/T 01^484. 


n.01110 sdpieiis vj^ix^-iiiiei etc mig pioieni [jz,y ^rZ7 j, iiirviN.rv 


TsJA/T 01^9^ 
IN IVI W 1 jZOj 


nomo sapiens Diomociomain-coniaming / ^ di\.l^ / iiirviN/\ 


IN 1V1 WZZ 1 D / 


nomo sapiens ivdg pioiem ^vjriivzj, iniv i > /a 


TsJIVT 0 1 zL^Od. 

IN 1V1 W 1 H-OUt 1 


nomo sapiens idx niieiaciioii pioiem i ^11x^-1 j, uirvi>/\ 


TsJA/T 001 Q1^ 
in ivi ww iy 1 d 


nomo sdpieiis cy tociiioiiie u-jjoi idjoi iiirvrN^rv 


TvTA/f f| 1 9 1 Q O 
IN IVI UlZlOO 


nomo sapiens iorKneaci dux 11 ^ r i i j, 111 is. im /a 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


TvJA/T 099489 
1N1V1 WZZH-oZ 


nomo sapiens nypoineiicdi pioiem ri^jzi /y^+ ^ri^jzi /y^fj, mrsJN/\ 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


1N1V1 wZZ4oy 


nomo sapiens iiypotneticai pioiem r .ljzzioo (rLJZZUOoj, mKJN/v 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


A.TA A AIO A S~ A 

JNM 022464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 

mKJN A 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 

/ rr t T99^/1Q\ i-^X>7vTA 

^rLJZZD4oJ, mKJN/\ 


JNM K)zz4dv 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


TsJA/T 09944^ 
1N1V1 WZZ4HO 


nomo sapiens myeioiu leuKemia iacior i ^ivii^f i mrviN/\ 


NM 022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGRIP1), mRNA 
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ATA/f M 1 A^A 1 


Homo sapiens guanine nucleotide binding protein 13, gamma (GNG13), mRNA 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


JNJVLU 14^40 


Homo sapiens spastic paraplegia 4 (autosomal dominant; spastin) (SPG4), 

lllKJN/\ 


JNJVl UZZ 14o 


Homo sapiens neuropeptide FF 1 ; RF amide-related peptide receptor (OT7T022), 
mRNA 


ata/t nn/iQQ< 


Homo sapiens neuropeptide G protein- coup led receptor; neuropeptide FF 2 

{ IN 1 Ul I\ J, 111 IV IN /\ 


ata/t nnoo^s 

1N1V1 UUZbOo 


nonio sapiens iv y iv ieceptor-iiKe tyrosine Kinase ^ i\. y iv j, nils. in /\ 


ata/t nnocni 


Homo sapiens ring finger protein 1 (RING1), mRNA 


xiA/f no 1111 

fNlVl UZ1 111 


nomo sapiens reversion-muucing-cysteine-ricn protein witn Kazai motus 
(RECK), mRNA 


INIVI UU103Z) 


nomo sapiens arcnam i ^/vtvi^rN i in in. in r\ 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


ATA/f MA/i/iO^ 


nomo sapiens actm-like /r> (AL1L/d), rnKJNA 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


JNM UUjojo 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


\t \ 4 AAC OC/I 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 

™-»T> AT A 

m K IN A 


ATA A f\C\ZQ 

JNJV1_UUjoj J 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAMP1), 
mRNA 


ATA/T nr\A/17C 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NR0B1), 

rviT? AT A 

m kin /\ 


ata/t nrw/io^ 


nomo sapiens rc/viN Dincimg piotem y {KJ\i>\Dry ), mrCiN/v 


ATA/T r\C\A£.1A 


Homo sapiens bromodomain and PHD finger containing, 1 (BRPF1), mRNA 


ata/t ^^f^^\^ ah 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 

IIlllOCIlUllCU lal piOieill, IIlrvTN/A. 


NM 000031 


Homo sapiens amino levulinate, delta-, dehydratase (ALAD), mRNA 


ata/t ciCinr\ii 
1NI1V1 u uu uz / 


Homo sapiens asp arty lglucosamini das e (AG A), mRNA 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


ATA/T AAAm C 

JNM UUUU2j 


Homo sapiens adrenergic, beta-3-, receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type II- like l (ACVRLl), mRNA 


JNM (JUUUlV 


Homo sapiens acetyl-Coenzyme A acetyltransferase l (acetoacetyl Coenzyme A 
thiolase) (AC ATT), nuclear gene encoding mitochondrial protein, mRNA 


X T N A f\r\f\f\ 1 o 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protein, mRNA 


ATA/f C\C\f\C\^ 1 

JNM UUUU1 / 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(ACADS), nuclear gene encoding mitochondrial protein, mRNA 


ata/t nnnm a 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
^/\^/\i^ivij, nucieai gene encoumg miiocnoiiunai piotem, mrviN/\ 


INIYI UUUt- /o 


nomo sapiens dtieiiyiaie Kiiid.se i ^/-vjvi nirviN.rv 


In 1V1 1 O S) \J 


nomo sapiens cmoiicie cnaiiiiei h- ^^i^^inh-j, iiiivin ^\ 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


TvJA/T 099^^0 
iNlVl VZZjjK) 


nomo sapiens ammopepticiase ^i^u^oh-io/ j, miviN/v 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


IN1V1 UUZ)ZOj7 


nomo sapiens giowtn cuiieientidtion iactoi o ^uur o j, miviN/\ 


NM 001789 


Homo sapiens cell division cycle 25A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 



433 



(400/104) 



NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM (J(Jz855 


Homo sapiens poliovirus receptor- related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NJVLU 12340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
aepencient z (JNr/Yiczj, mKJN/\ 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 

*v^T) AT A 


JNJV1 UUoloZ 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 

,U nrin ,U n + 1 /AJP A TP 1 ^ ml? AT A 

dependent i ^iNr/\ii^ i j, miviN/\ 


TsJl\/T 0990^1 
IN IVl UZZ UO 1 


Homo sapiens ribosomal protein LI 7 isolog (LOC63875), mRNA 


TsTN/T 09900^ 


IJ ATY , n corri^Tit: ViTrrrA+h A+i aoI 9 1— 1 9 rzinr* finrrnr nr/Atr>in P T T99^0A ^ P T T99^0Z^ 

nomo sapiens nypoineticai Lznz zinc imger protein ri^jzzou^t ^ri^jzzz)U4j, 

mT?TsJ A 
III IV IN /\ 


TsJA/T 0990Q1 


Unmn c-inifnc HTZ1A7TSJ1 1 1 ArAtr»i n ^PiTzl^7TsJ1 1 1 ^ tviT?TsJA 

nomo sapiens ujh-o / in i i . i proiein ^.l/jh-o / in i i . i iiiisj_n/\ 


IN IVl UZZUOt 1 


L4 nnin cQnipnc 1t\/ a Atnr»tw»<.i 1 a rntr>in H 1 1 0 9 ]-[ 1 Q Zt f FH 1 0 9 T-4 1 Q mPTsJA 

nomo sapiens iiypouieiicdi pioiein uj luzniy.^t ^uj luzni^.tj, iniviN.rv 


TsJA/T 099077 
intvi uzzu / / 


U nmn l 'inir>nc 1t\/a a+ It Ati acj 1 nrn+pin HT1 1 4 1 P 1 ^ 9 / P> I 1 1 /I 1 P 1 'n 9^ rv»T?TsJ A 

nomo sapiens nypoinencai pioiem u.j i ih-ijj,iz>.z \uj i i^t i c i j .z j, mivrsi.rv 


TsJA/f 0990Q8 

IN IVl UZZU70 


nomo sapiens nypoineiicdi proiem luloj j z. j ^luL/Oj7Z7 j, in i\.in /\ 


TsJA/T 099081 
IN IVl UZZUOl 


T-Trrmr\ CQnifnc 1t\/ a Ath r»ti ^ -i 1 nrntpin a kf 1 Ozl I^PQ ^ rRl<M OzLSPQ ^ tyiT?TsJ A 

nomo sapiens iiypouieiicdi pioiein diviut-oh!;". j ^IjIviuh-oj-^.j) iiiivinz-v 


TsJIVT 09 1 08 1 

IN 1V1 UZ 1 UO 1 


I — I / x i \ cqmi f*nc a i" a a i a^It It atttt att a fAiAQCinft T» Arm att a (it I — I 13 I — I 1 tyiD \I A 

nomo sapiens giuwm iioiiiiuiie leiedsnig iioiiiione ^univn j, iiii\j_n/\ 


TsJIVT 099 1 ^8 

IN 1V1 UZ^Z, lOO 


Haiti a ootti atto itipIquaiyiq H i TTPfPti+i Qfi ah occ aai *A\\ p*r\ \~\ f*/ a "I - i n i NyfTi A Si TnT?^VlA 

noino sdpieiis iiieidiioiiid. ciiiieieiiiiciiioii dssucidieQ pioieiii-j) ^ivii^/^-vj) iiuvin^-v 


TsJIVT 099 1n^ 

1M 1V1 UZZ 1 OJ 


I— I / \ i \ compile I 1 n 7n tM'A'Ipm / I T\T TT-i I tyiT?AJA 
nOIIlU SdpiCllS 1^1I1 - /U piOieill ^1^11N-/J3^, IlllviN.rV 


TsJIVT 0991^1 
IN 1V1 UZZ 1 O 1 


IIaITI i~\ 4- ' '1 \~\ 1^1^ L* llT71t1 1tlIllnl+Ar / \ T OVXA+ACMC 1 1 T I \ / I Nj \ -rv» X? AT A 

nomo sdpiens uvm liimuiioi-ui-dpoiosis ^i^iviin j, mi\j.N/\ 


TsJIVT 099 1 

IN 1V1 UZZ 1 D y 


nomo sdpiens dil pioiein ^j_/ii^j, iiuvln/a. 


AJA/T 099 \ c \f\ 
IN 1V1 UZZ 1 D O 


L| nnin c'li^ir'iTC 1 1 1 r\ rnfpin /DDI 1 1 1 \ mT?TsJA 

nomo sdpiens ltd i i i pioiein ^rr d i 1 1 j, nnviNi-v 


AJA/r 099 1 ^ 1 
In IVl UZZ 1 Jl 


nomo sapiens ivi/vr-i proiem ^vLrvr-i iiiivin /a 


TsJIVT 0991^0 
IN 1V1 UZZ 1 0 u 


nomo sdpiens ivr^mitie-reidieu pepiicie piecursor ^ivFivr j, miviNz-v 


TsJIVT 0991zlQ 
IN 1V1 UZZ i H-y 


Unmn CQnipnc \A A P,PP 1 rvrr\fp>in ( \A A Pt P P 1 "\ tyiRTsJA 

nomo sapiens ivi/wj dr i pioiein ^ivj^rvvjj-/-r i ^, iiiisj_n/\ 


TsJIVT 0991zlzl 

IN 1V1 UZZ 1 H-H- 


nomo sdpiens niyociuiiii pioiein ^LiUL/Ot-iuz iiiivinza 


TsJIVT 099141 

IN 1V1 UZZ 


nOIHO SdpiCllS gdlllllld-pdl Vlll A.I\V VJj, lIllVlNjrv 


TsJIVT 0991^zl 
In IVl UZZ JO H- 


T— I AtV> A COniPMC AlirPAr\t , A'fpi11 1^/=*+0 ^~io1 ClllTA+l'Qricfpt'QCP / {~^w 13 ^ ^ 1 \ tYlD\l A 

nomo sdpiens glycoprotein ueia-oai d -suiioiidnsierase ^ur jo i miviN/\ 


TsJIVT 099 1 ^ 1 
In IVl UZZ 1 J 1 


1— I ATVl A OOT"\1 IT C AO 1 CT rTT"f pm TT 9 / 1 V7 1 ITT 1? ^Vl A 

nonio sdpiens caisyiiieinii-z ^v^ozj, iiiivin/y 


TsJIVT 099 19Q 

IN IVl UZZ,1Z,!7 


nomo sdpiens ivi/wviv uiiiLiiiig pioieni ^ivltv w Dr)^ iiiisj_n/\ 


AjA/r 09919^ 
In IVl UZZ 1 Z J) 


1— Tattta coTTi<^-nc Kqcip Ir^iliv Iaavt 1t/^»1iv 13 A nrA+Piii / N.I 13 A 01 ^ 1 m 13 N.I A 

nomo sapiens oasic-neiix-ioop-nenx-x /\o proiem ^in_t jrvoj) miviN/\ 


TsJIVT 099191 
IN IVl UZZ 1 Z 1 


Ha itt a c'lnifnc a^"J i n /1i rvrn+PMn PI^P^ 1 /PinPr 1 ^ ml? AT A 

nomo sdpiens pjj-mciuceci pioiein r ivj-r^i ^nurL/i j, mivrN.rv 


TsJIVT 099190 
In IVl UZZ 1 ZU 


1-4 a iTi a coniPTic 1t\/ a Atlir»tir»'j 1 r»r a tr»i n FFQn9^ ^PT TOOO^O^ mT?TsJA 

nomo sdpiens iiypouieiicdi pioiein -Tjvovjzo yr l^j\j\j\js>\J iiii\J-N/\ 


TsJIVT 099 1 1 zl 

IN IVl UZZ 1 1H- 


1— 1 AtYl A CQ1T1PHC 13 13 A AtVIQItl A ATT + C4 1 TT 1 TT <T 1 r\ I P 13 Tl [\ /I 1 h\\ TTT I? AT A 

noiIlO SdpieilS Jrlv ClOIlldlll COllldllllllg lO ^xlvl-'lVllOJ, IIllvlN/\ 


TsJIVT 099 1 19 
IN IVl UZZ 1 1 Z 


1— Tattta l' ^ i \~\ 1 nn l ■ r\^'2 i"* a / ri i 1 *i /I o*TArT+Acic i n / ii n / r trfA+Pin 1 / 13 ^ A I 13 1 \ »rv»13 AT A 

nomo sapiens pzo-ieguidieci apopiosis-mciucmg pioiem i ^rjjAir i miviN/\ 


TsJIVT 099 1 1 1 
IN IVl UZZ 111 


Haiti a comAfic n aitiaI aa at YptiAtMic i loctMn I i I A 13 I N.I » tttT? AT A 

nomo sdpiens iiomuiog 01 yvenopus i^idspm ^v^i^/\o-r iin j, hi is. in i\ 


TsJIVT 099101 
IN IVl UZZ 1 U 1 


1-4 a iTi a cQiripnc 1t\/ a AtlToti 1 nr/AtAi n PT 1 9 9 O A ^ ^ PT T99QA^^ mPTsJA 

nomo sdpiens iiypouieiicdi pioiein "i^jzz^vojj yv i_^j z,z,y\jj> j, iniviNjrv 


TsJIVT 099087 
inivi \jz.A\jo i 


14 a itt a cjnipnc 1t\/ a Athr'ti^o 1 a rAtr»i n PT T9 1 f\^XA TPT T9 1 f\^XA\ mRTsJA 

nomo sapiens iiypouieiicdi pioiein rLjzioj^ ^rijjziojH-j, ihivln/a. 


TsJIVT 09908^ 

1N1V1 \JAZ,\JOJ> 


1— Tattta c 'a a i n c it i rr 'A it nrAfpin / N.1 1 13 A N.I \ itt P NJ A 
nOIHO SdpiCllS lllUdll piOieill ^INIXj.tvIN J, IIllViN.rV 


TsJIVT 099078 
IN IVl \JAZ,\j 1 O 


14 a itt a cQnipnc Vi\rr\n+Vif±t ir»Ql a rAtr^i n PT T1 9A^^ / pT T19zL^^A itt P KI A 

nomo sapiens iiypouieiicdi pioiem flj iz'tjj ^rLj izh-jj j, miviN/\ 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


TsJA/T 099079 
IN IVl UZZ U/Z 


14 A ITT / A CQ1T1P11C Itt 7TT A+It P+i A O 1 t\f»A"f PI TT PT T99AOQ / P T T99AOQ^ ITT P NI A 

nomo sapiens nypoineticai protein ri^jzzouy ^ri^jzzouyj, miviN/\ 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


ATA A nOOH/lQ 

In IVL UZZU4y 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


JNM UZZU44 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


TsJIVT 099049 
In IVl UZZU4Z 


nomo sapiens soiute carrier iamny zo ^suiiate transporter^), memoer i 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DN A- directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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TvTA/f HAAriOl 

JNJVL UKJKjvZj 


Homo sapiens sarcoglycan, alpha (50kD dystrophin- associated glycoprotein) 
(ouLAj, m K IN A 


iMivi uuDuyy 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 

llll OIIlUOSpOllU.111 Lype 1 IIlOlll, H- l^!^.J->'/VLVl 1 OH-j, in.LvIN.rY 


IN1V1 WlUJyU 


nomo sdpieiis piosidie ctnuiogen-iegLiiciLeti Lidiiscupi i ^r/\j\i i iiirviN.rv 


In 1V1 UlH-ZZj 


noino sapiens nuciear iiaiiscnpiion iacior i , gamma ^inf i mr\j\i/\ 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


INIVL UUZZOo 


nomo sapiens Karyopnerm aipna ^ ^lmpomn dLpna j ) ^JvriN/VH-j, miviN/\ 


TsJA/T HfK99Q 

1N1V1 utozzy 


nonio sapiens jh,i^js.i, memDei 01 cio oncogene iamiiy ^jj/I^js.1 j, mKJN/v 


inivl uzi /yo 


riomo sapiens pLacenia-speciiic i (^rLAti j, mivrN/\ 


INIVL UIjDVo 


Homo sapiens kallikrein 13 (KLK13), mRNA 


IN 1V1 UU J jj j 


Homo sapiens olfactory receptor, family 1, subfamily E, member 1 (OR1E1), 

III 1x1 >J f\ 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


TsT\/T fl9 1 0^7 
IN 1V1 UZ 1 / 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


JNIVL UU1D14 


Homo sapiens actin, gamma 1 (ACTG1), mRNA 


INIVL UloOVU 


Homo sapiens apo lipoprotein B48 receptor (APOB48R), mRNA 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mKJN A 


JNJV1 UloolO 


Homo sapiens a disintegrin and metalloproteinase domain 9 (meltrin gamma) 

( A.U/\1V1 V J, 1 11 IV IN /\ 


NM 000847 


Homo sapiens glutathione S -transferase A3 (GSTA3), mRNA 


A.TA/f HO 1 Q 1 /I 

JNM UZI o 14 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme z ^riiii^ui miviN/\ 


AJA./T H9 1 AOQ 
IN 1V1 UZ 1 OZ o 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


JNM U14ooj 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
ubiquitin-like domain member 1 (HERPUD1), mRNA 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


JNIVL UU4yuo 


Homo sapiens Wilms' tumour 1 -associating protein (KIAA0 105), mRNA 


NM 003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyLnansieiasej i (oUAi i j, miviN/\ 


TvTAyT HOI OA^ 

1N1VL UZlVoD 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


JN1VL_UUj jjj 


Homo sapiens olfactory receptor, family 1, subfamily G, member 1 (OR1G1), 

rv-i T? TvT A 


1NJVL UUJODZ 


nomo sapiens onactory leceptor, iamiiy i, suDiamuy u, memoer h ^vjrviu^-j, 

mT?TsJ A 

miviN/\ 


INIVL UU1 Jt'J 


nomo sapiens uiacyigiyceroi Kinase, aipna \ ovklj ) \ i\~f\ j, in in. in /\ 


IN 1V1 UZ 1 OZU 


nomo sapiens i in. ciomain conxammg i j ^rrvL/iviij) ^, in iviN /\ 


1N1V1 \jZs\jz/yy 


nomo sapiens iieuiogeniii S) ^in jj/LJrvvJVjj) j, iiiivin/\ 


TnJA/L 09 09 9 7 

1N1V1 UZWZZ, / 


nuiiiu sapiens r rv ciuiiiaiii containing y yr rvL/ivi" iiirviN.rv 


TsJA/L 09 09 9 
IN 1V1 UZUZZO 


nomo sapiens r i v ciomain coniaming o yr ivl/ivio j, in iviN i\ 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


TvTA/T C\ 1 1 O 
INIVL U1041Z 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 


IN 1V1 UUO 1 O 1 


nomo sapiens neuiogemn i ^ in ckj i j, iiiiv in /a 


NM 005734 


Homo sapiens homeo domain- interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcino embryonic antigen-related cell adhesion molecule 5 



435 



(400/104) 





(CEACAM5), mRNA 


JNJVL UUZo4L 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM 002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

OD J, Deta LSOIOrm (rr rZLvLrSJ, mLvIN/\ 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


\tii r AAT CC /I 

NJVL_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


"VTA A AO 1 r\/r 1 

NJVl_0Zl9ol 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD 1 ), mRNA 


NJVL_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


JNM UUz / /o 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM 000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol- specific) (PLCB3), 

*v^T> AT A 
111 K IN A 


"XTA/1~ C\r\f\HC\C\ 

JNM_000 /U9 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


ATA/T C\C\ 1 AAA 
INIVL UUlOOO 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


IN IVL UZ 1 o 1 j 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
m k in /\ 


INiVl U It-ooj 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


ATA/T HO 1 Q/1Q 

inivi uziy^o 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 

rnRAJ A 
III in. In f\ 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FLJ1 1362), mRNA 


ATA/T HO 1 Q/LO 


nomo sapiens nypoiLiencai piotem ilj lz / lo (ri^j lz / loj, ltlkjn/\ 


ata/t no 1 Q/i n 
in ivl uz i y ^ u 


nomo sapiens nypotneticaL proteLn ru id ijy (ri^j l d ld^j, mLviN/\ 


ata/T no 1 QOO 
inivi uziyzz 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


JNM U0Z4/U 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 

rN/TVTJ^ ty*T?ATA 

(ivl I ri j m is. in /\ 


ATA/r nm^nn 
INIVL UU 1 /uu 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin- associated protein 1 (neuroan 1) (HAP1), mRNA 


ata/t no 1 no 1 
IN IVI UZ 1 UZ 1 


Homo sapiens syntrophin, beta 1 (dystrophin- associated protein Al, 59kD, basic 

pnmn/uifnt *\\ { Q ATTTi 1 ^ tyiT?ATA 

component l ) ^oin ljjlj, mLviN/\ 


IN IVI UloVDJ 


norno sapLens nomeo dox \ iiual j j, miviN/\ 


AJA/T n 1 o 1 on 

INIVL U1Z1ZU 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM 007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 

LTLLvIN/V 


at\/t nnA7^ 

INIVI UUO / J J 


nomo sapiens suiieLT o ^oULvroj, mrviN/\ 


INIVL UUOZUU 


Homo sapiens pi*oprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


ATA/T nnA/lOA 
INIVL UU04Z0 


Homo sapiens dihydropynmidinase-like 4 (DPYSL4), mRNA 


ata/t nn^A^n 

INIVL UUJO/U 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 

^Cl 1V1Z/A ) , 111 iv In /a 


TvjA/f nnA877 

INIVL UUOO / / 


nomo Sapiens guaiiosiiie iiioiiopiiospiiaie leciuciase ^oivir rvj, mr\JN/\ 


NM 0046 19 




NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFL1), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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/ /"^ XT 1_> 1 \ *v,DAT A 

(UJNJ3I), mKJNA 


JNJVL UUJ/JJ 


Homo sapiens 2'-5'oligoadenylate synthetase-like (OASL), mRNA 


JNJVL UUZjM 


Homo sapiens olfactory receptor, family 3, subfamily A, member 2 (OR3A2), 
mRNA 


JNJVL UUZJoV 


Homo sapiens membrane cofactor protein (CD46, trophoblast-lymphocyte cross- 
reactive antigen) (MCP), mRNA 


JNJVL UUUo /U 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 4 (HTR4), mRNA 


JNJVL UUUolJ 


Homo sapiens hemopexin (HPX), mRNA 


NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

™ o XT A 
mKJNA 


JNJVL UUOVol 


Homo sapiens nuclear receptor subfamily 4, group A, member 3 (NR4A3), 
m IV in a 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


TvTA/T C\ 1 HA 1 A 

JNJVL Ul /41o 


Homo sapiens interleukin 1 receptor accessory protein- like 2 (IL1RAPL2), 
mRNA 


JN1VL UUJZoo 


Homo sapiens topoisomerase (DNA) I (TOPI), mRNA 


JNJVL UUlUoo 


rlomo sapiens topoisomeiase (JJJNA) 11 beta (loUkJJ) ( lUrZr>), mKJNA 


JNJVL UZU4/U 


Homo sapiens putative transmembrane protein; homolog of yeast Golgi 
membrane protein Yiflp (Yiplp-interacting factor) (54TM), mRNA 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lauy Dire late (i^o^w mrviNA 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 


JNJVL UUZVZj 


Homo sapiens regulator of G-protein signalling 10 (RGS10), mRNA 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


"vta a c\f\ nn 
JNM (JU1Z1Z 


Homo sapiens complement component 1, q subcomponent binding protein 
(C 1 QBP), nuclear gene encoding mitochondrial protein, mRNA 


JNMU0049 1 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 
(UlC^JrS), mKJNA 


JN1VL UU4/ZU 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupieu receptor, 4 ^jz,uvj4j, mrvi\i/\ 


JNJVL UUOZ1 / 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade I (neuroserpin), 
member 2 (SERPINI2), mRNA 


IN1V1 UlO /Z J 


nomo sapiens dtdxm z-Dincung protein 1 {j\zr>r i j, mivi>i/\ 


JNJVL UU4D4J) 


nomo sapiens neouiin ^inji/o j, mivi> a 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


JNM UIojZo 


Homo sapiens hydroxyacid oxidase 3 (medium-chain) (HA03), mRNA 


JN1VL UUU loZ> 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade D (heparin 
coiactorj, memoer i (ocivr iinui jtuvina 


JNJVL UUD41U 


Homo sapiens selenoprotein P, plasma, 1 (SEPP1), mRNA 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
leceptor, j (cuuj j, m in. in /\ 


JNJVL ULO 1 /Z 


Homo sapiens atonal homolog 1 (Drosophila) (ATOH1), mRNA 


JNJVL K)\)D L\)y 


Homo sapiens oxidative-stress responsive 1 (OSR1), mRNA 


INIVL UU14Vo 


Homo sapiens glutamate-cysteine ligase, catalytic subunit (GCLC), mRNA 


iNivL uujyzz 


Homo sapiens hect (homologous to the E6-AP (UBE3 A) carboxyl terminus) 

ClUIllalll allCl IxV^ \^ 1 ^nUl J-llKc UUIIlcllIl ^I\LU ) 1 ^ O C- IN. 1 ) 9 1 11 IN. 1M /\. 


NM 009061 


J-Tninn qjit^iptiq crln+iimii+f^-r'AfQtF'inF' 1icr?i«if moHifipi"' QnHnnit ^r^r^T 1VT^ mRTsIA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens hep aranase- like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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TvTA/T OO 1 Q1 Q 
IN 1V1 UZ 1 o 1 y 


riomo sapiens j^kaxl protein ^j^kajJ-^, mrvJN/\ 


AJA/T Ol 1 Q1 Q 
IN 1VL UZ lolo 


Homo sapiens WAV Domain-Containing Gene (WW45), mRNA 


IN 1V1 UZ 1 o 1 Z 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 

^ D 1 CoL 1 J, III ivlN /A 


TsJA/T 09 1 80Q 

1 >l 1V1 WZIOW" 


nOIIlO SdpieilS 1 \jr ^UCLd.J-lIlLlU-L'eLl LIdlloL/lipLlOll IdL/LOI Z \ 1VJ1_TZJ, IllrvrN/A 


rN 1V1 UZ, lOUJ 


llUIIlU SdpieilS ISIIIJ^IC 1 iJ, 1 L 1 IV lUlctlULl IIIOICCU-IC ^olvJl-CvlV^, III 1x1 N r\ 


TsJA/T 09 1 RO^ 
IN 1V1 UZ IoUj 


n oiiio sapiens mieneuKin zi ^ii^zi 111 ivi >i /\ 


TnJIVT 09 1 7Q8 
in ivi uz i / yd 


nonio sapiens iiiieiieuiviii z,i leoepioi ^ii^z^ixv^, iiixvi>i J rv 


TsJA/T 090QS9 

IN 1V1 UZU7OZ 


nuiiio sapiens oiauum y ^ lljin j iiiivi >j /a 


TsJA/T 00A£»^7 
INlvl UUOOZ) / 


nomo sapiens iormiiiiinoiiaiisieiase eyeiooeaniiiiase lk^lj), mivi>i/\ 


1N1V1 UZ, 1 /04 


nonio sapiens iiepaiooyie nuoieai idoioi ueia ^n.i>ii^ iiiiviN.rv 


TsJIVL 014^7^ 

IN 1V1 U 1 H- J) / D 


nonio sapiens leiuin -D ^r^iZ/i kjd inrvi>i J rv 


NM 021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


TsJA/L 01Q^Q^ 
JN1V1 U 1:0:0 


riomo sapiens lnierseciin z ^11 oinzj, mrviN/\ 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


JNJVL U 14j /4 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


JNJVL (JUlo/o 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP 12A), mRNA 


JNJVMJ19886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfo transferase 7 
(Crlol /), mKJNA 


"VTA A AITCQI 

JN 1VL U 1 / J 0 1 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 

ITlrvlN /\ 


JN1V1 UU lObO 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

^AlrOLJ, Illlx In /A 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


TsJA/T 0 1 zlzL 1 ^ 
JNJVL U 1441 J) 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


1NJV1 U1Z14V 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


JNJVL UZ1 / DD 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


JNJVL UU4:> jy 


Homo sapiens pituitary tumor- transforming 1 interacting protein (PTTG1IP), 

m D\T A 

lYl IV IN /A 


JNJVL UU4Z1V 


Homo sapiens pituitary tumor- trans forming 1 (PTTG1), mRNA 


TvTA/T OO^QAO 
JNJVL UUjoOU 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1 * barrier to 

dU-lOllliegl ailOll IdCLOI ^J3\^lx_r 1 J, IIllvrN/A 


TnJIVL 007981 
IN 1V1 UU / ZO 1 


nonio sdpiens scidpie lespoiisive pioieni i ^ov^xsaji iiirviN/A. 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


TsJA/f 00^707 
INlvl UUD fy 1 


nomo sapiens epnneiiai v-iiKe antigen i ^jj/V/\i j, mrviN/\ 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


JNJVL UUjZoJ 


riomo sapiens cJiemoJcine motii) At receptor 1 (UUAUKi ), mKJNA 


JNJVL UUZD4/ 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
LJV^AZ J, mrvlN/V 


TvTAyT AM 1 AQ^ 

JNJVL UUIUoj 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


IN 1VL U 1 d y 1 4 


Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 


M1VL 0017^ 
INlvl UU1 / JO 


nonio sdpiens senile v,oi cysienie^ pioLeiiidise iiiiiiuiLoi, cidoe r\. ^dipiid-i 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 
mRNA 


TvTA/T HO 1 1 

JNJVL UZiiQj 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 
2A (LOC57826), mRNA 


IN JVL UZ 1 1 / y 


j-Lomo sapiens nypotneticai piotem i^ul o /ozi (Lajlo /ozi ), mKJN/Y 


XT A A AAOT/1 A 

JNJVL UUz/44 


Homo sapiens protein kinase C, zeta (PRKCZ), mRNA 


JNJVL UUUOZ4 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


XTA/f OOO/^OO 
JNJVL UUUOUZ 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


AJA/T HOHzlOO 
JNJV1 UZU^fZZ 


riomo sapiens nypoTiieticai pioiem nom cione z^t /yo ^i^vji^d / i^o j, mrviN/v 


NM 020183 


Homo sapiens transcription factor BJVIAL2 (LOC56938), mRNA 


TSJA A A1QCQQ 

1N1VL uibovo 


Homo sapiens kallikrein 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NJVl_(j 12397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
memoer u (^i^rvriiNrsi j) 9 mKJN/\ 


JNJVL UUIDZ / 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 

CJ TAT T? \ rv-iT?ATA 


1N1VL UlOZUU 


Homo sapiens U6 snRNA- associated Sm-like protein LSm8 (LOC51691), 

111 Iv 1 > r\ 


1M 1V1 U 1 f / OO 


riomo sapiens iviaaui^j gene prociuct ^is.±/\ J rvu i yj ), iiiiv in r\ 


TsJA/T 014.^00 


n u 1 1 1 (J sapiens rviM.rv Dinumg mom pioiem y \s\j3\\Ly 1 1 i iv i n /a 




nonio sapiens tiuai oxiciase-iiKe cioiiiains z \ljkj\jjs^a j, inrviM/A. 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


MAyr o 1 ^o^o 


riomo sapiens is.i/\/vuy protein y^ij\j\\jy /y), mrviN/\ 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


1N1VL Ul jjoj 


Homo sapiens hypothetical protein (DJ328E19.C1.1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


JNM (JUzzUo 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1 ; alpha polypeptide) (ITGAE), mRNA 


NM_UU23U9 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LIF), mRNA 


JNM (J(Jo919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

memoei J (oJ^rvrllNrSJJ, 1T1K1N/V 


JNJVL UUoZZU 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 2 (SERPINA2), mRNA 


XTA/T OOAO 1 ^ 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


AJA/T OO/^OO 1 
IN 1V1 U U OUZ 1 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


JNJVL UUjoo / 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


JNJVL UUDZJZ 


riomo sapiens iipn/\i ( ci nA i j, m k in /\ 


NM 005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
memoer 1U (or^KrllNrSlUJ, mrvlN/V 


JNJVL UU4//V 


Homo sapiens CCK4-JNU1 tianscription complex, subunit o (L JNUlo), mKJNA 


"VTA/T AA/l ICC 

JNJVL UU41jj 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

iiiciiiuci y \ O-Civr ii>i r> y i, iiirvi^^A. 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


NM 1)1)134/ 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM 003334 


Homo sapiens ubiquitin- activating enzyme El (A1S9T and BN75 temperature 
sensitivity complementing) (UBE1), mRNA 


NM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpiia Lsolorm (caLcmeurm r>, type l) (Fr\r:>Kl ), mKJNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


JNM (JUUVzo 


Homo sapiens phospho lipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM_l)l)Uzyj 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NM (Jl)zo4U 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPINB8), mRNA 


NM vvZojy 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


NMUUzol j 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM OOZj /d 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


A.TA >1" AAATOA 

NM 000ZZ0 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 

( 1NL IN J 1 j, m K IN A 


Njvi uuuiyi 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 

111 1\. IN /\ 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


INIVL UUlJ)40 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


"XT A A MM 1 TTC 

NM (JUlzJj 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 4/), membei z (oJ^KrlNriz), mKJNA 


7VTA/T C\C\ 1 AO /I 

NM UU10V4 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

LOKU \r\ 1 I OL J, 111 i\ IN /A 


IN IVL UUU4oo 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
memoer i ^ o llivi i in ^ i iiiiv in i\ 


In ivl UZ 1 1 3 O 


nuinu sapiens iiypouieTiCai pioiem yijjy / hn io.zj, mrviN/\ 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


rNivi uuuouz) 


riomo sapiens mieiieion, aipna z ^iriN/\zj, miviN/\ 


IN IVL UZ 1 04 / 


riomo sapiens jviaauozo gene piouuct (Jviaauozo j, mrviN/\ 


TsT\/T n9 1A/1< 
IN IVL UZ 10^40 


nomo sapiens rvi/\>\uzoo gene prociuci ^js.i/\>\.uzoo j, mrvr>/\ 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


XTA/f MO 1 A/1 o 

NJVL l)zlo4z 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 

\ r L Aj l\Zf\ J, III in. LN l\ 


IN IVL KJZlZmj 


Homo sapiens testis- specific protein (LOC58524), mRNA 


rN 1V1 UZ 1 107 


llOIllU adpiClla liy pULIlCllCcll piULClll JTJ_<J IWOyO ^L^wl^-JJ / OOJ ^, lllJcvl>J J rv 


NM021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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tvtn/t no 1 ^ 1 ^ 

IN JVL UZ 1 O 1 J 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransf erase 6 
(CHST6), mRNA 


TsJA/T niO^^zL 
IN 1V1 UlZjj^t 


nomo Sapiens myosin .a. ^ivi i i^iuj, miviN/\ 


IN JVL VZKJjOJ 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


TsJA/T ClKM.&A 
INIVI UzUjOH- 


Homo sapiens deleted in azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


TvTA/T no 1 m 

JNJVL UZiijZ 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


xta/T no ini A 
IN JVL UZ 1 U 1 o 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NJVl_0zl57z 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


JNJVLUZlZlo 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 

aiplia {rLZ^ri 1 J, mKJNA 


JNJVL UKjidjZ 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
leLatec arm-iepeai proiemj i jnjnuzj, rnKJN a 


AJA/T no 1 1 

1M1V1 UZ 1 1 c*j 


nomo sapiens nypotneticai protein iJJs^rz/p4.j4Aiuzz (ujs.rz.rr 4j4aiuzzj, 

mRM A 
IIUvlN f\ 


1N1V1 U107JJ 


nuiiio sapiens U-Uicjuiiin o ^ kj dd ^, niivrN /A 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


IN JVL U 1 4uZ 1 


nomo sapiens nomeo dox U4 ^nLAA.U4j, mrviN/\ 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


JNJVL UZO/l 


riomo sapiens lUr^oriKO caspase-1 mniDitor ^L tirSriKO), mKJNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


tvta a nnc/cno 
JNM UUjoVz 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


TVTA ft f\ f \ 1 f\C\f\ 

NM 001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


TvTAyi nnooco 
JNM UUzojo 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 

lllKJN/\ 


7vta>t nn 1 1 *70 
JNM UU1 1 1 Z 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 

^ /\ Ly^_ I r\ l 1 J, III IV IN t\ 


TsjAyr nn/in^A 

JNJVL UU4U.JO 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


1N1V1 UU04j4 


Homo sapiens Mad4 homolog (MAD4), mRNA 


TvTA/i nno^2<< 
JNJVL UUZ^jj 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 

III IV IN JA 


TvTA A n 1 /I O Q H 

JNJVL U14Zo/ 


Homo sapiens p]VI5 protein (P]VI5), mRNA 


TsJA/f nn/L 1 no 

JNJVL UU4 1 UZ 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


xr\/T nnni ^zl 

1N1V1 UUU1J>4 


nomo sapiens iauy aciu uincimg proiem z, miesimai ^rADrzj, miviN/A. 


NM 005354 


Homo sapiens jun D proto- oncogene (JUND), mRNA 


JNJVL UUjIj^ 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


JNJVL U19o4o 


rlomo sapiens Fiotem f 5 (r j j, mKJNA 


IN 1V1 U U J y 4 o 


nomo sapiens cycim-QepeiiQeni Kinase- iiKe z ^^ui^z-reiaxeci Kinase^ ^^ujs.i^zj, 
mRNA 


NM021131 


Homo sapiens protein phosphatase 2A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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TvTN/T fin 1 1 £*£i 
IN IVL UU 1 1 00 


Homo sapiens baculoviral IAP repeat-containing 2 (BIRC2), mRNA 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 

^ y\ I IN 1 ill Z J, 111 Iv IN /\ 


IN1VL UUUD^fl 


Homo sapiens S-antigenj retina and pineal gland (arrestin) (SAG), mRNA 


T\TT\/T n 1 ^0^0 
INlVl KJljZOZ 


Homo sapiens myosin regulatory light chain interacting protein (]VIIR), mRNA 


IN IVL VVDjyj> 


nomo sapiens pLexLLi dd \r l^j^\\e>j j, mLviN/\ 


IN IVL UZlUyo 


Homo sapiens calcium channel, voltage- dependent, alpha 1H subunit 

^ / \v^ 1 > A 1 nj, 1 1 1 In. 1\ /A 


IN IVL UZLZZ)/ 


nomo sapiens neurogiODin ^invjij j, hi in. in /a 


in IVL UZ 1 ZD J) 


nomo sapiens ring imger proiem zj) ^ivimfzo in is. im /a 


TsJA/T 091947 
1>J 1V1 UZ 1 Z4 / 


nomo sapiens pioiamme d \r ivivij j, miviN/\ 


TsJA/T 09 1 949 

IN 1V1 UZ 1 Z4Z 


Wrrmo ciinipnc h\/r»Mthr'tir*^ 1 n rn+<=»in QTR ATT1 1 zlQQ KTT? ATT1 1 ZlQQ^ m P. TNT A 
nOlllO SapLeLlS LiypOlIieiLCaL pLOieLLl o L LV7A1 L 1 LH-y^ L rvrvl 1 L 1477 J, IIlivlN/\ 


XTA/T 0919^8 

IN ivl UZ 1 Z J) o 


nomo sapiens i JZ/ivrv proiem ^ i el iv/a ^, in in. in /a 


NM 021223 


Homo sapiens myosin light chain 2a (LOC58498), mRNA 


T\n\/T H9 1 99 1 
IN IVL UZ 1 ZZ 1 


nomo sapiens ujd proiem (ujd j, mLviN/\ 


A.TAyr no inn 
IN IVL Uz 1 Z 1 u 


nomo sapiens iviuiviz protein (ivluivlzj, mKiN/\ 


XTA/T 09 190S 
IN IVL UZ IZUo 


nomo sapiens n<& i - 1 u l piotem yti,^ i-ilii miviN/\ 


TsJA/T 09 1900 
IN IVL UZ1ZUU 


nomo sapiens r n domain containing protein m letma i ^rnivij,L i j, niLviN/\ 


XTA/T 09 1 1 QQ 
INlVl Uzl 1 yy 


Homo sapiens CGI-44 protein; sulfide dehydrogenase like (yeast) (CGI-44), 

mPTsJ A 


TsJA/T 09 1 1 Q8 
IN 1V1 UZ 1 1"0 


nOIIlO SapLeLlS LlUCLeai l^llvl LllLeiaCLOI-LllieLaClLIlg LaClOI ^1N1^1-1F J, IIlrvlN.rv 


ATM H9 1 1 Ql> 
in ivi uz 1 1 y d 


nomo sapiens nomeo dux uiz yrivjj^LJ iz,), mix in /a 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXDll), mRNA 


TsJA/T 09 1 1 QQ 
IN IVL UZ 1 loo 


nomo sapiens clones zjoo/ anci zj / ij zinc nngei piotem ^l^^ .j /ooz j, miviN/\ 


IN IVL UZLLo4 


Homo sapiens G4 protein (G4), mRNA 


TsJA/T 09 1 1 77 
IN IVL UZL L / / 


nomo sapiens uo sniviN/\-associateu om-LLKe piotem (l^oivlzj, mLviN/\ 


TsJA/L 09 1 1 1A 
IN IVL UZ 11/4 


nomo sapiens pj?u u d l protein l vj l j /oud j, n i is. in /\ 


NM_021167 


Homo sapiens hypothetical protein WUGSC:H_RG083M05.2 (LOC57798), 

rv-> T? TNT A 
ITlLvIN /A 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


"VTA/T nO 1 1 

IN IVL Uz L L j j 


nomo sapiens Luzuy antigen (cuzuvj, mrCiN/Y 


TvTAyr no 1 1 AH 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


TvTA/f no 1 no 
JNJVL UzLLJy 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B4 (UGT2B4), 
mRNA 


TvTAyT nO 1 1 

IN IVL uz L L J o 


Homo sapiens TNF receptoi'- associated factor 2 (TRAF2), mRNA 


NM_021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 

1 INr/VlL^ L J, mKIN/\ 


TvTA/r no i ioa 
JNJVL uzLLJo 


homo sapiens reticuion 1 (KL JN l j, mKJNA 


NM021135 


Homo sapiens ribosoLnal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 

„^ o XT A 


TvTA/f no 1 HQ 
IN IVL UZ L L D J 


Homo sapiens ribonuclease L (2 ,5'-oligoisoadenylate synthetase-dependent) 

^T?TsTAQT71^ 1? Kl A 
(LvlN/AoliL^J, LTLLvlN/A 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


tvta/t no 1 1 on 
JNJVL UzL LzU 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 

^ L VJ J) J, 1 1 1 IN. 1 > /A 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIP1 1), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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IN1V1 UU4j)4o 


Homo sapiens runt-related transcription factor 2 (RUNX2), mRNA 


IN IVL UZ 1 UyO 


Homo sapiens calcium channel, voltage- dependent, alpha 11 subunit 

I V^jrVl^rN/A. 1 1 ), 1 1 1 IV IN r\ 


IN 1V1 OZ 1 1 \JD 


riOIllO SdpiCllS pilOSpilOlipiCl SCldllUjlclse 1 rvl J, IllivrN/A. 




jnoiiio sapiens leLinoiu ^a. iecepioi, dipiid. ^iv^A.rv.rv^, iiirsj_>i J rv 


M1VT 00^9^8 
In IV! UUOZOO 


nomo sapiens requiem, dp opto sis lesponse zinc imgei gene ^ivii/V^j, miviN/\ 


NM 001106 


Homo sapiens activin A receptor, type IIB (ACVR2B), mRNA 


In 1V1 UU 1 0 1 0 


nomo sapiens dcuvm /\ recepioi, type 11 v rvz miviM/\ 


IN IVL UU1 1 KJD 


Homo sapiens activin A receptor, type I (ACVR1), mRNA 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMANl), mRNA 


JNJVL UzlUoJ 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 


JNIV1 vijZjo 


Homo sapiens apoptosis-associated speck-like protein containing a CARD 

(AoLj, In in. IN f\ 


NM 006518 


Homo sapiens small pro line-rich protein 2C (SPRR2C), mRNA 


JNIVI UUojU / 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
pancreatic thread protein) (REG IB), mRNA 


IN IVL UUODOJ 


Homo sapiens Kruppel-like factor 1 (erythroid) (KLF1), mRNA 


TsJA/T OOA9^£ 
IN IVL UUOZjo 


nomo sapiens pioiem Kinase, Cvjivir-QepenQeni, tyjje i ^rivjwjri j, mxviN/v 


IN IVL UUOjO:) 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 3 

fRlV/rOI 7T 1\ mRTsJA 
\illVlUl / Lj J, llllVl>J/\ 


NM 005987 


Homo sapiens small pro line -rich protein 1 A (SPRR1 A), mRNA 


TsJA/T OO^Q^9 


I — I / \ i A O O-l^-l IT C tTT z^+O 1 1 / \+ IT 1 / A IT n 1 | A /4 1 1 \ ITT T? "M A 

nomo sapiens meidiioinioiiem i^v ^ivii i^a.j, mxvi>i/\ 


INIVL uioyou 


Homo sapiens metallothionein 1G (MT1G), mRNA 


INIVL UUJU77 


Homo sapiens interleukin 18 binding protein (IL18BP), mRNA 


INIVL UU40 1 o 


Homo sapiens topoisomerase (DNA) III alpha (TOP3A), mRNA 


NM_001136 


Homo sapiens advanced glycosylation end product- specific receptor (AGER), 

mxvIN r\ 


INIVL UUUoOO 


Homo sapiens 5 -hydroxy tryptamine (serotonin) receptor IF (HTR1F), mRNA 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


INIVL UUUOJu 


Homo sapiens superoxide dismutase 2, mitochondrial (SOD2), mRNA 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 

(rCry^ZJ, m K IN A 


JNJVL VKJVOZy 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNAR1), mRNA 


JNJVL UUvoZj 


Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), 

itt T? TvT A 
1Y1 lv IN /A 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

1 / »t 1 /\I1hI/ U 1 \ tTT DMA 

1 (^plUDJ (INrJvrJl J, m lv IN A 


INIVL UUUOZl 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2 A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NO SI), mRNA 


INIVL uuuoiy 


Homo sapiens interferon, gamma (IFNG), mRNA 


NM 000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transponeis j, memDei z (oi^L, i iaz j, mrciN/\ 


INIVL UUUolo 


nomo sapiens antigen (proj ^JJ4J, mKJN/v 


NM 000611 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antiDoaies loJAj, liJlo, J^JJU, CjL^jZ ana 0:544) (UlJjy), mKJNA 


NM 000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 

(C i T^AA\ mT?TsJA 
yy^iJ^t^-f J, mi\JN/\ 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin- like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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IN IVL UUUOoD 


Homo sapiens interleukin 15 (XL 15), mRNA 


1N1VL UUUDoO 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


INIV1 UUUD /o 


Homo sapiens interleukin 1, beta (IL1B), mRNA 


JNJVL UUIO /4 


Homo sapiens decay accelerating factor for complement (CD 55, Cromer blood 
group system) (DAF), mRNA 


JNIVL UUUD /z 


Homo sapiens interleukin 10 (IL10), mRNA 


JNJVL UUlO /U 


Homo sapiens Fc fragment of IgG, low affinity Illb, receptor for (CD 16) 

\V LAjin. J D J, III Is. IN f\ 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


JNJVL UUlOOO 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1 A), mRNA 


JNIVL UUUD o4 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


INIVL UUUZ> ol 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM 000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 

^v^X> AT A 

miviN A 


JNIVL UUUZVo 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


iNivi uuuzjy 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (IV1Y05A), mRNA 


INIVL UUIOZj 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 

^ IV 1 N J 1 1 J, IIlIN. IN SA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


IN 1V1 UZ 1 U / / 


I — I / \ t \ co en's 0 M(inrAtY»/3/iin / NIA/Tl^ I "rv» T? "A\T A 

nomo sapiens neuromeQin 0 ^inivld j, miviN/\ 


IN IVL UZ 1 UO O 


riomo sapiens mieiieion, aipna ^iriN/v^-j, miviN/\ 


INIVL UUCOIZ 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


IN IVL UZ 1 U / J 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 

(INUUr V d), 111 Iv IN /\ 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


JNIVL UUloJU 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mKJN A 


INIVL UUjZoo 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Sp 1 transcriptional activation, subunit 6 

( / IKD) (LKorOj, HI KIN A 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


INIVL UUZ/oU 


Homo sapiens protein kinase, Y- linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(JNrJVLl), mKJN A 


JNJVL UUZlo/ 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix- loop-helix 
piotein mKJN/\ 


INIVL KjVZKJZo 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM 003491 


Homo sapiens N-acetyltransferase, homolog of S. cerevisiae ARD1 (ARD1), 

ml? XT A 
111 IV IN /\ 


In IVL UU 1 / / U 


nomo sapiens Luiy antigen yK^uiy), mKJN/\ 




l— 1 / \ y>~\ / -v compile roc \\ f\xw c\ l r\ cr (Tr^nr* tqtvii1\7 iupmnPT A ( A RT-T A 1 tv»D\T A 
nUIHU tsdpiCIlo IdiS UUIIIUIU^ ^CIIC ld-IIlliy, II1CII1UCI r\- ^rvlvQrvj, 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 0c, decoy 
without an intracellular domain (TNFRSFIOC), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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JNJVL UloJlo 


Homo sapiens tetratricopeptide repeat domain 3 (TTC3), mRNA 


NM_0031 66 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 

^ /CT TT T1 AQ\ ™T>AJA 
D (oULl lJ\D ), m K IN A 


JNJVL UU3 11/ 


Homo sapiens sperm adhesion molecule 1 (PH-20 hyaluronidase, zona pellucida 

KinrliTi^ /"QP A A/T 1 "\ mf?AJA 
DlllGingJ ^or/VlVLl J, ITLxvlN/V 


IN IVL VKJZZZZ 


Homo sapiens inositol 1,4, 5 -triphosphate receptor, type 1 (ITPR1), mRNA 


NM 001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 

( jLLZVAZ J, 111 iv IN /\ 


JNJVL UU l^D 1 


nonio sapiens estrogen receptor z ^jz/iv oetaj ^orvzj, itlkin/\ 


IN iVL UU 1 jjI 


nonio sapiens catenm (caQnenn-associateQ piotemj, ueita i ^^iiNiNiJi mrviN/Y 


INIVI UUIjU/ 


riomo sapiens ciauoin / ^l..uijin / j, niiviN /\ 


aja/t nm 1 qa 
iMivi uui ly^f 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 

,.| r , n no i 9 mfM?^ m R Kl A 
L/iiaiiiiei z ^mi^i>Jz,j, iiirvi>ijrv 


IN 1V1 UU 1 1 / J 


nOlllO ScipieilS xvllO VJ-L'-L CllSSOClaLlOll IIIIIIUILOI ^VJL-Zl^ UCLa ^/\IXJriVJ-L/lIjJ, IIllvlN/A. 


tsia/t nnncn^ 


n (jiiio sapiens pancreatic lipase \r iNi^ir^i, 111 ixi n /a 


TsjA/r nnn^Ai 

In IV1 UUU041 


I — I / \ / \ l' ^."i i r^n l* 1 + /^T*! "i t^lT^ 1 1 /IT 1 1 i *viT? N.T A 

nuinu sapiens litteiieuKin 1 1 ^11^1 1 miviN/\ 




nonio sapiens mieiieuiviii id leceptoi, dipiid. z ^ii^i jivz-vzj, iiiivi>j/a_ 


TsjA/r nnnM^ 


nonio sapiens neuiai L/Cu duxiesioii inoiecuie i ^i>i^/A.ivii j, iiirvrviz-Y 


1M1V1 UUWOU" 


n (jiiiu sapiens stromal ceii-uenveu iactor i ^o-L'-r i j, niix in /a 


rNlVl UUWOUW 


nuniu sapiens mteneuKin o ^mteneron, oeta z ^ ^11^0 miviN/\ 


1N1V1 UUUJ77 


nomo sapiens liisuini-iiKe giowui idL/Loi uiiittiiig pioiein j yiKjrDr j)^ iiirviMz-v 




nonio sapiens iineiieuiviii y yvv^y)^ iiux_l>/a 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


xTA/f nnn^£i 

INJVl UUU3 ol 


nomo sapiens giutatnione peioxiuase i ^ur ai j, miviN/\ 


IN1V1 UUUDOU 


nomo sapiens lujj antigen (lujj j, miviN/\ 


TsiA/f nnn^os 

INIVI UUUDZo 


Homo sapiens mannosidase, alpha, class 2B, member 1 (MAN2B1), mRNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


JNJVL UU1ZO 


Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 
rntviN/Y 


ATA/f nnA7AQ 
INI IVL UUO /Oo 


nomo sapiens ts kl a i associateu piotem { t5ivA.r j, m iv in /\ 


IN IVL WJ^Oy 


nomo sapiens secietogiaimi 11 (cniomogranm k^) ^ov^ozj, miviN/\ 


IN IVL KJiZdZu 


Homo sapiens microtubule -associated protein, RP/EB family, member 3 
(MAPRE3), mRNA 


IN IVL UZ 1 UD / 


nomo sapiens mteiieioii, aipna / ^iriN/v/ j, miviN/\ 


IN IVL UZ 1 UOZ 


Homo sapiens H2B histone family, member F (H2BFF), mRNA 


AJA/T C\l 1 n^ 
IN IVL UZ 1 UO J) 


Homo sapiens H2B histone family, member B (H2BFB), mRNA 


AJA/T HO 1 

IN IVL UZ1UOJ 


Homo sapiens H2A histone family, member G (H2AFG), mRNA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD, 

D 1 o ) ^1N DUr D / ), m Iv IN A. 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


IN IVL UU J OOl 


Homo sapiens apo lipoprotein L (APOL), mRNA 


JNM UzlUjZ 


Homo sapiens H2A histone family, member A (H2AFA), mRNA 


JNJVL UzUVoo 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity poiypeptiue kj [vj i\ i j, ntKiN/\ 


xTA/r nnm^ 

IN IVL UUUUJ) 


Homo sapiens coagulation factor IX (plasma thromboplastic component, 
miiisLiiicis ciisedise, iieiiiopiiiiici dj yryj, iiirviN.rv 


NM 0001^0 

1 N 1V1 WWV7 1 Ju 


tT i \ \w ( ~\ QiiT^iP'nQ r»rtii crnl titi nn 'far»+rir > \/ ^ m ^ r * ^ * o 1 i" i n l^hilp* ~f^cfc\v\ ^1-^^^ mT?TNTA 

±±VJ111VJ Sdljlt/llo V^VJCl^UlClllVJll ICIV^IVJI V ^ IJl \JClV^ V^Clt/l 111, iCtUllt lClV^lVJl y ^1 w' ^, IIIIVINjTV 


NM 001993 


Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein- like 1 (RFPL1), mRNA 
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tvta/t no 1 nriQ 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor- 1 
\LJi2ii\r-i j-reiaieuj ^o-tin ^, 111 is. 1 > s\ 


TsJA/T 090QQ^ 

1N1V1 UZU77J 


nOlllO SapieilS D -CU 1 1 V^l^l^/ lyilipilOIIla //\ ^ DL L / / V ^ , IIllsJN.rY 


NM 020994 


Homo sapiens cancer/testis antigen 2 (CTAG2), mRNA 


TvTA/r no 1 nnn 

IN 1VL UZ 1 UUU 


Homo sapiens pituitary tumor- trans forming 3 (PTTG3), mRNA 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


JN JVL UZ 1 U 1 4 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mRNA 


JN 1V1 UZ 1 U 1 J 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mRNA 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type II, alpha 2 polypeptide 

(ol^INZ/\ZJ, 1Y1 Iv IN A 


JNJVL UZ1U1Z 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
^fc"^^^NTT10^ mi?>jA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


INIVL UUU J 4 / 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 

(or 1 D ), lllKlN A 


INIVL UU IKjdL 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


INIVL UUloZU 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


INIVL UUZOZ 


iiomo sapiens L^-type ^caLCLum dependent, caruonydraie-recognition domain j 
Leciiii, supeiiaiiiiLy meniDei z) (LLDUor j j, iiirviN/\ 


TsTA/T O0OQ78 

iNivi uzuy / 0 


nomo sapiens ainyiasc, aipna zd, paiicreaTic ^/\ivi i zjdj, lqivinz-v 


TsJA/r non^A 

1>J 1V1 UZUOjO 


nomo Sapiens zmc imgei pioiem z /d ^Zii>rz '^)<-> mivLNZ-v 


MIVT 000^47 
1N1V1 UZ/UOH- / 


nomo sapiens aiiLi-iviuiieiiaii iioiiiioiie iccepioi, iype 11 ^/^.ivinivz,^, iniviN.rv 


"MA/f no HQ 74 

IN 1V1 UZU" / 


nomo sapiens cvj r i pioiem ^ i i j, in i\ in /a 


1N1V1 UZUOOl 


nomo sapiens niuio proiem \ri iuioj, in ivi n /a 


MATT non^7A 
1N1V1 UZUD / O 


nomo sapiens lipase proiem ^ l w j /h-uoj, miviN.rv 


ATA/r non^»70 

IN 1V1 UZUO / Z, 


nomo sapiens oiuu-iype caiC/ium uintiiiig pioiein aih- ^i^vj^j /h-wZ/J, iiuvinza 


TsJA/T 090^1 

IN 1V1 UZUOOl 


nOIIlO SapieilS aL/LlVallUll-llltlUCeCL cyiiciiiie tieaiiuiiase ^ZA1^L-/ZAJ, IIIIvINZA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


JNiVL UZUOD4 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


TvTA/f non^/iA 

INIVL UZUO40 


Homo sapiens reserved (ASCL3), mRNA 


INIVL UZU04U 


nomo sapiens rvr ^tz nomoiog ^Lvr 'H-z mKJN/v 


TvTAyr non^^G 

INIVL UZUO D V 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mRNA 


TvTA/T non^^o 
INIVL VJZUOJZ 


Homo sapiens ATPase, H(+) -transporting, lysosomal, noncatalytic accessory 

piOiem 1 D yrA 1 r OIN 1 D J, II 1 IV IN r\ 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


INIVL Uloy/U 


Homo sapiens G protein-coupled receptor 85 (GPR85), mRNA 


inivl uu^yui 


Homo sapiens sphingo sine- 1 -phosphate lyase 1 (SGPL1), mRNA 


TvTA/T C\1 A OQO 

IN 1VL U 1 4ZV z 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


INIVL UUO/OO 


nomo sapiens Liomeo dox /vz ^nuJv/Azj, iiilvin/a 


NMO 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 

(LULJ'fj 1 O J, misJN/V 


TvTA A Cil A A O Q 
INIVL UL44Zo 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mRNA 


INIVL UZU4O0 


nomo sapiens nypoineiicaL proiem qj izz^jo.z (uj izzvjo.zj, itikjn/\ 


TvTA/f nOHzLzLS 
INIVL UZU445 


tI AtYm conifmc r»Arr\A+r»^+ir»o1 r-\rv\t/"»i n /I 1/1 A O OO ^ O / fO I /I A 0 O 0 ^ O \ rv»l?7vTA 

nomo sapiens nypoineiicaL proiem Qj^fozuzj.z ^uj^-ozuzj.z j, mrviN/\ 


INIVL UZU4Z3 


nomo sapiens nypoineticai pioiem jjjs.rz>poooj-/iyzo ^uixrAr oooiiiyzo 
mRNA 


rNlvl U ZU4 Z,H- 


nOIIlO SapiCIlS IiypOlllCllCal piOlClIl rv-Zl IV^O.l ^-LwV_,0 / 1H-"J, Illlvl>l/A. 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
mRNA 
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INIVI 


rlOmO SapieilS HypOTHeTlCai prOTClIl ^UJOO /niZ.ZJ, mrvIN/\ 


jNivi uiyoui 


Homo sapiens Sushi domain (SCR repeat) containing (BK65A6.2), mRNA 


INIVI Ulo^fJJ? 


Homo sapiens putative zinc finger protein (LOC55818), mRNA 


xta/t mono^ 
iNivi uiyuyr? 


Homo sapiens hypothetical protein (LOC54675), mRNA 


\TAyf ni QOSQ 

inivi uivuoy 


nomo sapiens nairy anu ennancer oi spilt ^urosopnnaj nomoiog z ^ruz/ozj, 
mRNA 


1M1V1 UloVoZ 


Homo sapiens hypothetical protein (DJ167A19. 1), mRNA 


inivi uioy/^f 


nomo sapiens uncyj (^.eiegansj nomoiog /\ ^ursiLxyj/vj, miviN/v 


XTA/T fH/1/IQQ 

inivi ui44yy 


Homo sapiens putative purinergic receptor (P2Y10), mRNA 


INIVI \JZv)j>jK) 


riomo sapiens oncostatin ivi ^vjoivij, mivrM/\ 


1NIV1 UZUDZV 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

llllllDllOr, aipild. ^INF JVJ31/\J, IIlrvlN/-v 


TnJA/T 014904 

1N1V1 UIt-ZUt 1 


noino sapiens d v lz-i ciciicli ovaiidii Jviuei ^ o w rv j , in ivi > /\ 


INIVI UZWZ)Z / 


U nTYin coniptic 1-4 I 1 1 (Tpnp ( VA\ I 1 ^ ml? 1ST A 

n oil io sapiens nuu i gene ^riuu i j ? in ivi \ /\ 


mm nn^nQ^ 

1N1V1 UUOUVJ> 


nomo sapiens proteoglycan j> ^rivuj miviN/\ 


IN 1V1 UZUZ) J) 3 


nomo sapiens mucoiipm i ^iviv^vji^in i miviN^rv 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


INIVI UUZZ 1 / 


nomo sapiens pie-aipna ^gioDULiiij mniDiior, rij poiypepiioe (iiin^j, mKJN/\ 


NM 018693 


Homo sapiens vitiligo-associated protein VIT-l (VITl), mRNA 


JNJV1 UUo/// 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


TvTAyf Ml A/I ^2 A 

JNJYL UZU4JO 


Homo sapiens similar to SALLl (sal (Drosophila)-like (LOC57167), mRNA 


INIVI UZU14Z 


Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subunit homolog 

/ 1 nr^Aoni \ t-»T DMA 
(Lij^joyui ni is. in f\ 




Homo sapiens endomembrane protein emp70 precursor isolog (LOC56889), 

UllviN /A. 


IN 1V1 UlO Ot-J 


noino sapiens suoiiiai ceu pioieiii yL^yjK^Djfy/H-j^ iiiivin/\ 


IN 1V1 WlO OH-Z 


noino sapiens insulin lecepioi lyiosnie Kiiid.se suusuaie \L^yj\^j>jy / 1 ^, iiiivlnj'-v 


TsJIVT 0 1 8 84 1 
IN IV! UlO OH- 1 


nomo sapiens o-pioiem gamma- iz suounii yi^xjv^DDy /yj), mrviN/\ 


INIVI U100J7 


nomo sapiens pn-/ pioieiii ^ul^jj^oo j, iiuvin/a. 


1N1V1 VJ10.JJZ, 


1 — 1 / a / a c am p*~v\ c /• * ot*1^/^ vt t t~\ 1 1 Hqcp A -< il ill ^ 1 /fiiii m 1? ^Vl A 

noino sapiens caiuoxypepuciase {l^kjk^j izouj, iiuviNy-v 


NM 016302 


Homo sapiens protein x 0001 (LOC51 185), mRNA 


INIVI Kjm-JjZ 


nomo sapiens sman muscie proiem, yv-i liiKcci ^oivir^vj, in k in /\ 


inivi uioy^o 


nomo sapiens oene Jj/iviig-o (ivnijr-oj, mrciN/v 


TvTA /T HI /1^C7 
IN IVL U 1 40 o / 


Homo sapiens SRY (sex determining region Y)-box 8 (SOX8), mRNA 


tsja/t nn^7zi^ 

INIVI ULO /40 


nomo sapiens accessory piotems rJArji/DArzy (l/ao1jj '*-')•> miviN/\ 


IN IVL 


Homo sapiens amiloride-sensitive cation channel 1 , neuronal (degenerin) 

TAPPTsJI^ m R NT A 
^/\l^^IN 1 J, 111 IV IN /A 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


INIVI UlOO^ 


nomo sapiens r>-ceii recepior-associaieci pioiem DAr/y ^DArzyj, miviN/\ 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


X T IV A n 1 /CO f\ 1 

NM (JloiUl 


Homo sapiens protein x UUU4 (1^(JC5 1 184), mRNA 


NM 013387 


Homo sapiens ubiquinol-cytochrome c reductase complex (7.2 kD) (HSPC051), 

*^X> AT A 

mKJN A 


In IVL UZU4DV 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
aceiyigaiaciosammyiiransierase, transierase r>, aipna i-j-gaiactosyirransierasej 
TARD^l mRNA 

^i\JJ vy J 9 ill i\ i > / V 


NM 020445 


Homo sapiens actin-related protein 3 -beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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IN1V1 UZU^+UO 


Homo sapiens polycythemia rubra vera \ \ cell surface receptor (PRV1), mRNA 


INIVI KjZKjd 1 1 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone PLACE 1006979 (LOC57105), mRNA 


IN 1V1 UZ VD D J 


u nnin c^nipnc HD PA P 9 O ctirrrt fV ^ r m ( T OP^70Q0^ tyiRTsJA 

nomo sapiens n ivi v\i zu snort iorm \ l l j /u^uj, in kin /\ 


TvTA/r 090^0 


nomo sapiens /aiivai pioiem (aiivai j, miviN/\ 


xTA/r 090^20 

INIVI VJZVJDOK) 


nomo sapiens /vr oc|i4 protein (Ar i ji^i^ j, nrKiNA 


inivi uzkjdoo 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


xr\/r 090^Azi 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 

111CI11UCI Z \ oLL Z^AZ J, IlllvlN /A 


TSTlVf 090^ Q£» 
in 1V1 UZUj"U 


nomo sapiens dk^l^z-likg iu ^apoptosis iacinidioi ) \d\^l^zl^ lkj iiiivln/\ 


TsJA/T 090^84 


nomo sapiens ciaucim z \\^.L^LJrsz ), miviN/\ 


TsJA/T 0079/^0 


nomo sapiens lysopnospnoiipase 11 i rLAz j, iiuvin/y 


tnjivt ooo^qo 


nomo sapiens cnoroiueremia ^Jvau cst/On protein i ) ^i^nivi miviN/\ 


IN 1V1 UU 1 


nomo sapiens coagulation iactor ^yiii, d poiypeptiue yr ijd), miviN/\ 


NM 000129 


Homo sapiens coagulation factor XIII, Al polypeptide (F13A1), mRNA 


rMivi UUUDUD 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (F 1 0), mRNA 


JN1V1 UUjMIV 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_012089 


Homo sapiens ATP-bmamg cassette, sub-iamily B (MDR/TAP), member 10 
(ABCB10), nuclear gene encoding mitochondrial protein, mRNA 


"VTA/T flA7 1 QQ 

INIVI UU/ loo 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


tvta/t nn^^QQ 
1M1V1 UlOOoV 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


INIVI UUIZIO 


Homo sapiens carbonic anhydrase IX (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


1N1V1 UUlzlo 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


JNJV1 UU1Z1 / 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM_006384 


Homo sapiens calcium and integrin binding protein (DN A- dependent protein 
Kinase interacting protein) (pirZ-Zo), mKJNA 


NMO 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 

/OA V ^ \ t^DMA 

(IAAj J, m 1< IN A 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


JNM_UU44oz 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamine polypeptide N- 
acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


JNJV1 UU44ol 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamine polypeptide N- 
acetyigaiactosammyitransierase z ^oairsiAc-izj (OAi^rM izj, miviNA 


NM 000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IV A) (GALNS), mRNA 


JNIVL UUU4UJ 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


TvTA/T 090^10 
INIVI \)Z\JDi\) 


nomo sapiens ivi/wv Dinomg protein ^iviin i miviN j\ 


TxTA/r 00^9^0 

IN 1VL U U OZ 3 U 


nomo sapiens pionne-ncn piotem naeiii suuiamiiy i (rtvni j, ituxina 


xTA/r oo^ 1 /^/i 

INIVI UlDlOH- 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 

rn T?TsJ A 
III IV IN /-V 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 




I— l / a m / \ c!inipnc c'A K»if^"\nin_ rr» 1 '^1 f r» /l n r "\ 1 \ / f \ r» t i /l l-\r»t^i ( A T PR^ vx\ P NJ A 
JTlVJlllU odUlCll?) L/dlL/1 LVJ11111 1 CldLCLl [JKJ AYIJCU L1UC, UCLd ^ rA \^ 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM 020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with ASARM motif 
(bone) (MEPE), mRNA 
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JNJVL KjZKjZd 1 


rlomo sapiens x UlU protein (ML>£>U1UJ, mKJNA 


JNJVL UzUUz 


Homo sapiens lysophosphatidic acid acyltransferase-gammal (LPAAT- 
gammal), mRNA 


KXAA 0909A/^ 
IN 1V1 V Z KJ Z H O 


rionio sapiens cation-cnioricie cotransporter- interacting protein ^i^vJL^Dowoj, 

111 IV In l\ 


1SJA/T 0909zl^ 
IN 1V1 UZUZHO 


nomo sapiens initociioiiciriai liiipun leceptor lomzz ^LUL/joyyjj, mrviM/v 


TsJA/T 090940 
1N1V1 UZUZH-W 


nomu sapiens iioii-Kiiid.se ^aich-z eneciui piuiein orcLz \l^kjk^ joyyv )^ nixviN.rv 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


TsJA/T 090 1 7£ 
IN 1V1 UZU l/o 


nonio sapiens v^aiuonic aniiyuiase-ieiateG piotem iu \L^vJ\^joyjq), mrviN/\ 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


ATA a mm 7fl 
JNJVL UZU1 /y 


Homo sapiens FN5 protein (FN5), mRNA 


JNJVL UZUlo/ 


rlomo sapiens DdZ protein (DdZ), mKJNA 


NM 020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-R beta 1,3- 
galactosyltransferase (C1GALT1), mRNA 


JNJVL UkjvjjZ 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 8 
(/\t5L L o J, mrvi>/\ 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


TvTA/T 009Q79 
JNJVL UUZo/Z 


Homo sapiens ras-related C3 botulinum toxin substrate 2 (rho family, small GTP 

DlllGllTg piOteill IvaCZ ) \i\J\\^Z J, mrvlN/V 


MAyr OO/1 1 
JNJVL UU413Z 


Homo sapiens ornithine decarboxylase antizyme 1 (OAZ1), mRNA 


TvTA/r 009^97 
JNJVL UUZjZ / 


Homo sapiens neurotrophin 3 (NTF3), mRNA 


TsJA/T 0099CK 
1N1V1 UUZZyj 


Homo sapiens laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1), 

III ix In f\ 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB 2) (LAMC1), mRNA 


XTA/f 0099Q9 
1N1V1 yJVZZyZ 


riomo sapiens laminin, ueta z (^lammm ^i^/viviozj, mrvrN/\ 


NM 002290 


Homo sapiens laminin, al]3ha 4 (LAMA4), mRNA 


TvTA/f OOA1 Q9 
JN1V1 UU01VZ 


Homo sapiens paired box gene 1 (PAX1), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (PI 2), mRNA 


JNM_UUU5(53 


Homo sapiens group -specific component (vitamin D binding protein) (GC), 
mRNA 


TvTA/T A1 OOfl1 
JNM U 19891 


Homo sapiens endoplasmic reticulum oxidoreductin 1 -Lbeta (ERO 1 -L(BETA)), 
mRNA 


JNM UUo /lo 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GADD45G), 
mRNA 


JNM UU19z4 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45A), 
mRNA 


TvTA/f moo /I /I 
JNM_UlVo44 


Homo sapiens solute carrier family 21 (organic anion transporter), member 8 
(SLC21A8), mRNA 


JNM Uiyo44 


Homo sapiens testis-specific ankyrin motif containing protein (LOC5631 1), 
mKJNA 


NMO 19842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 

^ISJ^JNl^J J, m K IN A 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
Z (rLCJNDZ), mKJNA 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


XTA J A1 AOTA 

NM_(J19839 


Homo sapiens seven transmembrane receptor BLTR2; leukotriene B4 receptor 

D L 1 Z \DL^ 1 IvZ J, 111 IN. In lA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin- 1 homolog 1 (IL-1H1), mRNA 


TsTl\/T fllRCKH 


nomo Sapiens majoi nisiocompaiiDiiiiy complex, ciass 1, r ^ni^/\-r j, mrviN/A 


inivi uiyoiu 


Homo sapiens hypothetical protein 669 (LOC56267), mRNA 


1N1V1 KJKJVJDZj 


iioiiio sapiens nomeo dox did ^riu ajj 1 j j, miviN/v 


TvTNyT n 1 0^07 

IN IVI uiyou/ 


riomo sapiens nypoineiicai pioiem rLj i izo / (ru i izo / j, mKJN/\ 


TsJA/T mo^riA 
inivi uiyou^t 


riomo sapiens ciass-i iviri^-iesTriciea i cen associated moiecuie ^^rvi/\ivij, 

m T? TsJ A 

11 1 IVl N f\ 


TsJlVT 019^98 


nuniu sapiens iiiiciuvascu-iai enciuuieiiai ciiiieieniiaLiun ^ciic i ^ivil-/vji iiirvi>/\ 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


TsJl\/T fl 1 ^9Q£ 


riomo sapiens nyponieTicai pioiem ^nou /yzjz), mrvrN/v 


IN IVI Ul jjoO 


riomo sapiens nypometicai pioiem ^urvr z^pDooouizo j, mrvrN/v 


TsTlS/l n 1 ^ ^ 1 ^ 
IN IVI V IJD 1 J 


Homo sapiens hypothetical protein (AF060862), mRNA 


"NTA/T H 1 O 1 1 A 

in ivi u i y 1 1 o 


Homo sapiens similar to ubiquitin binding protein (UBPH), mRNA 


NM_0 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3A), 

mRTsJ A 
111 iv IN f\ 




Homo sapiens syritrophin, gamma 2 (SNTG2), mRNA 


tsja/t n 1 so/^7 


Homo sapiens syntrophin, gamma l (SNTGl), mRNA 


TsTA/T n 1 SQ^Q 


nomo sapiens super conserved receptor expresseo m oram d ^orvJ_/r>j) j, mrviN/v 


tsja/t n 1 sqaa 


Homo sapiens solute carrier family 37 (glycerol-3 -phosphate transporter), 

tnpmhpr 1 P^7A1^ mRTsJA 

meiiiuei i ^oluj /rvi rnrviN/Y 


TsJA/T OIRQJ.^ 
in ivi uio yn-j 


nuinu sapiens piiuspiiucuesieiase /d ^rjjr / dj, iiirviNy-v 


tsja/t n 1 on^A 

InIYI U 1 7UOO 


U nmn L'inir>nc A A A HP l lb r» 9 ( A A AHPI 9\ mRTsTA 

nomo sapiens ivi/wjrm-iiKe z ^ ivi/avj j_/LZ j, hi is. in i\ 


MA/f mon^o 

INlVl Ul"UOU 


T-Tomn canipnc TsJir^T^ 1 nrnfpin rTsJir^T^ 1 ^ mRNA 

nomo sapiens ini^j_/-i proiem ^ i n i n- 1 m is. in /a 


TsJA/T 010000 
±nivi 0 1 yvyy 


nomo sapiens iiypouieucai pioiem ^rwL/jjyzH- j, iiirviN/\ 


rNivi uivulo 


nomo sapiens spmQim-iiKe ^i^vjv^o^tH-ooj, mrvrN/\ 


TsJA/T 0180^9 


nomo sapiens nomeo uoa r>o ^n^/yvr>oj, inrviN/\ 


TsJA/T n 1 RQ^ 1 
IN IVI KJ 1 O7J 1 


nomo sapiens nomeo dox a i u ^nvj^w-vi wj, iiiis. in /a 


mm 012049 
IN IVI U 1 OyH-Z 


nomo sapiens nomeo dox ^no iamiiyj i ^niviyvi iiiis.in/\ 


tsja/t n 1 q 1 no 


nomo sapiens oeia-i,^ iiiaiiiiosyiuaiisieiase ^nivii-i ^, iiiisj_n/a. 


tnja/t n 100^9 

INIyI 01!70O.Z, 


nomo sapiens ni^rv ^a-neiix coiieci-coii loo iioinoio^u.e^ ^n^rv^, iiii\j_>/a. 


TsJA/T 0 1 RQR^ 
1M1V1 U1070J 


nomo sapiens nypoineiicai proiem ^n^vji v .y), mrviM/\ 


In ivi KJ 1 7U7D 


nomo sapiens uir Dinomg proiem z ^uirDrzj, iiiivin /a 


TsJlVT 018040 
In IVI UIO 7^+7 


nomo sapiens kj proiem-coupieci recepior in- ^vj-riviH-j, mrviN/\ 


TsJA/T 010048 


I— I r a ni / a cQmpnc 1i"\/T^<^+1ip»+ir»c*1 v\ t"t a f"r» i n /TTT 1907^9 i m ^.1 A 

nomo Sapiens iiypoiiieiicai pioiem ^rLjzu/ jzj, nirviN/A 


InIVI KJ 1 7UOO 


nomo sapiens nypoineiicai proiem rLjzuo /h- ^rLjzuo / v? miviN/A 


TsJA/T 0 1 0040 
in ivi kj 1 y kj^-ykj 


nomo sapiens nypoineiicai proiem yr L^jzKj'n-yo), mrviN/A 


TsJA/T 01RQ88 
1M1V1 U 1 O7OO 


nomo sapiens iiypoiiieiicai pioiem ^r LjJz,kjj dkj iiiivin/y 


TsJA/T 01000^ 
in ivi kj 1 yyjKjD 


nomo sapiens iiypoiiieiicai pioiem \r l^jz,kjs)zs) iiuviniva. 


TsJlVT 010097 

In IVI KJ 1 7UZ / 


nomo sapiens nypoineiicai proiem ^ri^jzuz / d), mrviN/A 


TsJA/T 010008 
IN IVI KJ 1 7WU 0 


l-T / A C O T*\ 1 C ll \ I »~\ / A T ll ^ T 1 / > 'A 1 lAfA+AIH 1 1-H 1 T / 1 1 / -V / \ fM 1? A 

nomo sapiens iiypoiiieiicai proiem ^ri^jzozozj, mrviN/A 


TsJA/T 010000 
In IVI W 1 "WWW 


nomo bapiciio ny poiiiciicai pioicni ^ri^jzui jzj, nirviNyA 


TsJlVT 010087 
In IVI W 1 7UO / 


nomo sapiens iiypoiiieiicai pioiem rbjzuuj i ^ri^jzwvjji j, iiiivln/^ 


TsJA/T 01 8 00 A 

in ivi w 1 0 yyo 


nomo sapiens nypoineiicai proiem ^rLjzuui d mrviM/A 


TsJA/T 0 1 009 1 

in ivi w 1 y\jz 1 


T—l / \ %^\~\ t a com one ViTrtAATnoti aqI r*i*A+oiti iThI 1 / 1 1 1 1 1 111 m 7\] A 

nomo sapiens nypoineiicai proiem ^rLjzuuiuj, mrviN/A 


TsJA/T 010018 
In IVI W 1 7U 1 0 


nomo sapiens iiypoiiieiicai pioiem ^flj 1 1 iz / ^, itiivin/\ 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


TsJA/T 010070 

INIVI W 1 37 W / W 


1— l / a m / \ ciltMPTIC |A\/|-\/A'f-|Tp«'|-i/»'i 1 tirA+piTl ( ThT 11 llZl^9 1 TYll?"MA 

rrvjiiivj jsaijiciio iiy jjuiiiciiL/ai jjiuiciii ^rLj ii/tjz j, iiixvin^v 


NM 019088 


Homo sapiens hypothetical protein F23 149 1 (F23 149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosy [transferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


JNivi v lyuyo 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


1N1V1 UlobOo 


Homo sapiens chromosome 15 open reading frame 2 (C150RF2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


JN1V1 UUUZOZ 


Homo sapiens von Willebrand factor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudoinflammatory) (TIMP3), mRNA 


JN1V1 UloZjj 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TIMP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM 003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


JNIVL UUo/4j 


Homo sapiens sterol-C4-methyl oxidase-like (SC4MOL), mRNA 


1N1V1 UUoooU 


Homo sapiens putative GTP-binding protein similar to RAY/RAB 1 C (RAYL), 

111 KIN A 


TvTA/T nnn^'i 1 

1N1V1 UUUOJl 


Homo sapiens ornithine carbamoyltransf erase (OTC), nuclear gene encoding 
miiociiontiiiai pioieiii, nixviNy-v 


TsJIVT 000^07 
1N1V1 UUUUU / 


noiiio sapiens oiosoniucoici i ^^jivivii ^, iiiivin/\ 


1M1V1 UUZJ JO 


nOIIlO ScipieilS OCC1UX1111 ^WV^l^lN J, IllrvrN.rv 


1N1V1 UUZjUI 


nomo Sapiens laciaie ueny uiogeiiase v_ y l^lj riy^ ), iranscripi variant i, iiirviN/\ 


in ivi vi/ o 


noiiio sapiens laciaie cieiiycuogeiiase ^ ^l/jiL/ j, iranscnpi variani z, miviNi-v 




nOIIlO SapieilS JvalllKieill -D, piaSIIla ^r^ieLCliei laCLOI ) 1 ^rvl^JNJ3 1 J, IIllViN.rv 


TsJA/T 009 1 
In 1V1 UUZ 1 y J 


nomo sapiens mnioin, Deid jd ^dcxivm /\d oeia poiypepuuej ^iiNniz>r5 miviN/\ 


MAif 009 1 Q 1 
In 1V1 UUZ l7l 


nomo sapiens mnioin, aipna ^iiNn/\^, liiivi >j /a 


TsJIVT 0090 1 ^ 
In 1V1 UUZU 1 D 


1— l/^m /a c oni 3n TAi*L r n 30 r\ Knv | l 1 A / t*1i o r\/^ / a m a rr\c^ ot*/^ ntn o i i h (1 Y M 1 A \ ml? A 

nomo sapiens iorKncati dux kjli\ ^niaDciomyosarcomaj \r i /\ nxtviN/Y 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


TsJl\/T OOOSOzt 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


TvTA/f f\C\AH A1 


Homo sapiens BAH -associated protein 1 (BAIAP1), mRNA 


JNJV1 UU4yzj 


Homo sapiens aquaporin 3 (AQP3), mRNA 


JNJV1 UU/loZ 


nomo sapiens Kas association (^KaiOJJo//\r-oj aomam iamiiy i (KAoor ij, 

111 1\ IN /\ 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
menial i eiai cianon ) y ^lin o j, miviN /\ 


rsiivi u 10:00 


Homo sapiens ubinuclein 1 (UBN1), mRNA 


XTA/f O 1 9zLO^ 
IN 1V1 U 1 Z4UO 


Homo sapiens PR domain containing 4 (PRDM^4), mRNA 


A.TA/T O 1 Q70Q 


nomo sapiens myosin jl ^ivl y ujlj, m k in /\ 


TsJl\/T O 1 7^/1 O 


I— I / a 111 / a coniAnc liTni/^+li/=»+ir»o1 111-/^+^111 PM<r" InVii^QAT—rnAO'J /p\Tx" FTV.i^QAT— IMAO'2\ 

nomo sapiens nypotneticai protein iJJs.rz.pDoonuozj ^iJivrz^pjoonuozj j, 

miviN/Y 


TsJIVT 018^^1 
1N1V1 V 1 OOj 1 


I — I / \ in / a Dompiic r "7in/~» T 1 11 rrr^r r\rA+PiTi / '/ p 1^ \ 111 N.I A 

nomo sapiens zinc inigei pioieiii y/^rr)^ iiuvin/a. 


TsJA/T 017^0^ 


nomo sapiens sunen z ^ouivrzj, miviN/\ 


TsJA/T 0 1 84 1 Q 
IN 1V1 KJ 1 o^t i y 


1— T/aih r\ c 0111 <^»ii 0 T? N^ 1 c av / 1 a+artviitini rr rr* / r 1 am N/^ \ V\ av 1 V? 1 CI t\^f I x \ 111 T? A 

nomo sapiens oivi ^sex oeiermining legion i ^i-dox io ^ov^^vioj, in ivin /a 


TsJIVT 018J.97 
1N1V1 V 1 o4Z / 


I I / a 111 / \ coni/^iic 1 I? A nAlirmi3i<ficf» 1 +t*oh c^rmi 1 /ah to a+ Ar T?T?^Vl^ iT?T?^Vl^ 1 111T? ^.T A 

nomo sapiens ivln/-v poiymeiase i iiaiisciipiioii iacioi rviviN j ^ivcvinj) miviN/-v 


1N1V1 UIOj'tJ 


nomo sapiens iiypoineiicai pioieiii ri\\jz,yj>j> yrt\xjz,yj> d j, iiuvln/y 


TsJIVT 018^9^ 

1N1V1 UIOJZJ 


|4 n m M ccmi r»nc 1i\/i-\Mt1ir»ti^o 1 iirMtr»i n PR O 9 "5 A Q ^PRO9^A0^ 111 R Kl A 

nomo sapiens iiypoiiicLicai pioieiii ± jvuzjo" ^ r rvV-y zj07 ^ , in ivin /a 


TsJIVT 012^90 

INIVI UIOJZU 


nonio Sapiens iiypoineiicai pioieiii .tivvjz,z,oo yr is\jz,z,\jo nirviNyA. 


±N1V± UIOUUJ 


Hnmn <ianipn«4 hvnnthftioal nrnfpin PR0 1777 TPR01777^ mRNA 

J__LVJ111VJ &a|Jldl& 11 y JJ \J LllC Llw ai JJlVJLC'lll 1 1 \V7 1 / / / \ I IvVy 1 f / / J} 111 1\ 1 / V 


NM 018573 


Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO 1051 (PRO 1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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TvTA/f OAOfl 

JNJVL UlooVV 


Homo sapiens PR domain containing 5 (PRDM5), mRNA 


JNJVL Ul id J4 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 

rv-i T? XT A 

m is. in /\ 


1N1V1 Ulo^ful 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 

lVTn<s09^ nvm^09M rn I? TsJ A 
Ivll^/oUZO ^lVLL/oUZ-O J, lIlrvrN.rY 




nomo sapiens irpopoiysaccnancie specmc lesponse-/ proiem ^i^oiv/ mrviM/\ 


NM 018694 


Homo sapiens HSVI binding protein (LOC55913), mRNA 


InIVI UloOCO 


nomo sapiens zzKua peioxisomai memurdne L^roiem-iiKe ^-L^Jv^DDoyz) j, mrviN/\ 


IN 1VL U 1 oO^fU 


nomo sapiens neuionai specmc iiaiiscnpiioii iacioi u/vi i (lul jjooj miviN/v 


IN1V1 U150J7 


nomo sajjieiis o DOx-conTammg wu proiem (^i^i^rooo^tj, mrvrN/\. 


ATA A A1 Q/1/1Q 


nomo sa]3iens /vjli-uiz protein ^jlul^j joj d ), miviN/v 


iNlVL UIoOjo 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 16 

^ ivv^ IN J 1DJ, IIlrvlN/^ 


TsJA/T 01 8^71 
1M 1V1 UlOO/ 1 


nomo sapiens nypoinencdi proiem ^iivvjuj)!7 /uuj, mrviNy-v 


In ivl U 1 otj y 


nomo sdpiens nypoxncxicdi proiem iivii^.rv^i ^iivix^/w^ i iiirv in /\ 


TsJA/T 017^91 
IN 1V1 Wl / DZ. 1 


nomo sdpiens rev proiem ^noiviN/-\r ll v ^, inivi n /a 


M1VT 017^9^ 

1_N1V1 U 1 / JZO 


nomo sdpiens lepim recepior gene-reidieu proiem ^noUDrvuivr j, mrviM/\ 


TsJA/L 017^1^ 

In 1V1 Ul / D ID 


I— I r \ »TT / A t"' 'A IT 1 IT C ITT 0+ '1 IT It 'A C ^»|Tt'/A1TT/"\C ^A ITT t~* IT l"/^ A+ 1 1T 1 / 1— T ^llV/Tr" 1 !? ^ O 1 ITT P KI A 

nonio sdpiens ineidpiidise cmoiiiosoiiie pioieni i ^noiviv^ivju^, imviN^rv 


IN 1V1 U 1 1 DDZ. 


Homo sapiens p65 protein (HSAJ2425), mRNA 


1M1V1 UlOOOZ 


Homo sapiens hypothetical protein HDCMC04P (HDCMC04P), mRNA 


INlVl WIOOOU 


Homo sapiens hypothetical protein HDCGC21P (HDCGC21P), mRNA 


INlVl U 1 oH-Zo 


Homo sapiens hepatocellular carcinoma- associated antigen 66 (HCA66), mRNA 


MA/f 017^9 8 
In 1V1 Ul / jZo 


Homo sapiens putative methyltransferase (HASJ4442), mRNA 


In 1V1 Ul / 


Homo s aniens hvnothetioal rvrote 


m FLJ20837 (FLJ20837) mRNA 


TsJA/T H17CK9 


Homo sapiens hypothetical protei 


m FLJ20758 (FLJ20758), mRNA 


MATT 01 7Q^ 
in ivi ui / y d o 


Homo sapiens hypothetical protei 


m FLJ20707 (FLJ20707), mRNA 


In 1V1 U 1 / y D D 


Homo sapiens hypothetical protei 


m FLJ20701 (FLJ20701), mRNA 


TsJIVT 0 1 7Q^ 1 
In 1V1 U 1 / y D 1 


Homo sapiens hypothetical protei 


m FLJ20699 (FLJ20699), mRNA 


TsJIVT 01 7Q1 1 
In 1V1 U 1 /"ll 


Homo sapiens hypothetical protei 


m FLJ20635 (FLJ20635), mRNA 


TsJIVT D17&Q8 
rNivi ui / oyo 


Homo sapiens hypothetical protei 


m FLJ20605 (FLJ20605), mRNA 


TsJA/T 017888 
In 1V1 U 1 / O o o 


Homo sapiens hypothetical protei 


m FLJ20581 (FLJ20581), mRNA 


TsJIVT 0178A^ 
InIVI U 1 / oOj 


Homo sapiens hypothetical protei 


m FLJ20531 (FLJ20531), mRNA 


TsJIVT 0178^ 

INIVI U 1 / OJJ 


Homo sapiens hypothetical protei 


m FLJ20513 (FLJ20513), mRNA 


TsJIVT D1784Q 
rNivi u i / o'-ry 


Homo sapiens hypothetical protei 


m FLJ20507 (FLJ20507), mRNA 


tsja/t ni7Rzi^ 

1N1V1 U 1 / 04j 


Homo sapiens hypothetical protei 


m FLJ20502 (FLJ20502), mRNA 


TsJIVT 017849 

iNlvl U 1 / OH-Z 


Homo sapiens hypothetical protei 


m FLJ20489 (FLJ20489), mRNA 


TsJIVT 017890 
1M1V1 U 1 / OZU 


Homo sapiens hypothetical protei 


m FLJ20433 (FLJ20433), mRNA 


TsJIVT 01780^ 
rNivi ui / ouo 


Homo sapiens hypothetical protei 


m FLJ20406 (FLJ20406), mRNA 


tsja/t 017800 

1N1V1 U 1 / OUU 


Homo sapiens hypothetical protei 


m FLJ20393 (FLJ20393), mRNA 


TsJIVT 01770^ 

inivi u i / lyD 


Homo sapiens hypothetical protei 


m FLJ20378 (FLJ20378), mRNA 


TsJIVT 01 7704 
In 1V1 U 1 / / "4 


Homo sapiens hypothetical protei 


in FLJ20375 (FLJ20375), mRNA 


TsJIVT 0177^8 
In 1V1 U 1 / / O O 


Homo sapiens hypothetical protei 


m FLJ20331 (FLJ20331), mRNA 


MM 0177^7 

In 1V1 U 1 / I D 1 


Homo sapiens hypothetical protei 


m FLJ20307 (FLJ20307), mRNA 


TsJl\/T 0 1 7740 

imivi u i / f'+y 


Homo sapiens hypothetical protei 


m FLJ20294 (FLJ20294), mRNA 


TsJIVT 0177^ 
In 1V1 U 1 / / D D 


Homo sapiens hypothetical protei 


m FLJ20265 (FLJ20265), mRNA 


TsJIVT 0177^9 
IN 1V1 U 1 / / D Z 


Homo sapiens hypothetical protei 


m FLJ20262 (FLJ20262), mRNA 


TsJM 0177^0 

IN 1V1 W 1 1 1 Ju 


Homo sapiens hypothetical protei 


m FLJ20259 (FLJ20259), mRNA 


NM 017723 


Homo sapiens hypothetical protei 


in FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protei 


in FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protei 


m FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protei 


in FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protei 


in FLJ20070 (FLJ20070), mRNA 
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TsJl\/f 017£»^ 
In 1V1 U 1 / O J D 


T-Tr\mr\ cqhiphc \-\\r\-\(\\\-\^\\(^'\ 1 it r^tr»i n PT T900^Q ^ PT T900^QA rv»T?XTA 

numu sapiens nypuiiieiicai piuiein ri^jzuuj" ^fi^jzuujvj, miviN/\ 


TsJA/T 017^9 
1N1V1 U 1 / OjZ 


Uatvia cynifnc U\/t^i\tUr*i\<*-A 1 nrntfi n P T 19 OO^ A f PT T9007 ^ tviTJTsTA 

numu sapiens nypuiiieiicai piuieiii ri^jzuujo ^fi^jzuujuj, iiiixin/\ 


mm 017^94 

IN 1V1 U 1 / OZ*+ 


U nnin C oni Pnc iTwiTMtlTr't 1 nrntni n PT T9001Q f PT T9001Q^ ml? XT A 
nUIIlU SapieilS liypuillCLlL/Cll piULClll rLJZAJUl" ^rljJZUU IIllSJ_N/\ 


TsJA/T 017^9^ 
1N1V1 Ul / OZJ) 


U n m n canipnc ViTn-\r\f Vi<=»lir»c»1 nrn+pin PT T90018 ^ PT T900 1 < >l \ tyiT?AT A 

numu Sapiens nypuiiieiicai proicin rLjzuuio ^rLjzuuio j, niiviN/\ 


TsJA/T 0 1 8^00 

INlVl U10J7U 


T— TiTm/r canipnc 1r«7~r\^+Vi^+ir»ci1 -kxtvt+^m-it PT I 1 1 ^9^ / p T f 1 1 T O T \ ml? AT A 

numu Sapiens nypuiiieiicai piuiein flj i uzj ^rLj i ij>zj miviN/\ 


TsJA/T 018^89 

1N1V1 UlOJOZ 


T-Tr\TYir\ c'lnifnc li\/rw^tli r»ti 1 »-\ r^tr»i n PT T1 1909 ^ PT I 1 1 9 09 ^ tyiT?XTA 

numu sapiens nypuineiieai pruiem flj i izyz ^flj i izyzj, miviN.rv 


mm 018^7 
In 1V1 U 1 O J) S) 1 


numu sapiens iiypuuieiieai piuieiii r l^j i 1 1 j / ^rLj 1 1 1 j / ^, iiiisj_n/\ 


TsJA/T 018^90 

1N1V1 UIO.JZU 


T-Tr\TYir\ ciinipnc Ti\/n^^tTir»ti^»^ 1 nrnfpin PT T1 1000 f PT T1 1 000 ^ mRM A 

numu Sapiens nypuLiieiieai piuiein flj 1 1U77 ^.ti^j 1 11/77 iiiinj_n/\ 


ata/t 018^17 
In 1V1 UIOjI / 


U nnin cQiiiPnc Vi\rr\n+Vif±+ir>ct} r*vr\+p»ir» PT T1 1 089 TPT T1 1 089^ tyiT?7sJ A 

numu sapiens nypuiiieTicai piuiem flj i iuoz ^rLj i iuoz miviN/\ 


TsJA/T 018^01 
In 1V1 UIOjUI 


numu Sapiens iiypuiiieiieai piuiem rbji iuid ^rLj 1 iuioj, miviNi-v 


MATT 01890^ 
In ivl u l 0Z7J 


T-TMTYirv c^nipnc li\/r»Mtlir»ti<^'i 1 nrntni n PT T1 1 000 ^PT T1 1000^ tyiRTsJA 

numu sapiens iiypuiiieiieai piuieiii rLji iuuu ^rbj i iuuuj, iiiisj_n/\ 


TsJA/T 018901 

IN 1V1 U 1 OZ" 1 


T-TAmn ciinipnc \^\/\-\(\i\^ci\(^'A 1 nrntfin PT T1 0Q8A TPT T1 008^^ mRTsJA 

numu Sapiens iiypuLiieiieai piuiein rLJii/700 ^r^i^j iu"ooj, miviN.rv 


In 1V1 U 1 0Z7U 


T-Trtmrv c 'l n i r» n u V»xrr\r\+V»p»+ir»ci1 nrn+pin PT T1 008^ ^PT T1 OQ8^ ml?7sJ A 

numu sapiens nypuineiieai piuiem rLj 1U70J ^rLj iuvoj j, miviN/\ 


TsJA/T 018980 
INTVl U 1 ozou 


numu Sapiens nypuineiieai piuiem r l^j ivy^rj ^rLj iuvh-j j, miviN/\ 


TsJA/T 0189^ 
IN Ivl U 1 OZOO 


U Mnin cQnipnc Ti\/r\r\+TiP'lir»Ql nrntfi n PT T1 0Q09 ^ PT T1 0009^ mRTsJA 

numu sapiens iiypuineiicai piuiein rLj iuvuz ^ri^j luyuzj, iinviN/A. 


TsJA/T 0189^^ 
In ivl u 1 ozuj 


U n m M c'inir>nc 1t\ /i-\^t1-» r»t i 1 nrn+pin PT T1 O8Q8 ^ PT T108Q8^ rv»T?XT A 

numu Sapiens nypuineiit/cii piuiem rLj 1U070 ^flj luovo j, miviN/\ 


TsJA/T 01894Q 
In 1V1 U 1 OZ47 


T-Tr\mr» ecinipnc V»Trr\r\lV»^lir»ci1 nrntni n PT T1 08^7 ^ PT I 1 O^A7^ mT?7sJ A 

numu sapiens nypumeiieai piuiem flj iuoo / ^rLj iuoo / miviN/\ 


ATA/T 0189^^ 
in ivi u 1 ozj j) 


U n m n ctinipiic T»T/r\r\+T»r'lir»Ql i-\ r^^tr'i n PT I 1 0 8 9 A / PT T1089^A m 17 KI A 

numu sapiens iiypuiiieiieai piuiem iljiuozo ^tlj iuozoj, miviN/\ 


TsJA/T 018909 
IN Ivl u 1 ozuz 


TTnmn CQnipnc T»^^r\^lTip»lir»Ql nr^^toi n PT T1 0747 ^PT T1 0747^ mT?AJA 

numu sapiens iiypuineucai pi u lein rLj iu / L r i ^rLjiu/t/ iiuvin/a. 


TsJA/T 0181 04 
in ivi 1/101 y*r 


|4 nm n r»nc \-\\i\-\i\\\'\c\\(*<a 1 r\^r\+<=»irt PT T1 0794 ^ PT T1 079zl^ mT?T\JA 

numu sapiens iiypuuieiieai piuiein vl^j iu /z,h- ^r^i^j iu /zt j, iiiivln/^ 


TsJA/T 0 1 8 1 Q 1 

In Ivl UlOlyl 


numu sapiens iiypuLiieueai pi u Lein ri^j iu / 10 ^ri^j iu / ioj, iinviN/A. 


T\TA/T 0181^4 
In 1V1 U 1 O 1J5 H- 


TTnmn ciinipnc T»A7~r\ofT»P'+ir»'s1 nrntfi n PT T1 0^47 TPT T1 0^47^ mT?TsIA 

numu sapiens iiypuLiietieai pi u icin ri^j iujh- / ^fi^jiujjh-/ j, iiuvin^v 


TsJA/T 0181^1 
In 1V1 ulOlj 1 


T-TrtTYirv CQniPTio V»^7T^^lV»P'li^Ql nr/-\tr»i n PT T1 0^40 fPT T1 0^40^ tyiT?AJA 

numu sapiens iiypuiiieueai piuiein rL/j iujt-u ^rpj iu^h-uj, miviN.rv 


TvJA/T 018194 
In ivi 1/101 zh- 


Unmn cQr\i^r»c ]^\n^\(^f]^r*t\(*<A 1 r\ r^^tr^i n PT T1 0^90 TPT T1 0^90^ ml? XT A 

numu sapiens iiypuiiieiieai piuiein r l^j ivjj>z,vj yri^j iuj>z,uj, iiii\j_n/\ 


TsJA/T 0181 1 A 
In 1V1 UlOl 14 


numu Sapiens nypuineiieai piuiem fi_^j iif+yo ^rLj iuh-vo j, miviN/\ 


TsJA/T 0181 07 
In 1V1 UlolU/ 


T-Tr\TYir\ c'inipni: U\m(\ihr*i\(+<A 1 r^tr»i n PT T1 0489 ^ PT T10zL89^ tyiPXTA 

numu sapiens iiypuiiieiieai piuiem iljiuh-oz ^rLj iuh-oz^i, miviN/\ 


TsJA/T 0 1 80Q8 

1N1V1 UIOW7O 


T— 1 1 -v i \ c 'i mr>n c It \ / »-\ / a -f It -f i / » o 1 r^TVT+^i-iT PT T 1 O/T f~\ 1 /PT I 1 (\/\ f~\ \ \ ml? AT A 

numu Sapiens iiypuiiieiieai piuiem i^i^jiut-oi ^"i^jiuh-oi miviN.rv 


AJA/T 01808^ 
1N1V1 UlOUOJ 


U nm n c'jnipnc \^\m(\t\^(^i\(*<A 1 rvtwfr^in PT T1 0zL09 TPT T1 0zL09^ tyiT?T\JA 

numu sapiens iiypuLiieneai piuiein iljiuhuz ^ri^j iuh-uz j, miviN/\ 


MA/T 018070 
In Ivl UlOU/7 


Hnmn cqhiphc h\/t^Mthr»ti^'^ 1 nrntnin PT T1 0^70 ^ PT T1 0^70^ tyiRTsJA 

numu sapiens iiypuLiieiieai piuiein flj iuj iy ^tlj iuj >y )•> iiixvin/\. 


TsJA/T 0 1 80^^ 
In 1V1 Wlo UD J) 


numu sapiens nypuiiieiieai piuiem rLjiujj" ^rLj iujj" j, miviN/\ 


TsJA/T 0180^9 
In IVI Ulo UOZ 


I — I / -\ ITT / \ DQtMPMC It \ ^ tT / \ "f It 1 / * *T 1 »T t"/ A "f ^ 1 IT p T 11 1 |7 \ A / p T 11 1 1 \ \ > 1 -|->T 1? AT A 

numu Sapiens nypuiiieiieai piuiem flj iujjj ^flj iujjj j, miviN/\ 


TvJA/T 0180^0 
In Ivl UlO \JD y 


numu sapiens iiypuLiieiieai piuieiii ilj i wjzh ^rLj iuozh-j, miviN/\ 


TsJA/T 0 1 80^ 
In IVI Ulo U D D 


I — I / \ ITT / \ L ' ^1 »T 1 ^ IT L ' KIT 7~t^ /T+It O 1 rXfA+Oltl 171 11 0^07 1 1-71 11 li aMT 1 "KV» 1? AT A 

numu Sapiens nypuiiieiieai piuiem r juj iuju / ^riij iuju/ j, miviN/\ 


TsJA/T 0 1 804^» 
In IVI Ulo UH-O 


14 nm i\ c'inir>nc ViTrr*r\+V»p»lir»Ql nrn+pin PT T10987 ^ PT I 1 09 87^ mRXTA 

numu Sapiens nypuiiieiieai piuiem flj iuzoj ^flj iuzoj miviN/\ 


ata/t n 1 800£» 
In IVI U 1 0 UUO 


H ( \ itt ( \ cQnipnc V»Trr\r\lT»P'lir»Ql r\r^tr»i n PT 110140 / P T I 1 O 1 ZlO ^ tyiTJXTA 

numu Sapiens iiypuiiieiieai piuiem ilj iwi^w ^rLjiui^uj, miviN.rv 


ATA/T 01 800/1 
In Ivl U 1 O UUt- 


11 1 \ itt /t c 'i it i o n c It \ / it ^ "\ trT /^li r»ci 1 nrnfpin PT T 1 O 1 ^4 / PT T 1 O 1 7/1 i ml? AT A 

numu Sapiens iiypuiiieiieai pi u Lein vl^j iui ji ^rLj iui jt-j, iiiisj_n/\ 


TsJA/T 01 7000 
inivi ui / yyy 


11 ( ~\ itt i \ cQtMpnc It \ / it ^ a + It <~» i - 1 nrAtpm PT T101 1 1 (PT T101 1 1 i itt T? ^.1 A 

numu sapiens iiypuiiieiieai piuiein r lj i w 1 1 1 ^iri-rj iui 1 1 j, iiiivin /a 


TsJlVT 017009 
inivi ui / yyz. 


Rnmn c'inif nc h\mr*t hc^iinc*] nrntr>i n PT T1 008^ TPT T1 008^^ rnRTSlA 

numu sapiens iiypumeiieai piuiein P-Ljiuuojj ^flj iuuo.3 ^, iiiivin/^ 


TsJA/T 0 1 700 1 
in ivi u 1 / 77 1 


U nrnn cqitiphc lT\/rw-\tlT r»t i ^'i 1 iTr^-\tr»i it PT T10081 ^ PT T10081^ itt F? KI A 

numu sapiens iiypuiiieiieai piuiem rLjiuuoi ^ilj iuuoi j, miviNi-v 


NM 017979 


Humu sapiens hyputhetical prutein FLJ10043 (FLJ10043), mRNA 


TsJA/T 01707^ 
IN JV1 U 1 fy/J 


numu sapiens nypuineiicai piuiem ri^jiuuj)0 ^ri^jiuu^oj, mrviN/\ 


NM 017973 


Humu sapiens hyputhetical prutein FLJ10034 (FLJ10034), mRNA 


ATA/f O 1 1 O 


numu sapiens iiyputiieiicai piuiem TJJs.rZ.p/uiiJUoi (iJJs.rZ.p /oiiJUoij, miviN/\ 


NM 018457 


Humu sapiens DKFZp564J157 prutein (DKFZP564J157), mRNA 


JNM U17590 


Humu sapiens nyputnetical prutem DKJ H Zp4J4K(J9z(J (DKFZp4J4K(J9z(J), 
m KIN A 


INIVI U 1 / DOO 


I— I/mtt/\ l o it i r» it l Itt rv\ /t+1t r» a 1 it rv^r» i it PM<^ P7 it/1 ^ /T i^t O ^ 9 9 / PM<^ P it/1 ^ /l i^t O ^ 9 9 ^ 

numu sapiens nypuTnencai pruiem uivrz^p^j^fouDzz ^iJisj^z^p^o ^-oudzzj, 
mRNA 


NM_017612 


Humu sapiens hyputhetical prutein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Humu sapiens chundruitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Humu sapiens cytukme-like prutein C17 (C I 7), mRNA 
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JNJVL UlocOO 


Homo sapiens bladder cancer overexpressed protein (BLOV1), mRNA 


JNJVL Ulo/Uz 


Homo sapiens double- stranded RNA specific adenosine deaminase (ADAR3), 

rv-i T? TvT A 
m iv IN JA 


TvTA/1 o 1 A 1 /^O 
IN1VL UL^lOU 


W^rnn c'jninnc T^TQPr^070 n r^tr>i n rPTQPf~ 1 070 > k rv»T??vTA 

nomo sapiens iiorL/U / u proiem ^rior l^u/u^, miviN/\ 


TvTTV/T OOzL9££ 
LN1VL UU^fZoo 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains, binding 

piOLvLn ^1 jL L/Dl j, III IV IN f\ 


MA/f oozio^o 

IN IVL UU'+UOU 


W/^m^ c'inir«nc r»wr»1in 01 fff^TvTOI^ mJ?\TA 

nomo Sapiens cycini ui ^v^ v^ invji iiirviN/^Y 


TvTlVT 00^9 1 
IN1VL UUOJZl 


llOlllO SapieilS LLaLLSCIipilOll LaClOL ULLlCUIlg lO IVjniVL eilllalicei J ^L.Tl_!OJ, lIllvINjrY 


TsJA/T 0070^ 

rNIVl UU/U-jD 


nomo sapiens Keraiocaii ^ rvc/iv/\ j, miviN r\ 


Tsrivf ooo^a^ 

in IVL KJ KJ KJ J H- O 


nomo sapiens lumor protem pjj) ^i^i-Fratimem syiiciromej ^ ir jj mrviN/A. 


TsJA/r 00^01 ^ 

IN IVL UUjUI J 


nomo sapiens secreieci irizzieci-reiaieci proxem j ^or^Jtvrz) ^, mxviN/\ 


tsja/t 00^019 

rNivi kjkjjkjiz. 


nomo sapiens secieieci Liizzieci-ieiaLeci pioiem i ^orivr i ^, iiiivin/\ 


TvTT\/T fl 1 7zL 1 zl 
IN ivl Ul / H- L 


nomo sapiens uDiqunm sljcciilc Lnoiease 10 ^uor loj, miviN/\ 


AJA/T 01^9^ 
IN IVL ULOZ)ZJ 


nomo sapiens uDiqunm associaxeci pLOTein ^U-D/vr,), mrviN/\ 


TsJA/T 017449 
IN 1V1 Ul / H-H-Z 


nomo sapiens toii-iiKe lecepioi y ^ii^ivy^, in ivin /\ 


TsJA/T 01^0^7 


nomo sapiens jjOLymeiase ^ljin/\ QirecteQ^i, dipna yr vji^/\j, miviN/\ 


TsJA/T 0 1 /^Q^ 1 
in ivi kj l oys> i 


nuiiiu sapiens inauiii oxidase h - ^invj-a.h-j, iiiiviN.rv 


NM 017433 


Homo sapiens myosin IIIA (MY03A), mRNA 


IN 1V1 U 1 0 O 


nomo sapiens j uncTioiiai acuiesioii moiecuie ^j/vlvij, mLviN/\ 


IN IVL UU^O-jO 


Homo sapiens inositol(myo)- 1 (or 4)-monophosphatase 1 (IMPA1), mRNA 


NM 017410 


Homo sapiens homeo box CI 3 (HOXC13), mRNA 


IN IVL Ul /4UV 


nomo sapiens nomeo dox clu (^rHjy^CLUj, m k in a 


JNJVL KjijyZZ 


Homo sapiens NAD(P) dependent steroid dehydrogenase -like; H105e3 
^niuz>Jc/j j, m iv in /a 


TvTA/f OO/l no 
IN IVL UU41Z^ 


Homo sapiens guanylate cyclase 1, soluble, beta 2 (GUCY1B2), mRNA 


TvTA/T O 1 7zL9^ 
IN IVL U 1 1 ^fZj 


Homo sapiens UDP-N- acetyl- alp ha-D-galactosamineipolypeptide N- 

aCeiy l^alaClOSallllliy ILlalloiei aac / ^VJallN^rvC - 1 / ) ^V_Lrvl-^IN 1 / J, IIlrvlN.rv 


TvJlVf 0 1 f\Q Al 
IN IVL KJ L OVH- / 


nomo sapiens uo proxem ^ooj, m is. in /\ 


TvTA/T 0174^4 
IN IVI Ul / H- 3 t- 


I — I / -\ / \ C" OT"\1 ^»T1 C /Xliol / \ "V 1 / I r .l L' O 1 / TlT TO X 1 1 TV* I? ^VT A 

nomo sapiens tiLiai oxidase i j, iiirviNi-v 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


TvTA/T O 1 74 1 £ 
IN IVL U L / 4 L o 


nomo sapiens cieieieG m esopnageai cancel i ^ljlj/^l j, nixviN/v 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


TvTA/T O 1 HA 1 ^ 
IN IVL Ul 


Homo sapiens apelin; peptide ligand for APJ receptor (APELIN), mRNA 


JNM UUU4 / / 


Homo sapiens albumin (ALB), mRNA 


IN IVL UU/ZJj 


Homo sapiens exportin, tRNA (nuclear export receptor for tRNAs) (XPOT), 

-rv-i T? TvT A 


TvTA/l OO/l^ft^ 
iNlVl UU4DoD 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


TsJA/T 009 1 ^zL 
IN IVL UUZ1J54 


nomo sapiens neme oxygenase ^ciecycimgj z ^nivivj^zj, mrviN/A 


TvT\/T 009 1 OO 
IN IVI KJKjZlKJKJ 


nomo sapiens gLyco|jiionn r> ^mciuoes os diooq gioujj^ (uirDj, miviN/\ 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


JNM UUj> /Uo 


Homo sapiens glypican 6 (GPC6), mRNA 


NM_0 13280 


Homo sapiens fibronectm leucine rich transmembrane protein 1 (FLRT1), 

1Y1 K IN /A 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


TVTA X A 1 T /) 1 A 

NM013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
[jroiem, miviN/\ 


NM_002161 


Homo sapiens is o leucine -tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nucieai gene encoQing mitocnonuriai protein, miviN/\ 


inivl uu^-yyz 


Homo sapiens methyl CpG binding protein 2 (Rett syndrome) (MECP2), mRNA 


INIV1 VVJyZO 


Homo sapiens methyl-CpG binding domain protein 3 (MBD3), mRNA 


JN1VL UUOOU 


Homo sapiens LIM^ domain only 6 (LM^06), mRNA 


\TAyf O 1 ^Zl^ 1 

InIVI Ul .3*40 1 


nomo sapiens Kiiier cen lectm-iiKe receptor suuiamiiy i^, memoer *+ ^jv.uina^*4- j, 

IIlrviN rv 


IN 1V1 UU 1 H-Z / 


nomo sapiens engraiieci nomoiog z ^j_yiNzj, miviN/\ 




noiiio sapiens engiaiieu. iioiiioiog i ^j_/1n i j, iiiiviN/^. 


1NIV1 ULOH-HO 


nomo sapiens zinc linger protein idj ^pnz^-voj ^z^inf idd), iiiivin /a 


IN IV1 KJ 1 ozzu 


nomo sapiens zinc imger protein yz^r uz,d ) yz^r uz,d j, in iviN s\ 


IN 1V1 KJ 1 J) O J> J) 


nomo sapiens wiiins itiiiioi associated pioiein ^wii-i iinviNi-v 


IN 1V1 Ul JO / J) 


nomo sapiens viiim-ii-Ke ^ vii^-Lj, iiiinin/^ 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


IN IV1 U 1 CO 1 O 


nomo sapiens vanaoie cnaige piotem on ^ witn two repeats ^ v^^v-zrj, miviN/\ 


T\J1\/T H1 A/177 
IN IVL U 1 04j / 


Homo sapiens tubulin, gamma 2 (TUBG2), mRNA 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


In IVL U 1 OUoy 


Homo sapiens KRAB-zinc finger protein SZFl-l (SZFl), mRNA 


TvTA/f n 1 79T9 

INIVL UUZ/Z 


Homo sapiens solute carrier family 21 (organic anion transporter), member 1 1 

^Qt a 1 mt?TsJA 
(oi^L^zi/\i i miviN/\ 


in ivl uoyzo 


Homo sapiens putative secreted protein (SIG1 1), mRNA 


XTN/T fMA99zL 
In IVL U 1 OZZ^-f 


nomo sapiens onj ano r^v Qomam-contammg protein orijrAi ^onjrAi ^i, 
mRNA 


XTTV/L H 1^9 7 fs 
In IVL U 1 OZ / O 


nomo sapiens seium/giucocoiiicoiQ leguiateo Kinase z ^oojvzj, mrviN/v 


IN IVL UlDoo4 


nomo sapiens ozr piotem y&zr), mjtviN/\ 


in IVL UlOJOO 


nomo sapiens kuzo (KUZj, mKiN/\ 


IN IVL U1COZ1 


Homo sapiens Rh type C glycoprotein (RHCG), mRNA 


NM_0 15900 


Homo sapiens phosphatidylserine- specific phospholipase Alalpha (PS-PLA1), 
mjviN/\ 


INIVL U 1 CO J D 


Homo sapiens ninjurin 2 (NINJ2), mRNA 


TsJA/T H 1 AAA 1 
INIVL U 100*4-1 


Homo sapiens membrane interacting protein of RGS16 (MIR 16), mRNA 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MAN1), mRNA 


INIVL U10Z4V 


Homo sapiens melanoma antigen, family E, 1, cancer/testis specific (MAGEE1), 

™t? AT A 

m in. IN /\ 


IN IVL U 1 0 1 J D 


nomo sapiens l w - 1 ( l w - 1 j, m iv in ja 


inivl uioroi 


Homo sapiens seven transmembrane protein TM^7SF3 (TM^7SF3), mRNA 


INIVL uitozy 


Homo sapiens ATPase, aminophospholipid transporter- like, Class I, type 8A, 
memuer z \ f\ 1 1 o/\z iiiin. in /a 


INIVI U 1 0*40 Z 


nomo sapiens synoretm ( lul j i / <L \-yj^ niiv in /a 


IN 1V1 KJ 1 OD OZ 


nomo sapiens giiieini piecuisoi ^i^vji^oi /j)o^, iiiivin/a. 


IN 1V1 U 1 OZ / O 


nomo sapiens ivi uppei-iiKe lacioi ^lucj i / u j, iiiivin/\ 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


INIVL UlOZJl 


nomo sapiens nemo-iixe xmase ^lucji / uij, miviN/v 


TvTA/T H 1 A99 ^ 
INIVL UlOZZj 


nomo sapiens ivnu type 111a piotem ^vjl^d iovo j, rnKiN/v 


NM 016219 


Homo sapiens alpha 1 ,2-mannosidase (LOC51697), mRNA 


TvTA A m A9 1 T 

In IVL U 1 OZ 1 / 


Homo sapiens hHDC for homolog of Drosophila headcase (LOC5 1 696), mRNA 


TvTA/f M 1 A 1 QQ 
INJVL UlOlW 


Homo sapiens U6 snRNA-associated Sm-like protein LSm7 (LOC51690), 

1 1 1 IV 1 N r\ 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM_0 16447 


Homo sapiens MAGUK protein p55T; Protein Associated with Lins 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN- 18 antigen (LOC51667), mRNA 
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TsJA/T 0 1 A07Q 

1N1V1 UlOU/7 


U nnin C{ , n i PT1c POT 1 AQ rvrotp'in H flf^ 1 AS9^ mRTsJA 

numu sapiens L/Ui-i^y pruiem ^ULyj iojzj, 111 in in /a 


TsJA/T 01AOA9 
IN 1V1 U 1 OUOZ 


Homo cQnipTic POT 1 9R rvrotr»in fT OPS 1 Ad.7^1 rnRKJA 

numu Sapiens uui-izo piuiem ^i^v^jv^o ion- / iiiinin/a 


mm 01A0S7 
In 1V1 U 1 OU J) / 


numu sapiens i^v_ri-i zu piuieiii ^UL/j ioh-t- j, iiiivin/a. 


MA/f 01 AOS A 
1>J 1V1 U 1 OUZ) O 


n uniu Sapiens lui-i iy piuiem ^ l^j lo^tj j, iiiiv in /a 


TsjA/r oiaozL7 

In 1V1 U 1 OUH- / 


numu sapiens lui-i iu pruiem ^lul j i oj / j, iiiiv in /a 


MA/f 01 A0 1 A 
In 1V1 U 1 OU 1 O 


Urrmr* CQtiipnc fPi T AO r»r^tr»i n ^ T OPS 1 A90^ m R Kl A 

numu Sapiens uui-07 piuiem ^LULJiozyj, iiiiv in /a 


mm 01A008 
In 1V1 U 1 UWU o 


U nnin c'inipnc rni AO rvmtp>in ( T Of^l^M mRTsJA 

nuniu sapiens ^01-ou piuteiii ^i^v^^j) ioz,o^, iiiivin/a. 


KJ1VL 01SQQS 

1N1V1 Ul J77J 


nuniu Sapiens iviuppei-inve laeiui i j ^jvi^r i j ^, iiunJ-N/a. 


KTA/L 0 1 SQ80 
In 1V1 Ul J70U 


n unio sapiens nivii 17 pruiem ^luljioi / j, 111 is. in /a 


TsJA/T 0 1 SQS& 
In 1V1 Ul J z/J o 


Womo cQnipnc POT ^0 nmfpin (\ Df^ 1 A 1 1 ^ mT?TsJA 

numu Sapiens ^ aj i-ju pruiem ^luujioi i miviN/\ 


TsJK/L 01SQ41 
In 1V1 Ul J z/'-r 1 


T-Trimn c'lnifiK OOT 1 1 nrntpin PT OPS 1 AOA^ m R Kl A 

numu sapiens i^vji-i i piuiem ^ul^j louoj, iiuvin/a 


TsJA/T 01SQ^7 
in ivi ui j yj i 


TTomo cnniptic POT OA nrntpin ( T OPS 1 AOzl^ m R Kl A 

numu Sapiens v^vjri-uo piuiem ^lul-j iouh-^i, iiuvin/a. 


TsJA/T 01 SQ9Q 
1N1V1 Ul J7Z7 


numu sapiens iipuynransieid.se ^lul-jioui ^, in in in i\ 


TsJlVT 0 1 SQ9 1 
In 1V1 Ul j 7Z 1 


numu sapiens uivaieni eaiiun luieiain piuiem k^kj i s\ \l^kj j i jvuj, miviN/\ 


TsJlVT 01SQ0& 
In 1V1 UIJ7UO 


numu sapiens aiseiiaie lesisiaiiee piuiem aivoz ^.rvivozj, iiuvin/a 


tnjivt n 1 SR7S 

In 1V1 Ul JO / J 


numu Sapiens umiameci nciv v -n pruiem ^lvjuji joi mrviN/\ 


Tsjivr m sr7zl 

In 1V1 U 1 O / *-t 


T-Tr\TYir» ecinipnc II 9 T<f Kin /lintr fj/«tnr 9 / T OPS 1 S Q (\\ m R Kl A 

numu Sapiens n -z iv DiiKiing ideiui-z ^ l j i jou j, iiiiv in /\ 


AjA/r 01A9R^ 
In 1V1 U 1 OZOJ 


numu sapiens acneiiai giaiici piuiem ajj-uuh ^i^vji^j i j / oj, miviN/\ 


TsJA/T 0 1 AAzLd. 
In 1V1 U 1 00^4 


T— IniYlA CQtMPTIC TYlPCPMAmmiQ 1 O + ^TY* / » O 1 1 1V\tA1 I'A M ^! f S /I /I 1 H S 1 ^ < /I \ rv» I? KJ A 

numu sapiens ineseiiciiyiiiai stem eeii piuiem yL^Kj\^jijj i -t), iiiivin/a 


TsJlVT 0 1 AAd.^ 
IN 1V1 U 1 OUt-j 


numu sapiens meseneiiyiiiai siem eeii piuiem i^o^h-j) ^lulji jjj j, iiiivln/a 


TsJlVT 01AA49 

IMlvl UIOOt-Z 


I— I / % m i \ ctmipnc T\p»+ci \I cnppfrin / C Dp \J \ m R Kl A 

numu sapiens ueia v specuin (Dor ct v ), iiiivin/-v 


TsJlVT oiaa^s 
In ivl U 1 OO J) 0 


I— T^tvi / \ c c»-r\i r»n c 01 R r^9 S ni iplr»Qi* nrn+pin / T p\ P 1 ^ 1 ^2 O Q\ ml? KJ A 

numu Sapiens oivpzo nuciedr pruiem yL^\j\^D ijzy), mrvrN/\ 


NM 016637 


Humu sapiens ncaml (LOC51328), mRNA 


TsJA/T 01AA^ 
INlvl UIOOJJ) 


T-Ir\rvir\ c'lninnc PHRP n mtr»i n / T OPS1^97^ m R Kl A 

numu sdpiens el l> in. r pruiem (lulj i j a / miviN/A 


KTA/T O 1 AA9S 
INIVL UlOOzO 


Humu sapiens hyputhetical prutein (LOC51319), mRNA 


NM 016622 


Humu sapiens hyputhetical prutein (LOC51318), mRNA 


IN IVL UTOOzl 


Humu sapiens hyputhetical prutein (LOC51317), mRNA 


JN1V1 UlooUV 


Humu sapiens hBOIT fur pctent brain type urganic iun transpurter (LOC5 13 10), 

mT?T\J A 

rnKiN/v 


NM 016606 


Humu sapiens SGC32445 prutein (LOC51308), mRNA 


xta >f Ai/:f 01 
JNJVL UlOjyl 


Humu sapiens cure 2 beta-l,6-N-acetylgluccsaminyltransferase 3 (LOC51301), 
ni in. in s\ 


TsJA/T oiasss 
IN IVL ULCOoD 


Hume sapiens testicular haplcid expressed gene (THEG), mRNA 


KTA/L 01AS7^ 
In IVL UltO Id 


numu sapiens oem-inieracrmg piuiem (i^vJi^jizyi j, itiiv1n/a 


KTA/T 0 1 AS AQ 
INIVL UltOOo 


Humu sapiens G-prutein ccupled receptur SALPR^ sumatustatin and angiutensin- 

1iVp» npntiJp r^>r>ntnr / T OPS19ftQ^ m R Kl A 

iiKe pepncie lecepiui \l^\J\^j> izoy), miviN/\ 


tsjivt oiasaa 

INlvl U 1 OJOO 


T-Tomo ciinipnc nny rl ^ T OPS 1988^1 m R Kl A 

numu sapiens ppdii izooj, iiiivin/a 


TsJlVT OIASAA 
1N1V1 UIOJjOj 


Unmo ciinipnc T? ic H" OPS 1 98S^ mRKJA 

numu sdpiens in is ^luL/J izo j j, iiiinin/a 


TsJA/L OlASzLR 
InIVI U 1 0j40 


numu sdpiens guigi memoidne piuiem kj i id lzouj, in in in /a 


TsJlVT 01AJ.QQ 
In 1V1 U 1 OH-77 


l — J / \ / A c o-i^i O C 1 I»T 7~K\^+ 1» A o 1 r\rA+Am I T 111 SI 9 S O \ 111 X? KJ A 

numu sapiens nypuxiieiicdi piuiem (lulj i z j vj, iuin in /a 


NM 016490 


Humu sapiens hyputhetical prutein (LOC51252), mRNA 


TsJA/T fl 1 AAA A 
In 1V1 U 1 OH-OO 


numu sapiens nypuineiiedi pruiem ^i^^^-o izj7 j, miviN/\ 


TsJA/L OlAzLSQ 
IN IVL Ulu4j7 


Humu sapiens hyputhetical prutein (LOC51237), mRNA 


NM 016449 


Humu sapiens hyputhetical prutein (LOC51233), mRNA 


KTA/T C\ 1 A/1 A C\ 
INIVL UT044U 


Humu sapiens VRK3 fur vaccinia related kinase 3 (LOC5 123 1), mRNA 


JNJVL ULo4z/ 


Humu sapiens transcriptiun elcngatiun factur (SHI) elcngin A2 (TCEB3L), 

lllXVlN r\. 


NM 016423 


Humu sapiens zinc finger prutein 219 (ZNF2 1 9), mRNA 


NM 016361 


Humu sapiens LPAP fur lysuphusphatidic acid phesphatase (LOC51205), 
mRNA 


NM 016353 


Humu sapiens rec (LOC51201), mRNA 


NM 016349 


Humu sapiens susceptibility prutein NSG-x (LOC51 198), mRNA 
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NM 016341 


Homo sapiens pancreas -enriched phospholipase C (LOC51 196), mRNA 


inivl u i odzj 


nomo sapiens cycim-ij/ uinomg protein i ^lulji ivij, miviN/v 


TsJA/T O 1 1 7 
IN IVI U lOJ) 1 / 


Homo sapiens neutral sphingomyelinase (LOC51 190), mRNA 


INlVl UlOZoO 


Homo sapiens carbonyl reductase (LOC51 181), mRNA 


\TAyf fl 1 A9AQ 

in ivi u i ozo y 


nomo sapiens ij^mpnoiQ ennancer umQing iactoi-i ^i^^JL.oi i /oj, miviN/\ 


TsJA/T 01A9AS 
IN IVI UlOZ^O 


riomo sapiens retmai snort-cnam aenyQiogenase/reauctase retouivz 

^ L J 1 1 / U 111 lv IN /A 


TsJlVT 0 1 ^94 1 

rN 1V1 KJ 1 OZ4 1 


nonio sapiens eiiu.oiiiu.ciii- 1 ^i^vj^oi 107 j, iiuvin/a. 


TsJA/T 01^9^0 

IN IVI U 1 OZj)U 


n 011 10 sapiens iiavoiieiiiopiotem uj 1 uj in. j 1 10 / ), 111 1\ in /a 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC51 164), mRNA 


TsJA/T O 1 A 9 1 S 
IN 1V1 U 1 OZ 1 Z) 


nomo sapiens ini_/LJ i protein ^ h^ji^ j) i ioz )^ miv in /a 


IN IVI U 1 OZ 1 U 


nomo sapiens gzu protein ^i^ul^z) 1 101 miviN/\ 


"NTA/T O 1 A 1 A 1 
IN 1V1 U T O T O T 


Homo sapiens alpha- 1,4-N-acetylglucosaminyltransferase (LOC51 146), mRNA 


IN IVI UlOlZj 


Homo sapiens putative protein kinase NY-REN-64 antigen (LOC51 135), mRNA 


xnv/r o 1 on 

1M1V1 UlOlZU 


Homo sapiens putative ring zinc finger protein NY-REN-43 antigen 

(LU J 1 1 J)Z J, 111 lv IN r\ 


1N1V1 UIOUj J 


rioiuo sapiens laji-7U pioieui ^i^v^^ o 1 1 1 j j, uuvin/a 


TsJlVT 01^0^9 

INlvl U10U.JZ, 


nonio sdpieus v^vji-o" pioieui ^i^vj^j 1 1 14 ^, iiiivin/a. 


IN 1V1 U 1 OVD KJ 


Womo cQnipnc POT 87 nrofpiti ^T flf^l 1 19^ mRTsJA 

nomo sapiens cui-o / protein ^ l J 1 1 izj, in in. in i\ 


TsJlVT 01^098 

IN 1V1 KJ 1 OUZ O 


Wnmo cpnipnc POT 8^ nnitfin ^ 1 OPS 1 1 1 1 \ mRMA 

nomo sapiens v^vjt-o j pioieui ^i^vjv^j 1 1 1 ij, iiixvin/a. 


TsJlVT 01^097 

IN 1V1 U 1 OUZ / 


Wnmo c-inifnc PPT 8^ nmtpin ( T OPS 1 1 1 mRMA 

nomo sapiens ^vji-oj) pioieui ^i^v_y^o 1 1 iuj, iiixvin/a 


TsJA/f 01A099 
IN 1V1 UIO UZZ 


U ntYin cQniAnc POT 78 nmfpiti (\ OPS 1 1 (\H\ mRM A 

nomo sapiens lui- /o protein ( lvjv^ j i iu / ), miv in /a 


TsJlVT 01^018 
INlVl UlOUlO 


Womo cQniptic POT 79 nmfpin TT OPS 1 1 OS^ mPTvIA 

nomo sapiens cui- /z protein ^ l j i iuz) j, iniv in /a 


TsJlVT 01^01^ 
INlvl KJ 1 OU 1 J 


Womo ciinipnc POT AS nrnlpin ^T OPS 1 10^^ mRTsJA 

nomo sapiens ^. v_rt-oj) pioiein ^i^vj^ji iuj ^, iiiivin/a 


tsjivt m /^ni 1 

IN 1V1 KJ 1 OU 1 1 


Wrrmo c-inifiK POT fcSX nmtpin ( T OPS 1 1 09 ^ mRTsJA 

nomo sapiens ^vjt-oo pioieui ^lwcj i iuzj, iiuvin/a. 


mm oi^oo^» 

IN 1V1 U 1 OWWO 


UAtviA ccinipric POT S8 nrotr»i n ^ T OPSIOQQ^ m R Kl A 

noiuo sdpieus v^v_rt-j)o pioieui j iu"7 j, iiuvin/a 


TsJlVT 0 1 SQQQ 

INlVl Ul J777 


Womn c'inipnc POT ZlS rvrrkf^in (\ OPS 1 004^ mT?MA 

nomo sapiens cui-^j protein ^luL/j iuvh j, iiux in /a 


TsJlVT 01SQR9 

INlvl Wl J70Z 


nomo sapiens germ ceu specmc r -oox Dinuing piotem ^t^vj^z>iuo/ mrviN/\ 


TsJlVT 01SQrf^ 

INlvl Ul JyOJ 


U nmn C n n i P11 n POT ^ A nmtpin f T OPS 1 07 8 ^ mRM A 

nomo sapiens ^v_rt-j)o pioieui ^luL/jiu/oj, iiirviN/A 


TsJA/T 01 SQSQ 

in ivi ui j yD y 


Unmn cQnipnc POT ^ 1 nrn+^in / 1 OPS 1 H7S^ mRM A 

nomo sapiens cui- j i protein ^lucjiu/j j, iiuv in /a 


TsiA/r n 1 soso 

IN IVI U 1 3 y J KJ 


UA mn ccinipnc POT 99 t-\ r^tr>i n /T OPS 1 HAQ^ mRlsJA 

nomo sapiens cui-zz protein ^LWL/j 1UO7 j, iiiix in /a 


TsJlVT 0 1 SQ^S 
IN IVI KJ 1 D yjj O 


T-Tomn cQnipnc POT 07 nrntpin ^T OPSIOAR'k mRTsJA 

nomo sapiens cui-u/ piotem ^LULJiuooj, nnviN/A 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


TsJA/T O 1 SQ1 zl 

in ivi Kj ijy 


nomo sapiens nypotneticai piotem (luljiuoi j, mrviN/A 


IN 1VL U 1 J y 1 u 


Homo sapiens hypothetical protein (LOC51057), mRNA 


tvta/t o 1 soo 1 
in ivi kj i o y KJ i 


Homo sapiens unknown (LOC51055), mRNA 


TsJl\/T n 1 SSQ^ 
INlVl UlDobO 


Homo sapiens preproprolactin-re leasing peptide (LOC5 1052), mRNA 


NM_0 15887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 

1Y1 IvlN /A 


TsJA/T 0 1 S8£0 
IN 1V1 Ul jOOU 


IJ^rt c'lnifnc R TO WVr* \ A W 1 OPS 1 0A7^ mRXTA 

nomo sapiens ivivj-hkc 1*4—1 ^luljiu^/j, n 1 iv in /\ 


t\ji\/t o 1 S277 

IN IVI Ul JO / / 


Homo sapiens Krupp el- associated box protein (LOC51045), mRNA 


TsJA/T o 1 S£/^ 
INlVl UlDoOJ) 


Homo sapiens surfactant protein B (LOC51041), mRNA 


tsji\/t o 1 ssszi 

IN IVI U 1 3 o J ^+ 


Homo sapiens retinoic acid receptor-beta associated open reading frame 

fTOPSIO^^ mRTsJA 
^-L^^V-O 1 UJ)0 111 IvlN r\ 


tsjivt n 1 sraq 

INlVl Ul JO^" 


nomo sapiens pancieatic eiasiase 1113 \l^kjk^ d lkjjz,), mrviN/\ 


TsJlVT 01£»07S 
INlvl U 1 OU / J 


Wnmo cQnipnc POT 1 ZlS n rMt^in ( \ OPS 1 09 8^ mRTsJA 

nomo sapiens v^vjt-in-j pioieui ^uL/J iuzo iiiivin/a 


NM 016074 


Homo <5anien<i POT- 14^ nroteiu (J OP510?7^ mRNA 


NM 016063 


Homo sapiens CGI- 130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-1 1 1 protein (LOC51015), mRNA 


NM 016044 


Homo sapiens CGI- 105 protein (LOC5101 1), mRNA 


NM 015947 


Homo sapiens CGI- 18 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI- 121 protein (LOC51002), mRNA 
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in ivl ui j y^t- o 


T-Tomrk c'lnionc POT 10 n ro+mn (\ Df^ 1 000^ mPATA 

nuniu sapiens L/Ui- i 7 proiem ^luL/jiuuuj, hi in. in /a 




noino sdpiens i^v_ji-iuu pioiein ^uL/juy^yj, iniviNZ-v 


InIVL W 1 OJ / 1 


noilio SdpieilS leilgSlll ^LVJo J, II11\J_nZ-y 


ata/t o 1 ^8^8 

1>J 1V1 Ul JOOO 


T4 nnir4 cQnipiic ATT^ rr>r>r«nl/-\r H^TT? flO^nR^ mT?ATA 

noino sdpiens iNrv-recepioi ^iviiv-uzoors j, in in in /a 


ATA/T 01£»981 
In IVL KJ L OZ O 1 


n (JIIIO Sdpiens O 1 JJ/ZU-llKe KindSC ^JlrvJ, 111 In. In /A 


In IVI UlUJJO 


riuiiiu Sapiciiis lrocjuuiiS nuuieuDUA piuieiii h- ^ils^vh-j, iiiLviN.rv 


mm 01^901 
1>I 1V1 KJ 1 OZ7 1 


I — I / x / \ c 0 "K\ 1 c tv>QTV>tv>QMQn imaciIaI IiavoVicmIi actaIiq'Ia L^inoc/^ 9 i TP Alt V 1 w*T?AT A 
nUIIlU ISapiCLla lllallllllallall lllUbllUl LlCXaKllSpLlUlSpLlaLC KlllaiSC Z, \Yr OJVZ/J, IIlrvlNZ-v 


IN 1V1 KJ ID 04 0 


I-lntnn ciinipnc ^»\/tol^r»r',itin 9 ^T-TT TA/TP VT9 A ^ m R M A 

nuniu iscipiciiis LUJvci dLiii z. ^nuiviL' i i z/\j, iiirviNj'A. 


ATA/T 01^0^ 
IN1V1 UIOjUO 


I — I / \ / \ comoiic InmAllio+iAal i~\ i~ / \i~ i n / 1— TQIT^i^9 ^ 9 1 rv»l? AT A 

nuniu odpLens nypuTneTLCai pruTeLn ^norLZjz rQLviN.rv 


ATA/T 01£»zLQ8 
In 1V1 W 1 OH- 27 0 


rioiiiu Sapiens nypuTneTicai proxem ^nor i^zh-zj, rnxviM^rv 


AT1VT 0 1 f\Af\(\ 
In 1V1 U 1 OH-OU 


I — I / X t \ C O f \ 1 At^ L!' 1~\ -\ 7 1~\ /'Afn Af Q 1 lAfA'f A1T1 / I — I I^ 1 1 O I \ ml? AT A 

nuillU ISapiCllo liy puilieilCal piUlClll ^norL/lyZJ, IIlLvlNi-v 


ATA/T 01 /^QO 

INIVl WlOjyU 


n.OIIlU ISapiClllS liy pULllCLlL/dl piULClll ^ilor L/1U" j, IIlX\J.N.r\. 


ATA/T 0 1 ^»OQ 1 
IN 1V1 KJ 1 OU" 1 


n uiiiu sapiens norLUZj ^ n o il uzj j, in is. in /a 


ATA/T 01^99 
In 1V1 KJ 1 OD ZZ 


I I / -\ / \ * ■ »^\ ir^n l* MAiirAlrirMm / t TAT' 1 ' i -ml? \T A 

nuniu sapiens iieuru Liniiiii ^ n in i j 5 iiiin. i n /\ 


ATA/T 01^9^8 
IN 1V1 KJ 1 OZ J O 


I — I / \ / \ cam Ario Tii rrTi ^rli rAmilQlAn ain St < T-IirP itX t "KV»T?AT A 

nuniu sapiens ingii-^iueuse-ieguiaieci piuieiii o ^norvvjoj, nirviNZ-v 


ATA/T 01/^1 7^ 
In ivl UlOl ID 


U nnin c'lnipnc TT P \A If Tir\mr\1r\rr 7VK fYAY^KAlf \ tv»T?ATA 

nuniu Sapiens n c. ivi rv numuiug / ku ^ n c, ivi rv miviNZ-v 


ATA/T 01^1^ 
In IVI KJ 1 OJ 1 O 


nuniu Sapiens iu iiiur anngen jli -o|) ^riL l o j, in is. in /a 


ATA/T 01^^40 


riuniu Sapiens o pruTem-euupieci lecepTur /z ^orrwzj, rniviN/\ 


ATA/T 0191 
In ivl uizi 70 


nuinu sapiens kj ainigeii o ^oza.vji_/o iiitvinz-v 


ATA/T 01^&Q& 

IN 1V1 Ul J070 


nuniu sapiens ni v-i niuucei ui siiuii iiaiisciipis uiiiuiiig, piuieiii ^fjdii j, iiiivinz-v 


ATA/T 01^ ^7 

INIVL UIOjj / 


nuniu sapiens epiuieiiai piuieiii iusl 111 iieupiasni ueia ^H/jti^iin inrviN/A. 


ATA/T 01^918 

In 1V1 KJ 1 OZ 1 O 


nuniu sapiens puiyineiase ^L-/i>i J rv-LnieeLeu,j ivappa yr vj-L^ivj, iiiivin/a. 


ATA/T 01^940 
In 1V1 KJ 1 OZH-U 


nuniu sapiens v^oivi piuieiii ^L/oivi j, iiiivin/a. 


NM 016073 


Homo sapiens CGI- 142 (CGI- 142), mRNA 


ATA/T 0 1 fSX 1 ^ 
In IVL UIOjI J 


riorno sapiens l li lj-o pioTCLn { l c.u - o j , in kin /a 


ATA/T M1AA9A 
IN IVL UlOOZU 


Homo sapiens hypothetical protein (BM-005), mRNA 


ATA/T C\ 1 ^QQA 
In IVL UlOoi/O 


Homo sapiens BLu protein (BLu), mRNA 


ATA/T A 1^/19 A 
IN IVL KJ L OH-Z O 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


ATA/T A 1 ^Q9Q 
INIVL ULDyZo 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 

^A^^^ mT?T\TA 
^Aoj J, 111 In. In /a 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


ATA/T A 1/^7/^ 
InIVL KJiOj 1 0 


I— I/M-r-»/-\ coniATic AATFTT7AT rirA+Ain ( A ATT^ T— T ^ 7AT^ mT?ATA 

riomo sapiens /AiNLvriz^iN protein ^/\iNLvriz.iN j, m k in /a 


ATA/T 01^9£9 
INIVL ULOZoZ 


riomo sapiens aQeLiyiaie Kinase d aipLia iLKe ^/alvl^jl^j, mLviN/\ 


ATA/T O 1 &A^~K 
InIVL ULOH-JJ) 


T-Ti^mi^ caniAtic CLJ'} i-\i-/At/^i n / A R P 9 1 ^ mT? AT A 

nOniO sapiens orlZ) pLOTem \i\rjr ZL J, 1itLaJN/a 


NM 016614 


Homo sapiens TRAF and TNF receptor- associated protein (AD022), mRNA 


ATA /T HK^J^^ 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


ATA/T 00719/^ 
INIVL UU / LZO 


riomo sapiens vaiosm-contammg pioiem \ \ v^r miviN/\ 


ata/t nn in^o 
INIVL UULIOV 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


ATA/T fin^QA'J 
INIVL KJKJjyOJ 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (MYH1), 
mRNA 


ATA/T 00^/^1 
In IVL UUJZ)OL 


nuniu sapiens lysusumdi-assuciaTeci memordne piuiem i ^i^/\iviri mrviN/A 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (JWA), mRNA 


ATA/T AAAQ^/1 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


ata/t nnori/i^ 
InIVL UUZU40 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


ata/t nn io<i 
JNJVL KjKJiyjj 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 

1 1 1 IN 1 N .rA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCB1), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NM 014069 


Homo sapiens SPR1 protein (SPR1), mRNA 
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TSTA/T 


nuinu sapiens o c el iv i pioiem ^ ollc-iv i j 9 in in. in /a 


T\TA/T 0140^1 
In 1V1 KJ 1 H-UJ 1 


Uatvia ccmiPTic PTT^OI 1 r*r^tr»i n fPTT^O 1 1 ^ mPTSJA 
nOIIlO SapieilS r 1 1 piOieill 1 1JU1 1 J, IIIIvIn/a. 


MM n 14 1 HQ 

IN 1V1 UItI U " 


H"nmn cunipnc PP.O9000 nrntf in fPP 09000^1 mPTSTA 
nOIIlO SapieilS r IS\JZ,KJKJKJ piULClll ^l^lvVJZWWUJ, IIllvlN.rv 


TSJA/f fl 1 4 1 07 
1>J 1V1 Ul'+lU / 


U niTin c-inif ni: PP O 1 QQ9 nrntnin /PDH1 OQ9^ mPXTA 

noiiio sapiens Jl isxj lyyz, proiem ^ikui 77Z j, niiviN/\ 


TSTA/T 01400^ 

1N1V1 KJ LH-Kjyj 


U nnin C ri n ; pni> . PR O 1 AOn nrntnin f PP O 1 A00^ mRXTA 


iniyi kj i h-woh- 


Homn c^nipnc PPO080A nrntfin ^PPO080A^ mPT\JA 

nuinu Sapiens jtivvjwouo piuieni ^Jriv\^wowoj, iiiiviNy-v 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


TsJA/T 014089 


14 / ~v t-n / a cQMiAtic PPOO^?Q7 nr/Ur>in /DD OO^Q7\ m DMA 

riomo sapiens rivL^u^y / pioieui {rssxJKjjy i ), in k in /\ 


T\JA>T O 1 /I 1 9 ^ 
IM1VL UT41ZJ 


rlOlllO Sapiens JrlvL^UoZ/ plOteill {risXjKjjZ/ J, nilvlN/\ 


TvTA/T O 1 A 08 1 


rlOlllO SapieilS rKAJUZV / pioteni (rKUUZy / J, miviN/\ 


TSJA/T 0140^7 


riomo sapiens rs i i j piotem ^rs i i r> j, miviN/\ 


TSJA/T O 1 <^ A7 
IN 1V1 U 1 J D O / 


Homo sapiens MIL1 protein (MIL1), nuclear gene encoding mitochondrial 
pioiem, miviN/\ 


TSTA/T 0 1 40A0 


n oiiiu sapiens ivi^ i - 1 pioiem ^ivii^ i - 1 inixiN /\ 


T\TA/T 014809 

1M1V1 KJ 1 H-OVZ 


U nnir v c'lnifnc FT A A 1 1 1 A \~\ r<\tr*\ n / 1<" 1 A A 1 1 1 mPTSTA 

iiomo sapiens rvi/\7-vi i 10 pioiem ^jvi/^.tvi i ioj, iiiiviNy-v 


T\JA/T 01 40 A 8 
In ivl KJ l H-z/O o 


U nnin c^ninnc K T A A 1 1 04 nrntfin (K ] A A 1 1 04^ mPTSTA 

noino sapiens jvi/^j'a.i ikjh- pioiem ^rvi.rv/A.i 1114 j, iiiivini/^ 


T\JA/T 0 1 40 1 ^ 
In 1V1 KJ 1 H-V 1 J 


U nnin cg «i PT1c 17T A A 1074 nrntfin / ]<f J A A 1 (M A\ mPTsJA 

nomo sapiens jvi/aj-viu /h- pioiem ^rvi/\/viu i^)-, miviN/\ 


TSJA/T 0 1 40 1 1 

in ivi w i H-y 1 1 


U nnin cQnif^nc 1<T I A A 1 048 nrntpin / I<T 1 A A 1 048^ mRXTA 

nomo sapiens Jvi/A^rviuH-o pioiem ^jvi/A^rviuH-oj, iiiiv 1 > r\ 


TSJA/T 014QA^ 


\^rvmr\ c'inir«nc FT A A 1049 nrntfin /"FTA A 1 049^ mPTVA 

iTomo sapiens jvi/vrv 1 wh-z pioiem ^Jvi/vrviuH-z^, iinviNy-v 


TSTA/T 0 1 4047 

IN 1V1 VJ 1 Hyt / 


Hnmn cQnipnc FT A A 1 D41 nrntpin ^FT A A 1 04 1 ^ mPXTA 
rlOlllO SapieilS JVl.r\^rv 1 KJH- 1 piOLeill ^JVl J r\^rvl WH- 1 ^, IIllvlN/^ 


T\TA/T 01409^ 


U nrnn cQni^nc l^T A A 0070 n rotf in ^FTA A0Q70^ mPMA 
HOIIIO SapieilS JVl/^rvW" /U piOLeill ^JVl/VrVW" / W^, IlllvlN^-V 


T\JA/T 01^10 
In Ivl UlJjlU 


U nrnn cqnipnQ Kl A A 0049 nrntfin (Kl A A 0049 ^ mPMA 
rlOlllO SapieilS rvl.rY.rVW^H-Z, piOLeill ^JVl.rv.rvW^H-Z,^, IIlrVlN.rV 


TsJA/T 01 ^0^7 
rN ivl kj 1 kjd / 


Unmn canipnc FTA A 00 1 f\ nrntfin rFTA A0Q1^^ mPTXTA 

nomo sapiens rv.i/\i-vU!7io pioiem ^ivi/\/\U7io^, miviN/\ 


TvJA/T 0 1 4044 
In ivl U 1 ^-744 


rTnmn canipnc FTA AHQ1 1 rvrntf in /"FT A A 00 1 1 ^ mPMA 

nomo sapiens rvi/\/\U7 1 1 pioiem yr\^is\x\\jy 1 1 iiiivin/\ 


TsJA/T 0 1 4QA 1 
In 1V1 KJ 1 1 


Hnmn canipnc kTIAA0871 nrntfin ^Fl A A 0871 ^ mRXIA 

nomo sapiens is.i/\/\wo / 1 proiem ^ ivi/a/auo / 1 ), miviM r\ 


TSJA/T 0 1 404 1 
In ivl U 1 H-y H- 1 


TTnmn cQnipnc FTA A 08^9 nmif*\n fFTA A08^9^ mPMA 

nomo sapiens js.i/\7A.uo jz pioiem ^jviz-\ J rvuoz)z j 9 miviNZ-v 


TSTA/T 0 1 ^7A 
i M 1V1 Ul jj / O 


ITnmn c-inipnc FTA A 084^ n rntf in TFT A A084^»^ mPXTA 

nomo sapiens jx.i J r\ J rvijoT-o pioiem ^jx.i/\/\oot-o ^, 1 1 1 1 v 1 > s\ 


TsJA/T 0 1 47 1 ^ 
In 1V1 UH/ 1 ^) 


Unmn ccmifno FT A A 07 1 9 rrf nf nrnrliift ^F T A A 07 1 9^ mPTSJA 
nOIIlO SapieilS JVljrV.rvW / 1Z ^eiie piOClUCl ^JS.l.rV.rVU / 1Z ^ ? IIllvlN/\ 


TSJA/T 014871 
In Ivl KJ 1 / 1 


ITnmn c ' 1 r\ i f nc FTA A0710 (tpiip nrn/Tiir»t ^F T A A 07 1 C\\ mP 7\J A 

nomo sapiens / iu gene piociuci ^jn.i/\/\u / iuj, miviM/\ 


TSJA/f 014700 
In 1V1 KJ 1 H- / 7 7 


l — 1 / \ i~v-* / -\ c>o-K\ifnc rior\nooptiri / I — I Uh" Yy \ — I \ -fv»l?~\T A 

nomo sapiens nepnaesim ^nj_/jrnj, miviN/\ 


TSTA/f 014A78 
In 1V1 U 1 H-O / o 


I— l n m n cjnifnc FTA AflAft^ rrf nf nrn/Ti iff /'FTA A 0/^8^ mPTSJA 

nomo sapiens js.i/\^\uoo j gene piouuci ^jn.i/\^-voooz) iiun. 1 > /a 


TsJA/T 0 1 40 1 1 
In Ivl KJ 1 H-U 1 1 


Unmn ciinipnc FTA A 1 (ir>np nrn/li if t ^FTA A 0/^7 1^ mPTSTA 

nomo sapiens jviy-vy-vwo / 1 gene piotiuci ^jvizvrvoo/ 1 iinviN/A. 


T\JA/f 0 1 474 1 

IN Ivl KJ 1 *t / H- 1 


Unnin cinipnc FTA A OA ^9 trf nf nrnrlnft /'FTA A 0 A ^ 9 ^ mPXTA 

nomo sapiens js.i/\t-vuoj'z gene piouuci ^rvi/\^vooj)zj, nnviM.rv 


TsJA/T 014AA9 
In Ivl W 1 H-OOZ 


llnmn CQnipnc FTA A OA 4 ^ <^Tf n f i^\rn/1i if t / F I A AC\£\A^\ mPTSJA 

nomo Sapiens jvi.tvta-UOh-jj gene piociucL ^JvizA.rvwoH-jj iiiivin/a. 


TSJA/f 0148^8 
In 1V1 U1H-OJO 


1— Tnmn CQmptic FT A A <rr>nr> nrnniift /^FT A A n/»^7 I mPTVTA 

nomo sapiens iviza^vuoj) / gene piociuci ^iviy-vj^\uo-j / iiiiviNy-v 


TSJA/T 0 1 4774 
In ivl KJ 1 t" / / 


T— \n-mr\ CQnipnc Fl A A 04Q4 rtr>nr> nrnrlnpt / 1/ I A A 04Q4^ mPTSTA 

nomo sapiens ^lJ^j^X/H-y^-t- gene piouuci ^Jx.ijfA^rvUT-yT- miviNjrv 


TsJA/T 014870 

IN Ivl O 1 H-O / KJ 


Hnmn ccinipnc FTA A 0478 (Tf n f nrnrlnpt ^FTA A0478^ mPTSTA 

nomo sapiens jvi/^^vuh- / o gene piociuci ^jvi/\ J rvo i T / o j, iniviN.rv 


TsJA/T 01 48^ A 

iNlvl UIH-OJO 


J-Tnmn c 'a nipnc FTA A 047 A trf n f nrn/li if t ^FTA A047A^ mPTSTA 

noino Sapiens jvizajt-vwh- / o gene pioouci ^ivirVrvut / o^, iinviN/A. 


TSTA/f 0148A4 

In 1V1 KJ 1 H-O OH- 


j-lnniM cQnipnc FTA A 047 ^ itpup nrn/li iff TFT A A 047 ^ mPTsJA 
nOIIlO SapiCllS JVl/^rVUH-/^ gCllC piOOU-Cl ^rvi.rV.rvOT- / D J, IIllvlN.rV 


TvJA/T 0148^7 

iNlvl KJ 1 H-OJ / 


Hnmn CQnipnc FTA A 047 1 (Tf n f nrnHi iff ^FTA A 047 1 ^ mPTSTA 

nomo sapiens JN.i/vrvUH- / 1 gene piociuci ^jvi/vrvoH- / 1 miviN.rv 


TsJA/T 014819 


Unmn ccinipnc FTA A 0470 apnp r\r*r\r\nr>t ^FTA A 0470^ mPTsJA 

nomo sapiens jviz\^-vwh- / kj gene piouuci ^j>^i/\ J rvoH- / o^i, miviM.rv 


T\JA/T 01 489 A 

INlvl KJ 1 H-OZO 


Unmn CQnipnc FT A A O/l ^ 1 r Tf n f nrn/lii^t /^FT A A (\A ^ ] \ mPT\JA 

nomo sapiens Jvi/vrvuHo i gene piociuci ^JN.i/vrvuH-z) i miviN.rv 


TsJA/T 014A7^ 
IN 1V1 W 1 t-O / 


T— Tnmn oanipnc Fl A A O/l A ^ rrfnf nrn/Tiipt /'FTA A 044^^ mPTSTA 

nomo sapiens jvi/a^tvUt-tO gene pro unci i jN.i/A^rvOT-T-z) l iniv i > /a 


TSJA/f 0147^1 
In 1V1 UIt- / J 1 


Unmn e^nipno FTA A049Q rrfnf nrnrlnnt /"FTA A049Q^ mPTSTA 

nomo sapiens r\^ij-\j-\\) e -tz,y gene piociuci ^Jx.i.fA^rvoT-zy j, niiviN.rv 


TSJA/f 014794 
IN 1V1 VJ 1 *t / z,*+ 


1— Tnmn CQnipnc FTA A O/l 9 A afn f nrn/Tnpt /'FTA A049A^ mPTsJA 

nomo sapiens jviz^.tvuh-zo gene piociuci ^j\.i/\7aoh-zoj, iiiivinj/\ 






NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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ATA/T 01^1^ 
In 1 VI V 1 D 1 J D 


UAmn cQnipno FT A A 0944 nrntfin /I/ I A A0944^ mPATA 
ilUIllU Sapiens JSwlA^rYUZ4'+ prutem ^JVl/\ J rvUZ44 J, 1 1 1 IV IN t\ 


IN 1V1 V 1 4 / 4 / 


U nmr v cQni^nc FT A A09^7 (rr>nn rvrr»Hi i^»t M<T I A A 09 7 7A rnRATA 

nomo sapiens rvi/\j ! -vwzj5 / gene produci ^jvi/vrvuzj) / ^, iiiivina. 


mm 01487^ 
In 1V1 VJ 1 -H-o / J) 


Unmn c^ninnc FT A A090^ ar>np nrnHn^t / F I A A 090^ mPATA 
nOIIlO SapieilS IVlA^rvUZUJ gdie piOUUCl ^JS^l/\ J rvUZU J J, IIlrvlNA. 


NM 014846 


Homo sapiens KIAA0196 gene product (KIAA0196), mRNA 


\TAyf O 147^8 

IN 1V1 1)14 / jO 


\^r\\wr\ o 'i r\\e*r\ c FT A A O 1 frr>n r» nrnHnM /[/ 1 A A O 1 O 'n ^ mP AT A 

nomo Sapiens jSwIa^auijO gene pioouci ^JSwLAA.u i yz> miviNA. 


iNlvl U1404U 


T— Tr\m/^ car^i r»n e FTA A017^ r t r» n r« nrnrliip+ / I A A H 1 mT? AT A 

rioiiio sapiens ivi/\/\ui id gene proQucx ^jvi/aaui / jj, mrviN/A 


INIVI U140OO 


mo mo sapiens 1v1A.au i / 1 gene product ( iv i a au i /ij, m k in a 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


ATA A o 1 /I HLH 
In 1V1 U 1 4 / :> / 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 

w»T? AT A 
111 K In A 


ATA/T 01/1770 
IN IV1 U 1 4 / / U 


nomo sapiens iv i a a w i o / gene pioQuct ^jvi/\a.uio / j, m k in a 


ATA/T 01zL7^G 
IN 1V1 U 1 4 / D y 


nomo sapiens jSw1/\a.uio4 gene procurer ^Jvi/\/vui04j, in iv in a 


ATA/T 01/1QA^ 
INIVI U14otO 


Homo sapiens chromosome condensation-related SMC-associated protein 1 

fFTAAOIsCA mRATA 

^ IV 1 /\ /\ W 1 J 7 j , 111 IV IN /A 


IN 1V1 \J 1 4 / 4 o 


U nmn c'lnifnc FTA A OOAzl (tr'Tif nrnrliir^f / F I A A OOAzl^ mT?ATA 

noiiio sapiens Jvi/\i-vuuo4 gene procuiC/i ^jvi/\y-vuiJ04 j, miviN /\ 


TsJA/T 01 48 7 A 
In 1V1 U 1 4o / O 


U nmn C Q n i p11 n FTA A OOA"? ( T r>nr> nrnrliip+ / I<f I A A HOA^A. mT?ATA 

nomo sapiens jvi/\jAuuoj) gene piociuci ^jvi/va.uuoj ), mivrN/\ 


AJA/T 0 1 47^4 

IN 1V1 \J 1 4 / U4 


nomo sapiens j_va.z^ associaieci pioiein z ^j_>/ J rvz^ J r\.irz,j, iiiivina. 


TsJA/T 01487^ 
In 1V1 W 1 40 / ^ 


|4 nmn cQnipnc FTA A 0049 (rr»nr» nrnrliipf /I<T I A A 0049 ^ mT?ATA 

n.01110 sapiens ivi J rv.rvww4z, gene piociucL ^ivi/irvuuT-z j, iiijvin/a. 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


ATA/T 01 ^^40 


nomo sapiens leucyi-iivrNA. symneidse, miTocnoncuiai ^jvia^a.uuzo j, nnviNA. 


ATA/T 014^^4 
IN 1V1 V 1 40 J 4 


T— T^A-rvi/A 001^1 £m~\c FT A A OO 1 ^ nrn/lnM /"FT A A OO 1 ^ A wD AT A 

nomo sapiens jvi/\a.uuid gene pioQuct ^jvi/aaajuid j, iniviN a 


ATA/T 01/17Q^ 


nomo sapiens jvia^auui d gene pioQuct (jvia^auuij j, miviNA. 


ATA/T 01/IOOQ 
IN IVL U14UUO 


nomo sapiens jivii protein ^jivii rntviNA. 


ATA/T O 1 A O/^A 
INIVL U14UOO 


Homo sapiens HT002 proteiiij hypertension-related calcium-regulated gene 

n-TT009^. ml? AT A 
yrl 1 UUZ J, In i\. IN A 


mm 0141^4 

IN 1V1 \J 1 4 1 J 4 


nomo sapiens noiri^wj'O pioiein ^noir^u»joj, iiuvina. 


ATA/T 0141^ 
IN 1V1 U 1 4 1 J J 


nomo sapiens norLUjj proiem ^norLUjj ), mix in a 


TsJA/T 0141^0 
IN 1V1 V 1 4 1 D \J 


nomo sapiens norLUjz proiem ^nox k^ujz, j, iiiini n /a 


TsJA/T 0141 40 

1N1V1 UIt-It-7 


Womo cpnipnc H^PPOdQ rMtr»i n vPT^04Q^ mT?AJA 

nomo sapiens nor l^Ut-" pioiein ^norL'UT , 7 iiiivin a. 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


ATA/T 014097 
In IVL U14UZ/ 


nomo sapiens nor lu i o pioiem (norLuioj, miviNA. 


ATA/T O 1 A 0 1 O 
INIVL U14U1V 


n nmA nonio^n HQPrnno ^^+^1^ /^T-rQPr^ooQA ^ dm a 
nomo sapiens norLUuy proiem (nor l^uuvj, mrviNA. 


ATA/T O 1 ^170 
IN IVL U 1 D 3 / Z 


nomo sapiens nypoineiicai pioiem ^noiN44A_4A_j, miviNA. 


ATA/T O 1 <LA ^ 
INIVL U1Dj4J 


Homo sapiens hypothetical protein (HSA01 1916), mRNA 


ATA/T 01/IOA^J 
INIVL U14U0J 


Homo sapiens sre homology 3 domain- containing protein HIP-55 (HIP-55), 

ml? AT A 
11 1 IS. IN /A 


TsJA/T 0140^9 
INIVI V 1 4UDZ 


nomo sapiens uw izo proiem ^uw izo^i, in in. in /\ 


TsJA/L 014888 

IN 1V1 KJ 1 4 O O O 


nomo sapiens pietiicieci osieouiasi pioiein ^vjoj) / ooj, iiirviNA. 


AIM 0140^0 

1N1V1 UIt-UjU 


nomo sapiens vj pioieiii-cou-pieci lecepioi Jviiidse-iiiLeiacLOi i ^v_rii i iiiivina. 


TsJA/T 014077 

IN 1V1 W 1 4 W / / 


noiiio sapiens ujNrzjr joouuizu pioieiii ^ vj iv rz^r jo ouw i zu j, iiirviN/A. 


TsJA/T 01^49^ 
INIVI V 1 D e -*£J 


nomo sapiens i^jvfz<x jooiviijizz proiem ^i>/JNwFZ^jr jooiviuizzj, in in in t\ 


TsJA/T 01 ^4^ f\ 
1N1V1 U1J)4^)0 


U nmn c'inif-nc ni<^ RVPSikAROS 1 Q nrntpin /"ni^PyPS^AROS 1 Q\ ml? AJ A 

nomo sapiens _i>Jiv_r z^ir jooduj ±y pioiein y\^]s~rz^r do vdvjd ly), iiiivina- 


AJA/T 01 


U nmn c'inif-nc FH^TF 7^^40089^ nrotoin mi^F7'P^^J.n089n mPAJA 

nomo sapiens uivr/ji johuuozj pioiein ^L/iNrZii johuuozj ^, iiiivina. 


ATA/T 01^491 
INIVI Ul J'+Zl 


U nTnn ct , n i Pt1c Pi \<C R 7 P^ K 9 0 A9 rvrof^in P)l^ PVP^ AA1<" 90A9 ^ mPATA 

nomo sapiens i_^is.Fz-«rZ)04JNwZuoz proiem ^1-^jNwFz^i zjo4is.zuoz y i, iiiiv in i\ 


ATA/T 0 1 ^4 1 ^ 
IN IV! \J 1 J 4 1 J 


nomo sapiens urvrzi joh-d io / pioiem ^uivrzi joh-d i o / j, in in. in r\ 


TsJA/T 0 1 ^97 

IN 1V1 Ul JJZ / 


T-Tomo cQnipflc Pil<^ PVPzl^ZlP 1 7S0 nrnt^in Dl^ FVPzl^zlP 1 7S0^ mPAJA 
nomo sapiens uss^r z^r^D'-tr i / ju pioiein ^ujs.rZir 4jir i /juj, ihivlna. 




Homo ^aniens DKF7P4^4K 1 71 nrotein fDKF7P4^4K 1 71 mRNA 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640), mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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1.N1V1 Ul J / \J J 


n omo sap lens L/Ui-yo pro ic m ^ v^,aj i-vo j, in in. in /a 


IN 1V1 Ul JjOU 


noilio Sapiens LUl-J 1 prulClll ^Ul-J 1 J, lIlrvLN/A 


IN 1V1 \J 1 1 1 HO 


noiiio sapiens d / - n i pioiein \ d / - ri i in inin /a 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


\TAyf nizL^Q^* 

in ivi ui^-Dyo 


nomo sapiens zinc riDuon Qomam containing, i ^zaniviji j, miviN/v 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


ATA /f C\ \ A ALH 

JNJV1 U 144 J / 


Homo sapiens zinc/iron regulated transporter- like (ZIRTL), mRNA 


ATA/T H 1 ^^/^ 

JNJV1 UljJoJ 


Homo sapiens zinc finger, imprinted 2 (ZIM2), mRNA 


JNJVL U14z:5z 


Homo sapiens vesicle-associated membrane protein 2 (synaptobrevin 2) 

r^/AA/frO^k ™T?ATA 
( V AlVLr z mivlN/\ 


1M1V1 U14ZJ).} 


Homo sapiens upstream binding transcription factor, RNA polymerase I (UBTF), 

rn T?TsJ A 
111 ININ /A 


in ivi \j i l+ldj 


nomo sapiens UDicjuiim-iiKe 4 ^udl^j, in in in /a 


1N1V1 UIH-JOJ 


nomo sapiens lesns zmi imgei pioiem ^iZ/rrj, miviN/\ 


IN 1V1 U 1 HO H- / 


nomo sapiens iropomouunn j ^udicluitousj ^iivi^uj) ), miviN/\ 


ATA/f 01zL^48 


nomo sapiens iropomouunn z ^neuronaij ^iivi^uz^i, mrviN/A 


TsJA/T 0 1 AAf\A 

1N1V1 UIt-H-Ot- 


nomo sapiens luuu-ioiiiLeisiiLiai iiepiiiius aiiLigeii ^ i iin-zavj^, iiixvin^v 


in ivi yj i *+z j> o 


I— I / -v \~\~\ i \ compile c\/n 'A nlnnp m 'A 1 r»r>mnlpY nrnlpm 9 ( ^l"V r /^ 1 T59 i tviT?ATA 

nomo sapiens syiiapioiieniai complex pioiein z i r z^, iiiinin/a. 


1N1V1 U 1HO / u 


nomo sapiens seime/uiieonine Kinase zj> i jvzj j, miviN/\ 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


ATA/f H 1 zLl/^7 
IN IVI U1440/ 


Homo sapiens sushi-repeat protein (SRPUL), mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


ATA /f (\ 1 /I "2 O C\ 

JNM U14JZU 


Homo sapiens putative heme-binding protein (SOUL), mRNA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 
(bMUul), mRNA 


JNM (J14Z/U 


Homo sapiens solute earner family 7 (cationic amino acid transporter, y+ 
system;, member y (bLU/Ayj, mKlN A 


ATA /I" m /lO^O 

JNMU14ZJZ 


Homo sapiens solute carrier family 25 (mitochondrial carrier; ornithine 
transporter) member 15 (SLC25A15), nuclear gene encoding mitochondrial 

piuieill, lllrvlN/A 


NM 014251 


Homo sapiens solute earner family 25, member 13 (citrin) (SLC25A13), mRNA 


ATA/f CWAAAI 
JN1V1 U1444Z 


Homo sapiens sialic acid binding Ig-like lectin 8 (SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3 -domain binding protein 4 (SH3BP4), mRNA 


ATA/f C\'\A i Z i ZA 
JNJVL U140J4 


Homo sapiens sentiin/SUMO-speciflc protease (SENP1), mRNA 


ATA/T C\] A 
JNJVL U1430J 


Homo sapiens spondyloepiphyseal dysplasia, late (SEDL), mRNA 


NM014191 


Homo sapiens sodium channel, voltage gated, type VIII, alpha polypeptide 

(^odNo/V), mKlN/A 


NM014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 


ATA/f C\*\ A 1. 


Homo sapiens spastic ataxia of Charlevoix- Saguenay (sacsin) (SACS), mRNA 


ATA /f H1 /lOQ^ 

JNJVL U14Zoj 


Homo sapiens homolog of Yeast RRP4 (ribosomal RNA processing 4), 3 f -5 f - 
exoribonuc lease (RRP4), mRNA 


ATA/f n 1 A A OA 
JNJVL U 144^0 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 6 (RPS6KA6), 

llllviN /A 


IN IVI U 1 tztj 


I— I r \ f-vT / x c 'A m r>n c rm(T finrrpr nrMtfin 7 ( T?AT1h'7 1 ml? AT A 

nuino sapiens ling inigei pioiein / ^ininf / ;, iiiivln/a 


ATA/I" 014^79 

1» 1VJ_ WItJ / z. 


]— I nni(^ Q^niftic finer fin (jf*v Y\rr\fp t \v\ 1 1 ( F? TNl P 1 W mRTvJA 

J__LVJ111VJ odUlCllo 1111^ 1111^ t/l L/1VJLC/111 1 1 l-CVl>l± 111, ll±_LVl>l J rA_ 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP -binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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IN 1V1 U 1 4 D J J 


Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA 


"XTA A f\ 1 A A 1 f\ 

JNM U1441U 


Homo sapiens clusterin-like 1 (retinal) (CLUL1), mRNA 


NM_015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

( J JvKLJn ), mKJN A 


JNiVL_UUjy Id 


Homo sapiens papillary renal cell carcinoma (translocation-associated) (PRCC), 
mKJN a 


IN 1V1 U 1 4 J J / 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 2 (PPIL2), mRNA 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 

\r l^lvllZlJ-rl J, 111 iv 1 % f\ 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


"VTA A f\ 1 A "2 Q A. 
JNJVL U14JOO 


Homo sapiens polycystic kidney disease 2-like 2 (PKD2L2), mRNA 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (plOO), mRNA 


JNJVL_U143zl 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 

(LJJw OL), 1T1 K IN A 


"\TA yT A1 /I 

JNJVL U14joo 


Homo sapiens olfactory receptor, family 1, subfamily D, member 5 (OR1D5), 
m is. in a 


NM_0 14565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1 Al), 

11 1 IN. IN f\ 


NM 014352 


Homo sapiens POU transcription factor (OCT1 1), mRNA 


1N1VL U14jo1 


Homo sapiens odorant- binding protein 2B (OBP2B), mRNA 


JNJVL U14joz 


Homo sapiens odorant-binding protein 2A (OBP2A), mRNA 


NM014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(JN UJJ 1 j), mKJN A 


JNJVL U14jUZ 


Homo sapiens nuclear matrix protein NMP200 related to splicing factor PRP19 

(INJVLr ZUU J, mKJN A 


JNJVL U14JZO 


Homo sapiens nesca protein (NESCA), mRNA 


JNJVL U14ZZZ 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 

novn POT \A rNJDT TF A mT?TsJA 
^l7KL/, rUl V ) kJ VIXo), IllrvlN/A. 


IN 1V1 UlJO/O 


noiiio sapiens iieuioueaciiiii ^i>i3J_!/ J r\.^, iiirviN.rv 


IN 1V1 \J 1 H-H-O 1 


noiiio sdpieiis coiiLdCLiii o ^i^-in iinu^, iiirviN/A. 


NM 014520 


Homo sapiens MYB binding protein (PI 60) la (MYBBPIA), mRNA 


IN JVL U 1 4ZZ 1 


Homo sapiens mature T-cell proliferation l (M^TCPl), mRNA 


JNJV1 yjKJjyZ 1 


Homo sapiens microfibrillar-associated protein 3 (MEAP3), mRNA 


IN 1V1 U 1 40Z j 


noiiio sapiens maie-ennanceQ antigen ^ivijj/Aj, ituvina 


TsJA/1 fl 1 zLzL/^9 
IN JV1 U 1 44uZ 


nomo sapiens Lsmi pioxem ^j^oivii miviNA 


IN JVL U140ZZ 


Homo sapiens loss of heterozygosity, 1 1 , chromosomal region 2, gene A 


NM 014240 


Homo sapiens LIM domains containing 1 (LIMD1), mRNA 


IN JVL U 1 4004 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


NM 014553 


Homo sapiens LBP protein (LBP-9), mRNA 


JNM 1)1430/ 


Homo sapiens linker for activation of T cells (LAT), mRNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


JNM (J14M4 


Homo sapiens killer cell immunoglobulin- like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM014513 


Homo sapiens killer cell immunoglobulin- like receptor, two domains, short 
cytoplasmic tail, 5 (KIR2DS5), mRNA 


A.TA/T C\ 1 A < 1 1 
IN JVL U1431Z 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KIR2DL3), mRNA 


NM014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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TvTA A f\ 1 A 1 O 

JNJVL U14zlo 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_U 14765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 

( INI AAUU 1 O J, HI K IN A 


ATA/T C\ 1 A A MA 
INlVl U144U0 


Homo sapiens potassium large conductance calcium- activated channel, 
suDiamiiy lvi, Deta memoer j-UKe ^JvL.iNivirSjL), rnKJNA 


NMO 14407 


Homo sapiens potassium large conductance calcium-activated channel, 

onKfamilv N/T Kr>t-j m r>mKr> t- 7 fATA/TR^ ml? AT A 

suDiamiiy lvi oeta memoer j ^jna^inivijd9 j, miviN a 


ATN/T H 1 zL9 1 A 
IN 1V1 U 1 4Z 1 0 


Homo sapiens inositol 1,3, 4 -triphosphate 5/6 kinase (ITPK1), mRNA 




Homo sapiens inversin (INVS), mRNA 


ATA/T H 1 ZL9 1 zL 
IN 1V1 U 1 H-Z 1 4 


riomo sapiens mosnoi^myoj-i^oi 4 j-monopnospnaiase z ^iivirAzj, miviNA 


ATA/T H 1/1971 
IN 1V1 U 1 4Z / 1 


Homo sapiens interleukin 1 receptor accessory protein- like 1 (IL1RAPL1), 
mRNA 


IN 1V1 \) 1 D D y 


nomo sapiens mieneuKin i / recepioi ^11^1 /ivj, miviNA 


ATA/T H1 AAA'X 


nomo sapiens mieiieuKiii 1 / d (ii^i /IjJ, ithvina 


ataa ni/i^^^ 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


ATA/T fl 1/1 9^9 
INlVl U14ZOZ 


nomo sapiens nypotnencai protein r> (nou^/yzoj, miviNA 


ATA/t H1zLl9zL 
IN JVl U 1 44Z4 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 

fLTCpR7\ rnRTsJA 
^norD / j, iiiivi n f\ 


IN 1V1 U 1 H-^t / -J 


nomo sapiens putative cimietnyi adenosine uansieiase ^noAy/oi ^, miviNA 


IN 1V1 Ul JJ / U 


nomo sapiens nypotneticai protein ^no/^ /czaj, mrviNA 


TsJA/T 01 ^71 
IN 1V1 Ul JJ / 1 


nomo sapiens iiypoiiieiicai pioieiii ^noj)zzr> iy-vj, iiiiviNy-v 


TsJA/t 014^4^ 

1N1V1 U1HOHO 


noiiio sapiens eiictociiiie leguiaioi ^nivinrDZH-jOj, uiiviNr\ 




noiiio sdpieiis iiciiiaiiieiiiuiciiie pioieiii h- ^ i ivij_!/1vih-^, iiirvrN.rv 


TsJA/t 0149^7 


nomo sapiens uzwy anngen-iiKe ^LuzuyL miviNA 


AjA/r n 1 zl9 1 ^ 

IN 1V1 \J 1 H-Z 1 J 


nomo sapiens iiomeo uox ^nvjAL/y iiuvinz-v 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


ATA/T H 1 zL9 1 9 
1N1V1 U14Z1Z 


nomo sapiens nomeo dox l i i ^jiual 1 1 n i ix ln a 


ATA/f ni/19/^n 
IN JVL U14ZOU 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


ATA/T fl1/l^^A 
INlVl U14JJO 


nomo sapiens nvjrL^o.z piotem (nuLo.zj, miviNA 


ATA/t HIzL^zL 
iNlVl U14jD4 


nomo sapiens nuto. i . i protem (nuLo. i . i itlkin a 


ATA/T H1A^71 
1N1V1 U 14 J) / 1 


nomo sapiens nairy/ennancer-oi-spiit reiateQ witn i Kr w motii-uxe ^nij/ ilj, 

III 1N.1 >J r\ 


1N1V1 UIH-DUD 


nomo sapiens nect uomam anci j y n c. ivv^ j ^, miviN a 


ATA/T rj1 ^11 f\ 
IN 1V1 Ul J / ZO 


Wrirvirk t'lnifnc 1-4 ^ 9 A / 1-4 7 9 A \ ml? AT A 

nomo sapiens njzo ^njzo j, iiuvin/y 


TsJIVT 0 1 Af\ 1 Q 

IN 1V1 \J 1 H-U 1 y 


MAtn a c o "i^ i c fTlnlQiYiQlp t'pr'pn'f at 1 ah AlrAmr 4 VqhiqIp 4 / f-rt? tic ZL l tM 13 AT A 

nomo sapiens ^luidiiiciie lecepioi, lonouopic, ivd.11id.Le h- ^oiviivh-j, iiuvin^a. 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


1N1V1 U140Z/ 


nomo sapiens o protem-coupieu receptor j / ^urKj / j, miviN a 


NM 014498 


Homo sapiens type II Golgi membrane protem (GPP 130), mRNA 


ATA/T 01/1^7^ 
1N1V1 U 14 J / D 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


ATA A C\ 1 /I 9 "2 A 

IN JVl U14ZJ0 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 

w n\T A 

mKJNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 

™I> AT A 
ITllviNA 


ATA >f HI ^ H 1 ^ 

JNM Ul j 1 1 J 


Homo sapiens group III secreted phospholipase A2 (GIII-SPLA2), mRNA 


ATA/T H1A9Q1 
1N1V1 U14Zyi 


nomo sapiens glycine i^-acetyitransierase ^z-amino-j-Ketouutyrate coenzyme a 
ligase) (GCAT), mRNA 


NMO 14364 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase, testis -specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protem 1 (FRAGl), mRNA 
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TvTA/T fH/l^Q^ 
INIYL Ul^DoD 


Homo sapiens solute earner family 1 1 (proton-coupled divalent metal ion 
iiaiispoi icisj, iiieniDer j ^oi^ui j, mxviN.rv 


TsJA/T C\\A"KAA 
IN 1V1 KJ 1 HO tT- 


jnOIIlO SapiCllS pUlallve SeL/lCieU llgailU IIOIIIO lOgO US lO 1JX1 ^rJAl J, IIlrvlN/A 


1N1V1 WIt-HO!? 


nOlllU SdpiCIlS 1111C1 ICUJvlll- 1 0 UpCl lalllliy Z ^rlLl^C/l Ajj, llllvlNj^V 


TsJA/T 0 1 AAAC\ 
in 1V1 W 1 h-h-h w 


1710II10 SapiCllS lllLCllCUKlll-l OUpCllalllliy 1 ^PIL^ 1 ^XZ/X^kjl-L^wlN JJ, IIlrvLN/A 


IN 1V1 VJ 1 t-H J) O 


ri-Uiiiu sapiens unci icuiviii- 1 kjupciiaiiniy c ^jtil ,1 inivrN/A. 


IN 1V1 U 1 Z 1 KJ 


nomo sapiens ecouopic virai lniegiaiion sue z/\ ^i_/Viz/\j, miviN/\ 


NM 014355 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA 


XTA/T n 1 a Ann 
JNJVL U140UU 


Homo sapiens EH- domain containing 3 (EHD3), mRNA 


NM 014601 


Homo sapiens EH-domain containing 2 (EHD2), mRNA 


JNJVL U143UJ 


Homo sapiens down-regulated in metastasis (DRIM), mRNA 


JNJVL U 1434V 


rlomo Sapiens JJrvrZ,p4J4rZl 1 protein (JJrvJ H Z>r4J4rZl I), mKJNA 


JNJVL U14Joo 


Homo sapiens novel putative protein similar to YIL09 1 C yeast hypothetical 84 
ku piotem rrom ouA i k / ^uj4j4vji4.d ni iv in a. 


XTA/T H 1 /LAI £ 
1N1VL U1401O 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 

\UD IV 1 11 1 IN. IN /A 


MIVL 01zL^Q9 


nomo sapiens neuron- SLJecinc proiem ^i^hozjjhjj/^, mrviN/\ 


TsJA/L DDA^RQ 

1N1V1 UUHjO" 


nOIIlO SapiCllS CaLClllll ^CaClllCl lll-aooOClalCU piULClllJ, aipila Z 1 IN IN rVZ J, IllxviN.rv 


IN 1V1 KJ 1 HO HO 


nomo sapiens ciauum id lu in i j iiiixin /a 


NM 014887 


Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


IN 1V1 U 1 HZU / 


nomo sapiens luj anugen ^pz)o-ozj mrviN/\ 


NM 014335 


Homo sapiens chromosome 15 open reading frame 3 (C150RF3), mRNA 


JNJVL U14ZUO 


Homo sapiens chromosome 1 1 open reading frame 1 0 (C 1 1 orf 1 0), mRNA 


JNJVL 1)1443:5 


Homo sapiens putative breast adenocarcinoma marker (32kD) (BC-2), mRNA 


JNM_U14J5Z 


nomo sapiens A 1 rase, Ca++ transporting, type zt, member 1 (AlrzClJ, 
mRNA 


JNJVL U14Z> /u 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 

{ \ Y> ViCX A PI \ DMA 


IN 1VL U 1 4Z / O 


Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


JNJVL U 144V J 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 


NM_004037 


Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 

m D\T A 
lYl IV IN /A 


TvTA/f H 1/1 ^9 /I 
JNJVL U14.3Z4 


Homo sapiens alpha-methylacyl-CoA racemase (AMACR), mRNA 


NM 014476 


Homo sapiens alpha- actinin- 2 -associated LIM protein (ALP), mRNA 


T\JA yf ClI AAT2 
JNJVL U144ZJ 


Homo sapiens ALL1 fused gene from 5q31 (AF5Q31), mRNA 


A.TA/T ni /i con 
JNJVL 


Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytin) 

/en \/\X/ T R 1 \ DMA 

( c. K V W c. l J, m K In /a 


NM 014486 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 


"VTA /f m /I "2 Q A 
JN1VL U14oo4 


Homo sapiens acyl- Coenzyme A dehydrogenase family, member 8 (ACAD 8), 
mRNA 


TvTA/f n 1 /I 

JNJVL U14Z/4 


Homo sapiens Alu-binding protein with zinc finger domain (ABP/ZF), mRNA 


NM 014444 


Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA 


JNM UU/Uoz 


Homo sapiens RAB, member of RAS oncogene family- like 2A (RABL2A), 
mRNA 


NM_U 13412 


Homo sapiens RAB, member of RAS oncogene family-like 2A (RABL2A), 
transcript variant 1, mRNA 


1N1VL UlOlOO 


Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, 
mRNA 


NM_0 13989 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 1, 
mRNA 
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In 1 VI WWHOZJ) 


n OHIO Sapiens Jj^l^Z-aSSOClaieU aUlallOgeiie ^ D/AVJ 1 J, III IN. IN /a 


IN 1V1 WWW 1 JO 


JTlOIIlO SapieilS gUalllUlllOaCeiaie IN -IllClIiy lllallSiei aSC ^vXrVLVl 1 J, nixvlN/A. 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


iNlVL WWZOZ.3 


rioiiio sapiens nomeo uox ai i ^jiuaaj i j, miviNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


JNJVL UUoZ4V 


Homo sapiens pro line-rich protein BstNI subfamily 3 (PRB3), mRNA 


JNJVL (jioozy 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


JNJVL UUj Jo/ 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


JN1VL_UUjjuj 


Homo sapiens lymphocyte cytosolic protein 2 (SH2 domain-containing 
leuKocyte piotem 01 /okd) ^jl^Jtzj, iiikjna 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


TvTA/f nn^i on 
JNJVL uujjyu 


Homo sapiens cyclin C (CCNC), mRNA 


NM 005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(bLCZUAlJ, mKJNA 


NM 001040 


Homo sapiens sex hormone -binding globulin (SHBG), mRNA 


JNM_Uwz / / / 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


X T IV J\ AAf 1 on 

JNM (JUMVV 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA 


a t v /i ai 
JNM UlJvJo 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


A.TA /t A 1 1 (\"> H 

JNM Uliyj/ 


Homo sapiens olfactory receptor, family 1 1, subfamily A, member 1 (OR1 1A1), 
mRNA 


JNM (J1394U 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


M \ 4 A 1 "> f\ /I 1 

JNM_U1 3941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 

t> "X T A 

mKJN A 


ATA A CW\ Q^J Q 

IN 1VL U 1 d y d o 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 

rviT? AT A 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 

111 IV IN f\ 


JNJVL W1J4DZ 


Homo sapiens variable charge, X chromosome (VCX), mRNA 


JNJV1 U 1 .34.3 1 


Jionio sapiens poiennai tumoi suppiessoi (oj / ), mrviN/\ 


NM 013440 


Homo sapiens paired immunoglobulin- like receptor beta (PILR(BETA)), mRNA 


ATA A 

JNM UlJ4Jy 


Homo sapiens paired immunoglobulin- like receptor alpha (PILR(ALPHA)), 
mRNA 


JNJVL UU44o 


Homo sapiens makorin, ring finger protein, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM 013450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
m Jv IN A 


TvTA A C\ 1 'J /I A Q 

JNJVL UU44o 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1 A), 
mRNA 


ATA/T flAAA^I 

JNJVL UUUloJ 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 

m p\l A 

m IV in /v 


JNJVL VVJZjyj 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


TvJIVf 004^04 

IN IV J. UUHJUH 


muiiiu ^dpiciia mv i xvcv uiiiLiiii^ piuicni ^nrvjz>^, iiirvi>i J ; f -v 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T- lymphocyte- associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2- interacting killer (apoptosis-inducing) (BIK), mRNA 
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TvTA/T nflfk/IQT 
IN1V1 UUU^+O / 


Homo sapiens arylsulfatase A (ARSA), mRNA 


InIVL UU^O;? / 


Homo sapiens small nuclear rib onucleoprotein D2 polypeptide (16.5kD) 

^kjlNxVT LJA J, 111 IvlN /A 


1N1V1 UUOlyT 1 


nomo Sapiens paiieu uua gene y \ri\s±y j, iiirviN^-v 


1 N 1V1 Wl JJ jU 


T4 nTnn QQnifnc TSJ1VTF7 fNrM~F7^ mRTsJA 
nOIIlO SdpiCllS INlVlJZ// ^INlvlJ-// J, IIlrvLNZY 


NM 012476 


Homo sapiens ventral anterior homeobox 2 (VAX2), mRNA 


TvTA/f 0199^ 
InIVL KjYALjd 


Homo sapiens transketolase-like 1 (TKTL1), mRNA 


ATA/T H199/^£ 
InIVL UlZZOo 


Homo sapiens similar to vaccinia virus Hindlll K4L ORF (HU-K4), mRNA 


InIVL UUZU1 / 


Homo sapiens Friend leukemia virus integration 1 (FLU), mRNA 


TvTA/T flflA7AQ 
INIVI UUO /OV 


Homo sapiens liivl Qomam omy 4 ^ivnj^j, miviN/\ 


inivl uuzzou 


Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLRC2), 

111 1N.1 N f\ 


1N1V1 UUj j> 1 / 


nomo sapiens granzyme ivi ^lynipiiocyie mex-ase i j ^v_rz-*iviivij, miviN/\ 


ma/t nrizizi 1 7 

INIVI UUH-H-l / 


nomo sapiens uuai specmciiy piiospiidiase i (uuori miviNi^ 


TsJA/T 01919^ 

1N1V1 UlZlZj 


nomo sapiens ciioiiiieigic lecepioi, muscarinic d \ ^ n inivi j huvin/\ 


IN1V1 UU1ZJ50 


nomo sapiens caroonyi reciuctase j ^^JDrvo miviN/\ 


IN 1V1 


nomo sapiens in/w_t- / pioiein ^in/wj- / ) 9 in i s.in /a 


IN 1V1 W 1 .J D H-H- 


nouio sdpieus leucine zippei-iiive pioiein yi^/A a ^ ? iiiiviNiA- 


INIVI Ul jZjO 


nomo sapiens uive mouse uram proiem jj/H-o ^jz/H-O-LJ, mrviN/\ 


1M 1V1 UIjjOU 


nomo sapiens zinc imgei pioiein zzo ^zintzzo j, iiiivln/\ 


In 1V1 Ul jjOZ 


nouio sapiens zinc iin^ei pioiein zzj ^Zj1n.tzzo iniviN.rv 


in ivi kj i d j y o 


nomo sapiens zmc linger pioiem zzh- ^z^infzzh- miviN/\ 


In IVI Ul jjOI 


nomo sapiens zinc linger proiem zzj) ^z^infzzo ^, miviN/\ 


1M1V1 Ul jjOU 


nomo sapiens zinc iingei pioiein zzz ^ZiiMrzzzj, iiuvin/\ 


TnJIVT 01 

in ivi yj id s> d y 


nomo sapiens zinc iingei pioiein zzi ^ZjiNir^zz i ^, iniviN.rv 


MTV/T 01^9^0 
In 1V1 \J ID Z D u 


nonio sdpieiis zine inigei pioiein zi d ^ZjiNrzi j ^, iniviN.rv 


TsJA/T 01^940 
In IVI V 1 jZH-y 


nomo sapiens zinc linger proiem z ih- ^ZiiNrz iH-j, miviN/\ 


NM 013256 


Homo sapiens zinc finger protein 180 (HHZ168) (ZNF180), mRNA 


TsJA/T 01^^71 

IN IVI Ul JJ / 1 


nomo sapiens mieneuKin 17 ^ii^i^j, mixiN r\ 


NM 013403 


Homo sapiens zinedin (ZIN), mRNA 


ATA A f\ 1 1 1 H Q 
JN1VL V 1JJ> /o 


Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA 


JNJVL U1JZ/U 


Homo sapiens testes-specific protease 50 (TSP50), mRNA 


JNJVL vijjoi 


Homo sapiens thyrotropin-releasing hormone degrading ectoenzyme (TRHDE), 

111 iv In t\ 


In IVI \J ijj id 


Homo sapiens transmembrane phosphatase with tensin homology (TPTE), 
mRNA 


In IVI V IJDJJ 


nomo sapiens iiopomoQuun ^musciej ^ iiviL^u^fj, mrviN/\ 


TsJA/T O 1 ^QO 
IN IVI \JlJjy\J 


Homo sapiens transmembrane protein 2 (TMEM2), mRNA 


TvTA/T O 1 ^ ^ 1 Q 
In IVI K) 1JJ iy 


Homo sapiens transitional epithelia response protein (TERE1), mRNA 


TsJA/T O 1 ^9^zL 
IN IVI UIj/j^ 


nomo sapiens i/\iNJv-uinQing Kinase 1 \ 113JS.1 j, mrviN/\ 


TvTA/f OI^^OQ 
IN IVI KJlDJVy 


Homo sapiens solute earner family 30 (zinc transporter), member 4 (SLC30A4), 
mRNA 


TvJA/f O 1 

In IVI U 1 J 3 Z> O 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 


TsJA/T 01^9^7 


nomo sapiens seium/giucoconicoiG leguiaieu Kinase-iiice ^ooiSwi^j, mivrsi/v 


IN 1VL \J IJD / 0 


nomo sapiens L.ujs^4-Dinumg pioiem p^4oiiii ^oiiii j, miviN/\ 


NM 013243 


Homo sapiens secretogranin III (SCG3), mRNA 


TsJA/f 01^7^9 
In IVI yJlDJDz, 


nomo sapiens squamous ceu carcinoma anngen recognizeu oy i ceu ^o/vivi-zj, 
mRNA 


NM 013401 


Homo sapiens RAB3A interacting protein (rabin3)-like 1 (RAB3IL1), mRNA 


NM 013237 


Homo sapiens pxl9-like protein (PX19), mRNA 


NMO 13261 


Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator 1 
(PPARGC1), mRNA 



466 



(400/104) 



1N1V1 UUZOo 


riomo sapiens placental protein i j yr r ij j, mivJN/\ 


AJ1\/T n 1 7 7 SO 
1N1V1 UIjjoZ 


Homo sapiens putative protein O-mannosyltransf erase (POMT2), mRNA 


1N1V1 UIjZjZ 


Homo sapiens programmed cell death 6 (PDCD6), mRNA 


TsJA/T H177Q7 
IN 1V1 U 1 J D Z7 1 


Homo sapiens over- expressed breast tumor protein (OBTP), mRNA 


NM_0 13389 


Homo sapiens NPC1 (Niemann-Pick disease, type CI, gene)-like 1 (NPC1L1), 

111KIN /A 


TvTA/T m^lOA 
iNJVl UUJZO 


Homo sapiens colon cancer-associated protein Micl (MIC1), mRNA 


XT\/T n 1 7 9 7 £ 
1N1V1 U1.jZ.jo 


Homo sapiens DNAJ domain-containing (M^CJ), mRNA 


NM 013269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 


JNJVl UUZoV 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 
cytoplasmic tail, 1 (KIR3DL1), mRNA 




Homo sapiens insulin upstream factor 1 (IUF1), mRNA 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 


JNM uuzyz 


Homo sapiens (clone rWnLCz-Z4) myosin lignt chain z (hLUMMLCzrJ), 
mKJN A 


NM_013288 


Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 

ITlKiN/V 


NM 0 13244 


Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
acetylglucosaminyltransferase IV-homolog (HGNT-IV-H), mRNA 


JNJVL UlJZo4 


Homo sapiens gonadotropin-regulated testicular RNA helicase (GRTH), mRNA 


NM 0 13281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

ITIKIN/Y 


NM 0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

*ttT>XT A 

m KIN A 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


JNM U1JJ4Z 


Homo sapiens TCF3 (E2A) fusion partner (in childhood Leukemia) (TFPT), 
mKJN A 


NM 0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophic 1/B -cell stimulating 

iacTOl-j (L LL j, ITUvlN/A 


INJVl U 1J J /Z 


Homo sapiens cysteine knot superfamily 1, BMP antagonist 1 (CKTSF1B1), 

1Y1 lv IN /\ 


A.TA/T C\ 1 7797 
INJVl UIjJZ/ 


rionio sapiens lui-jo piotem (l^otooj, nirviN/\ 


TsJA/T H 1 797H 
INJVl U1.jZ.jU 


Homo sapiens CD24 antigen (small cell lung carcinoma cluster 4 antigen) 
(CD24), mRNA 


IN 1V1 UljZ/O 


noiiio sapiens caiDonyQiaie Kinase-iiKe ^/\rviNi^j, mrviN/\ 




Homo sapiens chromosome 1 6 open reading frame 5 (C 1 6orf5), mRNA 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


INJVl uuo/yz 


Homo sapiens mortality factor 4 (MORF4), mRNA 


JN1V1_UUU3V / 


Homo sapiens cytochrome b-245, beta polypeptide (chronic granulomatous 
diseasej (UYrSrS), mKJN/V 


JNJVl UUDU^o 


Homo sapiens musculin (activated B-cell factor- 1) (MSC), mRNA 


TvTAyf HflA \ AA 
IN JVl U UO 1 ^f^f 


Homo sapiens granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated 
senile esieid.se d j i ozjIvltyi, inivi>i J rv 


TsJA/T 009047 
1N1V1 UUZU4 / 


noiiio sapiens giycyi-xiviN/\ syiniieiase ^ ^j/a ivo ^, ill ivi n /a 


TvJA/T OOzLJ.0^ 
IN 1V1 U UH- H- U 3 


n (jiiio sapiens ciisiai-iess nomeo dox z ^jjlaz mix in /\ 


TsJA/T 00zL771 
1N1V1 WU^J / 1 


nomo sapiens coaiomei pioieni compieA, suuuini aipiia y^Kjr niiviN.rv 


NM 0051 81 


1— Tnirin cjit^i^tiq r*tiTl^r^"nir* jmViA^HT'jiQf* TTT tniKrlf Qt^f*r*i"fir* Tf^A7^ tnRTsJA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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binding cassette (sub-family C, member 7) (CFTR), mRNA 


1M1V1 UUJOOU 


Homo sapiens phospho lipase A2, group VI (cytosolic, calcium-independent) 
(PLA2G6), mRNA 


TsJA/t C\C\AC\C\A 
IN IVL W^-W^- 


Homo sapiens gap junction protein, beta 2, 26kD (connexin 26) (GJB2), mRNA 




Homo sapiens choline kinase-like (CHKL), mRNA 


IN IVL UlZ^oZ 


Homo sapiens zinc finger protein 281 (ZNF281), mRNA 


rMivi uizzjo 


Homo sapiens zinc finger protein 212 (ZNF212), mRNA 


TsJA/t H19/L7Q 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation piotem, gamma poiypeptiue ^ i w n/\\jr j, ill i\. in /\ 


1N1V1 KJ LZZJD 


nomo sapiens d -s> exonooiiuciease z ^ajvinzj, liiix in /a 


TsJA/T 0194.74 
1>J 1V1 W 1 Z4 / H- 


nomo sapiens uriQiiie iiioiiopiiospiiaie Kinase ^uivir jn^, miviN/\ 


1N1V1 U 1 Z4 / J 


nomo sapiens iiiioiecioxLii, iiiiiociiULiuiiai \ iniviNi-v 


1N1V1 UIZH-OO 


nomo sapiens leuaspaiim livi^t-rs ^iivi' i t-i3 y i, miviN/\ 


ma/l ni9zi^^ 


nomo sapiens louoici-iiKe z ^ i llz j ? in in. in /a 




nomo sapiens louoici-iiKe i ^ i ll i ^, niiv in /\ 


NM 012290 


Homo sapiens tousled- like kinase 1 (TLK1), mRNA 


TsJA/T fl1 9zL^ 
1N1V1 U1ZHOJ 


nomo sapiens oii/i^/ nomoiog ^ii^j, miviN/\ 


TsJA/T n 1 lA^A 
IN IVl U 1 Z^O^t 


nomo sapiens i -ceiL Lympnoma invasion aiici meiasiasis z \ ii/vivlz j, miviN/\ 


TvTA/T fH 99^1 
IN IVL UlZZjl 


Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 


IN IVL UlZ^Dl 


nomo sapiens synaptogynn 4 (01 inojv^- j, m iv in /\ 


NMO 12448 


Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 

II 1 IV IN f\ 


NM 012447 


Homo sapiens stromal antigen 3 (STAG3), mRNA 


TvTA A f\1 1 A A Z 

JNJVL U1Z44j 


Homo sapiens spondin 2, extracellular matrix protein (SPON2), mRNA 


NM 012443 


Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


ATA /t n 1 OO A A 

JNM U1ZZ44 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member o (bLU//Vo), mKJN/V 


JNM U1ZZ4J 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamine (UDP- 
OLcrs/vcj transporter j, meniDei j> ^oi^l^jD/vj j, mrviN/v 


NMO 12434 


Homo sapiens solute earner family 17 (anion/sugar transporter), member 5 

/ ct r 1 1 7 A ^ mT?TsJ A 
( jLL 1 / I\D J, 111 IN. IN r\ 


IN IVL U IZ'+jZ 


nomo sapiens oi^i uomam, uirurcateG i ^oj-/1uj31 j, miviN/v 


TvTA/f H 19/1 97 
IN IVL ULZ^+Z/ 


nomo sapiens KaLLLKLem j ^jvi^jvd mrviN/v 


NM 012236 


Homo sapiens sex comb on midleg homolog l (SCMHl), mRNA 


A.TA /f H 1 9 /I 9 A 
IN IVL U L Z4Z4 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide l (RPS6KC1), 

III IV IN f\ 


A.TA/T H 19/1 9 1 
IN IVL KJiZ QZi 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


TvTA/T fl 1 9/1 1 ^ 
IN IVL U L Z^f L J 


nomo sapiens kauj^, o. cerevisiae, nomoLog 01, d { iv/\ij t> j, mrviN/\ 


AJA/T H 1 9/1 1 fl 
IN IVL U 1 Z<4 1 U 


Homo sapiens type I transmembrane receptor (seizure -related protein) (PSK-l), 

111 IN. IN r\ 


IN IVl U 1 ZH-U" 


nomo sapiens pnon gene complex, uownsneam ^xivinuj, mix in /a 


NM 012402 


Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 


IN IVL U1ZH-UU 


nomo sapiens piiospno lipase /\z, group 1 1 u ^rLAzuzL' j, niiviN /\ 


TvTAyf n 1 9 7QQ 

in ivi ULZjyy 


Homo sapiens phosphotidylinositol transfer protein, beta (PITPNB), mRNA 


IN IVL UlzUoo 


Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA 


NM 012395 


Homo sapiens PFTAIRE protein kinase 1 (PFTK1), mRNA 


TsJA/T fi 19^01 
IN IVL U 1 Z J) y 1 


nomo sapiens prostate epitneiium-specmc Jj/ts transcription iactor ^ruiir 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis l) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor l (OSTFl), mRNA 


NM_0 12375 


Homo sapiens olfactory receptor, family 52, subfamily A, member l (OR52A1), 
mRNA 



468 



(400/104) 



TvTA A H1 TJ/CO 

JNJVL UlzJoo 


Homo sapiens olfactory receptor, family 2, subfamily C, member 1 (OR2C1), 
mRNA 


TvTA A C\ 1 1 "2 C\ 

JNMUlzJou 


Homo sapiens olfactory receptor, family 1, subfamily F, member 8 (OR1F8), 
mRNA 


TvTA A H1 OICO 

JNJVL Ulzojz 


Homo sapiens olfactory receptor, family 1, subfamily A, member 2 (OR1A2), 

„_ D TvT A 

ITiKJN A 


TvTA A AIO'JCI 


Homo sapiens olfactory receptor, family 10, subfamily J, member 1 (OR10J1), 

wi T> TvT A 


TvTA/T CiM^A^L 
INJVl UJZj'Hj 


Homo sapiens nuclear fragile X mental retardation protein interacting protein 1 

fMT TF TP 1 ^ mRTsJA 


1M 1V1 UIZjt-H 


\— Iatvi a cQtMftic n it* A^pti c iti IT"* / * t~\ "I / m~ / i TvT' 1 nIT? / 1 tyiT?Tv|A 

nomo scipieiis iiemoieiisiii lecepioi z ^in i orvzj, iiiivin/a. 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


IN 1V1 U 1 ZO H-Z 


nomo sapiens puiaiive nansmemuraiie pioiem ^inivi/\j, m_tviN/\ 


TvT\/T 019^^7 
IN 1V1 U 1 Zj J? / 


Homo sapiens nasopharyngeal epithelium specific protein 1 (NESG1), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


TvTA/T C\ 1 

JNJVL UlzUo4 


Homo sapiens major intrinsic protein of lens fiber (MIP), mRNA 


NM012214 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotem beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


JNJVL UlzzlJ 


Homo sapiens malonyl-CoA decarboxylase (MLYCD), mRNA 


NM_0 12325 


Homo sapiens microtubule -associated protein, RP/EB family, member 1 

/ \ it A O O 1 \ t> TvT A 

(MArKbJ), mKJNA 


NM012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 
(Eli I Ml), mKJNA 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


"XTA A AIT) 1 /I 

NM (JlzJ14 


Homo sapiens killer cell immunoglobulin- like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


JNMUlzi 1 3 


Homo sapiens killer cell immunoglobulin- like receptor, two domains, short 
cytoplasmic tail, J (JvlKzlJbJ), mKJNA 


ata yr niono 
JNJVL viZjlZ 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 

r^H-z-vr^loomir* foil O ( \£ IF? mT?TvTA 

cytoplasmic tan, z \ ivi ivz Uoz j, miviN a 


JNJVL UlzJU/ 


Homo sapiens differentially expressed in adenocarcinoma of the lung 

^ IN 1 VO / J, 111 IV IN rA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


1N1V1 U1ZJ)UZ 


nomo sapiens idiropniim ^js.i/\/\u /ooj, mrviN/\ 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


TvTA A fl 1 1 1 Q Q 

JN1VL Ulzzoo 


riomo sapiens i kaivi-iikc piotem (IvIAAuuj / j, mKJNA 


TvTA yf niOOO/i 

JNM Ulzzoo 


riomo sapiens MUKr -related gene A (JvlAAUUzo), mKJNA 


TvTA A niOOQQ 

JNJVL UlzzoJ 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 

^rvl^lNOZ J, 111 IV IN f\ 


TvTA/T 

JNJVL UlZZoZ 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1- 
like (KCNE1L), mRNA 


1NIV1 UIZZ/O 


nomo sa[jiens miegiiii Deta i DiiiQing proieiii ^meiusmj z ^iiuDiDrZj, mrviN/\ 


NM 012211 


Homo sapiens integrin, alpha 1 1 (ITGA1 1), mRNA 


TvTA if 

INIVL Ulzz / / 


Homo sapiens pancreatic beta cell growth factor (IN GAP), mRNA 


TvTA /T fi1 007^ 

1N1VL UJZZ/j 


Homo sapiens interleukin- 1 receptor antagonist homolog 1 (IL1HY1), mRNA 


NMO 12259 


Homo sapiens hairy/enhancer- of- split related with YRPW motif 2 (HEY2), 

111 IV IN /A 


NM_0 12258 


Homo sapiens hairy/enhancer- of- split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_0 12087 


Homo sapiens general transcription factor IIIC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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JNJVL UiZZkjj 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 

m KIN A 


XTA/T 019909 
1M1V1 U1ZZUZ 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 3 

IVJIMVJJ)), IIlrvlN.rv 


NM 012084 


Homo sapiens Glutamate dehydrogenase- 2 (GLUD2), mRNA 


\T\yf H 1 9 1 Q 1 

IN IVL U 1 Z 1 y L 


nomo sapiens putative lumor suppressor ^ruozj, miviN/A 


IN IVL UlZloj 


Homo sapiens forkhead box E2 (FOXE2), mRNA 


IN IVL UlZloJ 


nomo sapiens ioiKneau dox dd {r\j2±LJD ), ltllvin/\ 


IN IVL U 1 Z L D D 


noiiio sapiens jh/ls nomoLogous iacioi ^jj/iir j, miviN/A 


xta/t ni9nsn 

IN IVL UlZUoU 


nomo sapiens uin/\ segment, numerous copies, expressed prooes (uoi genej 
(DXF68S1E), mRNA 


XTA/T H19 1/L8 
IN IVL UlZl^o 


Homo sapiens double homeobox, 3 (DUX3), mRNA 


XTA/T H 1 9 1 zL7 
IN IVL U L Z L ^4 / 


Homo sapiens double homeobox, 2 (DUX2), mRNA 


XTA/T H19 1zL^ 
IN IVL U1Z1-40 


Homo sapiens deoxythymidylate kinase (thymidylate kinase) (DTYJVLK), mRNA 


XTA/T 9 1/1/1 
IN IVL U 1 Z 1 44 


Homo sapiens dynein, axonemal, intermediate polypeptide, 1 (DNAI1), mRNA 


XTA/T C\ 1 9 1 /I H 
IN IVL U1Z14U 


Homo sapiens solute carrier family 25 (mitochondrial carrier* dicarboxylate 
Lid-iispoi iei j, iiieiiiuei iu y&L^y^ZsjixiKj), iiiivim/y 


XTA/T 0191^7 
1 N 1V1 \J lZ, 1 S) / 


moiiio sapiens uiiiieuiyidi^iiiiiie ciiiiieuiyiaiiiiiioiiycLioiase i ^ l> i ^, hiivi>j/\ 


1M 1V1 U1Z1 


nomo sapiens Leiomoum i ^smoom musciej i ^i, in is. i >j /a 


XTA/T 0191^ 
rN 1V1 UIZIjj 


nomo sapiens coaiomer proiem complex, suounii gamma z ^uruzj, iiiis. in /a 


NM 012132 


Homo sapiens claudin 8 (CLDN8), mRNA 


xta/t n 1 9 1 ^ 1 

IN 1V1 U1Z1 J 1 


I — I / \ / \ c om o / * 1 * 1 1 i / 1 1 n 1 T i ■ T T~"\T\I 1 T 1 -rvi 1? T\l A 

nomo sapiens ciauum i / ^"oi^urN i / niiviN i\ 


NM 012130 


Homo sapiens claudin 14 (CLDN14), mRNA 


TvTA A (\ 1 9 1 9 O 

JNJVL viZiZy 


nomo sapiens claudin iz (ULUJN 1Z), mKJNA 


JNJVL U1Z1Z/ 


Homo sapiens Cipl -interacting zinc finger protein (CIZ1), mRNA 


NM012126 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 5 

( L O o J J J, 111 iv IN FK 


JNJVL UIZU/J 


Homo sapiens Conserved gene telomeric to alpha globin cluster (CGTHBA), 
m iv in /\ 


XTA/T H 1 9 1 99 
IN IVL U 1 Z L ZZ 


Homo sapiens carboxylesterase 3 (brain) (CES3), mRNA 


XTA/T H 1 9 1 1 f\ 
IN IVL U 1 Z 1 1 0 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence c 
(CBLC), mRNA 


XTA/T H 1 9 1 1 ^ 
IN IVL U 1 Z 1 1 J) 


nomo sapiens caiuomc annyuiase aj v ^l^/ai^j, miviN/A 


XTA/T H19H71 
IN IVL K) VZv) 1 L 


nomo sapiens our piotem (jjUr j, miviN/A 


XTA/T H 1 9 1 1fl 
IN IVL U 1 Z 1 1 U 


Homo sapiens cystein-rich hydrophobic domain 2 (CHIC2), mRNA 


xta/T n 1 9 1 no 

IN IVL VlZLVy 


Homo sapiens brain- specific membrane- anchored protein (BSMA.P), mRNA 


XTA/T H1 O 1 C\H 
IN IVL U 1 Z 1 U / 


Homo sapiens bromodomain containing protein 75 kDa human homolog (BP75), 
mRNA 


XTA/T fl 1 9 1 flzL 
IN IVL U 1 Z 1 UH- 


nomo sapiens oexa-siie /Arr-cieavmg enzyme ( d /\ l el j , miviN/A 


xta/t n 1 9 1 

IN IVL U1Z1UD 


Homo sapiens beta- site APP-cleaving enzyme 2 (BACE2), mRNA 


NM 012103 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 


1SJA/T C\ 1 9 1 no 

JNJVL U1Z1UZ 


Homo sapiens arginine- glutamic acid dipeptide (RE) repeats (RERE), mRNA 


JNM viZvyy 


Homo sapiens CD3-epsilon-associated protein; antisense to ERCC-1 (ASE-1), 

-ml? XT A 

1T1KJN/A 


XTA/T 01900^ 
IN IVL VLZKJyO 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 


xta/t mor\A7 

IN IVL UIZUO/ 


Homo sapiens aldo-keto reductase family 7, member A3 (aflatoxin aldehyde 


NM 012093 


Homo sapiens adenylate kinase 5 (AK5), mRNA 


NM 012066 


Homo sapiens hypothetical protein (20D7-FC4), mRNA 


NM 006276 


Homo sapiens splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), mRNA 


NM 007054 


Homo sapiens kinesin family member 3 A (KIF3A), mRNA 


NM 002201 


Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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IN1V1 UU/Z/^f 


Homo sapiens cytosolic acyl coenzyme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute earner family 9 (sodium/hydrogen exchanger), isofonn 3 


1N1V1 kjKj^jLj 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


iNivi utoizy 


Homo sapiens squalene epoxidase (SQLE), mRNA 


1M1V1 UloOZo 


Homo sapiens plakophilin 4 (PKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 

(AUL J J, llllv IN i\ 


1M1V1 \j\jd DLL 


nonio sapiens tuDDy iiKe piotem i v i ulx i j, miviNA 


inivi uuz/^f/ 


nomo sapiens mitogeii-activateG pioiem Kinase ^ivi/\r jv^-j, miviNA 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


IMIVI UU04Z1 


Homo sapiens brefeldin A- inhibited guanine nucleotide- exchange protein 1 

{ D l\j 1 J, III iv IN JA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


JNJVL UU4JU4 


Homo sapiens anaplastic lymphoma kinase (Ki-1) (ALK), mRNA 


NM 001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 

T> "XT A 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


JNM (JUozo / 


Homo sapiens tissue factor pathway inhibitor (lipoprotein-associated coagulation 
inhibitor) (TFPI), mRNA 


JNM UUUV44 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, alpha 
isoiorm (calcmeurm A alpna) (rrrjLAj, mKJN A 


TvTA A f\f\ 1 1 /I O 

JNM (JU114Z 


Homo sapiens amelogenin (X chromosome, amelogenesis imperfecta 1) 

A1V1 C/LyV J, III lv IN /\ 


NM001171 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 6 

(AdLLO J, 111 IvlN /\ 


INIIVL UU/JOl 


Homo sapiens multimerin (MJVIRN), mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


1N1V1 


Homo sapiens putative GR6 protein (GR6), mRNA 


JN1VL_UU / ddd 


Homo sapiens guanine nucleotide binding protein (G protein) alpha 12 (GNA12), 

ml? XT A 

m KIN A 


jnivi uu/joo 


Homo sapiens phospholipase A2 receptor 1, 180kD (PLA2R1), mRNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 

(rrlLIJAl 111 IvlN /A 


inivi uu/j)o^f 


nomo sapiens miegiai type i protein \r l*+d), miviNA 


1N1V1 UU/J4Z 


Homo sapiens nucleoporin-like protein 1 (NLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 




Homo sapiens SH3 domain binding glutamic acid-rich protein (SH3BGR), 

111 lv IN /\ 


INIVI \)\) / D /U 


Homo sapiens replication factor C (activator 1)5 (36.5kD) (RFC5), mRNA 


1N1V1 UU/ j^o 


Homo sapiens activating transcription factor 6 (ATF6), mRNA 


1N1V1 ULH-oDU 


Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 

mT?TsJ A 


MA/T 00^^74 
1N1V1 UU3J> /H- 


1— Ti~\-rv» c> o -k\ i c t 11V/T nntnoiTi atiIt? / / fl^ / \ k\ / \ "f i n lil^/^» 1 1 / I A/Til/ \ NJ A 

nomo sapiens i^iivi domain oniy z ^iiioniuotm-iiKe i ) \l^\\l\jl j, mrviN/\ 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


1N1V1 UUjOjo 


nomo sapiens Dain-iiKe nomeooox z {ld/\ikj\z j, m ivin /a 


TsJlVT 004900 


numu sctpiciiiS isyiiapiu^y i in j i i>vjivj) ^, iii.rvrN.rv 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5, 1 0-methylenetetrahydro folate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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ciidiinei, suuiamiiy in, memuer i ^jv^inim i j, miviN/\ 


1N1V1 UU1 jOj 


nOIIlO SdpieilS lllieipilOlOiecepiOl rQalllX piOieOgiyCdll 1 ^llvlr V_J1 J, IIllVlNyA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


JNM K)K)/djZ 


Homo sapiens ankynn-like with transmembrane domains 1 (ANKTM1), mRNA 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM UU1494 


Homo sapiens GDP dissociation inhibitor 2 (GDI2), mRNA 


M \ < AA1 /CA'7 

JNJV1 (J(Jlo(J7 


Homo sapiens acetyl-Coenzyme A acyltransf erase 1 (peroxisomal 3-oxoacyl- 
Coenzyme A thiolase) (ACAA1), nuclear gene encoding mitochondrial protein, 
mRNA 


ata a 1 /i < 
JNM Ulol4j 


Homo sapiens signal sequence receptor, beta (translocon- associated protein beta) 


TsJA/T nnns^o 

1N1V1 UUUoDZ 


Homo sapiens glutathione S-transferase pi (GSTP1), mRNA 


iNlVL UUUoZ / 


nomo sapiens giutamate receptor, lonoxropic, /\\vir/\ i ^oivi/Ai j, mrviN/v 


1N1V1 \J\JDZjZ 


Homo sapiens v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS), 

111 INI N /A 




U nTnn cQnipnc flr\ti11in 1 ^ PT OT 1 ^ m T? KI A 

jnoiiio sapieiis iioiiiiin i ^i^vji i j, iiiJviN/Y 


1N1V1 UUttJ" 


rioiiio sapiens iciai /\iziieiiiiei diiLi^eii \r rs.L^/^ )^ iiiivLN.rv 


IN 1V1 UUH'UOl 


nomo sapiens cieieieci 111 azoospermia \ vJr\/^ j, in ivi \ i\ 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


1M1V1 ULH-U^Z 


nomo sapiens diyisuiididse r ^/vivor j, mrviN/v 


TsJA/f 00^08^ 


nomo sapiens synuciem, oeia ^orML^-Dj, miviN/\ 


TSJA/T OOO^ 1 9 


Homo sapiens insulin-like growth factor 2 (somatomedin A) (IGF2), mRNA 


TvTA/T OOAGQ^ 


Homo sapiens butyrophilin, subfamily 2, member A2 (BTN2A2), mRNA 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 

^ 1 v r\ o vJ 1 v 1 1 J, 11 1 IN. 1 >J r\ 


XTA/T 00^9*^7 


nomo sapiens iv/ain umuing protein z ^iv/AiNorzj, mrviN/A 


AJAyT 009QQ9 


Homo sapiens RAN binding protein 1 (RANBP1), mRNA 


TvTA/T OO^QQ/1 
1M1V1 UUjOOH- 


nomo sapiens pj? uu/l^ r>r-associateQ iactor (rLAr j, miviN/\ 


1N1V1 UUDZDo 


Homo sapiens GTP cyclohydrolase I feedback regulatory protein (GCHFR), 

mRTsJ A 
III Iv In f\ 


TsJA/T O0 1 1 ^O 
IN 1V1 UU1 JO U 


nomo sapiens amino-xeiTninai ennancei 01 spin (aco in ivi > /a 


TsJA/f O0 1 OQQ 

1N1V1 UU1U7 7 


nomo sapiens acici pnospnaiase, prosiaie ^/\^rr j, miviM/\ 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


1N1V1 UUOO7O 


nomo sapiens nomeo dux uj ^ n v^jy\ l^o in is. in /\ 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


TvTAyT C\C\A 111 
JNM UU4 111 


Homo sapiens flap structure- specific endonuclease 1 (FEN1), mRNA 


JNM UUloZo 


Homo sapiens Charot-Leyden crystal protein (CLC), mRNA 


JNM UU/JIj 


Homo sapiens signal transducer and activator of transcription 1, 91kD (STAT1), 

111 IV IN /A 


A.TA/T OO^OO^ 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, 

DZZ ) \ rs vj KJ r D y ) , 11 1 In. IN i\ 


TsJA/T OO^ ^£9 


nomo sapiens uiacii-uiN/\ giycosyiase ^uinoj, miviN/\ 


TsjA/r 00^991 

IN 1V1 U \J D ZZ 1 


nomo sapiens cnsiai-iess nomeo uox j yuL^vs^j j, iiiivin/a. 


TsJA/f 000J.7Q 

1N1V1 UUU4 / !7 


nomo sapiens diiii-iviuiieiiaii noiiiioiie ^.rvivinj, iiixvin /a 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


IN 1V1 VJU lOl" 


noino isdpicns den enei ^ic, ucid, icccpioi iviiidisc i ^/^.l-/iviz>ivi ^, iiiivln/a. 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY1), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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A.TA A f\f\/ZA 1 1 

JNJVL U(Jo41z 


Homo sapiens 1 -acylglycerol-3 -phosphate O-acyltransferase 2 (lysophosphatidic 
acid acyltranslerase, beta) (AurAlz), mKJNA 


TvTA/T HMAQ 1 H 

JNJVL UUUolU 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, alpha 5 
(GABRA5), mRNA 


JNJVL UUV^JV 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, alpha 
subunit (45kD) (PAFAHIBI), mRNA 


JNJVL UloUUu 


Homo sapiens selectin P ligand (SELPLG), mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


A.TA A AA1 A 1 A 

JNJVL (J(Jz41U 


Homo sapiens mannosyl (alpha- 1,6-) -glycoprotein beta- 1 ,6-N-acetyl- 
glucosaminyltransferase (MGAT5), mRNA 


"XTA A (\(\'~) A f\C\ 

JNJVL (J(Jz4(Jy 


Homo sapiens mannosyl (beta- 1 ,4-)-glycoprotein beta- 1 ,4-N- 
acetylglucosaminyltransferase (MGAT3), mRNA 


JNJVL_UUz4Uo 


Homo sapiens mannosyl (alpha- l,6-)-glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT2), mRNA 


JNJVL (J(Jz4(Jo 


Homo sapiens mannosyl (alpha- 1,3-) -glycoprotein beta-l,2-N- 
acetylglucosaminyltransferase (MGAT1), mRNA 


JNJVL UUjVZJ 


Homo sapiens mitogen- activated protein kinase kinase kinase 5 (MAP3K5), 

m KIN A 


JN1VL UUZZZD 


Homo sapiens isovaleryl Coenzyme A dehydrogenase (IVD), nuclear gene 

encoding IllllOCllOllUIlal piOieill, IIlrviM/\ 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


JNJVL UUUo// 


Homo sapiens adenosine A3 receptor (ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen- activated protein kinase 12 (MAPK12), mRNA 


Kl » 1 AA1 f 1/ 

JNM UL)15zo 


Homo sapiens hypocretin (orexin) receptor 2 (HCRTR2), mRNA 


NM 003605 


Homo sapiens O- linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase) (OGT), 
mKJNA 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 

«^/>r.i-v+/\«A / ITP. A A \ *v»DAT A 

leceptoi ) (i i OA4 j, rnKJN a 


AJA/T 1 Q7 

JNJVL UUJ1W 


Homo sapiens transcription elongation factor B (SHI), polypeptide 1-like 
^ Lk^CjD ilj, m K IN /\ 


JNJVL UUOloJ) 


Homo sapiens neurotensin (NTS), mRNA 


JNJVL UUZDZ^f 


Homo sapiens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


IN 1VL U UZ*+ / o 


noiiio sapiens myogenic iacioi j {rvi i kjui j, mivJNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


aja/t nno/ii^ 
JN1VL UUZ4JO 


Homo sapiens membrane protein, palmitoylated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


NM UUzJUj 


Homo sapiens lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALS1), 
mRNA 


AJA A AAAOC7 

NM UUUoo/ 


Homo sapiens integrin, alpha X (antigen CD1 1C (pi 50), alpha polypeptide) 
(1 1 OA A), mKJNA 


AJA/T C\C\f\A 1 O 

JNJVL UUU41V 


Homo sapiens integrin, alpha 2b (platelet glycoprotein lib of Ilb/IIIa complex, 
antigen l i d j i uazjj j, mKJN a 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 

fLTf^A9^ mRTsJA 
^±iv_Lrvzj, iiirvi>i/A- 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGA10), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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JNJVL UUUoJ4 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2B 
(GRIN2B), mRNA 


JNlvl_UUUo:> j 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2 A 

{ CXY> T7vT7 A \ *«p \T A 
\KJ In. 1 IN Z/\ J, 111 IN. IN f\ 


1N1V1 UUZUo^t 


Homo sapiens glutathione peroxidase 3 (plasma) (GPX3), mRNA 


JNJVl UUUoUD 


Homo sapiens gastrin (GAS), mRNA 




Homo sapiens dentatorubral-pallidoluysian atrophy (atrophin-1) (DRPLA), 

III lVl N f\ 


1N1V1 UU1Z1;/ 


noino sapiens caiuiiieiini v^/vlu J? iiirvTNr\. 


1M 1V1 WW / 1 D D 


nuino sdpieiis zoiid peiiucidd giyt/opiuiciii .j/y ^speini iecepioi ) yz-^r iiirvrvi.rv 


1M 1V1 WW / lj O 


nomu sapiens zim linger pioiem ou yj i i / j ^z^infou mrviN/\ 


1N1V1 WW/ZDW 


noino sapiens rviuppei-iiKe idL/ioi o ^rvi^r^o^, mrviN.rv 


INIyI WW / io / 


noino sapiens zinc inigei pioiein zjo ^z^iNi^ZfjJO^, iniviN/\ 


1N1V1 WW / IDS) 


noino sapiens zuii imgei pioiem zuo ^z^infzuo miviN/\ 


NM 007152 


Homo sapiens zinc ringer protein 195 (ZNF195), mRNA 


TsJA/T 0071^0 
1N1V1 WW / 1 D W 


nomo sapiens zmc nngei pioiem iod ^i^iivi oomamj ^z>iNr ioj>j, miviN/\ 


TsJA/T 0071A7 
JNJVl WU/l^/ 


Homo sapiens zinc finger protein 175 (ZNF175), mRNA 


TsJA/T 00714^ 


noino sapiens zmc nngei pioiem i^o ^z>iNr i^oj, miviN/A 


NM 007127 


Homo sapiens villin l (VILl), mRNA 


JNJVl UU/lZj 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, Y 
chromosome (UTY), mRNA 


XTN/T OO7104 
JNJVl WU / 1Z^ 


nomo sapiens uiropnm ^nomoiogous to Qysiiopnmj iiviN j, mivJN/\ 


A.TA/T OOT1 11 
JNJVl UU / 1ZZ 


Homo sapiens upstream transcription factor 1 (USF1), mRNA 


NM_007120 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 
m iv in /\ 


TvTAyT 0071 C\& 
JNJVl UU / 1 WO 


Homo sapiens ubiQuitin-like 3 (UBL3), mRNA 


XTA/T 007 1 1 £ 
JNIVL WU / 1 1 o 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA 


JNIVL UU /ll/ 


Homo sapiens thyrotropin-releasing hormone (TRH), mRNA 


XTA/T OO70 1 Q 
1M1VI UU/Zlo 


Homo sapiens patched related protein translocated in renal cancer (TRC8), 

mT?TsJ A 
lIlrvlN f\ 


NM 007233 


Homo sapiens TP53 target gene 1 (TP53TG1), mRNA 


TsJA/T 007 1 1 A 
iNlVl UU / 1 m 


Homo sapiens TATA element modulatory factor 1 (TMTT), mRNA 


NM 007112 


Homo sapiens thrombospondin 3 (THBS3), mRNA 


TvTA/T nn7 111 
JNJVl UU /111 


Homo sapiens transcription factor Dp-1 (TFDP1), mRNA 


NM 007109 


Homo sapiens transcription factor 19 (SCI) (TCF19), mRNA 


JNM UU/lUo 


Homo sapiens transcription elongation factor B (SIII), polypeptide 2 (18kD, 
elongm d) ( 1 Ciir>Z), mKJN A 


JNJVL UU/IUj 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 - 

lit-^ qh+icahcp /CT C*11 A 1 T Q\ rviT?XT A 

luce antisense ^oi^L^zz/\ii^oj, mKJN/\ 


TsJA/T 0071 fJ\ 
1N1V1 UU/10J 


Homo sapiens solute earner family 14 (urea transporter), member 2 (SLC14A2), 

llllvl > r\. 


NM 007101 


Homo sapiens sarcosine dehydrogenase (SARDH), mRNA 


XTN/T 0071/^ 
1N1V1 UU / 1 OD 


nomo sapiens spncmg iactoi j?a, suounit z, ooku (orjAZj, miviN/A 


A.TA/T 0079^0 
IN 1V1 UU / ZD Z 


Homo sapiens Retina-derived POU-domain factor- 1 (RPF-1), mRNA 


TsJA/T 00797^ 
JNJVl UU/Z/J) 


Homo sapiens B-cell associated protein (REA), mRNA 


NM 007195 


Homo sapiens polymerase (DNA directed) iota (POLI), mRNA 


TsJA/T 0079SzL 
1N1V1 UU/Zo^t 


nomo sapiens protein tyrosine Kinase y-iiKe ^/\o-reiateu protemj i jvvl j, 
mRNA 


NM 007196 


Homo sapiens kallikrein 8 (neuropsin/ovasin) (KLK8), mRNA 


NM 007171 


Homo sapiens protein- O-mannosyltransferase 1 (POMT1), mRNA 


NM_007215 


Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
(POLG2), mRNA 
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rNlVl UU/ZD^f 


HOlliO SapieilS pOiyilUCieOtlCie Kinase O -pnOSpnatase ^rlNJvr^, ITlrvJNA 


JNJVL UU/ZZ1 


Homo sapiens polyamine-modulated factor 1 (PMF1), mRNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


jnjvl uu / 1 oy 


Homo sapiens phosphatidylethanolamine N-methyltransferase (PEMT), mRNA 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 

yr Al^-IMJNZJ, 1T1KJN A 


jNJvi uu/iyu 


Homo sapiens Sec2 3 -interacting protein pi 25 (PI 25), mRNA 


NM 007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 

lllKJN A 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 

fQT P01 \Q\ *v»T>ATA 
[pLfK^Z lJ\y), m is. IN A 


JNJVL UU / 1 11 


rlomo sapiens nucleoporm jUkd (JNUr jU), mKJNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 

rNTFM TT7\7 1 \ ™ DMA 

(^JNUUr V 1 J, mKJNA 


JNJVL UU/lol 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 

( 1VJ Al 41v 1 J, lYlJvlN A 


JNJVL UU/ZjU 


Homo sapiens mannosidase, alpha, class IB, member 1 (MAN1B1), mRNA 


JN1V1 UU / 1 0^ 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 

fN/LAT^r 1 aivli ^ mPXFA 
^ivia.l/^aivii mxvi>/\ 


tsja/t nn79 1 a 

1M1V1 UU/ZIO 


n oiiiu sapiens aipna mtegnn Dinuing pioxem oj ^jviaaiui / j, iiiiv in /\ 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


1N1V1 UU / 1 UZ 


nonio sapiens guanyiaie cyclase activator zr> ^uioguanyimj ^uulazdj, mrviN/v 


JNJVL \)\) 1 LL 1 


nomo sapiens 0 piotem-coupieu leceptor (ur \s*+j j, miviN/\ 


JN1V1 UU/Z/J 


nomo sapiens lung cancel caiiciiGate ^ r u 0 j j, mrviN/v 


TvTN/T 0079/^'') 
JNJVL UU/ZOZ 


Homo sapiens RNA-binding protein regulatory subunit (DJ-l), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
ni is. in i\ 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


JNJVL UUOjoj 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CCT8), mRNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


JN M_UU /zZU 


Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


JNIVL UU/1UU 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e (ATP5I), mRNA 


TvTA/T 0070^1 
JNJVL UU/ZJl 


Homo sapiens solute carrier family 6 (neurotransmitter transporter), member 14 

(ol^L>OA14J, mKJNA 


TsJA/T 00790^ 
JNJVL UU/ZUj 


nomo sapiens a Kinase ^rivrvAj ancnor protein z ^ajva^zj, miviNA 


xTA/r 0079 oo 

JNJVL UU/ZUZ 


nomo sapiens a Kinase {r kjvaj ancnoi piotem iu ^AJS^Ar juj, mxsJNA 


NM_007168 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 8 
(AdL Ao j, mis. IN A 


JNJVl UUU3UO 


Homo sapiens coagulation factor II (thrombin) (F2), mRNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


JNJVL UUo/Jo 


Homo sapiens heat shock protein, neuronal DNAJ-like 1 (HSJ1), mRNA 


JNJVLUUtO j 5 


Homo sapiens erythroid differentiation and denucleation factor 1 (HFL-EDDG1), 

m KIN A 


JNJVL uuoyo^ 


nomo sapiens ciaucun iu ^L^LUrM iuj, miviNA 


TvJA/f oos^o? 

rNlvl UUJ JUZ 


n.01110 iScipiCIlo rV 1 L -UlIlLllll^ L/daaCLLC, SUU -Idlllliy r\. ^/\DV_/1 ^, II1CII1UCI 1 

(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 1 7) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 1 5) (ZNF22), mRNA 
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JNJVL_UUoy /o 


nomo sapiens zinc linger protein (KlJNo linger, LonC4 type; (ZJNr loJj, 

m KIN A 


jnivi uuoyDJ 


Homo sapiens uroplakin 3 (UPK3), niRNA 


JN1V1 UWOzOZ 


nomo sapiens uropiaKin i o ^uriviiDj, in iviN t\ 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 

nn1wm^rQCf» TT TA 1 OOl-TA /TA 1h7 FV\ mT?AJA 

poiymeiase 11, lj, iuukjj ^i Arzuj, miv in /\ 


AJA/T OO/iQ^O 
1N1V1 UUO:OU 


Homo sapiens synapsin I (SYN1), mRNA 


JNJVL UU/UDO 


Homo sapiens suppressor of white apricot homolog 2 (SWAP2), mRNA 


aja/t oo/^qziq 
in ivi uuoy^+y 


nomo sapiens syntaxm DiiiGing piotem z i ajjiz j, iylkin/v 


inivi uuoy^fo 


nomo sapiens siress /u proTem cnaperone, microsome-associaTeo, ouxu 

^ o 1 n J, 111 in. In /a 


TsJA/f OO^Qzl^ 


r±oiiio sapiens speciim, ueia, iiori-eryTiiiocyiic z ^or iDiMZj, iiuvin/a. 




inoiiio sapiens sinau pioinie-iicii pioiein zj3 ^o-r ivxvzijj, niivi>/\ 


xTA/r oo^qzla 


nomo sapiens secieieci pnospiTopioieiii z, zh-xlv ^orrz j, mrviNy-v 


inivi uw/uuv 


nomo sapiens zona peiiucicia umcnng pioiem ^or jo mrviN/\ 


MA/T 00^040 
INIVI l/UOyHU 


nomo sapiens orvi ^sex cieiei miiiiiig legion i j-oox j) ^o^vvj)^, mivi>jy-v 


NM 007017 


Homo sapiens SRY (sex deteimining region Y)-box 30 (SOX30), mRNA 


AJA/T OOAQzl^ 

inivi uuoy^j 


nomo sapiens oki ^sex Qetermmmg legion x j-dox zz \ &kjj±zz j, mrviN/\ 


NM 007084 


Homo sapiens SRY (sex deteimining region Y)-box 21 (SOX21), mRNA 


JNJV1 UUoy4z 


nomo sapiens bKY (sex cletermmmg legion Y )-dox zu (^UazU), mKJNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOX10), mRNA 


JNM UUoyJ4 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
memDer y (oLCoiVVj, mrciN/v 




Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


JNJVL vvoyji 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 

(oLLZAj J, llllvlN /\ 


AJA/T OOAQ^O 

jnjvl uuoyju 


Homo sapiens S-phase kinase -associated protein 1A (pl9A) (SKP1A), mRNA 


NM 006925 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


AJA/T flfl/^QO/l 


Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate 
spncmg iacTorj ^rivoi j, miviN/v 


inivi uuoy i / 


Homo sapiens retinoid X receptor, gamma (RXRG), mRNA 


AJA/T OOAQS7 
IN IV! UU070 / 


nomo sapiens raopninn j)/\-iiKe (wnnoui l^z uomamsj (ki n jal j, in iv in /a 


AJA/1 0070^^ 


nomo sapiens polymerase (kjn/\j 111 ^uin/\ airecieaj ^idjkuj (ivr^ijjj, 

mT?TsJ A 
Illlvl >J r\ 


TvJA/T OOAQ 1 ^ 
In 1V1 UUO" 1 D 


nomo sapiens leuiiiiis pigmeiiiosa z ^yv-iniKeu. lecessive^ ^rviZj, inivi> J rv 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


AJA/T OOAQ 1 ^ 

inivi uuoyij 


Homo sapiens ring finger protein 5 (RNF5), mRNA 


aja/t nn^Q 1 1 
inivi uuoy 1 1 


nomo sapiens leiaxm i (rii ) ^ivi^iN i j, miviN/v 


NM 007043 


Homo sapiens HIV-1 rev binding protein 2 (HRB2), mRNA 


AJA/T OOTO^^ 
IN IV! UU/wOZ) 


Homo sapiens similar to S. cerevisiae RER1 (RER1), mRNA 


aja/t nn^nQ 1 
JNJVL UU/Uol 


Homo sapiens RAB, member of RAS oncogene family- like 2B (RABL2B), 

™T?AJ A 

m Jv in /\ 


AJA/T OO/^QO^ 

inivi uuoyuo 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (PSG1), mRNA 


AJA/f 0070 1 A 
JNJVL UU/UIO 


Homo sapiens protein similar to E.coli yhdg and R. capsulatus nifR3 (PP35), 

III IxlN f\ 


AJA/r 007094 


YA nni(^ Qaniftic T*T f\ \~\vi\\ c* \ n TT*T f\\ m F? TAl A 

-L-LW111W odlJlt;ilo JT \—i\J IJIWLt/lll IJTJ-^WJ, 111 IV 1 > /\ 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein ( JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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xta/t nri7n^ 1 

INIYL UU/lOl 


Homo sapiens heat shock transcription factor 2 binding protein (HSF2BP), 


TsJA/T 00701 1 
1>I 1V1 UU /Oil 


numu sapieiis puiauve iiaiismeiiiuiaiie pioiem ^noi-zj, iiiiviN.rY 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


TsJA/T 0070zl^ 
INlVL UU/LHO 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


TsJA/T 0070^1 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM 006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 


T\JA/T 0070 1 < 
INlVL UU/UO 


Homo sapiens chondromodulin I precursor (CHM-I), mRNA 


rsuvL uuoovu 


Homo sapiens c arc ino embryonic antigen-related cell adhesion molecule 7 

fC*Tl A C A A/T7^ mPAJA 
\ L C./\L /\ 1V1 / J, mrvTN/\ 


INlVL UU /Ulo 


Homo sapiens centrosomal protein 1 (CEP1), mRNA 


INlVL UUOooV 


nomo sapiens luoo antigen ^luzo antigen ngano z, r> /-z antigen j (^uooj, 

mT?XT a 

III Ixl >J f\ 


1M 1V1 UU070Z 


nomo sapiens cartilage paireu-ciass nomeopiotem i ^v^/aivi i mivrN/\ 


TsJIVT 0070^8 
In 1V1 / \JD o 


nomo sapiens caipam 1 1 ^i^/A-tin 1 1 iiuvin /A. 


inivi uuoooo 


nomo sapiens caiiiiuuumi i ^piiospiioiyiase Kind.se, cteitaj ^^.rvi^ivii mivi>j J rv 


MlVt 007047 


nuino sapiens uuiyiopiniiii, suuiaiiiiiy iiiemuei /\z ^13 1 in or\z,j, iiirviNrA. 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member A 1 (BTN3A1), mRNA 


INlVL UUO77Z 


Homo sapiens B7 protein (B7), mRNA 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


JNM. v)K)/v)2Z 


Homo sapiens putative tumor suppressor (101F6), mRNA 


INlVL UUOOV / 


Homo sapiens cisplatin resistance associated (CRA), mRNA 


JNM UU00Z0 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


INlVL UUO/Ol 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


TvTAyf OOA7Q/1 
iNlVl UUO /o4 


Homo sapiens W^D repeat domain 3 (WDR3), mRNA 


JNM UUoo4o 


Homo sapiens serine protease inhibitor, Kazal type, 5 (SPINK5), mRNA 


JNM UUooJU 


Homo sapiens ubiquinol-cytochrome c reductase (6.4kD) subunit (UQCR), 

rvit?AT A 

m KIN J\ 


TvJA/f OOA7QS 
INlVL UUO / 70 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Al (UGT2A1), 

1 1 1 IS. IN r\ 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


TsJA/L 00/^877 
INlVL UUOoZ / 


nomo sapiens nansmemurane tiaiiicKing piotem ^iivirzi j, mrvi>i/\ 


INlVL UUOoDJ 


nomo sapiens KaiiiKiem 1 1 ^jv.ujs.1 i j, miviN/\ 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


JNM UUOOO 


Homo sapiens transcription elongation factor A (SII), 1 (TCEA1), mRNA 


JNM UUoUz4 


Homo sapiens Taxi (human T-cell leukemia virus type I) binding protein 1 
(TAX 1 BP 1), mRNA 


INlVL UUOOZ 


Homo sapiens surfeit 5 (SURF5), mRNA 


INlVL uuooiy 


Homo sapiens stress-induced-phosphoprotein 1 (Hsp70/Hsp90-organizing 
protein j pi ±r i j, miviN/\ 


ATAyT 00^7Q0 
INlVL UUO / oU 


nomo sapiens oivla^ ^oivl/Vj j, m in. in p± 


TsJA/T OOA7/LQ 
INlVL uuo /^y 


Homo sapiens solute earner family 20 (phosphate transporter), member 2 
(SLC20A2), mRNA 


TsJl\/t 00^7zL7 
1>J 1V1 UUO / T- / 


nomo sapiens signai-muuceci pioiiteiation-associateci gene i pir /\i mrviN/v 


1M 1V1 UUO O / J 


nUIIlO SdpieilS SlOlietl 13/ IPll.rV-aipilcl/ueLcl-lllve IdL/LUl ^kj^rVl^-r J, IIlrvlN/Y 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor- interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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IN1V1 UUOoOo 


Homo sapiens RAB3 1, member RAS oncogene family (RAB3 1), mRNA 


JNJVL UUOOJ7 


Homo sapiens inner membrane protein, mitochondrial (mitofilin) (IMMT), 

111 IN. IN f\ 


NM 006812 


Homo sapiens amplified in osteosarcoma (OS-9), mRNA 


1N1V1 UUOOjO 


nomo sapiens sianoase 3 ^memuiane siaiiciase) ^injj/Uj ), mrviNA 


NM 006791 


Homo sapiens MORF-related gene 15 (MRG15), mRNA 


JNJVL UUO/OO 


Homo sapiens zinc finger protein 220 (ZNF220), mRNA 


JN1V1 UUooU4 


Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA 


NM_006770 


Homo sapiens macrophage receptor with collagenous structure (MARCO), 
m K IN A 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 

1 f~\A AT T1\ ™ T> AJ A 
1 (1V1AL1 1), m K IN A 


NM 006767 


Homo sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA 


JNJVL (JUoo4U 


Homo sapiens leukocyte immunoglobulin- like receptor, subfamily B (with TM 
and ITIM domains), member 5 (LILRB5), mRNA 


JNJVL UUoooo 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 2 (LILRA2), mRNA 


JNJVL UUoooJ 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (with TM 
domain), member 1 (LILRA1), mRNA 


JNJV1 UUoo4/ 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and lllJVL domains), member 4 (L1LK±>4), mKJNA 


NM_006865 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily A (without 
1JVL domain), member 3 (L1LKA.5), mKJNA 


NM_006864 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 

,1 T'T'TA A /Trtwni«o\ tit r^. »-»-» Uv ^ «-> 1 / T TT 1~> L> ^2 \ wDM A 

and iinvi domains), memoer d (LiLK±>J), mrviNA 


NM 006738 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 


NJVL_UUo7oz 


Homo sapiens Lysosomal-associated multispanning membrane protein-5 
(LAF 1 JVL j ), mKJNA 


IN MUUo 151 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, long 

r^H-z-vr^loomir* foil O /k' ID O \ mt?AJA 

cytoplasmic tan, z ^ ivi iv j) ul^z ), in i\ in a 


JNJVL UU00UI 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
leieiiuoii i ecepior i ^ ivl^ellin. i ^, in iv in r\ 


In ivi 1/1/0044 


noiTiu sapiens iivd ^Ddcieiiai dceioiaciciie syiiuiase^-iiKe v,ii^vJ3i^j, mrviN/Y 


NM 006858 


Homo sapiens putative T1/ST2 receptor binding protein (IL1RL1LG), mRNA 


IN JVL UUO / Oh- 


Homo sapiens interferoii-related developmental regulator 2 (IFRD2), mRNA 


JNJV1 UUOoj J 


noiuo sapiens Air/uir -uinding protein \riiiJ\iD ), ituvina 


IN JV1 UUO / V4 


riomo sapiens kj piotein-coupiea leceptor /d ^uriv/jj, miviNA 


JNJV1 UUO /Oj 


Homo sapiens gap junction protein, beta 6 (connexin 30) (GJB6), mRNA 


aja/t nn^7^^ 

JN1V1 UUO / J J 


Homo sapiens FSH primary response (LRPR1, rat) homolog 1 (FSHPRH1), 

ml? XT A 
ITUviN A 


1N1V1 UUO / J 1 


nomo sapiens FUKuyania type congenital muscular uystropny ^fv^ivil^^, mrviN/\ 


NM 006730 


Homo sapiens deoxyribonuclease I-like 1 (DNASE1L1), mRNA 


In 1V1 1/1/4 jOu 


nomo sapiens cnionue cnannei z ^i^t^v_ in z^i, mrviNA 


NM 006725 


Homo sapiens CD6 antigen (CD6), mRNA 


JNJVL UU00U0 


Homo sapiens BTG family, member 3 (BTG3), mRNA 


JNJVL UUo/OJ 


riomo sapiens d 1 0 lamily, meniDei z (r> 1 Lrz), mKJNA 


JN1V1 UUO/07 


nomo sapiens apo lipoprotein r> mrviNA euiting enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA 


NM_006793 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 006818 


Homo sapiens ALL 1 -fused gene from chromosome lq (AF1Q), mRNA 


NM 004289 


Homo sapiens nuclear factor (erythroid-derived 2)-like 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


JN1VL KJKJOjZj 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 


IN1V1 UUtO d 1 


Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


INJVl UUojo4 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 


JNMUUcO / 5 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 3b 
( i rviroi ijr> j, miviN/\ 


NM 001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 

\ 1 IN r Ivor y J, mivIN/\ 


IN1V1 UUCOZo 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


inivi uuoDiv 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


JNJVL UUooUZ 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 

mivlN f\ 


ATA/T nnA^QQ 
JNIVL vvojyj 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


IN1V1 UUOO /y 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 

1 1KC ^ 1 r\V^ O 1\L J, IIlIVl>J J rV 


NM 006682 


Homo sapiens fibrinogen- like 2 (FGL2), mRNA 


IN1V1 UUODDo 


nomo sapiens oamoo-iihce piiospnoiyrosine protein, i -o i/vtv ( i -o i/vkj, miviN/v 


IN1V1 UUOOUj 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


INlvl UUO / 1 / 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


INlvl UUOOD4 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT-l), mRNA 


INJVL UUOOZZ 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


TVTA A AA/CC 1 /C 

JNM (JUoMo 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


JNM (JUooJz 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


JNM_UUcO 1 / 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


JNM UUojVo 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7),mRNA 


A.TA A AA£C 1 C 

NM (J(JoM:> 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


JNM_UUooo4 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


JNM UUoM4 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCN10A), mRNA 


A.TA A CCA 

NM_U0o55V 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 

*^T>AJ A 
m KIN A 


JNJVL UUoM 1 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1A1), 
miviN/\ 


INlvl UUOjOj 


Homo sapiens retinal pigment epithelium- derived rhodopsin homolog (RRH), 
mRNA 


rNlVL wuoowt 


T— J t ~\ m i \ c 'A mpn c v r^k fitifrpf t~\ w iItm n 1iL^/^ \ / r? POT \ \ tyi T? ~M A 

nuiiio iscipiciiis icl niis^ci piuLCiii iiJvc J ^xvrrbj hi n /a 


NM 006605 


Homo sapiens ret finger protein- like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM_006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 


Homo sapiens corin (PRSC), mRNA 


inivi uuodjo 


nomo Sapiens pnospnomevaionate Kinase ^rivivjs^i, miviN/\ 


NM 006608 


Homo sapiens putative homeodomain transcription factor (PHTF1), mRNA 


1N1V1 UUOOOl 


Homo sapiens phosphodiesterase 10A (PDE10A), mRNA 


JN1V1 UUoo/4 


Homo sapiens MHC class I region ORF (P5-1), mRNA 


JNJVL UUooJ / 


Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 
mRNA 


INIVI UU0D4y 


Homo sapiens serologically defined colon cancer antigen 16 (SDCCAG16), 
mRNA 


TvTAyr nno^^o 
JN1V1 vjUZjjZ 


Homo sapiens nucleoporin 88kD (NUP88), mRNA 


TvTA>T MAXIMO 


Homo sapiens neuropathy target esterase (NTE), mRNA 


JNJVL vvboyj 


Homo sapiens cleavage and polyadenylation specific factor 4, 30kD subunit 

/Y^PQln/n ml? XT a 
(Lror't J, 111 Iv IN f\ 


rsiivL uuoooy 


Homo sapiens leukocyte immunoglobulin- like receptor, subfamily B (with TNI 
and ITIM domains), member 1 (LILRB1), mRNA 


1N1V1 UUOD D D 


nomo sapiens meianoma mniDiiory activity ^ivllaj, miviN/v 


inivi uutouu 


Homo sapiens melanoma adhesion molecule (MCAM), mRNA 


NM 006610 


Homo sapiens mannan-binding lectin serine protease 2 (MASP2), mRNA 


JN1V1 UUOOW 


Homo sapiens mannosidase, alpha, class 1A, member 2 (MAN1A2), mRNA 


JNJVL UUo4Vo 


Homo sapiens lectin, galactoside-binding, soluble, 2 (galectin 2) (LGALS2), 

m KIN /\ 


iNlVl UUOD4 / 


nomo sapiens ior-ii mivrM/\-DmQing piotem ^ ^js.l^l^ i j, in k in /\ 


INIVL UUOO 1 1 


riomo sapiens Kiuer ceu lectm-iiKe leceptor suDiamuy /\, memoer i ^jsj_^±va.i j, 

1 1 1 IV IN r\ 


In 1V1 U U O 3 O 


nomo sapiens i r - 1 1 nirviN/\-uinciing proiem i ^iivir -i ^, in ivi >j r\ 


NM 006665 


Homo sapiens heparanase (HPSE), mRNA 


1N1V1 UU04*7 / 


Homo sapiens hypermethylated in cancer 1 (HIC1), mRNA 


JNJVL UU400 / 


nomo sapiens neci Qomam anc kllj z ( n civLz j, m k in /\ 


INIVL UUCOZ / 


Homo sapiens Hairpin binding protein, histone (HBP), mRNA 


NM 006658 


Homo sapiens G-substrate (GSBS), mRNA 


INIVL UU04VO 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
acti vny p o lyp epti Qe j) ^ or> /\i j ) , mrvi> /\ 


jnjvl uuodzv 


nomo sapiens glycine lecepioi, aipna o ^oi^rv/\o j, miviN/v 


INIVL UUOO J) U 


Homo sapiens glioma-amplified sequence-41 (GAS41), mRNA 


INIVL UUOOol 


Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9), 

ml? TsJ A 
III IV In r\ 


1N1V1 uuo / uu 


nomo sapiens ri^i>iZ7 gene jjiociuci \r L^rszy miviN/\ 


In 1V1 UUOOOL 


nomo sapiens coiiipieiiieiiT iacior n-reiaieu h- ^rniv-'+j, miviN/A. 


TsJA/T 004 1 1 
INlYl UUH- 1 1 J 


nomo sapiens iiuiouiasi giowin iacior izd ^fo-T izjdj, hi ivi >j /a 


TsJA/T OO^zlQS 


nomo sapiens ecouopic vnai liiiegiaLioii sue z,d yc v izd ^, iiuvin/a. 


NM 006532 


Homo sapiens ELL gene (11-19 ly sine-rich leukemia gene) (ELL), mRNA 


IN 1V1 UUODOO 


nomo sapiens aunesion glycoprotein ^ijin/vivi-i j, mivrM/v 


INIVL UUOO D y 


Homo sapiens cysteinyl leukotriene receptor 1 (CYSLT1), mRNA 


INIVL UUODoO 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA 


INIVL UUOO OD 


Homo sapiens CCCTC-binding factor (zinc finger protein) (CTCF), mRNA 


IN 1V1 UUOD /4 


nomo sapiens cnonaroitm sunate proteoglycan r> ^neurogiycan k^j (Loruj j, 


NM 006688 


Homo sapiens Clq-related factor (CRF), mRNA 


NM 006493 


Homo sapiens ceroid-lipofuscinosis, neuronal 5 (CLN5), mRNA 


NM 001750 


Homo sapiens calpastatin (CAST), mRNA 


NM 006624 


Homo sapiens adenovirus 5 El A binding protein (BS69), mRNA 


NM 006698 


Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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INIVL UUO / 1 0 


Homo sapiens activator of S phase kinase (ASK), niRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


INIVL UUOO/U 


Homo sapiens 5T4 oncofetal trophoblast glycoprotein (5T4), mRNA 


JNJVL UUZUoV 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide i ^ojnaii j, mKJNA 


1M1V1 UU 1 1 OD 


Homo sapiens baculoviral IAP rep eat- containing 3 (BIRC3), mRNA 


JNJVL UUUJVL 


Homo sapiens ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- 
j3ieisciiowsKy disease^ ^i^-i^inz^, iiiivrNA 




no mo sapieiis oir-umciing pioiem iviio / ^ivnu / j, niiv in a 




nomo sapiens neai snocK /ukjj proiem id ^ n or a i d j, in is. im /\ 




nomo sapiens neai shock / proiem ia ^ n o i /\ i /\ j, in ivi \ /\ 




nomo sapiens ni insioiie laimiy, iiicniuei j ^jtih-fj j, iiiivima 




nomo sapiens msione iamiiy, memoer n ^nirnj, mivi>i/\ 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


inivl UL03*+U 


nomo sapiens msione iamiiy, memuei \^ ^n^r^^), mivrN/v 


JNJVL uuj^jy 


Homo sapiens H4 histone family, member B (H4FB), mRNA 


JNJVL UUjjjo 


Homo sapiens H4 histone family, member A (H4FA), mRNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (HI FT), mRNA 


JNJVL UUJ/jZ 


Homo sapiens eukaryotic translation initiation factor 3, subunit 8(1 lOkD) 

(mrjooj, HI K IN A 


jnjvl uu^-yzy 


nomo sapiens caLDinum i, \Zokd) \\,p^l^d l rnKiN/\ 


JNJVL UUOl ZZ 


Homo sapiens mannosidase, alpha, class 2 A, member 2 (MAN2A2), mRNA 


JNJVL UUO^Ul 


Homo sapiens mitogen- activated protein kinase kinase kinase 12 (MAP3K12), 

III ivl N r\ 




nomo sapiens zmc migei pioiein iyj yz^rsr i7jj, iiuvlm^-v 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


jnjvl uuojoj 


Homo sapiens zinc finger protein 211 (ZNF21 1), mRNA 


INIVL UUOZyO 


nomo sapiens vaccinia reiateo Kinase z ^ vrvJvzj, mivrN/\. 


JNJVL UUOZVj 


nomo sapiens vaLyL-iKTsi/\ syntnetase z { vivivozj, miviN/v 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


INIVL UUoZy4 


Homo sapiens ubiquinol-cytochrome c reductase binding protein (UQCRB), 
mRNA 


JNJVL UUoZVJ 


Homo sapiens TYR03 protein tyrosine kinase (TYR03), mRNA 


JNJVL UUOj 1 L 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha- induced protein 2 (TNFAIP2), 

m 1\ IN /\ 


NM_006290 


Homo sapiens tumor necrosis factor, alpha- induced protein 3 (TNFAIP3), 
mKJN A 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


JNM UUozoo 


Homo sapiens transcription factor Dp-2 (E2F dimerization partner 2) (TFDP2), 
mRNA 


JNM UUoZo4 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
poLymeiase 11, n, jvjKL) { L ArZnJ, mKJN A 


NM 006342 


Homo sapiens transfonning, acidic coiled-coil containing protein 3 (TACC3), 
mKJN A 


JNJVL VVOZoJ 


Homo sapiens transforming, acidic coiled-coil containing protein 1 (TACC1), 

1 1 1 Iv 1 > 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (trans loc on- associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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mRNA 


JN1V1 UUo4jU 


Homo sapiens splicing factor (45kD) (SPF45), mRNA 


NM 006422 


Homo sapiens A kinase (PRKA) anchor protein 3 (AKAP3), mRNA 


NM_006446 


Homo sapiens solute carrier family 21 (organic anion transporter), member 6 
(oLCzlAo), mKJNA 


NM_006278 


Homo sapiens sialyltransf erase 4C (beta-galactosidase alpha-2,3- 
sialytransterase) (S1A14C), mRNA 


NM_006378 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain (TM) and short cytoplasmic domain, (semaphorin) 4D (SEMA4D), 
mKJNA 


JNJVl_UUo:S /V 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreieu, y semapnormj jl ^oj-zIvlao^j, mrvLN/\ 


1M1V1 UUOZ /4 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 9 


IN 1V1 UUOtJJ 


noiiio sapiens LiaiisQu.ciii ^ueiaj-iLKe o ^io-L^j) j 9 iiiivi>j/\ 


NM 006270 


Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 


jnjvi uuozov 


Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RP1), mRNA 


JNJVI UUOJDD 


Homo sapiens ring finger protein 15 (RNF15), mRNA 


NM 006315 


Homo sapiens ring finger protein 3 (RNF3), mRNA 


JNJVI UUO-3V4 


Homo sapiens regulated in glioma (RIG), mRNA 


NM 006263 


Homo sapiens proteasome (prosome, macropain) activator subunit 1 (PA28 
alpna) (FbJVLbl), mKJNA 


JNM UUozoz 


Homo sapiens peripherin (PRPH), mRNA 


JNJVI UUOZOl 


Homo sapiens prophet of Pit 1, paired-like homeodomain transcription factor 

rDT? HP 1 \ DMA 


NM_006260 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent mniDiTor ^kjsjvJJ, mKJNA 


NM 006259 


Homo sapiens protein kinase, cGMP- dependent, type II (PRKG2), mRNA 


JNJVI UUOZD / 


Homo sapiens protein kinase C, theta (PRKCQ), mRNA 


NM 006255 


Homo sapiens protein kinase C, eta (PRKCH), mRNA 


JNM_00oz53 


Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subunit 

/'DD A D 1 \ _ DMA 

(r KJnA±> 1 ), lllKJNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subunit 

moi/ A A T\ i-kT DMA 
( rlvlvAAZ J, mKJNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunit 

/DDI/ A A 1 \ D M A 

( I K IV A A 1 j , 111KJN A 


NM 006247 


Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), mRNA 


JNM_UUoz4o 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), epsilon 
isoform (PPP2R5E), mRNA 


JNM UUoZ4j 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), delta isoform 
(PPP2R5D), mRNA 


JNM U(Joz44 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), beta isoform 
(PPP2R5B), mRNA 


JNM_UUoz4J 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), alpha isoform 
(PPP2R5A), mRNA 


ATA JT r\ /A /TO /I 1 

JNM (JUoz41 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 

mjvTN/\ 


NM 006240 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1), 
mRNA 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA 


NM 006237 


Homo sapiens POU domain, class 4, transcription factor 1 (POU4F1), mRNA 
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INIVL VKJuZdO 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


1M1V1 U\JOZdD 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


JN1V1 UUOZj) 1 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


IMlvl UUOjjo 


Homo sapiens solute earner family 25 (mitochondrial carrier* peroxisomal 

II1CII1U1 dlie piOLClll, .jH-rLL/^, II1CII1UC1 1 / ^kMj"oZj/\J / J, IIUVlN/A. 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


IN 1VL U U OZ Z O 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


JN1V1 UUOZZ4 


Homo sapiens phosphotidylinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD 5 1 -interacting protein (PIR51), mRNA 


NM_UUozzJ 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 4 
(parvulin) (PIN4), mRNA 


JNM vvoZZZ 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1- 

1 : 1 . _ / D INI 1 T \ wDAT A 

11 KG (rlJN HI K IN A 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 

(rllN 1 J, m K IN A 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 

( 1 1 IN J LA J, niKIN A 


JNJVL UUozlJ 


Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 

-.DMA 
111KJN A 


NM_006212 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2 

( It INr t5Z), 111 K JN A 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


\TA if C\C\£l r \ C\C\ 

JNM (JUozUy 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 2 (autotaxin) 
(liJNrrZ), mKJNA 


JNM_UUoz(Jj 


Homo sapiens phosphodiesterase 6H, cGMP-specific, cone, gamma (PDE6H), 

mT?TsJ A 
111 KIN A 


IN JV1 UUOZU^f 


nomo sapiens pnospnouiesterase ov^, coivir -specinc, cone, aipna prime 

^ I UCOL j, 1 1 1 IN. 1M /\ 


iNlYl UU0170 


nomo sapiens r urKinje ceil proiem yrv^r'-t ^, misJN a 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


IN1V1 UUOI7J 


nomo sapiens pre--D-ceii leuicemid iranscripiion iacior j \idj\j j, miviM a 




nomo sapiens paneo dox gene (rAA^j, mivrNA 


IN 1V1 UUOiyi 


nomo sapiens pioiiieraiion-associaieu zu^, joku ^rAzu'tj, mrviNA 


JNJVL UUOloV 


Homo sapiens olfactory marker protein (OMP), mRNA 


JN1V1 UUOloO 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 

mT?M A 
III in. In f\ 


1M1V1 UUOlOJ 


nomo sapiens nuciear miiouc apparaius proiem i ^imuiviai j, mivi^A 


JN1V1 UUOlOH 


nomo sapiens nucieoDiiium i ^in uL/Di j, iiiivjna 


MA/r 00^1 89 

IN 1V1 W WO 1 OZ 


nomo sapiens ciiscoitini ciomaiii iccepior ldniiiy, liiemuei z yuuis^L iniviMy-v 


TsJA/f oom&o 

IN 1V1 uuo low 


nomo sapiens iieuiouopinc lyiosine Kiiid.se, lecepioi, iype z iivjs.z,j, inivi> J rv 


MA/r 00^79 


noiHO SdpieilS l>lol-aSSUL/laLeCl piUieill 1 ^ij/\r 1 J, lIllvlNj'-v 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


ma/t ooa 1 

1N1V1 WWOl /O 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


TsJA/T OOA 1 7zL 
IN 1V1 WWO 1/4 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


TsJA/T 00^170 
1N1V1 WWOl /w 


nomo sdpieiis iiucieoidi pioieni i \ iz,\jjs.lj) ^inuli ^, inivi>ij'-v 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM 006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2) -like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid- derived 2), 45kD (NFE2), mRNA 
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NM 006160 


Homo sapiens neurogenic differentiation 2 (NEUROD2), mRNA 


inivi uuoi jo 


nomo sapiens neuroiiiament, ngnt poiypepticie yooKU) nr i^j, mixiM/v 


1N1V1 UUOJyj 


Homo sapiens nebulette (NEBL), mRNA 


iNlvl UUOjIO 


Homo sapiens DNA-binding transcriptional activator (NCYMT), mRNA 


NM 006153 


Homo sapiens NCK adaptor protein 1 (NCK1), mRNA 


1M1V1 UU04Z4 


Homo sapiens solute carrier family 34 (sodium phosphate), member 2 

^o.LLo4i\ZJ, mKJN/\ 


NM 006317 


Homo sapiens brain acid-soluble protein 1 (BASP1), mRNA 


JN1V1 


Homo sapiens c-mer proto-oncogene tyrosine kinase (MERTK), mRNA 


NM_006457 


Homo sapiens LIM protein (similar to rat protein kinase C-binding enigma) 
(JL1JV1), mKJNA 


TvTA/T MA/i 1 A Q 

JNJV1 UUol4o 


rlomo sapiens Ll M ana olij protein l (LAbrl ), mKJNA 


TvTA/f AAA'S 

JNJV1 UUoJoJ 


Homo sapiens DN A- dependent protein kinase catalytic subunit- interacting 

nrn+Pin 0 ( I P 0 ^ mt?TsJA 

piotem z ^Jvir z j, miviN/v 


1N1V1 UU04jV 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KE04), 
mRNA 


1NI1V1 UU014/ 


nomo sapiens mieiieron leguiatory iacioi o (irvro^, mrvi>i/\ 


1NJV1 UUOjjZ 


nomo sapiens mteiieion, gamma-muuciDie piotem (lrijUj, miviN/v 


1N1V1 UUOO.3 / 


nomo sapiens microspneruie pioiem i ^ivi^ivoi j, mivrN/\ 


1M1V1 UUOoUo 


nomo sapiens neat shock z/ku protein j (norDj mKJN/\ 


NM_006403 


Homo sapiens enhancer of filamentation 1 (cas-like docking; Crk-associated 
suDStrdte leidiecij ^niir i mrviN/\ 


1N1V1 UU014J 


Homo sapiens G protein-coupled receptor 19 (GPR19), mRNA 


TvTAyf nn^^no 
iNIVI vvJvjvJZ 


Homo sapiens glucosidase I (GCS1), mRNA 


1M1V1 UU04 / o 


nomo sapiens i_r/\oz-reiaieu on cniomosome zz ^o/vkzzj, miviN/\ 


1N1V1 UUOjjo 


Homo sapiens glioma amplified on chromosome 1 protein (leucine-rich) 

^VJ/AV^ 1 ^, Illix 1 >J /A 


1N1V1 UUOjOU 


nomo sapiens uenurixic ceu proiem ^uai / iiiiv i > /a 


TvJA/T 00^90 
INlvl UUOjZ7 


nomo sapiens iiuuun d \r dl^lsj niivi > i\ 


NM 006404 


Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), mRNA 


IN1V1 UUOJ)U4 


nomo sapiens ueieteci m spiii-nanci/ spur- root i legion (^uooi j, mrvTN/\ 




Homo sapiens D-dopachrome tautomerase (DDT), mRNA 


INlvl UUOIjV 


nomo sapiens luzo antigen ^ip44j ^l^uzoj, mKJN/\ 


NM 006371 


Homo sapiens cartilage associated protein (CRTAP), mRNA 


TvrAyr nn^nA 

JNIVI UUOUO 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 2 

^Lx/Vl Z,/aZJ, III in. IN /\ 


JN1V1 UU044O 


Homo sapiens trinucleotide repeat containing 1 (TNRC1), mRNA 


xta/t nn/^^^ 

1N1V1 VVUDDJ 


Homo sapiens nuclear DNA-binding protein (C1D), mRNA 


aja/t nnM 1 Q 
INIIVL UU041V 


Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 

lj ^J3-Ceil ClieillOalllaClallLJ 1 D 1 S) IIllvlN.rv 


NM 005453 


Homo sapiens zinc finger protein 297 (ZNF297), mRNA 


INIIVI UU0.3Z4 


nomo sapiens cianioiaciai Qeveiopment protein i ^truri mKJN/v 


NM 006375 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 


JN1V1 UU4400 


Homo sapiens glypican 5 (GPC5), mRNA 


TvTA/f AA/1/1Q/1 

JNJV1 UU44o4 


Homo sapiens glypican 3 (GPC3), mRNA 


JNJV1 UUZojo 


Homo sapiens poliovirus receptor- related 2 (herpesvirus entry mediator B) 

fPVT?T 9\ mT?TsJA 
^ I V IN. LZ, J, IIlrvlN.rv 


NM 001420 


Homo sapiens ELAV (embryonic lethal, abnomial vision, Drosophila)-like 3 (Hu 
antigen C) (ELAVL3), mRNA 


NM 001634 


Homo sapiens S-adenosylmethionine decarboxylase 1 (AMD1), mRNA 


NM 000483 


Homo sapiens apo lipoprotein C-II (APOC2), mRNA 


NM 001645 


Homo sapiens apolipoprotein C-I (APOC1), mRNA 
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NM 000482 


Homo sapiens apo lipoprotein A-IV (APOA4), mRNA 


JNM UUjyjj 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(1VL id), mJvlN/\ 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF2 1 6), mRNA 


NM_006006 


Homo sapiens zinc finger protein 145 (Kruppel-like, expressed in promyelocyte 
leukemia) (z>JNrl4j), mKJNA 


JNJVL UUoUU4 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


JNJYL UUoUlo 


Homo sapiens ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, mRNA 


IN1V1 UUOUoo 


nomo sapiens lUDuim, oeia, z ^ i uddz], mrvi\i/\ 


jnivi uuoyyy 


Homo sapiens trans lin- associated factor X (TSNAX), mRNA 


NM 006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 

\ 1 oLZZ J, 111 Iv In /a 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


JN1V1 \J\JOU / D 


Homo sapiens triadin (TRDN), mRNA 


JNJVL vvjyy/ 


Homo sapiens transcription factor- like 1 (TCFL1), mRNA 


JNM UUollo 


Homo sapiens transforming growth factor beta- activated kinase-binding protein 
1 (TAB 1), mRNA 


jNivi_uujyoy 


Homo sapiens aldo-keto reductase family 1, member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


ATA Jf AACOOO 


Homo sapiens small proline-rich protein 2A (SPRR2A), mRNA 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


JNM (J(Jo(J4y 


Homo sapiens small nuclear RNA activating complex, polypeptide 5, 19kD 
(oJNArLO), mKJNA 


JNM_UUoUoU 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, ^semapnormj d/\ (^i^iviajaj, m k in /\ 


JNJV1 UUOU / Z 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 

^fVA?^ mT?TsJ A 

^OV^ I JS^ZsKJ J, IIlIVlN.f-V 


In 1V1 WD yol 


nomo sapiens saicoma ampiiiieti sequence mrviN/\ 


In 1V1 UUOUjH 


nomo sapiens leiiciiion d ^iviinj) itiivln^-v 


iNivi w jy i i 


nomo sapiens inig inigei pioieni ^v_onz,^o Lype^ o ^rvi>iro^, iiiivinz-v 


IN 1V1 WD y 1 J 


nomo sdpieiis r i ivo pioLeiii lyiosiiie Jviiiciise o ^x^ijvoj, iiirvLN.rv 


in ivi wuz) y 1 z 


nomo sapiens pancreaiic poiypepiiue lecepior i yrr i ivi^i, mrviN/\ 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPIE), mRNA 


TvTN/T 00^107 
InIVI UUOIU/ 


nomo sapiens acici-mciuciDie pnospnoproiem {kjj\^o- io mrviN/v 


JN1V1 uuouo / 


nomo sapiens neignoor 01 k^\jjss\ ^rNUL^^j, miviN/v 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


JNJVL UUolOo 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


JNM_UUoUy / 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
^ivi i iN-Lz j, miviN/\ 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


JNJVL UUjVJZ 


Homo sapiens mitochondrial intermediate peptidase (MIPEP), nuclear gene 
encoding mitochondrial protein, mRNA 


1N1VL WDyDl 


Homo sapiens MHC class I polypep tide-related sequence B (MICB), mRNA 


1N1V1 UvUUOl 


J-4 nmn cjmipnc \A HT KinHina f^rtnr hnt^ (\A HT^RFR^ m R N A 
numu ^dpiciic> iviriL uiiicuiii^ idL/iui, ucid ^ivin\_ sz>r J->^, iiirviNyA^ 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens micro fibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 



485 



(400/104) 



JNJVL Uloyz4 


Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 
(MEOX2), mRNA 


NJVL_(J(J5 9zU 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D), mRNA 


"VTA/T flA^OI O 

JN1V1 UUdVIV 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte enhancer factor 2B) (MEF2B), mRNA 


1N1V1 \)\)jy 1 o 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
gene encoding iiiiiociioiicuiai pioTeiii, niivi>j/iL 


INlVl W J7 1 / 


nomo sapiens iiiaiaie ueiiyuiogeiid.se i, im/\l-/ ^soiuuiej ^iviL-/ni ^, iiiivln/a 


NM 005913 


Homo sapiens melanocortin 5 receptor (MC5R), mRNA 


iNlVl uuoyiz 


nomo sapiens meianocorrm <4 lecepioi ^iviL.>trvj, mKJNA 


IN1V1 UUD!7 1 1 


nomo sapiens meinionme acieiiosyiiiaiisieiase 11, aipna (iviaizaj, mrviNA 


iNivi uuoyuo 


Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 


JNIVl uuoyu / 


Homo sapiens mannosidase, alpha, class 1A, member 1 (MAN1A1), mRNA 


NM_005898 


Homo sapiens membrane component, chromosome 1 1 , surface marker 1 

\ 1V1 1 1 o 1 J, 111 in. IN J\ 


iNlVl uuouou 


Homo sapiens zinc finger protein, subfamily 1A, 1 (Ikaros) (ZNFN1A1), mRNA 


1NJV1 UUOUDV 


Homo sapiens laminin, gamma 3 (LAM^C3), mRNA 


1N1V1 UUOUjo 


Homo sapiens spermatogenesis associated PD1 (KIAA0757), mRNA 


NM_006084 


Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 

(loUrjUj, In Iv IN f\ 


INivi vvjoy / 


Homo sapiens intracistemal A particle-promoted polypeptide (IPP), mRNA 


1N1V1 UUDoyO 


nomo sapiens lsocnxaie uenyurogenase i ^iN/vur^^i, soiuoie (iuni j, mivrM/\ 


NM 006028 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B), mRNA 


JNJV1 UUolZU 


Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 
DMA), mRNA 


INIVI UUOUZo 


Homo sapiens HI histone family, member X (HI FX), mRNA 


JNJV1 UUoUM 


rlomo sapiens rrioj-LlrLr!/ Z (rrLODL^Z), mKJNA 


NM_006079 


Homo sapiens Cbp/p3 00 -interacting trans activator, with Glu/Asp-rich carboxy- 
terminal domain, z (cii xiuzj, mKJNA 


NM_005894 


Homo sapiens CD5 antigen-like (scavenger receptor cysteine rich family) 

/ y\ c i \ ni n\i a 
(LJJjLj, mKJNA 


INJV1 UUoUlO 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 


NM_006078 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 2 
(CACJNOZ), mKJNA 


NM 006030 


Homo sapiens calcium channel, voltage- dependent, alpha 2/delta subunit 2 
(^Ai^JN AZ1JZ J, mrciNA 


NM 006085 


Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BPNT1), mRNA 


JNJVL UUoUIj 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily f, member 1 (SMARCF1), mRNA 


1N1V1 UUoUOO 


Homo sapiens aldo-keto reductase family 1, member A 1 (aldehyde reductase) 

^AlSJvl Al J, mKJNA 


JN1V1 VVDOy I 


Homo sapiens acetyl- Co enzyme A acetyltransf erase 2 (aceto acetyl Coenzyme A 
imoidse ) izj, in ivi > s\ 


NM 006020 


Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 


tsja/t nnzifK^ 


nomo sapiens caiDomc annyQiase viii ^aoj, miviNA 


TsJIVT OOS^vl 

1M1V1 UUJUUH 


l— I / \ m i \ cQmpnc TYidVnTTn v\ n (T t i n (jr*v nmlpm s / IV/l 1? M \ \ tyiPM A 
jnUlllU odUlCllo llldJVUllll, 1111^ llll^Cl UlULClll, J I lvirV£Vl>U 1, lllXVl>ljrV 


NM 005662 


Homo sapiens voltage- dependent anion channel 3 (VDAC3), mRNA 


NM 005836 


Homo sapiens translational inhibitor protein pl4. 5 (UK1 14), mRNA 


NM_005660 


Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 


NM 005659 


Homo sapiens ubiquitin fusion degradation 1-like (UFD1L), mRNA 
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1N1V1 uuz> / uo 


nomo Sapiens tumor suppressing suDnansieiaDie cdiicuciaie ^i ooL^j, mrviN/\ 


1M1V1 UUJ /ZO 


nomo Sapiens leiiaspaii j \ l iiirviM/\ 


MM 00^797 
rNlVl VJLO 1 Z 1 


nomo sapiens leilaspall 1 ^loi /VlN-1 J, IIlrvTN/\ 


NM 005658 


Homo sapiens TNF receptor- associated factor 1 (TRAF1), mRNA 


\TAyf nn^sn9 

IN1V1 UUDoUZ 


nomo sapiens lumoi pioiem pDj-DinQing pioiem ^irjjDrLj, mivi>i/\ 


tsja/t nn^74Q 

iNlvl ULO /^ty 


nomo sapiens iiansQiicer 01 ij,ivd13Z, i ^iudi j, rntvTN/\ 


IN1V1 UUDDDD 


Homo sapiens TGFB inducible early growth response (TIEG), mRNA 


1N1V1 UUDODJ 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


A.TA>T 
INIYI 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 

ml? XT A 
III iv In /\ 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


IN IVI UUD ooj 


Homo sapiens similar to S. cerevisiae SSM^4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


TvTA/f nn</i/ifi 
JNM UUjo4y 


Homo sapiens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


NM_005645 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, K, 18kD (TAF2K), mRNA 


JNM (J(Jjo4J 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, I, 28kD (TAF2I), mRNA 


NM 005641 


Homo sapiens TATA box binding protein (TBP)- associated factor, RNA 
polymerase 11, li, /U/ojJcU (lArzli), mKJNA 


JNJV1 uioo/y 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
poiymeiase i, l , iiuku ^i/vrii^j, n 1 is. in /\ 


NM_005681 


Homo sapiens TATA box binding protein (TBP) -associated factor, RNA 
poiymeiase i, /\, ^-oku ^i/\r i/vj, mrvis/v 




Homo sapiens synaptotagmin 1 (SYT1), mRNA 


IN1V1 UUDOJo 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


INJVL UUjo / 1 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


INlvl 


Homo sapiens SRY (sex determining region Y)-box 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX13), mRNA 


JNM UUjoZV 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, creatine), 
memoei o (oi^i_ o/\oj, mKiNA 


JNIVIUUjoJU 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 

fQT C^IA A9^ mT?AJA 
\ jLLz 1 /\z J, m iv IN /\ 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 

(jL L 1 /\J J, 111 lv IN 7\ 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


INIVI UUDo / / 


Homo sapiens splicing factor 3 a, subunit 1, 120kD (SF3A1), mRNA 


JNM OVjozj 


Homo sapiens syndecan binding protein (syntenin) (SDCBP), mRNA 


aja/t nn^^i'j 
INlvl UlOoZJ 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
^monocyte cnemotactic protein z) (oli /vo j, miviN/\ 


INlvl 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
pt i Azj miviN/\ 


1N1V1 UUjOjU 


1 — 1 s\ / \ com Aiic cnlifmrt i r .i/*t/M"' ^2 1^\ l' i 1 1^\ unit /I /l OHl / ^ITh aT-<ZIi 1? AvI A 

nomo sapiens spiicmg iacioi j>d, suounii h-, ^yKJj ^or jd^j, miviN/\ 


NM 00S779 


1-Tnmn ciinipnc T?TsJA ( % \/(*] ^cr 1 hnmnlncr ( I? T\I A \ mT?T*vTA 
i±vjiiivj oapit/iio rvi^i.rv v^yv^iaot' iivjiinjiug ^-^J-^-^*-^-/? iiirvi^-tv 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma- like 2 (pi 30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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JN1V1 UUjOU/ 


Homo sapiens PTK2 protein tyrosine kinase 2 (PTK2), mRNA 


1M1V1 UUJ / 07 


Homo sapiens proteasome (prosome, macropain) activator subunit 3 (PA28 

gdlllllld, JN.1 ) ^1; olVll-O,), IIl£Vl>J/\ 


rNlvl UUJO / z 


noniu sdpiens piosidie siem ecu diiiigen \r ourvj, iiirvrN.rY 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


in ivi uuo /zy 


nomo sapiens pepnayipioLyL isomeiase r ^cyciopniim r ) ^rrjr mi\jNA 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mRNA 


TvTA/f rin^7HQ 

JNJVL UUj/Uy 


nomo sapiens r jjz>-/j protein (rJJZWJ/JN Y-uu-Joj, mis. in a 


JNJVL UlD/o/ 


Homo sapiens purinergic receptor (family A group 5) (P2Y5), mRNA 


JN1VL J 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 

/"CT P17 AO\ ™I?ATA 
(oLLl /AZJ, m K IN A 


injvl_uuj / yj 


Homo sapiens nucleoside diphosphate kinase type 6 (inhibitor of p53-induced 

dpopiOSlS-dipildJ ^rNlvlZ.j-nOJ, IIlrvlN.rv 


NM 005600 


Homo sapiens nitrilase 1 (NIT1), mRNA 


rNivi yjyjDDyy 


Homo sapiens nescient helix loop helix 2 (NHLH2), mRNA 


IN JV1 ULO J70 


Homo sapiens nescient helix loop helix 1 (NHLH1), mRNA 


ATA/f nn^^QA 
jNivi uuroyo 


Homo sapiens nuclear factor I/B (NFIB), mRNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


JNJVL UUjjy4 


Homo sapiens nascent-polypeptide- associated complex alpha polypeptide 
(NACA), mRNA 


ata/t nn^^QQ 
JNJVL UUjDVJ 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


JNJVL vvjjyZ 


Homo sapiens muscle, skeletal, receptor tyrosine kinase (MUSK), mRNA 


NM_005845 


Homo sapiens ATP -binding cassette, sub-family C (CFTR/MRP), member 4 
( AdL L 4 J, mKJNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
anQ 1 1 nvi Qomamsj, memoer z (i^ii^KJrszj, miciNA 


JNJVL UUjOoo 


Homo sapiens meprin A, alpha (PABA peptide hydrolase) (MEP1 A), mRNA 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2 A) (MEF2A), mRNA 


ATA/f AACQ 1 M 

JNJVl UlDolU 


Homo sapiens killer cell lectin- like receptor subfamily G, member 1 (KLRG1), 

mT?AJ A 

m lv IN A 


JNJVl UUJOol 


Homo sapiens Lutheran blood group (Auberger b antigen included) (LU), mRNA 


ata/t nn^^7ft 

JNJVL UUjj/o 


Homo sapiens LIM^ domain-containing preferred translocation partner in lipoma 

(T pp\ ml? MA 

I^Ll r J, 111 iv In i\ 


ATA/f 0fK^77 


nomo sapiens iipo]jioiem, i_.p^d^ (Lr/\j, mrviNA 


TsJA/L nn^^7^ 

1N1V1 / O 


nomo sdpiens lysyi oxicidse-iiKe i ^i_^^vvi^i ^, iiiivl>j/\ 




nOIIlO SdpiCllS Idllllll J31 ^1^1V11>IJj1 J y LllS\±\r\. 


ATA/f 00^^79 


nomo sapiens idin 111 i\j \_ \ livi in /a hi ivi > i\ 




nomo sapiens i^iivi nomeooox proiem i ^liiai ^, iiiiv in /\ 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


rNivi uuzooo 


nomo sd]jieiis laciaie uenyuiogendse a ^LunAj, mivi>iA 


TNTV1 UUDDO^t 


nomo sapiens upocann z ^oncogene z^+pj j ^i^,jnzj, mivrNA 


ataa nn^^^s 

JNJVl UUCODo 


Homo sapiens ladinin l (LADl), mRNA 


ata/t nn^^^A 

INIVL UUOZOO 


Homo sapiens keratin 7 (KRT7), mRNA 


ata/t nn^^^7 


Homo sapiens keratin 1 6 (focal non-epidermo lytic palmoplantar keratoderma) 
(KRT16), mRNA 


xnvr nn^^ 

iMivi WJJJJ 


nomo sdpiens Jveidiiii, cuucie, u-iLidiiigii smpimi i ^jvxvin i ^, iiirviN.rv 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium- activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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INIVL Uujj4y 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
meiiiDeL lu (lsj^jn/\luj ? mKiN/\ 


iNlvl UUJj^o 


nomo sapiens lysy i-ikin /\ syntneiase ( iv/\Ko j, m k in /\ 


INIVL UUJJ^W 


Homo sapiens involucrin (IVL), mRNA 


IN1VL UUJJ^-J 


Homo sapiens immunoglobulin superfamily containing leucine-rich repeat 

loLlV 11 1 IN. IN r\ 


IN 1V1 UUJ O J J 


nomo sapiens lrotjuois-ciass norneocioiiidiii pioiem ^irv J A.-z/\ y j, mxviNi-v 


IN 1V1 UUJ JH-H 


nomo sapiens liisuiiii lecepioi suusiiaie i ^iivoi iiixvin/a. 


1NIV1 UUJ J HO 


nomo sapLens LnsuLin-iiKe j ^i^eycug ceiLj ^iinol^jj, miviN/A. 


IN1V1 UUJJH-Z 


nonio sapiens insunn Lnuuceu gene l ^iinoivjl j, hi ivin /a 


1>J 1V1 WW J J H 1 


1 — 1 / -\ / \ co-kxi/^hc 1 m aci+aI r\A limri acmIiq+a ^ r\n AiC<r\nQ+Q c a 1 /I SlrTi i TATT?!?^! ■ \ ml? AT A 

riomo sdpLens mosiioi poiypnospiiaie-j-priospiidTdse, i^jku ^iinjt r du), mrviN/\ 


1NIV1 UUJJjy 


nonio sapiens mosiioi poiypiiospiiaLe-j-piiospiiaLd.se, huku ^iiNr r jAj, inrviNz-v 


IN1V1 UUJJ J / 


n oiiiu sdpiens inniDnoi 01 giowin i idmiiy, memuer i ^iinvjl j, hi is. in s\ 


IN1V1 UUJJjJ 


nomo sdpiens mierieuKin iz recepior, oeid i ^ii^izrvr3i j, miviN/A. 


1NIV1 UUJ D JZ 


nomo sapiens lnxerieron, aipnd-iiiciuciDie pioiem z/ ^ifiz/ miviN^rv 


INlvl UUJ J J 1 


riomo sdpiens mieneron, gdmmd-mciuciDie proxem 10 ^iriioj, mrviN/\ 


IN1V1 UUJ J J U 


nonio sdpiens isociiidie cieiiycuogeiidse j ^in/\i^ i ) dipiid ^ijjnj/\j, iihvin/\ 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


inivi uujjzo 


nomo sapiens neat sliock h-uklj pioiem z (norrz j, mrviN/\ 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


INIVL UUJJZJ 


Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 1 (HSD1 1B1), mRNA 


INIVL UUjjZZ 


Homo sapiens homeo box Al (HOXA1), mRNA 


JNJVL UujjzL 


Homo sapiens homeo box 1 1 (T-cell lymphoma 3 -associated breakpoint) 

/UAVI 1 \ tv, I? AT A 
(ilUAl L J, mrvIN/\ 


INIVL UUjjIo 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 
(mitochondrial) (HMGCS2), mRNA 


INIVL UUJJl J 


nomo sapiens nomeo uox ri t> v y n Ly\ t> v j, mrviN/v 


INIVI UUJjLO 


nomo sapiens majoi nisiocompaiiDiiiTy compLex, ciass i, i_, ^ni^/v-rj/j, mrviN/\ 


INIVL UUJ / LZ 


TJ n *MA nnv»ia«n IT CO \ / II T T'TD onnAAin+inrr 1 /T-TT-TT A 1 \ W D\T A 

nomo sapiens n c.k v - n l i rv-assocLating i (nni^/vLj, m k in a 


INIVL UUJ 


nomo sapiens rcKDi i iamny meniDei m ivinL. ciass i region ^nL.oi^j, mrviN/\ 


NM 005513 


Homo sapiens general transcription factor HE, polypeptide 1 (alpha subunit, 

J OKU ) \\J L r Z Jj/ L J, nirvIN /\ 


INIVL UUjOoj 


Homo sapiens G protein-coupled receptor 55 (GPR55), mRNA 


INIVL UUj0o4 


Homo sapiens G protein-coupled receptor 52 (GPR52), mRNA 


INIVL VVDJiZ 


Homo sapiens glycoprotein A repetitions predominant (GARP), mRNA 


INIVL UUJOJL 


nomo sapiens tumoi suppressoi Qeietea m oral cancer-reiateQ i ^ul^^-llvj, 
mRNA 


ata/t nn<7/in 
INIVL UUJ / 4U 


Homo sapiens dynein, axonemal, light polypeptide 4 (DNAL4), mRNA 


INIVL UUJo /Z 


Homo sapiens breast carcinoma amplified sequence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


ataa nn^Qnn 
INIVL UUjoUU 


Homo sapiens highly charged protein (D13S106E), mRNA 


ATA A AnClCO 

JNM Uuj /jz 


Homo sapiens C-type (calcium dependent, carbohydrate -recognition domain) 
lectin, superfamily member 1 (cartilage-derived) (CLECSF1), mRNA 


INIVL UUJJU/ 


Homo sapiens cofilin 1 (non-muscle) (CFL1), mRNA 


INIVL UUJOZJ 


nomo sapiens kao guanyi leieasLng protem z ^caLCLum anci u/vo-reguLaxeuj 
(RASGRP2), mRNA 


IN1V1 UUJ / / J 


I— I r -v / a c 'A ni ah c 7iha ritifTAr vt\tr* i n / ^ / '7"MLh' / i m T? N.I A 
nOlHO SdpiCllS Z111L/ llllgCl piOLClll ZJO ^ZjIN-TZ JO^, IIlrvIN^rV 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM 005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM 005719 


Homo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 
mRNA 


JNJVL UUjooJ 


Homo sapiens adenomatous polyposis coli like (APCL), mRNA 


JNJVL UlDoJO 


Homo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mRNA 


JN1VL vjvjZvjZj 


Homo sapiens fibromodulin (FMOD), mRNA 


JNJVL UUUlUo 


Homo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 
cienyuiogenase comjjiexj {ul^lj), niiviN /\ 


1N1VL UU10Z1 


nomo sapiens aryi nyurocaiuon receptor ^/vtiivj, mKJN/\ 


NM 001101 


Homo sapiens actin, beta (ACTB), mRNA 


TvTA/f AA 1 1 AA 

JNJVL UU1 1 UU 


Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 


"VTA/T AAAA^/1 
JNJVL UUU104 


Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 

(/\ V r l\z J, 111 iv IN /\ 


JN1V1 UUD'^Oj 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 


NM_005433 


Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1), 

111 IVlN f\ 


NM 005429 


Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


JN1VL uio4yy 


Homo sapiens SUMO-1 activating enzyme subunit 2 (UBA2), mRNA 


JNM UUj4z/ 


Homo sapiens tumor protein p73 (TP73), mRNA 


JNM Ul04Zj 


Homo sapiens transition protein 2 (during histone to protamine replacement) 

( IJNrZJ, niKJN/A 


JNJVL UUD4Z4 


Homo sapiens tyrosine kinase with immunoglobulin and epidermal growth factor 
Homology domains ^ iiH/^, iiuvrN.rv 


rNlvl UUJt'ZJ) 


nomo Sapiens iieiuu lacioi z ^spasinoiy nc pioiein 1 ) yirrz.)^ iiixvi>/\ 


1N1V1 UUJ4ZZ 


nomo sapiens lectonn aipna ^ i ela^ i /aj, in in. in /a 


1N1V1 UUJ4Z1 


nuiiiu sapiens i-ceii acuie lyiiipnocyiic leuKemia z ^i/vlzj, mrviNi-v 


NM 005420 


Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


JNJVL UU041o 


Homo sapiens suppression of tumorigenicity 5 (ST5), mRNA 


NM 005470 


Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mRNA 


TvTA/f AA</I 1 A 
JNJVL UID410 


Homo sapiens small proline-rich protein 3 (SPRR3), mRNA 


NM 005460 


Homo sapiens synuclein, alpha interacting protein (synphilin) (SNCAIP), mRNA 


JNM (J(J541z 


Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SHMT2), 
m KIN A 


TvTAyT AA^/1 AQ 
JNJVL UUj4Uo 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 3 

(oL I Al j J, II 1 lv IN /\ 


JNJVL UUD4UZ 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 
(RALA), mRNA 


JNJVL UUDJV/ 


Homo sapiens podocalyxin-like (PODXL), mRNA 


JNJVL vyJjjyD 


Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mRNA 


JNJVL UUD-3V4 


Homo sapiens postmeiotic segregation increased 2-like 8 (PM^S2L8), mRNA 


A.TA/T AA^^QA 
JNJVL UUDJyU 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


JNJVL WDJOy 


Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 

fPPA/fTI'i mT?TsJA 
\r v^ivi i i j, nirviNii-v 




nomo sapiens noggin ^ini^/oj, niix in s\ 


IN 1V1 UUZ) joO 


nomo sapiens iiemonaim ^inin/\i j, nirviN/Y 


NM 005384 


Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA 




nUlllU jSa[jlCllk > ) ISlallLlaoC Z, IUISU11L/ iSiailLiaoC^ ^INIZ/LJZ,^, llllvi>l J rv 


NM 005382 


Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 


NM 005381 


Homo sapiens nucleolin (NCL), mRNA 


NM 005380 


Homo sapiens neuroblastoma, suppression of tumorigenicity 1 (NBL1), mRNA 


NM 005468 


Homo sapiens N-acetylated alpha- linked acidic dip eptidase- like; ILEAL 
DIPEPTIDYLPEPTIDASE (NAALADASEL), mRNA 
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JNJVL UlO:>/4 


Homo sapiens membrane protein, palmitoylated 2 (JVLAGUK p55 subfamily 
mem Dei Zj ^iVLrrZj, rnKJNA 


IMIVI ID 


Homo sapiens myeloproliferative leukemia virus oncogene (MPL), mRNA 


1N1V1 UUDo /Z 


nomo sapiens v-mos ivioioney murine sarcoma virai oncogene nomoiog (iviuoj, 

1 1 1 IV IN r\ 


In 1V1 UUJT-J7 


nomo sapiens myeloid leuKemia iacior z ^ivii^fzj, mrviM/\ 


xnvr nn^^^Q 

1N1V1 WWJJ)OV 


nomo sapiens iviv^f.z cen ime uenveu uansiormmg secjuence ^ivii^fzj, mivi>j/\ 


TsJIVL OfK^& 
INIVI UUjjOO 


nomo sapiens myogiouiii ^ivijjj, iiiixiNrA. 


xTA/r nfK^^ 
rNivi uudjoj 


nomo sapiens meianoma diiiigen, iamiiy /\, o ^ ivi /\ kj el /a o mivi>/\ 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (JVIAGEA3), mRNA 


1M1V1 UUd DO l 


Homo sapiens melanoma antigen, family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


JNiVi uiDj D / 


Homo sapiens lipase, hormone-sensitive (LIPE), mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NJVL_005472 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 3 
(KCNE3), mRNA 


JNM_UU:)4bO 


Homo sapiens solute carrier family 17 (sodium phosphate), member 4 
(SLC17A4), mRNA 


JNJVL (J(Jj4jo 


Homo sapiens mitogen- activated protein kinase 8 interacting protein 1 
( IVI Al rvo 111), m K IN A 


JNJVL UUjJ4J 


Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), 
mRNA 


JN1VL UUDJ4Z 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 4 
\ n ivi kjh in iv in /\ 


JN1V1 UIO.541 


Homo sapiens GLI-Kruppel family member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


JN1V1 / / 


Homo sapiens hyperpolarization activated cyclic nucleotide-gated potassium 
cnanne i 4 ( nL in ) , n i is. in /\ 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


JNJVL K)K)ddd4 


Homo sapiens host cell factor CI (VP16-accessory protein) (HCFC1), mRNA 


JNJVL_UUj3 d d 


Homo sapiens holocytochrome c synthase (cytochrome c heme- lyase) (HCCS), 

m T> AT A 
ITIKJN/A 


IN1YI WddZc* 


Homo sapiens hyaluronan synthase 2 (HAS2), mRNA 


TsJA/T 00^^97 
1\I1V1 UUDjZ/ 


nomo sapiens i^o-nyQroxyacyi-L^oenzyme /a oenyarogenase, snort cnam 

m A Dl-l'sP ^ m R Kl A 
^ n r\ L>/ n o J , Illix 1M r\ 


1NIV1 WWZjjZH- 


nomo sapiens n_> iiisione, idmiiy dd \lid .dd ) yriDrDD), iiiivi n /a 


1N1V1 UUJJZl 


nomo sapiens ni iiisione idiiniy, iiieniuei ^nirtj, iiuvin/a. 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


tsja/t 1 q 

iNivi KJVDD IzJ 


Homo sapiens HI histone family, member 2 (H1F2), mRNA 


1N1V1 UUDJZj 


Homo sapiens HI histone family, member 1 (H1F1), mRNA 


JN1V1 UIO.J lo 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


TvTA/r nn^A^o 

INiVl UUD^OV 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM 005316 


Homo sapiens general transcription factor IIH, polypeptide 1 (62kD subunit) 

/T.TO 1-4 1 \ m DMA 
(U 1 rzil 1 J, 111 IN. IN A 


JNJVl UUJOlJ 


Homo sapiens goosecoid-like (GSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing ]3eptide receptor (GRPR), mRNA 




nomo sapiens glucose reguiaxeu piotem, joku ^vjrxvr do), ituvin/a 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic -pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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TsJA/T OfK^n& 
IN1V1 UUZ)J>Uo 


n omo sapiens v_r proiem-coupieci recepior Kmd.sc d \yj r i\ rv j j, in in. in /a 


ISTlVyf nfK9R£» 
1N1V1 UUJZOO 


nomo SdpieilS KJ piOieill-COUpieCl lecepioi O ^Ur Jvo j, IIlrviN/\ 


INlvl \J\JD Z,OD 


noilio SdpieilS O piOieill-COUpieCl lecepiOI / ^VJ-rrv/ IIlrvTN.rv 


AJA/T 00^984 
inivi uujZo4 


noiiio sdpiens o pioiem-coupieci lecepioi o ^vjrrxvoj, miviNiA 


TsjA/r rifKzi^s 

1N1V1 UUZ)HOo 


nomo sdpiens o proiein-coupieci recepior z> i ^urivj i mrviN/\ 


1N1V1 WUjZOZ 


nonio sdpiens o pioiem-coupieQ lecepioi ^+ ^vjriv^-j, miviNi/\ 


NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 


1NIV1 ULOJLO 


Homo sapiens G protein-coupled receptor 42 (GPR42), mRNA 


maa nn^^n/i 


Homo sapiens G protein-coupled receptor 41 (GPR41), mRNA 


INIVI UICjUJ 


Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 


1N1V1 UUDZol 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 


iMJVl yJKJDDVZ 


Homo sapiens G protein-coupled receptor 37 (endothelin receptor type B-like) 

^Urlvj / J, 111 iv IN t\ 


1N1V1 UUZ)J)U1 


riomo sapiens o proiem-coupieci recepior jd v orrvj?z)j, mrviN/\ 


IN1V1 UUZ).jUU 


I — I / A l^xl / A COT^IATiC 1 x nrA+P1 11 / » / A 1 1 t~\ 1 /"^ / 1 fAAAtl+Ar A /I / f x |D I? 7/11 tYI T? ^Vl A 

nomo sapiens kj pioiem-coupieci recepior j>^t ^O-tivjh-j, mxviN/\ 


TvJIVT n(K9QQ 

1N1V1 ULOZ;/;/ 


nomo sapiens vj pioLeiii-coupieu lecepioi ji v vjrivji iiiivin/a. 


1N1V1 WD Zz/o 


nomo sapiens kj pioiem-coupieci lecepior zd ^vjrrrvZDj, mxviN/\ 


MA/f f!fK9Q7 
1N1V1 UUJZV / 


nomo sapiens o proiem-coupieci recepior z^t ^ur ivzh-j, mrviN/\ 


TsJA/T 00^90^ 
1N1V1 UUjZVO 


nomo sapiens vjt pioiem-coupieci lecepioi zj ^vjrrivzjj, mxviN/\ 


1N1V1 WD Z,y D 


I — I / A i A CQ111 AMC | x lll'Atpill rTMIt^l AH fanaMi-Af / / | ItPI? / V 1 TnT?^VlA 

nomo sapiens v_r pioLein-cou-pieci lecepioi zz ^o±^rvz,z,j, nirviN/A. 


1N1V1 WD Z^H 


1— rAm a ccunpnc i x nrA+pm / » / a 1 1 1"\ 1/^/1 raAAtii'Ai' / 1 / { x I^ IP / 1 i ml? Al A 

nomo sdpiens vj pioieiii-coupieci lecepioi z,i ^orivzij, miviN.rv 


tvja/t nn^9Q^ 

1N1V1 WW^)-Z/!7J5 


nonio sapiens \j pioieiii-coupieti lecepioi zu ^vj-rrvzwy, iiirviNi-v 


IN 1V1 UUjZ / !7 


I — I / a t*v\ / \ cov\i anc i T nrA+ Am r>AiinlAn rpAatxMr 1 / (xPl? 1 \ I? N.I A 

nomo sapiens kj proiem-coupieLi recepior i ^ vji in i ^, in in in /\ 


NM 005291 


Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA 


inivi uudzvu 


nomo sapiens kj pioiem-coupieci lecepior id ^orrviDj, miviN/\ 


NM 005288 


Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA 


iNlVI UUDZ/O 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (GPD1), mRNA 


JNJV1 UUjZ/j 


Homo sapiens guanine nucleotide binding protein- like 1 (GNL1), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 5 
^vjJNvjjJ, m K In A 


JNM UUjZ/J 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 2 
(OiNr>zj, m in in /\ 


1NI1V1 UUDZ / 1 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 


IMIVI UUDZOV 


Homo sapiens glioma-associated oncogene homolog (zinc finger protein) (GLI), 

IIlxviN f\ 




nomo sapiens vj-L'iNr iamiiy lecepioi aipna i ^vJFiv.rvi iiiinin/\ 


NM 005263 


Homo sapiens growth factor independent 1 (GFI1), mRNA 


tsja/t nn^9^/^ 

1N1V1 UU3Z30 


nomo sapiens giowin anesi-speciiic z ^o/\ozj, mrviN/\ 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


INIVL UUjZOJ 


nomo sapiens ruo-iiKe antigen z (^rijoi^zj, mKiN/\ 


NM 005249 


Homo sapiens forkhead box GIB (FOXG1B), mRNA 


JNM_UUjZj 1 


nomo sapiens iorKneacl box CZ (Mrn-1, mesenchyme iorkneaa 1) (rUALzj, 
mRNA 


JNM UUjZ4o 


Homo sapiens Gardner- Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(ruKj, m K In A 


NM 005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotein NCP94) 

( r nlv J, m K IN A 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (p80/85 src substrate) (EMS1), mRNA 
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INrVl KjKjjZZ 1 


riomo Sapiens cp nrm- a*+ ^ririNA^j, in iv in a 


IMIVL \)\)DZZd 


Homo sapiens deoxyribonuclease I (DNASE1), niRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


IMJVL KjkjjZZK) 


Homo sapiens distal-less homeo box 3 (DLX3), mRNA 


IMJVL UIDZ lo 


Homo sapiens dolichyl-diphosphooligosaccharide-protein glycosyltransferase 

(UL/Uo 1 J, mrvlN A 


IMIVL UUjZIj 


Homo sapiens deleted in colorectal carcinoma (DCC), mRNA 


IMIVL ULO^OO 


Homo sapiens DNA segment, single copy, probe pH4 (transforming sequence, 
thyroid- 1, (Dl OS 170), mRNA 


IMIVL KJVDZm- 


riomo sapiens cytotoxic i -lympnocyte-associateu piotem 4 ^l^I-L/v+j, mrviNA 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


IMIVL 


Homo sapiens cystatin 8 (cy statin-related epididymal specific) (CST8), mRNA 


IMJVL kjKjjZVZ 


Homo sapiens casein, kappa (CSN10), mRNA 


NM 005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral (v-fms) oncogene homolog (CSF1R), mRNA 


NM 005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

mKJN/V 


JNJVL vvjZvv 


Homo sapiens cell matrix adhesion regulator (CMAR), mRNA 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
m K IN A 


NM 005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 

1^ DMA 

IHKIM A 


JNJVL UUMyj 


Homo sapiens caudal type homeo box transcription factor 4 (CDX4), mRNA 


IMJVL UUj 1V1 


riomo sapiens LiJoU antigen (LUzo antigen ngana 1, r>/-i antigen J (CUoUj, 
mRNA 


IMIVL UU J loo 


Homo sapiens Cas-Br-M (murine) ecotropic retroviral transforming sequence 

{ L t5 L J , m K IN A. 


NM 005185 


Homo sapiens calmodulin- like 3 (CALML3), mRNA 


IMJVL UlDlo4 


Homo sapiens calmodulin 3 (phosphorylase kinase, delta) (CALM3), mRNA 


IMIVL UUj4oJ 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAF1A), 

ml? XT A 

m kin a 


IMIVL UU3441 


Homo sapiens chromatin assembly factor 1, subunit B (p60) (CHAF1B), mRNA 


NM_005183 


Homo sapiens calcium channel, voltage- dependent, alpha IF subunit 

(C A r^NT A 1 T-^ ™T? AT A 
^ L^ALAN A 1 r J, II l in. IN A 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


JNM UUj44o 


Homo sapiens bone morphogenetic protein 15 (BMP 15), mRNA 


ATA A AA^ 1 7Q 
IMIVL UlOl /o 


riomo sapiens r>-cen k^y^y^i lympnoma d ^oL.i^oj, mrviMA 


ATA/f AA<1 77 

IMIVL UIO 1 / / 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non- 
catalytic accessory piotem ia yi iu/ 1 iokjj ) (Air dim iaj, mrviMA 


ATA/T AA^ 1 '7/1 
IMIVL UUD 1/4 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
gamiiia poiypepucie i (ai r dk^l mrviNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


TvTA/T nn^ 171 

IMIVL UUD 1/1 


Homo sapiens activating transcription factor 1 (ATF1), mRNA 


XT Ayr AA^ 1 
IMIVL UlDlO/ 


Homo sapiens ras homolog gene family, member C (ARHC), mRNA 


ata/t nn< 1 
IMIVL UUDlOO 


Homo sapiens amyloid beta (A4) precursor- like protein 1 (APLP1), mRNA 


IMIVL UUD10D 


Homo sapiens aldolase C, fructose-bisphosphate (ALDOC), mRNA 


rNlvl UUJ IUj 


nUIIlU IScipiCIlo VdJvL II1U-I1I1C LliyillUIIld Vllcll UIIL/U^CIIC IlUIIlUlUg, 1 (rvIVl 1 ^, 

mRNA 


NM 005161 


Homo sapiens angiotensin receptor- like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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INIVL UID1Z1 


Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240), mRNA 


jnjvl uujU/v 


Homo sapiens tumor protein D52 (TPD52), mRNA 


JN1V1 UlOUVl 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mRNA 


jnivl uiou^z 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 8 
(TNFSF18), mRNA 


JNJV1 UUD llo 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 15 
(TNFSF15), mRNA 


JN1V1 UUD14/ 


Homo sapiens tumorous imaginal discs (Drosophila) homolog (TID1), mRNA 


NM 005076 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 


TvTA A AAC1 1 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23Al),mRNA 


JNJVL_U(J5(J7U 


Homo sapiens solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 


JNJVL UUjU/4 


Homo sapiens solute carrier family 17 (sodium phosphate), member 1 

( i^LL 1 /A 1 j, m K IN A 


JNMUlOU Id 


Homo sapiens solute carrier family 15 (oligopeptide transporter), member 1 

(oLL l DAI J, mivJN/\ 


INJVl UUDU/Z 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4(SLC12A4), mRNA 


1N1V1 ULOUOJ) 


Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 


NM 005060 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA 


JNM (J(J5(J5y 


Homo sapiens relaxm Z (HZ) (KUNZ), mKJNA 


JNJVL UUjU4j 


Homo sapiens reelin (RELN), mRNA 


JN1VL_UUMIjo 


Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 

^DRAAVI A 1 \ DMA 


JNJVL UIOIOZ 


Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small GTP 

UlllCUilg piOieill rvdCO ) ^rvr\A_o J, IllrviM.rv 




noiiio sapiens giuidiiiiiiyi-iivrN.rY syiimeuase ^v^.rvrvo j, iiirvi>/\ 


1M1V1 WWJjWH-O 


n.01110 sdpieiis pdidiiiyioiti iioiiiione lecepioi i ni\z j, iiirvrN.rv 




n umo sdpiens proiem Kindse, y\- iiiikcu ^ i ivivys. j, in i\ 


In 1V1 UUj U4j 


nomo sdpiens iiuiugeii-dL/iivdieci pioiein Kiiidse Kindse / ^ivi/vr zrv / j, iiiiviN.rv 




noiiio sdpiens pioiiiie-iicn pioiein ndeiii su-Uidiiiuy z, ^rivnz iiuvln.tv 


NM 005041 


Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA 


IN 1V1 U K)J U^f U 


nonio sapiens pioiyicaiDOxypepiiuase ^angioiensmase ^rKLr j, miviNA 


NM 005039 


Homo sapiens pro line-rich rjrotein BstNI subfamily 1 (PRB1), mRNA 


JNJV1 UlDUJo 


Homo sapiens peptidylprolyl isomerase D (cyclophilin D) (PPID), mRNA 


NM 005029 


Homo sapiens paired- like homeodomain transcription factor 3 (PITX3), mRNA 


JNM (JUjUZ/ 


Homo sapiens phosphoinositide- 3 -kinase, regulatory subunit, polypeptide 2 (p85 
beta) (rlKJKZ), mKJNA 


JNJVL UUjUZo 


Homo sapiens phosphoinositide- 3 -kinase, catalytic, delta polypeptide (PIK3CD), 

111 IvlN A 


IN 1VL U U J UZ 1 


nomo sapiens ecionucieotiae pyropnospnatase/pnospnoQiesterase j ^jj/iNrr j), 

11 1 IN. IN /A 


InIVI UUjUI" 


nomo sapiens pnospnocuesieidse ia, caimociuim-uepenueni ^ruc iaj, mrviM/\ 




nuniu sapiens piogidiiimeci ceil ciedin i ^ruLui ), nixviNyA 


NM 005015 

1N1Y1 UUJvl J 


±±vjiii\j odjjit^iio vjA.ivj.cist' \*- / < y iajv^ih vjiiit^ \j ) cioot'iiiuiy 1 iijs.t' \ vyy\rv 1 l iih.vin.ta. 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-like orphan receptor 1 (ROR1), mRNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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rMJVL UIDUIU 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


NM_U(J5(J(J7 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


JNJV1 (JUj(JU4 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 

A CUT\ / A T F"\ T !CnO\ ™T)\T A 

Abril) (JNJJUrJ35), mKJNA 


JNJVL UUjUUI 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B 14.5a) (NDUFA7), mRNA 


JNJVL UU4Voo 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEA1), mRNA 


JNJVL UIDUV / 


Homo sapiens leucine-rich, glioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5A), mRNA 


JNM_UU4yoJ 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


JNJVL UU4yoZ 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 
(KCNJ8), mRNA 


JNJVL uvvoyU 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


JNJVL_UU4y5 1 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


JNJVL UUMJo 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


A AA/1AOA 

JNJVL UU4yoU 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


JNJVL UU4V fy 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCND1), mRNA 


JNJVL 1)1)49/5 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


JNJVL_UU4y / / 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 5 (KCJNCJ), mKJNA 


JNJVL UU4y/o 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


JNJVL 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 

1 ^JsXvJNJd 1 J, mKJNA 


NM 004969 


Homo sapiens insulin- degrading enzyme (IDE), mRNA 


JNJVL 


Homo sapiens haptoglobin (HP), mRNA 


JNJVL UU4VCO 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 14 

/I_J\ / in 1 A\ DMA 

( rlJVIO 1 4 ) , ITiKJN J\ 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


JN1VL UU4yoJ 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxin receptor) 

\VJ UL i Z \s ) , 111 in. IN J\ 


IN JVl WD 1 uu 


Homo sapiens A kinase (PRKA) anchor protein (gravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


ATA J AAC1/1C 

IN JVL UUj14j 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


IN JVL UID14Z 


Homo sapiens gastric intrinsic factor (vitamin B synthesis) (GIF), mRNA 


IN JVL UUD 1 1 U 


noiiio sapiens gLUTamine-iruciose-o-pnospnaie tiansaminase z (urr izj, mrviN/\ 


NM 004960 


Homo sapiens fusion, derived from t(12; 16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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TvTA/f nn/io^A 
rMJVL 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


JNJVL UU4yjj 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 

/'QT 1^ ml? XT A 
( jLL ZVA 1 J, m iv IN f\ 


1N1V1 ULOIU/ 


Homo sapiens endonuclease G-like 1 (ENDOGL1), mRNA 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 

™T?XT A 
ITllvlN/A 


1N1V1 UU4*vOZ 


Homo sapjejis epmin-/A.j ^j h in/\j j, miviN/A 


injvl uu4^44 


Hojiio sapiens deoxyribonuclease I-like 3 (DNASE1L3), mRNA 


1N1V1 UU47JO 


nomo sapiens cieaiii-associaieG pioxem Kinase i \U/\r jvj ), miviN/A 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, supeiiamuy memoer z ^aciivaTion-inuucecij ^i^i^j_,i^oJr ( z y ), miviN/v 


NM 004935 


Homo sapiens cyclin- dependent kinase 5 (CDK5), mRNA 


JNJVL UU4bO J 


Homo sapiens CD8 antigen, beta polypeptide 1 (p37) (CD8B1), mRNA 


JNJVL UlOJZj 


Homo sapiens copper chaperone for superoxide dismutase (CCS), mRNA 


NJVL_(J050yj 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 

9 ( C^Vl R A ")T"T\ DMA 
Z ( iDrAZ 1 ZJ, niKJN/A 


inivi uu4:ou 


Homo sapiens capping protein (actin filament) muscle Z-line, beta (CAPZB), 

ml? XT A 




nOIIlO SdpieilS dllliexill .rVJ) ^.rvlNyv^-VJ) J, IIllVi>l J rV 


xti\/l nnn^^zL 


nomo sapiens aceiyi-v^o enzyme /\ cdiuoxyiase aipna ^/^.i^.rv^.rvj, mrviN.rv 


XTA/f 009 1 08 
r> ivi uuz iuo 


nomo sapiens nisuciiiie aiiiiiioiiia-iyase ^n/VL/j, niivi>/\ 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


XTA/T OO 1 1 ^zL 
1N1V1 UU 1 1 34 


no mo sapiens aiinexm /ad ^/aintl/ad j, ro iv in /\ 


mai no 1 1 

INJVL UU J J J J 


JrLomo sapiens annexm /\4 (/AiNy^/\4j, mKJN/\ 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


JNJVL UU4 / jO 


Homo sapiens xenotropic and pol^ropic retrovirus receptor (XPR1), mRNA 


NM 004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mKJN A 


JNM UU4o2 / 


Homo sapiens tryptophan rich basic protein (WRB), mRNA 


JNJVL UU4JoJ 


Homo sapiens vitellifonn macular dystrophy (Best disease, bestrophin) (VMD2), 

-ml? XT A 

lllJviN/A 


NM 004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 

ml? XT A 
ITlIvlN /A 


1N1V1 UU40/V 


Homo sapiens variable charge, Y chromosome (VCY), mRNA 


XTA/f OO/l 1 CO 
IN 1V1 UU4 J oZ 


Homo sapiens ubiquitously-expressed transcript (UXT), mRNA 


JNJVL UU4CO J 


Homo sapiens ubiquitin specific protease 1 1 (USP1 1), mRNA 


"NTA/T OO/l 1 Q 1 
JNJVL UU4JoJ 


Homo sapiens ubiquitin carboxyl-terminal esterase LI (ubiquitin thiolesterase) 

^ U n L 1 J, 111 iv In J-\ 


XTA/f OOA99^ 
In 1V1 UUH-ZZj 


nomo sapiens uuiquiiiii-conjugaimg enzyme elz l o ^ui3J_/Z-LO^, mivi>i/\ 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


XTA/f OOA^»99 
IN1V1 UU40ZZ 


nomo sapiens iransun ^ i oi>i miviNiA 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


JNJVL UU4VU^ 


Homo sapiens taxol resistance associated gene 3 (TRAG3), mRNA 


JN1VL UU4ZVJ 


Homo sapiens TNF receptor- associated factor 4 (TRAF4), mRNA 


TvTAyf AA/1 1 TO 

JNJVL UU41 /y 


Homo sapiens tryptophan hydroxylase (tryptophan 5-monooxygenase) (TPH), 

rviRXT A 
mKJN /A 


XTA/f OOzLIQS 


nomo sdpieiis lu-Iiioi iieciosis idL/ioi iecepioi supeiidiiiiiy, iiieiiiuei 10 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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TvTA/f f\f\A £ 1 "2 


Homo sapiens transglutaminase 2 (C polypeptide, protein-glutamine-gamma- 
glutaniyltransferase) (TGM2), mRNA 


1M1V1 UU401Z 


Homo sapiens transforming growth factor, beta receptor I (activin A receptor 
type ±i-iiJve Kinase, d j> k vj j y i vj r di\ i j, iiiivim/\ 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


ATA/f C\C\A Q1 Q 

jnjvl uu4yio 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


1N1V1 uu4ouy 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


JNJVL UU4 / oU 


Homo sapiens transcription elongation factor A (SH)-like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


JNJVL UU4OU0 


Homo sapiens TATA box binding protein (TBP)- associated factor, RNA 

nnl\/mr«r'KV TT A 1 ^(\W\ /TA Jh O A A ml? ATA 

porymeiase 11, /v, zjukjj y i/vrz/Aj, niKJN/v 


1NJV1 UU4 / 1U 


Homo sapiens syiiaptogyrin 2 (SYNGR2), mRNA 


JNJVL UU4 /ll 


Homo sapiens synaptogynn 1 (SYNGR1), mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 

™ T? TvT A 
m IN. IN A 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


jnjvl uu4oio 


Homo sapiens syntaxin 1 A (brain) (STX1A), mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 


NM_004599 


Homo sapiens sterol regulatory element binding transcription factor 2 (SREBF2), 
mKJN A 


JNJVL UU41 /o 


Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1), 

tyiT?AJ A 

m kin /\ 


INlVl UUUDoZ 


Homo sapiens secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


IN 1V1 UU4 107 


nonio sapiens oKi ^sex Qeiermmmg legion i j-dox 14 (oUAi^-j, mrsJN/\ 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


JNIVL UU4/oZ 


Homo sapiens synaptosomal-associated protein, 29kD (SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


JNM (J(J4j94 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 5 
(SLC9A5), mRNA 


"AJA/I" AA/1 1 
JNM UU41 / J 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 4 (SLC7A4), mRNA 


TvTA A f\f\A Ol 1 

JNM UU4zll 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


A.TA A AA/1QCO 

NM (J(J4oj5 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
8 (SLC4A8), mRNA 


JNM_UU47z7 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


JNM UU41 /Z 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


TvTA A f\f\ A 1 *7 1 

JNM UU41 / 1 


Homo sapiens solute carrier family 1 (glial high affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


JNM_UU473 1 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
memoer / (oLLJoa/j, m k in a 


JNJVL UU40>0 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 5 (SLC16A5), mRNA 


rNlVl UU4ZU / 


nomo sapiens soruxe carrier iamny 10 (rnonocarooxyiic aciQ Transporters,), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS1 1), mRNA 


NM_004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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1N1V1 UU4 /j>j> 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), niRNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotein (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


JNM (JU4j>yi 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(bCYAzU), mRNA 


NM 004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 6 

^oL,Y Aloj, 1Y1 K IN A 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type II, beta polypeptide 

(odNZrSJ, mKJNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


JNM UU4/JJ 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 

111KJN A 


JNM UU4joo 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 

III in. IN A 


TvTAyr nn/i7on 
inivl UU4 /yu 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


IN 1V1 U U4Z J y 


nomo sapiens rveci^j proiem-iiKe 3 v^J-zL-A^i^o /? mivLN a 


1N1V1 UU4ZOU 


nomo sapiens rveci^J piotem-LLKe 4 ^ivcA^v^i^tj, m k in a 


IN1V1 UU4joj 


nomo sapiens ivajjjl^, memoer k^ao oncogene iamuy (kadjL), ituvina 


a.ta>t nri/i^co 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


IN IVL UU4 jol 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
m iv in a 




noiiio sapiens iw-vJ3!7, iiiemuei jvtvo oncogene idiniiy ^rvrvjjyj, iiiivina 


IN 1V1 KJW-t 1 OZ 


nomo sapiens iv/-\ d j /a, memoer jxao oncogene iamiiy ^ iv/a dja ^, misJNA 


TsJlVf 004^78 
iNlvl UUH- J / o 


nomo sapiens ivadh-, memuer ivrvo oncogene iamiiy ^ ivadh j, in is. in /\ 


IN 1V1 1 H- 


I — I / Am / \ cotMf»nc 1? A l-< a /^a i-v> £m-vi ^*t* 1? A ^1 /Ai^/*/Armnr^ Torvulir / I? A I-< a /^a \ tv»T?^vT A 

nomo sapiens iw-vr>jo, iiiemuei jxao oncogene idimiy ^i\/\djoj, iiiivlna 


TsJA/f ood.^&o 


nomo sapiens isj^da i a., iiiemuei isao oncogene idiiuiy ^iva.j3z, /a.^, iiiivi>ia. 


NM 004663 


Homo sapiens RAB1 1A, member RAS oncogene family (RAB1 1A), mRNA 


XTA/T OOzL 1 /^O 
IN IVL UU4 1 OU 


nomo sapiens peptioe i i \v i i ), mjviN a 


xnv/r ooa 1 o^ 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


IN IVL UU4D / / 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NM 004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
muitiiunctionai protease /j (roivirSoj, mKJNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


TvTA/f C\f\A 1 Z.H 
JNM UU41 J 1 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
(PRKAR2A), mRNA 


JNM (JU4/JO 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1 ), mKJNA 


JNJVL UU4j /o 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 

DZJ, Deta lSOIOllll \V r rZis^ZD), mKJNA 


XTA/T OOzL 1 
IN IVL UU4 1 DO 


nomo sapiens protein pnospnaiase z ^iormeny zaj, caiaiytic suounit, oeia 

ISOIOrm ^rrrZL/D J, miviN A 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


IN IVL ULHO / J 


nomo sapiens r uu Qomam, ciass 4, iiaiiscripiion iactor z (ruu^rzj, misJNA 


TsJIVL 004^7^ 


I— I / a m / a cQmpnc It ^ ^ c It ^ ^ 1 1 n *j c r* I n^+Q / / PT ( |-? / \ mRM A 
-T1.UII1U ocipiCIla pilUopilUlipcloC v_-, UCLd yr L^K^DZ, ^, IIlIVi>lj'A 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM 004203 


Homo sapiens membrane- associated tyrosine- and threonine- specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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J 1 .r IN 1V1 J, mivr>/\ 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


TvJA/r oozl^q 


riomo sapiens pnospnaiiuyiinosrioi grycdii, cidss ri {r lorij, mrvJN/v 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


ATA yT Hfi/IQAO 

JNJVL UU4ooZ 


riomo sapiens Lr o-maucea UNr-aipna iactor (rio/j, mKJNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


~\T TV /f A C/CT 

NJVL_UU45o7 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4 

(l r Iv r J34), mKJNA 


NM_004566 


Homo sapiens 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 
(rrJx.rr>JJ, m K IN A 


NM 004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
(£,lrZArO ), mKJNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


JNM (JUU4i / 


Homo sapiens platelet-activating factor acetylhydrolase 2 (40kD) (PAFAH2), 
mRNA 


TvTA yl" AA/I 1 on 

JNM uu4iyv 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
nyclioxylase), alpha polypeptide 11 (F4riAZ), mKJNA 


TvTAyf C\C\A 1^/1 

JNJVL UU4 04 


Homo sapiens pynmidinergic receptor P2Y, G-protein coupled, 6 (P2RY6), 

mJKJN A 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 

lllKJNA 


ATAyT f\C\AHA 1 
JNJVL UU4/41 


Homo sapiens nucleolar phosphoprotein pl30 (PI 30), mRNA 


JNJVL UU4oUZ 


Homo sapiens otoferlin (OTOF), mRNA 


tsja/t oozl&^o 

JNJVL UU4oOZ 


riomo sapiens one cut uomam, iamiiy memuei z ^vjinjj/L^u izj, mrviNA 


ATAyT CidAO^A 
IMlVL UU4ZD4 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 

(oLLZZAO J, 111 ivl N /A 


IN 1V1 


noiiio sapiens nucieoponn iddklj ^in ur i jj j, iiuvin/a. 


TsJlVL OOJ.^0 

IN 1V1 UUt-jOU 


noiiio sapiens lecepioi lyiosme Kiiidse-iiKe oipiidii lecepioi z, ytsxjts^Lj^ iiirviNz-v 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


XTN/T OOzL7Q^ 
JNJV1 UU4/*70 


nomo sapiens neurexm 3 ^iniv.a.inj j, mrviNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


JNJVL UU4ooo 


Homo sapiens N-myc (and STAT) interactor (NMI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


"VTA A (\f\ A C CO 

NM (J(J4:oz 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 5 (15kD) 
(JN AL)rl-coenzyme reductase) (JNlJU^o^j, mKJNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
(in AUri-co enzyme \i reauctasej (JNJJUJ H L>jj, mrviNA 


JNJVL UU4j 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(in Aun-co enzyme \) leQucxasej (rsijurozj, iyikjna 


TvTAyr oo/i ^/i o 

JNJVL UU434U 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


XTA/T C\C\Af.AA 
JNJVL UU4044 


Homo sapiens adapt or- related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


JNJVL UU'+jjO 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


XT Ayr OO/l 1 A ^ 
JNJVL UU414J 


riomo sapiens myosin iad ^ivi y uvt) j, mKJNA 


TvTAyT MM/IOQ/l 
JN1VL UU4ZV4 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


JNJVL UU4yZJ 


Homo sapiens metallothionein-like 5, testis- specific (tesmin) (MTL5), mRNA 


TvjTvr 0041 zH 


nUIIlU IScipiCIlo ^Up/pj)WW lIlLCIclL'LlIl^ LI dlloclL/ LI V cLlUL , W1LI1 VJlU/^A.sp-1 L/CllUUAy- 

terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 

At ACT 1 \ w» O XT A 

( MAoL 1 J, mKJNA 


JNJVL KJKJZj 11 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mRNA 


JNJVL UU4/Z1 


Homo sapiens mitogen-activated protein kinase kinase kinase 13 (MAP3K13), 
mRNA 


JNJVL VKJZjdZ 


Homo sapiens low density lip oprote in-related protein 1 (alpha-2-macroglobulin 
leceptorj (LrCr l iyikin /\ 


AJA/T 00/170^ 


Homo sapiens protease, serine, 15 (PRSS15), mRNA 


TsJA/T OOA78Q 


nomo sapiens i^iivl nomeoDOx proiem z n^n^vzj, itlkin/\ 




nomo sapiens serine paimiioyiiransreiase, long cnam oase suDunii z ii^l^zj, 

III 1x1 N f\ 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


TsJA/T oozL7Q^ 


nomo sapiens Kioxno ^ i\.l mrvTN/v 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


JNJVL UU4jzU 


Homo sapiens kinesin heavy chain member 2 (KIF2), mRNA 


NM 004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


JNM UU4/UU 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


\T \ 4 AA/lf in 

NM (JU45ly 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


TvTA A C\f\A CIO 

JNM U(J4Mo 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(IvUJNQz), mKJNA 


NM_004137 


Homo sapiens potassium large conductance calcium- activated channel, 
suuiamiiy ivi, oeta memoer i ^JvdNivirsi ), mrciNA 


"VTA A C\C\A 710 

JNJVL UU4/JZ 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
memoei d { ivl in a. t> j j, miviN/v 


JNJVL UU4oVJ 


Homo sapiens cytokeratin type II (K6HF), mRNA 


TvTA/T OOzL7Q 1 
JNJVL UU4/yi 


Homo sapiens integrin, beta- like 1 (with EGF-like repeat domains) (ITGBL1), 


MA/T 004S17 


jnoiiio sdpieiis iiiLe^iiii-iiiiKet.i Jviiicioe ^ij-^jvj, iniviN.rv 


T<nvT ooj.^14 

INlYl UUH-jlH- 


nomo sapiens mieneuKin ennancer Diiicung iacior i ^ii^f i miviM/\ 




nomo sapiens liiieiieuKin i recepior, type 11 ^iLiivzj, HirvrNy-v 


IN 1V1 VJUt- D 1 J) 


nomo sapiens iineiieuiviii 10 ^lyinpiiocyie ciieiiioaniacidiiL icicloi ) ^il^io^i, nirvi>i/\ 


MIVT 004^19 

IN 1V1 UUt-J 1 Z 


nomo sdpieiis iiiieiiemviii 1 1 iecepioi, dipiid ^±±^1 irvrv^, iiixvint'-v 


_LN 1V1 UU4ZJ O 


n.01110 sdpieiis iiiniiuiio^iouu-iiii supei idiiiiiy , iiieiiiuei z ^ivjorz j, iiirvi>i J rv 


In 1V1 UUH- 1 D j> 


nomo sdpieiis isociirdie uenyurogenase j \lsj-s^lj i ) gaiiiiiia ^lunju ^ , in ivi n /a 


MIVT 0041 ^d. 
In 1V1 UUH- 1 J) H- 


nomo sdpieiis iiedi shock /ukjj pioiein >t> ^moiidiiii-z^ ^nor/WD j, iiuviM/A. 


TsJA/T 00zL£»Q7 


nomo sdpiens nvr^/o ijv w u spiicmg idcior ^firi\r4r mivi>/\ 


NM 004698 


Homo sapiens U4/U6- associated RNA splicing factor (HPRP3P), mRNA 


TsJA/T OOzL^O^ 
IN 1V1 UU4Z) U D 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


TvTA/f 00/1/1Q7 
JNJV1 / 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


JNM UU4/1Z 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 

/UPC\ _ DMA 

(nub), mRNA 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 

^Vl/Vr H-lvH-j, nils. IN f\ 


NM 004494 


Homo sapiens hepatoma- derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM 004493 


Homo sapiens hydroxyacyl- Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 

\ O uo L CO LLC). L J, mLvIN/\ 


iNivi uu^foyj 


Homo sapiens H2A histone family, m ember Y (H2AFY), mRNA 


IN IVL ULH- L D U 


Homo sapiens glycogenin (GYG), mRNA 


IN IVL UU^fZoO 


noiiio sapiens oil Diiiding piotem l n r>i i j, ltllvin/\ 


IN IVL UU^fLZo 


Homo sapiens general transcription factor IIF, polypeptide 2 (30kD subunit) 

\ \J L .T zr Z J, 111 IV IN /A 


IN IVL KJ WH-H- 37 L 


nOIIlO SapieilS glUCOCOl UCOld lecepiOI -LTNjTY Ullldlllg laC/LOI L ^VJLVl^F L J, lIllvlN.rY 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


ata/l oozlaqo 

IN IVL ULH-^yU 


nomo sapiens giowtn iactoi receptor- Douiid piotem L4 ^olvJ3L4j, ltllvin/\ 


IN IVL UU4oLU 


Homo sapiens GRB2 -related adaptor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


INiVL UU4o / L 


Homo sapiens golgi SNAP receptor complex member 1 (GOSR1), mRNA 


IN IVL UU44o / 


Homo sapiens golgi autoantigen, golgin subfamily b, macrogolgin (with 
transmemoi ane signal j, l ^o^J-LOL3L j, ltlkjn/v 


TvTAif C\C\A 1 O/; 
IN IVL UU^+LZO 


Homo sapiens guanine nucleotide binding protein 1 1 (GNG1 1), mRNA 


TsJA/t OOZL9Q7 
INIVL UU4Zy / 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 14 
(GNA14), mRNA 


INIVL UU4Z40 


riomo sapiens gLucagon-LLKe peptide z leceptoi ^oi^rzivj, miviN/\ 


TvTA/T C\C\A 1 
INIVL UU4LZJ) 


Homo sapiens gastric inhibitory polypeptide (GIP), mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity l (GGTLAl), mRNA 


TvTA/T MM/1 H 
INIVL UU4oJ / 


Homo sapiens geranylgeranyl diphosphate synthase l (GGPSl), mRNA 


INIVL UU4Loo 


Homo sapiens growth factor independent IB (potential regulator of CDKNIA, 
nansiocated m ^ivll^j ^oriirsj, miviN/v 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


INIVL UU4/DL 


Homo sapiens glucosaminyl (N-acetyl) transferase 3, mucin type (GCNT3), 

rv»T?XT A 

111 Iv IN JA 


T\JA/T C\C\A 1 
INIVL UU4LVJ 


Homo sapiens golgi-specific brefeldin A resistance factor 1 (GBF1), mRNA 


INIVL UUZloU 


Homo sapiens formyl peptide receptor-like 2 (FPRL2), mRNA 


INIVL UU44 /O 


Homo sapiens folate hydrolase (pro state- specific membrane antigen) 1 (FOLH1), 

rnt?TsJ A 
111 Ivl >J f\ 


NM 004119 


Homo sapiens fms-related tyrosine kinase 3 (FLT3), mRNA 


TsJA/T OOzLzl7^ 
IN IVL UU44 / 3 


nomo sapiens tiotLiun z (tlu l zj, n i iv in /\ 


INIVL UU44/Z 


riomo sapiens toiKLiead dox ljl (rUAUi j, mKJN/\ 


TvTA/T 00/1/17 1 
INIVL UU44 / L 


nomo sapiens rorKiiead dox uia ^ruAuiAj, m iv in /a 


TsJA/f C\C\AA1A 
IN IVL U U44 / 4 


nomo sapiens 101 Knead dox ljz ^iuauz j, ltllvin/a 


IN IVL U U4 4 O V 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 

fRlfTF^ ml? MA 


IN IVL 


nomo sapiens lour and a nan l^iivl domains d ^rnLj ^, mrviN/\ 


IN IVL 


nomo sapiens idiiiesyi-dipiiospiiaLe Ldiiiesyiiiaiisieiase i ^r^i^/F i i iiiLviN/\ 


TsJA/T OOzl 1 07 
IN IVL UU4 1U / 


nomo sapiens n iragment or igo, receptor, nansponei, aipna ^f^olvl j, mrvLN.rv 


TsJA/T oozl 1 rizL 

IN IVL KJV^t L U^f 


nomo sapiens iatty acid syntnase ^f/\oin ^, mrviN/\ 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


INIVL UU4LUL 


Homo sapiens coagulation factor II (thrombin) receptor- like 2 (F2RL2), mRNA 


INIVL ULH-ZJO 


Homo sapiens Kruppel-like factor 4 (gut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple) -like l (EXTLl), mRNA 


TsJA/T OOzLzl^zL 
INIVL UU44D4 


nomo sapiens ets variant gene d ^ets-reiated moiecuiej ^ii/ 1 vdj, miviN/v 


NM 004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM 004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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TvTA/f MM/1 A AH 
INIVL UU444 / 


Homo sapiens epidermal growth factor receptor pathway substrate 8 (EPS8), 
mRNA 


TvTA/T MM/1 /I A A 
IN 1VL U U 4 4 4 O 


Homo sapiens glutamyl-prolyl-tRNA synthetase (EPRS), mRNA 


NM 004431 


Homo sapiens EphA2 (EPHA2), mRNA 


JNM (JU4(JVV 


Homo sapiens eiythrocyte membrane protein band 7.2 (stomatin) (EPB72), 
mRNA 


TvTA/1" f\C\A A1H 

JNM UU44J / 


Homo sapiens erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH- 
linked) (EPB41), mRNA 


JNJV1 (JU44J5 


Homo sapiens endonuclease G (ENDOG), nuclear gene encoding mitochondrial 
protein, mRNA 


"XTA jt f\r\A A^ A 

JNM (JU44J4 


Homo sapiens echinoderm microtubule- associated protein-like (EMAPL), 
mRNA 


XTA/T MM/1 /I 1 "2 

JNMUU443 5 


Homo sapiens E74-like factor 3 (ets domain transcription factor, epithelial- 
specific ) (KLr 3), mKNA 


TvTA/T MM/1MQA 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 

^Jj/lr;4Jj/Jz>r Z J, 111 Iv IN /\ 


XTA/T MMAMQ^ 
1N1V1 UU4U:0 


nomo sapiens euKaryotic translation initiation iacior 4J_/ Dinuing protein i 

\Ciir £ -tl2iDr 1 J, I I I IN IN /\ 


TsJA/T MMzLd^M 
1M1V1 UUtHjU 


nomo sapieiis eaiiy giowiii lesponse s> ycKjjs^j iiiivin/a. 


NM 004093 


Homo sapiens ephrin-B2 (EFNB2), mRNA 


1N1V1 UU44ZV 


nomo sapiens epnrm-jz>i (jj,riNJ3i j, miviN/\ 


TvTA/T MM/1/10Q 
1N1V1 UU44ZO 


nomo sapiens epnim-/\i (j^,rJN/\i j, rnKi>/\ 


TvTA/T MM/1 QA7 
JNM UU4oO / 


Homo sapiens integral membrane protein 2A (ITM2A), mRNA 


TsJA/T MMzLzL 1 ^ 
1N1V1 UU441J 


nomo sapiens QesmopiaKin ^uri, uriij ^uor j, miviN/\ 


iNlvl UU4/OU 


Homo sapiens serine/threonine kinase 17a (apoptosis-inducing) (STK17A), 
mrvLN/\ 


NM 004413 


Homo sapiens dipeptidase 1 (renal) (DPEP1), mRNA 


TsJA/T MMzLMRft 
IN 1V1 \J U4 U O O 


nomo sapiens cieoxyiiucieoiiciyindiisieiase, xermmdi ^uin i i miviN/\ 


iNlvl UU441Z 


Homo sapiens DNA (cytosine-5-)-methyltransferase 2 (DNM^T2), mRNA 


TsJTV/T MMzlzll 1 
1N1V1 UU441 1 


nomo sapiens Qyiiem, cyiopiasmic, niTeiiiieQiaie poiypepiiQe i ^uinv^ ii j, miviN/\ 


NM 004407 


Homo sapiens dentin matrix acidic phosphoprotein (DMP1), mRNA 


JNM UU4/40 


Homo sapiens discs, large (Drosophila) homolog-associated protein 1 
(DLGAP1), mRNA 


AJA/T MM/1 7/1 *7 
IN M UU4 / 4 / 


Homo sapiens discs, large (Drosophila) homolog 5 (DLG5), mRNA 


NM 004087 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 


■\. t iv a r\r\ a c\r\r\ 

JNMUU49U0 


Homo sapiens phorbolin (similar to apo lipoprotein B mRNA editing protein) 
(DJ742C 19.2), mRNA 


TvTA/f MM/1/1M/1 

JNMUU44U4 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 

J ( IN y^Yjvjj J, m K IN A 


TvTA/f MM/1 A MO 

JNM UU44Uz 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- 
activated ursiasej (UrrDj, ni k in a 


NM 004401 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 

111 Iv IN f\ 


NM 004083 


Homo sapiens DNA- damage- inducible transcript 3 (DDIT3), mRNA 


JNM UU4/J4 


Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mRNA 


TvTA/f MM/1 'JO/I 

JNM UU43V4 


Homo sapiens death- associated protein (DAP), mRNA 


TsJA/T MMzL^Q^ 
IN 1V1 U U4 ^ y J 


nomo sapiens Qystiogiycan i ^aysrropnm-associateQ glycoprotein i ) ^uaui 
mRNA 


NM 004229 


Homo sapiens cofactor required for Sp l transcriptional activation, subunit 2 
(l50kD) (CRSP2), mRNA 


NM 004079 


Homo sapiens cathepsin S (CTSS), mRNA 


NM 004390 


Homo sapiens cathepsin H (CTSH), mRNA 
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INIVL UU4joo 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


aja/t oo/i^Q7 

1M1V1 UU4oo / 


Homo sapiens cardiac- specific homeo box (CSX), mRNA 


TsJA/T OOzL8/^1 


Homo sapiens cerebroside (3'-phosphoadenylylsulfateigalactosylceramide 3') 
smiou ansieiase ^loi iiiivin/a. 


TsJA/T 004078 
rNivi uutu / o 


noino sapiens cysienie ctiici giyciiie-iicn pioiein i ^uivr i iiiix.rN.rv 


rNlVl UUt-JOO 


nOlllO SapiCllS CllOllUlOlllll ^UllalC pi U HCUgly Call J) ^IICUI UL/Ctll^ ^l^or VJO J, lIllVTN.rY 


IN 1V1 U U 4 J) O 3 


nomo sapiens cnonQioiiin sunaie pioieogrycan z ^veisicanj ^Loruzj, mivi\i/\ 


TsJA/f OOJ.^ 8zL 

INlVl UU4.J04 


1— Ti^Tn /a c q i c / » q o r» 1 n Initio t? 1 fTQtYitY> o ^ i ■ vl^vjlc 1 I t -x i tM T? ^Vl A 

noiiio sapiens casein Jviiidse i, ^aiiiiiid. j ^v^oim jvi vjo iiiivi>i/\ 




riomo sapiens c-src xyrosme Kinase ^i^ojn^, mivi>i/\ 


TsJA/f 00407^ 
InIyI UUH-U / J 


jnomo sapiens crypiocnrome i ^pnoioiyase-iiKej ^ivi i j, miviM/\ 


TsJA/T 00A77& 


noino sapiens v_r pioieiii-coupieo lecepioi h-t- ^vj-tivh-h-), niiviN.rv 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


JN1VL UU4JoZ 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


INIVL UU43 / / 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


JNJVL UU4/4o 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


ATA/T C\f\Af\H A 

JN1VL UU4U/4 


Homo sapiens cytochrome c oxidase subunit VIII (COX8), nuclear gene 
encoQing miiociionQriai proiem, mrviN/v 


XTA/T 00/L7AA 
INIV1 UU4 / DO 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 

mT?TsJ A 
IIllvl >J r\ 


In 1V1 UUH-OHJ 


\-A r\w\ r\ c> am c / » / \ i 1 1 \-\ ( I fill i tvi 1? A 

noino sapiens coiini ^v^vjii^^, iniviN.rv 


TsJA/T 000^14 
1>1V1 UUUO 1 4 


nomo sapiens ciliary neuiouopnic iacior ^v^i>i ir mivi>i/\ 


In IV1 UUH-jOO 


nomo sapiens caiponm z ^v^inimzj, niixi > /a 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


TsJA/T 00zL07 1 
INIVL UU4U / 1 


nomo sapiens i^uL^-LLKe Kinase i ^v^i^lvi j, mivrM/\ 


TsJA/T OOzL^^O 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


JNIVl UU4oU4 


nomo sapiens WD4U piotem L,iaoi (uaui j, mKiN/\ 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 

m Iv IN A 


INIVL UU4UO / 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM 004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mKJN A 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 

*vi I? A.T A 

ni K in t\ 


INIVL UU4UOJ 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


JNJVL UU4zJJ 


Homo sapiens CD 8 3 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


JNJVL UU4Jjo 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 

^dat A 

mKJN/\ 


NM 004357 


Homo sapiens CD151 antigen (CD 151), mRNA 


INIVL UU4J jU 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


JNJVL UU434V 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA 


INIVL UU4J4D 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage- dependent, alpha 2/delta subunit 1 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB 1 4), mRNA 


NM 004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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1N1V1 UU^jZV 


Homo sapiens bone morphogenetic protein receptor, type IA (BMPR1 A), mRNA 


NM_004827 


Homo sapiens ATP -binding cassette, sub-family G (WHITE), member 2 

^ADLUZ J, 11 liv IN r\ 


INlVl UU4jZO 


nomo sapiens r>-cen i^i^L/iympnoma v ^r>L. .Lyj, mivTN/\ 


iNlVl UU^f/tO 


rioiiio s ap l ens d - c e n lll/ lymp noma / l, ^ r> l. l / j , mivLN /-v 


1N1V1 UU^foZ^f 


Homo sapiens BCL2- associated X protein (BAX), mRNA 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-tenninal 
nycuoidsej \D/\ri ), miviN/\ 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


InIVI UU4cOj 


Homo sapiens axin 2 (conductin, axil) (AXIN2), mRNA 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


JNJVL_UU4oo5 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
member J (ATP6J), mRNA 


JNJV1 UU4U4 / 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
ZIkD (Alror), mKJNA 


JNJV1 UU4U4o 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, alpha 
subunit, isoform 1, cardiac muscle (ATP5A1), mRNA 


1N1V1 UUlOoJ) 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 2 (ATP2B2), 

mrvlN/\ 


IN 1V1 UUH-J 1 


nomo sapiens /\i_^r-riDOsyiiiaiisieiase i ^/a in. i i in in. in /\ 


1N1V1 UW+J 1J) 


nomo sapiens anesiin, ueia z ^ /\ is. is. dz ^, in in in /a 


IN 1V1 UUtj 1 Z, 


noiiio sapiens diiesLiii j), leiiiiai ^^v-diiesiiiij ^/\ivtvj) ^, iiuvin/a. 


1N1V1 UU4J 1 1 


iioiiio sapiens rs^LjL -iiuosyiaiioii laC/ioi-inve o ^.rvivLo ^, iiiiviN.rv 


1N1V1 UUt-O / J 


noiiio sdpieiis idis iioiiioio^ gene ldiiiiiy, iiieiiiuei i iiirviN.rv 


1N1V1 UUHOIU 


nomo sapiens ras nomoiog gene iamny, memoer n ^/vtvnnj, in is. in /a 


1N1V1 UUt-jU" 


nomo sdpieiis iviio vjivr ciissocidiioii mmuixui \\jyjy) dipiid ^/A.ivnvji^i.rv^, iiuvin^-v 


1N1V1 UUt-jUO 


nomo sapiens iviio uirdoc dL/Livdiiiig pioieiii i ^/mnuAri ^, iiiivin/a. 


1N1V1 UUH-UH-U 


nomo sdpieiis ras nomoiog gene iamiiy, memuei r> X /A.ivnjz> miviN/\ 


1N1V1 UUH-Zi/U 


nomo sapiens ring linger proiem 14 ^ininf i^v? 111 in in /\ 


TsJA/T 00/1707 
1N1V1 UU^t / !7 / 


nomo sapiens acnpose mosi duuiicidin gene iidiiscupi i ^/\r ivn ^, iiiiviNy-v 


IN 1V1 WH-KJjy 


l— 1 r a in i \ c 'A ni pn c c i n n v in A 1 / A \T Y A 9 ^ iy>P\I A 

nomo sapiens diniexiii /\z ^y-viN^vrvz,^, iniviN.rv 


NM 004306 


Homo sapiens annexin Al3 (ANXA13), mRNA 


iNlvl UU4Ujo 


Homo sapiens amylase, alpha IA* salivary (AMYIA), mRNA 


INlVl UU4JUD 


Homo sapiens bridging integrator l (BINl), mRNA 


INlvl UU45D / 


nomo sapiens /\ Kinase yr ivin^\j ancnor pioiem d v /\r^/vr d j, miviN/v 


iNlVl UU'+ojj 


Homo sapiens absent in melanoma 2 (AI1V12), mRNA 


1N1V1 UU4ZUo 


Homo sapiens programmed cell death 8 (apoptosis-inducing factor) (PDCD8), 

ml? XT A 
11 1 IN IN /\ 


IN 1V1 UUZ 1 7 7 


nomo sapiens liiieiieion leguiaioiy idcioi nivrzj, miviNi-v 


NM 001569 


Homo sapiens interleukin- 1 receptor-associated kinase 1 (IRAKI), mRNA 


AJA/T OO 1 ^/^7 
iNlVl UU1DO/ 


nomo sapiens inositol poiypnospnaie pnospnatase-iiKe i ^iiNrrLi miviN/v 


TvTA/f MHO 1 Q/1 
INlVl UUZ 1V4 


Homo sapiens inositol polyphosphate- 1 -phosphatase (INPP1), mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


iNlvl UUUloD 


Homo sapiens gap junction protein, alpha 1, 43kD (connexin 43) (GJA1), mRNA 


INlvl UU1WV 


Homo sapiens fibrillin 2 (congenital contractural arachnodactyly) (FBN2), 
ill In in /\ 


TsJlVT 0010^7 
iN ivi ww i y s> i 


noiiio Sdpieiis LlCllIldLOpOllLlll \LJs: 1 J, UllViN/^. 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor IIIC, polypeptide 1 (alpha subunit, 
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ZZXJKL) ) (OlrJClJ, m In. IN A 


NM 002097 


Homo sapiens general transcription factor IIIA (GTF3 A), mRNA 


JNJVL_UUJzUj 


Homo sapiens transcription factor 12 (HTF4, helix- loop-helix transcription 
iactors 4 J ( 1 Lr iZj, mKJN A 


INJV1 UUU44U 


Homo sapiens phosphodiesterase 6A, cGMP-specific, rod, alpha (PDE6A), 
iyikjn a 


IMIVI UUUoUO 


Homo sapiens gamma- aminobutyric acid (GABA) A receptor, alpha 1 
(GABRA1), mRNA 


inivi uuiouy 


nomo sapiens cennomeie protein a ^i /ku) (^i^iNr aj, itikjna 


inivi uuu4jy 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


IN1V1 yJVZDZy 


nomo sapiens neuionopnic ryiosme Kinase, receptor, type i (.in irvivi miviNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 




Homo sapiens colony stimulating factor 2 receptor, beta, low-affinity 
(granulocyte -macrophage) (CSF2RB), mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


JNM KJVVZZy 


Homo sapiens lecithin- cholesterol acyltransf erase (LCAT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


"VTA 4 f\f\f\~) 1 1 

JNM (JUUZll 


Homo sapiens integrin, beta 2 (antigen CD 18 (p95), lymphocyte function- 
associated antigen 1; macrophage antigen 1 (mac-1) beta subunit) (ITGB2), 
mRNA 


JNM UUUzUo 


Homo sapiens insulin receptor (INSR), mRNA 


NM 000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 
immunodeficiency) (IL2RG), mRNA 


JNM UUU4J.O 


Homo sapiens interferon gamma receptor 1 (IFNGR1), mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
receptor ( H AM l ), mKJN A 


NM_000350 


Homo sapiens ATP -binding cassette, sub-family A (ABC1), member 4 

/ A U P A /I \ ^dxt A 

(Ar>CA4), mKJN A 


A.TA A (\(\(\ 1 1 A 

JNM UUU11U 


Homo sapiens dihydropyrimidine dehydrogenase (DPYD), mRNA 


JNJVL UUUJ / J 


Homo sapiens uroporphyrinogen III synthase (congenital erythropoietic 
p orpnyna ) yu o ) , m i\. in a 


1NJV1 UUU4Dy 


nomo sapiens i .c,iv tyrosine Kinase, enaotnenai (venous manormations, multiple 
cutaneous anu mucosal j ^ t ijyjs.j, iiixvi>j/\ 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


JN1V1 UU1UDZ 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


1NJV1 UUllOU 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


JNM UUU34o 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 2 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


TvTA/f AAAl/l A 

JNM vVVJ^y) 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 2 

/ C t A OA W DAT A 

(^LLzAz), mKJN A 


AJA/f AAA11Q 

INIVI UUloJo 


Homo sapiens solute carrier family 12 (sodium/potassium/chloride transporters), 
memoer i (ollizai j, ihkina 




I— I / -v m ^ \ conipiic ctnY»nrrlA7r»Qn (tqtviitiq i ^^H^ Hx/drnnnin qcchpiq^p/i O'lT/r'nnTntpiTi i 

muiiiu scipiciiis adiL/Ugiy can, ^diiiiiid ^j)j)jvi^/ Qy^Liupiiiii-disisucidLcu ^lyL/Upiuiciii^ 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen- lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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hydroxylase, Ehlers-Danlos syndrome type VI) (PLOD), mRNA 


NM_000282 


Homo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide (PCCA), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_000281 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of 
nepatocyte nucLeai iactoi i amiia ( JLr i ) (rCJjjjj, mKJNA 


XT A A (\(\(\~) '7^7 


Homo sapiens phenylalanine hydroxylase (PAH), mRNA 


ATA A C\f\C\A 1 

JNJVL UUU4Jo 


Homo sapiens 3-oxoacid Co A transferase (OXCT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (OAT), nuclear gene 
encoding mitochondrial protein, mRNA 


IN1V1 UUUZ Id 


nonio sapiens ocuiai aiuinism i ^Neniesnrp-raiisj j, miviN/v 


NM 000272 


Homo sapiens nephronophthisis 1 (juvenile) (NPHP1), mRNA 


ataa nnno7i 
JNJVL UUUZ / 1 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 


ATA/T flAAOAQ 


Homo sapiens non-metastatic cells 1, protein (NM23A) expressed in (NME1), 

III iv IN /V 


NM 000268 


Homo sapiens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 


ata/t 

JNJVL UUUZO / 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 
watson Qisease ) {\\r i j, mivJNA 


NM 000434 


Homo sapiens sialidase 1 (lysosomal sialidase) (NEU1), mRNA 


INIVL UUUZoo 


Homo sapiens Norrie disease (pseudoglioma) (NDP), mRNA 


NM 000265 


Homo sapiens neutrophil cytosolic factor 1 (47kD, chronic granulomatous 
disease, autosomal 1) (NCF1), mRNA 


NM 000262 


Homo sapiens N-acetylgalactosaminidase, alpha- (NAGA), mRNA 


"VTA 4" C\f\f\ r )£'\ 

JNM UUuZol 


Homo sapiens myocilin, trabecular meshwork inducible glucocorticoid response 
(MYOC), mRNA 


ATA A AAATCO 

JNM kjkjvZjo 


Homo sapiens myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 

/A A \Z T "1 \ *v* T> AT A 

(M Y LJ), mKJNA 


NM 000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 
mrCJN A 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mKJNA 


NM 000431 


Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


ATA A HAAOCC 

JNM UUUzjj 


Homo sapiens methylmalonyl Coenzyme A mutase (MUT), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 000254 


Homo sapiens 5 -methyltetrahydro folate -homocysteine methyltransferase (MTR), 

™ o XT A 

m K In A 


JNJVL UUKjZjj 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, 88kD) 
r\ /^TP^ m t? at a 

(JVL 1 Jr J, mivIN A 


NM_000250 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 
p rotem, m in. in ja 


ataa nnni/iQ 

JNJVL UUUZ4o 


Homo sapiens microphthalmia-associated transcription factor (MITF), mRNA 


INIVL UUUZ^4 / 


jTiomo sapiens iviri^ crass i poiypepiicie-reiaTeci sequence a ^iviil./\j, miviN/\ 


NM 000246 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 


JN1VL UUUZ4D 


Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 

III IN IN JA 


NM 000244 


Homo sapiens multiple endocrine neoplasia I (MEN1), mRNA 


INIVL UUUZ^fj 


nomo sapiens ivieQiien anean ievei (ivijj,r v j, miviN/\ 


NM_000242 


Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 


Homo sapiens methionine adenosyltransf erase I, alpha (MATIA), mRNA 


NM_000240 


Homo sapiens monoamine oxidase A (MAO A), nuclear gene encoding 
mitochondrial protein, mRNA 
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TvTA/f HAA/IOQ 

JNJVL UUU4zo 


Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2), 

m KIN A 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
in emu ci z ^ iw_ in nz iiiin. in /a 


JNJV1 UUUZj / 


Homo sapiens lipoprotein lipase (LPL), mRNA 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


JN1V1 UUUZoo 


Homo sapiens lipase, hepatic (LIPC), mRNA 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 

(\ IDA \ ™T?AJA 
(Llr AJ, 1Y1 IV IN A 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


ATA A AAAT)'!! 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


JNM_UUUZZo 


hLomo sapiens Lammm, beta 5 (nicem (IzokJJ;, kalmm (14UkJJj, rJMoUU 

/lO^I^TAW /T A AyfD'3\ *^»T>AJ A 

(iZjKL))) (LAMDj), mKJNA 


JNJVL UUU4Z0 


Homo sapiens laminin, alpha 2 (merosin, congenital muscular dystrophy) 
(LAMA2), mRNA 


JNJVL UUUZZo 


Homo sapiens keratin 9 (epidermolytic palmoplantar keratoderma) (KRT9), 
mRNA 


JNJVL \J\JK)*fZZ 


Homo sapiens keratin 17 (KRT17), mRNA 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


NM (J(J(J4zl 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRT10), mRNA 


NM_UUUzzz 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM (JUUzlo 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 

( ivL IN ^ 1 J, 1T1 In. IN A 


NM 000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 

fTf fM F7 1 \ ™ DATA 

( 1NL IN C- 1 J, mKJNA 


NM 000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNA1), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM (JUUzlj 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 

*%^T> AJ A 

mKJNA 


NJV1 UUUZ1Z 


Homo sapiens integrin, beta 3 (platelet glycoprotein Ilia, antigen CD61) 

( 1 1 Udj J, mKJNA 


AJA/T nnn9no 
INIVL uuuzuy 


Homo sapiens insulin promoter factor 1 , homeodomain transcription factor 

^irr 1 J, IIllv IN f\ 


XTA/L 000907 


nuinu Sapiens insulin ^unoj, mrviN/\ 


tsja/t ooozi 1 s 

IN 1V1 UUU4 1 O 


noiiio sapiens niieiieuKiii h- lecepioi ^ii^H-rvj, iiuviN/A. 


TsJIVl 0004 1 7 
INlVi UUU4 1 / 


noino sapiens iineiieuKiii z lecepioi, aipiid. ^ii^zrvrvj, iiuvln/a. 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein l (IGBPl), mRNA 


TsT\/L 00090^ 


iioiiio sapiens lQuioiiiQase, aLpna-L- ^iijuaj, mis. in t\ 


AJA/T OOOA1 ^ 
INIVL UUU^l J 


Homo sapiens islet amyloid polypeptide (IAPP), mRNA 


AJA/T 000900 
INIVL UUUZUU 


nomo sapiens nistaim ^niiNj ^, miviNA 


"ATA/T OO 1 
INIVL UU J JJO 


Homo sapiens heat shock transcription factor 4 (HSF4), mRNA 


AJA/T OOOQ^Q 
INIVL UUUoDV 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A reductase (HMGCR), 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


inivl uuih-oo 


nomo sapiens giucoKinase ^nexoKinase 4j leguiaiory pioiem ^vji^jsjvj, miviM/\ 


NM 000820 


Homo sapiens growth arrest- specific 6 (GAS 6), mRNA 


JNIVL UUU ID J 


Homo sapiens galactose- 1 -phosphate uridylyltransferase (GALT), mRNA 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


ATA/1" 1 /; 

JNMUUUolo 


Homo sapiens gamma- aminobutyric acid (GAB A) A receptor, gamma 2 
(GABRG2), mRNA 


JNM UUUolj 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, delta (GABRD), 
mRNA 


ATI If (\(\(\0 1 1 

JNM UUUoll 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 6 
(GABRA6), mRNA 


JNM_UUUoUy 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


JNM UUUoUo 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 3 

(OA tSK.A J J, m K IN A 


aja/t nnncm 
JN1V1 KjKjVJoK) / 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, alpha 2 

/r, A nn A 9 A DMA 


1M1V1 UUUOl 


Homo sapiens glucose- 6-phosphatase, catalytic (glycogen storage disease type I, 
von uieiKe ciisease^ ^uorL/j, niivrN/-Y 


aja/t nn 14^9 


nomo sapiens ioriviieau dux r^z ^fvj^vtzj, mivrNz-v 


In 1V1 UUU 1 J) o 


I— \ r\ c o -i^ i 3n c t~ i V\ *■* i 1 1 1 n 1 / A« orfati CTmnfArMA I / p 1— ^ Al 1 \ -r»iT?AT A 

nomo sapiens iiuniim i ^iviarian synuiomej ^fjdimi j, mivr>iz-Y 


MA/T nnm^ 

INIyI UUU1 JO 


nomo Sapiens Faiicoiii anemia, L/Oiiipiemeiiiaiioii gioup \^ \r .rviMv^-i^.^, niivi>j/\ 


MA/T 0014.4^ 


noIIlO SapieilS laliy aL/lU UlllCUllg piOieill O, Ileal ^gaSllOllOpillj ^rrvDrOj, IlUviNi-v 


ma/t nn 1 449 


nomo Sapiens laiiy acici unitiiiig, pioiein h-, atiipocyie ^r^/\J3± h-j, iiuvln/a. 


NM 001443 


Homo sapiens fatty acid binding protein l, liver (FABPl), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


A.TAyr nnn/im 
1N1VL UUU4U1 


Homo sapiens exostoses (multiple) 2 (EXT2), mRNA 


JNM UUUlz/ 


Homo sapiens exostoses (multiple) l (EXTl), mRNA 


aja/t 1 A 
INJVl UU14J3 


Homo sapiens ER to nucleus signalling l (ERNl), mRNA 


AJA/f AAA1T1 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 3 (xeroderma pigmentosum group B complementing) 

^ LL lN.1^ V_ O J, 1 1 1 Iv 1 > J\ 


tsja/t nnn 1 9 1 

IN 1V1 UUU 1Z1 


nomo Sapiens eiy uiiopoieiiii lecepioi yEirvjis^} , iiuvi^i/a. 


Mivr nnni9n 

1M 1V1 UUU 1 ZU 


nomo sapiens epoxiue nycuoiase i, miciosoiiiai ^xenoDioiicj ^crnAi miviMz-v 


ma/t nnn 1 1 q 

In 1V1 UUU 1 I7 


nomo sapiens eiyinrocyie meniDiane proiem uanci h-.z ycr d^a)^ mivi>/\ 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


ATA./T nnn 11s 

1>J 1V1 UUU 1 lo 


nomo sapiens enciogim ^vjsier-rveiiciu- w eoei synciiome i ) ^j_/1>jvj^, itiivinia 


NM 000117 


Homo sapiens emerin (Emery- Dreifuss muscular dystrophy) (EMD), mRNA 


JNIVL UU14ZZ 


Homo sapiens E74-like factor 5 (ets domain transcription factor) (ELF5), mRNA 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 

/"C A A O \ O AT A 


ATA A 1 IO 

JNM UUUllz 


Homo sapiens solute carrier family 26 (sulfate transporter), member 2 
(oLLZoAz ), mKJNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetylgluc os aminephospho transferase 1 (GlcNAc- 1 -P transferase) (DPAGT1), 

iiirvi> /\ 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM 001358 


Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage- specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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n oiiio sapiens ueaui-associaieci proiem Kiiid.sc j) \u/\r f^d iihn in i\ 


±N 1V1 WWW 1U1 


noino sapiens cyiociiiome u-zh-j, aipiid. polypeptide irsy-vj, miviM/A. 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


IN1V1 KjKJIjj^ 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBPl), mRNA 


"AJA/T C\C\C\<<A 
LNIVL UUUDj4 


Homo sapiens cone-rod homeobox (CRX), mRNA 


JNJVL UUUUyo 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM 000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COMP), mRNA 


JNJVL UUloVZ 


Homo sapiens ATP -binding cassette, sub -family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


jnjvl uuuuoj 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM 000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X- linked, Dent disease) 

( /^N I C \ ^nxy A 
(LLLJNjJ, mKJN/\ 


NM 001279 


Homo sapiens cell death- inducing DFFA-like effector a (CIDEA), mRNA 


a r\f\f\r\Qf\ 
NMUUUUoU 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


JNM (JUU/M 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mKJN A 


JNJVL UUU/4/ 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 

/ i_i o NJ ]_> 1 \ tyiT?XTA 
( L rt KIN £5 1 J, 1Y1 In IN /\ 


1N1VL_UUUU /y 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNAl), mRNA 


INiVL UUIZ/J) 


noiiio sapiens cniomociomdiii nencdse uin/y Diiiciiiig pioiem (^ riu^j, m.KJN/Y 


JNJVL UULZ / L 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


TvTA/T fin 1 07H 
JNJVL UU1Z/U 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHD1), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


JNJVL UUUU/O 


Homo sapiens cyclin- dependent kinase inhibitor 1C (p57, Kip2) (CDKN1C), 
mRNA 


TvTA/f C\C\ 1 O^Q 

JNJVL VKjiZdo 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_UU0U74 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


JNJVL_UUUU ID 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (CD3G), 
mRNA 


~KT~\ A f\r\ 1 ^ A (\ 

NMUU1249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 
mRNA 


JNM_UUlZ4o 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 

111KJN/Y 


JNM (J(JlZ4o 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 
mRNA 


JNJVL UUUU/Z 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 

IJjO J, mKlN/\ 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


JNJVL UUUU / 1 


Homo sapiens cystathionine-b eta- synthase (CBS), mRNA 


JNJVL UUlooo 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1 , severe 

npntiiif q 1 n^mPTniiT'Qf n^rrni Hi cm i ( A >ll? i m 1? ^1 A 

iicoiididi iiyueipdi dtiiy i oiLiioiii^ ^v-rVuiv j, 1 1 1 in i > /a 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM 000069 


Homo sapiens calcium channel, voltage- dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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TsJA/T ooo^o^ 


noino Sapiens complement component o, gamma poiypeLJtiue ^Louj, mrviN/\ 


TsJA/T 0000^£» 


nomo Sapiens complement component o, ueta porypepiiue ^^or> miviN/\ 


MM 000^9 


nomo sapiens complement component o, aipiia porypeptitie \ y^or\)^ miviN.rv 


MA/r ooo^&7 


numu Sapiens complement eompuneni / / itij\i>ia 


TsjA/r oooo^zi 


numu Sapiens eumpiemeni eumpuneni d \\, d iiiix in /a 


MA/r 0000^1 


nuinu Sapiens rsiuiun a^aiiiiiiagiuuuimemia lyiusme xniase ^ijijs.^, miviNy-v 


mm 00190/^ 
iniyi uu izuo 


numu sapiens uasie iiaiiseiipLiun eieiiiein uincnii^ piuiein i ^r>ij_!/i3i ^, iniviMy-v 


tsja/t oooo^o 


numu Sapiens uiumiitiase iiiivi>j/\ 


ata/t 001901 

In 1V1 UU 1 ZU 1 


riomo Sapiens uone morpnogeiieiic [)iuiem d ^osieogenicj \Di\Lr j ) v mrviM/\ 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), mRNA 


JNJVL UUUlO / 


Homo sapiens Bloom syndrome (BLM), mRNA 


JNJVL UUllVo 


Homo sapiens PR domain containing 1, with ZNF domain (PRDM1), mRNA 


JNJVL UU11VO 


Homo sapiens BH3 interacting domain death agonist (BID), mRNA 


NM 000056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


JN1V1 vUK)/K)j 


Homo sapiens ATPase, H+/K+ exchanging, beta polypeptide (ATP4B), mRNA 


JNJVL_UUUU4y 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASPA), 


AvTA/f OOOOzLA 
INlVl UUUU^tO 


riomo sapiens aryisunatase d \/\ Kjd j, in iv in ja 


ATAyT OOO^^G 

JNJVL uuuoj?y 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 6 (TNFSF6), 

III IV IN /\ 


TsJA/f 000049 


noino sapiens apoiipopioiein n ^ueia-z-giycoproiem ij ^/\run iiiivinj'-v 


TsJIVT 0000J. 1 

In 1V1 UUUU41 


noiIlO Sapiens apoiipupiOieill d yr\r KJili)^ lIlrvTN.rv 


MM OOOOzlO 

1N1V1 


n.OII10 SapieilS apOlipopiOieill V^-lll ^.rvl^VJ^J) J, IIlrvlN.rv 


NM 000039 


Homo sapiens apo lipoprotein A-I (APOA1), mRNA 


ATA/T OOOO^Q 
IN 1V1 UUUUjo 


Homo sapiens adenomatosis polyposis coli (APC), mRNA 


ATA/T 001 1 ^7 
JN1V1 UU1 13/ 


riomo sapiens annexm /\i i ^/\rsiyv/\i i ^, mrviN/v 


AJA/T 001 1 A7 
INlVl UU1 1^ / 


riomo sapiens aiigiopoieim z (AiNur izj, mrviN/\ 


ATA/T O0 11/1^ 
JNJVL UUl 14j 


Homo sapiens angiogenin, ribonuclease, RNase A family, 5 (ANG), mRNA 


NM 000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) ( AMPD1), 

m T? AT A 
1Y1 iv IN JA 


NM 001141 


Homo sapiens arachidonate 15 -lip oxygenase, second type (ALOX15B), mRNA 


ATA/T nAAm^ 

JN1V1 UUUIoj 


Homo sapiens aldolase B, fructose-bisphosphate (ALDOB), mRNA 


ATA/T nnAA'Jyl 

JNM Uuulo4 


Homo sapiens aldolase A, fructose-bisphosphate (ALDOA), mRNA 


ATA/T AHAmO 

JNM_UUUUJz 


Homo sapiens amino levulinate, delta-, synthase 2 (sideroblastic/hypochromic 
anemia) (ALAS 2), nuclear gene encoding mitochondrial protein, mRNA 


TsJA/T oooo^o 
INlVl UUUUJU 


nomo sapiens aianme-giyoxyiate ammoiransierase (^oxalosis i, nyperoxaiuna i, 
giycoiicaciuuria, serme-pyiuvaie ammotransieiasej ^auai miviN/\ 


TsJIVT 00 1 1 9 A 
In 1V1 1 1 ZO 


nomo sapiens acienyiosuccmaie syiiinase ^.rvr^ooj, mrviN/\ 


TsJA/T OOO/^RA 


nomo sapiens acueiieigic, oeia-i-, lecepior ^/^r^rvrji mrviN.rv 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


AjA/r oo 1 1 1 a 

IN TV1 UU 1 1 1 0 


Homo sapiens adenylate cyclase 9 (ADCY9), mRNA 


T\TT\/T O0 111^ 
in 1V1 UU 1 1 1 D 


nomo sapiens acienyiaie cyclase o ^uramj i^aul i oj, mrviN/A 


TsJA/T 00 1 1 1 A 
In 1V1 UU 111*+ 


nomo sapiens acienyiaie cyclase / ^/-vr^^ i / inrviN/\ 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAM8), mRNA 


NM001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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JNJVL UU11U4 


Homo sapiens actinin, alpha 3 (ACTN3), mRNA 


JNJVL UUlUoo 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


JNJVL UU1U4J 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenalin), member 2 (SLC6A2), mRNA 


InIYI UUUJOZ 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


ATA/T flfl9^7Q 


nomo sapiens paiaiemmm ^r/Yi^ivij, m±viN/\ 


AT\/r nno/izi^ 
IN1V1 UUZ<4<4o 


Homo sapiens micro seminoprotein, beta- (MSMB), mRNA 


IN 1VL U UZ^f 1 o 


nonio sapiens moiiim ^ivplin j, miviN/v 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


JNJVL VvjzzQd 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 15 

rfcT^AJTI ^*\ ml? AT A 


atn/t nn 1 ^^zL 

1N1VL \J\)lJD £ t 


Homo sapiens homeo box 1 1-like 1 (HOX1 1L1), mRNA 


at\/t nnizi^zL 

iNlVL UU 1^40^4 


nomo sapiens iorKneau dox j i uaj i j, miviN/\ 


JNJVL \J\J' L f\J\J 1 


Homo sapiens Fc fragment of IgG, low affinity lib, receptor for (CD32) 

TPr i OT?9R > 4 ml? XT A 
^ r AJ 1\ZD J, IIllxl n/\ 


NM 001276 


Homo sapiens chitinase 3 -like 1 (cartilage glycoprotein- 3 9) (CHI3L1), mRNA 


tsja/t nm 7^9 
1N1VL uui ijz 


nomo sapiens caxaiase ^l^/\i j, miviN/v 


1N1VL uuioiu 


Homo sapiens acid phosphatase 2, lysosomal (ACP2), mRNA 


1N1VL UlO'+Ol 


Homo sapiens zyxin (ZYX), mRNA 


1N1VL 


Homo sapiens zona pellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


ATN/f CiC\1.A^Q 
1N1V1 UUJ)^fjy 


riomo sapiens soiute earner iamny jkj (zinc transporter^, memoer j {^>l^k^jv/\j j, 

1 1 1 I v 1 > l\ 


1N1V1 ULOHOU 


nomo sapiens zinc linger protein y i ^nrr / , nir iuj ^z-<i>if y i mrvi>i/\ 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNF85), mRNA 


1N1VL UUj4Zo 


nomo sapiens zinc imgei piotem o^f \rirrz) ^z^iNro^j, mrviN/\ 


JNJVL UU-)^ 1 0 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


JNJVl UUJ4ZO 


Homo sapiens zinc finger protein 74 (Cos52) (ZNF74), mRNA 


JNJVL Ulo4Zj 


Homo sapiens zinc finger protein 45 (a Kruppel-associated box (KRAB) domain 
poiypeptiaej ^zjNr^oj, mrviN/\ 


INIVL Wj^Zj 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


JNJVL KJKJJ^ZZ 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 

^ Z-,1> r H-z ) , ill in. In /\ 


1M1V1 ULOH-ZU 


nomo sapiens zinc iingei pioieiii ^cione nr^.iwj ^z-»i>ii^ iiuvin/a. 




nomo sapiens uassoon ^piesynapiic cyioiiiauix pioieiii^ ^i3kM>i j, iiiivi>i J rv 


ata/t nn^A^A 

1M1V1 ULOHOO 


nomo sapiens zinc imgei proiem z\jj \z^\>ir zkjd ), 111 is. in /a 


ATA/f OfRd.^ 
1N1V1 ULOHOJ) 


nomo sapiens zim linger pioiem 170 ^z^inf 170 111 ivin /a 


aja/t nrnzi^n 

1N1V1 UUj4jU 


nomo sapiens zinc imgei pioieiii i /*+ ^zidMFi /h-^, iiiiviMiA- 


1N1V1 UUjt-t 1 / 


nomo sapiens zinc inigei pioieiii ioj ^ZjInf iojj, iiuvlm/a 


ATA/T fin^zlAA 
1M1V1 ULOH-H-O 


nomo sapiens zmc imger pioiem id / yriz^r zz j yz^L\r id / iiiiv in /a 


tsjivt 

1N1V1 ULOH-*HO 


I — I / \ /~\ c oni pn c '-yi no Tin rr at* m^ATPm 1 S 1 / nl-J 7 ( r 7^VTT-J' 1 \1 l *vi T? ^Vl A 

nomo sapiens zmc linger pioiem i j i ^pn/L-o / ) yZiPsr i j lj, iiun. in /a 


AJA/f 00^449 
1N1V1 UUjH-H-Z 


I — I / -\ / *v o ot\i An c i n / » Tin rr at* t\t*^t Ain 1 /I \ / / » 1 / \n a »*\ I — I ' / 1 i i 'X^Vl Tn 1 /I \ \ m 1? ^Vl A 

nomo sapiens zmc linger pioiem ih-j> ^cione pnzj-i ) \/^\>\r lh-j lqivln/a 


rNlVl ULOH-H-l 


1— Ti^m /a c ot\i An c 7111/* 4-i n rr at* wataih 1 /l 1 1 />1 /An a i~\ I — I '/ /I /I \ / '/ ^.1 1 /I 1 \ m 1? ^Vl A 

nomo sapiens zinc iingei pioiem in ^cione priZi-t't j ^ZjIn-tih-i j, iniviN/A. 


InIVI UUj^^+U 


1 — 1 AtYl /A O OT^I ATI O rr-m/^ T1T1 /TAT* fM*A4/31H 1 /l | 1 / / » 1 / \ 1~\ t~\ 1 — 1 / 2 t J \ / / |N l-H 1 /I 1 1 \ *n A 

nomo sapiens zmc imgei pioiem ih-u ^cione pnA-j7 j ^zi,imf ih-uj, miviN/A 


INlVl \J\)D L T D O 


WAtv* /a c om An c 1 Tin/* -f- 1 n rr at* nrATAm 1 ^ / / aI /An a i~\ 1 — I ' / Q| n / ' / N^l 1-T 1 a / \ tn 1? AT A 

nomo sapiens zmc imger proiem id / ^cione |)nz J -j u ) yz^rsr lj / j, in is. in /a 


1 N IV 1 UU JTJ / 




NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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TvTA/f AA'J A 1 1 


Homo sapiens zinc finger protein, Y- linked (ZFY), mRNA 


NM 003410 


Homo sapiens zinc finger protein, X- linked (ZFX), mRNA 


JNJVL_UUJ4l)j 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, eta polypeptide (YWHAH), mRNA 


JNJVL UUJ4U4 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, beta polypeptide (YWHAB), mRNA 


JNJVL UUU.JOU 


Homo sapiens xeroderma pigmentosum, complementation group A (XPA), 

III Ivl N r\ 


INIVI UUJ7J 1 


noiiio Sapiens w^AkD pioiein laimiy, meiiiuei i ^w/\kD-ri j, iiirviM.rv 


1M1V1 WUjjOt 


n.01110 sapiens vaccinia leiaieti iviiiaise i vtvjvi _i, iii.tvrN.rY 


TsjA/T nrn^&^ 

1N1V1 


rromo sapiens very low uensny upoproTem recepioi ^ v i^i^-Livj, mivrNA 


±N1V1 UUj JOZ 


noiiio sapiens vasoaciive niiesiiiiai pepucie lecepioi z ^virivzj, iiuviNyA 


iNlvl UUj JO 1 


noino sapiens vasoacuve iiiiesiiiiai pepucie ^virj, iiuvim/a. 


IN JV1 UUJ) JOU 


n on io sapiens vinTemin \ viivij, iiiiv i > r\ 


iNlYl UUJ) J) / / 


rromo sapiens vascular enuotiieiiai giowin iacior d \ v j_/vJ-T-DJ, mivi>/\ 


INlYl UUJ)J)/0 


nurno sapiens vascuiai eiiciouieiiai giowin idcior ^ v jj/Vjrr^ irrivi>i J rv 


iNlvl UUUJ)/0 


noino sapiens viiaiimi yj ^i,zj- ciiuytiioxy viiaiinii ljd) lecepioi ^ v uts^j, iiuvin/a. 


rNlvl UUJ) J) / J 


noino Sapiens voiLa^e-Qepeiiciein anion ciiaiinei \ \ ljj-w^z^)^ iiuvinj^v 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


tsja/t nn^ ^71 

JNJVL UUJ) J) / 1 


Homo sapiens vav 2 oncogene (VAV2), mRNA 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


JNJVL UUJ) /OZ 


Homo sapiens vesicle- associated membrane protein 4 (VAMP4), mRNA 


JNJVL UUj)J)OV 


Homo sapiens UV radiation resistance associated gene (UVRAG), mRNA 


JNJVL UUj) j 1 1 


Homo sapiens undifferentiated embryonic cell transcription factor 1 (UTF1), 

m D\T A 


JNJVL UUJ)4/U 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 

mRTsJ A 
UlTvTN r\. 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USP5), mRNA 


jnjvl uuj)j)Oj) 


nomo sapiens uuiquitm specmc protease *f ^proio-oncogeiiej ^Uor^fj, mivrN/v 


NM 003368 


Homo sapiens ubiquitin specific protease l (USPl), mRNA 


JNJVL UUJ)V4U 


Homo sapiens ubiquitin specific protease 13 (isopeptidase T-3) (USPl 3), mRNA 


JNJVL UUj)J)0/ 


Homo sapiens upstream transcription factor 2, c-fos interacting (USF2), mRNA 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 

m KIN A 


JNJVL UUj)J)OJ) 


Homo sapiens ubiquinol-cytochrome c reductase core protein I (UQCRC1), 
mRNA 


"VTA 4" nn'J'l/i/l 

JNJVL Uuj)J)04 


Homo sapiens uridine phosphorylase (UP), mRNA 


NM_003361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 

w»T> AT A 
m KIN A 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NMUOiioO 


Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
galactosyltransferase) (UGT8), mRNA 


TvTA >T AA1 C\H A 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UGT2B7), 
mRNA 


"XTA A AA1 All 

NM_UU1U77 


Homo sapiens UDP glycosyltransterase 2 tamily, polypeptide B17 (UulzBl/j, 

*^T>XT A 

mKJN A 


XTA/T fin 107 A 
IN 1V1 UU 1 U / O 


nomo sapiens uur giycosyiiransierase z iamuy, poiypepnue did ^uuizdijj, 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide BIO (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


JNJVL UUJJjz 


Homo sapiens ubiquitin-like 1 (sentrin) (UBL1), mRNA 


JNJVL UUJj4/ 


Homo sapiens ubiquitin-conjugating enzyme E2L 3 (UBE2L3), mRNA 


JNlvlUlo .3 J / 


Homo sapiens ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B), 

111 IV IN /V 


1N1V1 UUJJjO 


Homo sapiens ubiquitin-conjugating enzyme E2A (RAD6 homolog) (UBE2A), 

III IV IN /A 


In 1V1 WW S> D J J 


nomo sapieiis uuiquiiiii-aciivauiig enzyme C/i-iiKe yu dc i -Lj, iiirviM.rv 


TsjA/r finnan 


nuinu sapiens lyrosmase-reiaieu proxem i ^ i i ivri ), mivLN/\ 




nuinu sapiens lyiosmase ^oculocutaneous aiumism i^aj ^i i ivj, miviN/\ 


1>J 1V1 WW 1 W / 1 


nomo sapiens iiiyiiiiciyiaie syiiuieiase ^ i i ivio miviN/\ 


1N1V1 WW J S> J) 1 


nomo sapiens lyiosnie Kinase z ^i iivzj, iiuvim/a. 


rNivi uujjju 


nomo sapiens imorecioxm reciuciase i ^ iyvi>iiv_L/i miviM/\ 


1N1V1 UUjjZ7 


nomo sapiens imoreuoxm ^i^vim iiiiv in /\ 


1N1V1 UUjjZO 


nomo sapiens i y\rv tyrosine Kinase ^ i y\ rv iniv i v i\ 


INIYI WWJ) J)Z^+ 


nomo sapiens TUDuy iiKe pioieni j y i uli j j, mrviN/\ 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


1N1V1 UUjjZI 


nomo sapiens iu nansiation eiongaiioii iacioi, miiocnonuiiai ( i urivij, miviN/v 


1N1VL WUIU/W 


Homo sapiens tubulin, gamma 1 (TLTBG1), mRNA 


INIVL WW1WOV 


Homo sapiens tubulin, beta polypeptide (TUBB), mRNA 


1N1VL WWW ^ / 1 


Homo sapiens transthyretin (prealbumin, amyloidosis type I) (TTR), mRNA 


1N1VL UUlO /U 


Homo sapiens tocopherol (alpha) transfer protein (ataxia (Friedreich- like) with 
viiamm c cienciency^ ^i ir/^), niivi n /a 




nomo sapiens nun y l i in hi ivin /a 


rNIVl UUjjIo 


nomo sapiens 1 iiv pioiem Kinase y i i is.j, mivi>j/\ 


1N1V1 UUjj 1 / 


nomo sapiens niyioici iiaiisciipiioii iacioi i ^nir i j, iniviN.rv 


1N1V1 WWJJ5 1Z) 


nomo sapiens leiiauicopepiiue repeal uomam z \ i i^z^i, mrviN/A. 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTC1), mRNA 


1N1V1 WWJ> J) 1 1 


nomo sapiens tumor suppressing suDnansieiaDie caiicuciaie j \ l ooLj j, mrvi\i/\ 


JNJVL WWO^lW 


Homo sapiens tumor suppressing subtransferable candidate 1 (TSSC1), mRNA 


1N1VL UUlOOV 


Homo sapiens thyroid stimulating hormone receptor (TSHR), mRNA 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


JNJVL 


Homo sapiens transformation/transcription domain-associated protein (TRRAP), 

*y,DAT A 

m K In a 


1N1V1 WWJJWl 


Homo sapiens thyrotropin-releasing hormone receptor (TRHR), mRNA 


A.TAyr nn^ 9QO 
1N1VL vvJjZyy 


Homo sapiens tumor rejection antigen (gp96) 1 (TRA1), mRNA 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 

mT?AJ A 

m kin /\ 


AJA/T nn^9QA 
1N1V1 UvjZyO 


Homo sapiens testis specific protein 1 (probe H4-1 p3-l) (TPX1), mRNA 


NM 003295 


Homo sapiens tumor protein, trans lationally-contro lied 1 (TPT1), mRNA 


JNJVL Ulojyj 


Homo sapiens tyrosylprotein sulfo transferase 2 (TPST2), mRNA 


JNJVL \)\)5Zyl 


Homo sapiens translocated promoter region (to activated MET oncogene) (TPR), 

rv-i T? XT A 

rn kin /\ 


TsJA/T 9Q1 


nomo sapiens iripepiiGyi peptiuase n ^ a^^^J? rniviN/v 


INIVL WUWD4 / 


Homo sapiens thyroid peroxidase (TPO), nuclear gene encoding mitochondrial 
pioiem, iniv in /\ 


NM 00^990 




NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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JNivi vvjyjj 


riomo sapiens toj^oisomeiase ^ujn/\j 111 oeta (i^jDj, miviN/\ 


1M1V1 UU1UO/ 


riomo sapiens topoisomerase (ujn/aj 11 ai]3na ^i /\jklj) \ JUrzAj, mivJN/\ 


1N1V1 ULoZoD 


Homo sapiens tenascin R (restrictin, janusin) (TNR), mRNA 


1N1V1 UUjzo4 


riomo sapiens transition protein i ^ourmg nistone to protamine replacement ) 

l ll>lr l l, lilrvlN.rv 


rNlVl VJUW.JUH- 


rruiiiu Sapiens iiopoiiiii iz, cd-iurac ^ ii>i> izj, iiixviN/^. 


TsJA/T 00^98^ 
1N1V1 UUJZOJ) 


nomo sapiens troponin 1 1, sKeietai, siow i^iinin i i j, miviN/A 




noiiio sapiens Liopoiiiii i, cdiLiiciL/ ^ ii>ii>m) inivi>i J rv 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


TsJA/T fin^9Q1 

inivi uujZoi 


nomo sapiens troponin i, sKeietai, siow ^iininii ^j, mivrN/\ 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


1NJV1 UloZoU 


Homo sapiens troponin C, slow (TNNC1), mRNA 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, 1 (TNK1), mRNA 


A.TA >1" A A 1 ^ A A 

JNJVL U(Jlz44 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 8 (TNFSF8), 
mRNA 


JNM_UUlz5z 


Homo sapiens tumor necrosis tactor (ligand) superiamily, member 7 (1 JNrbr7), 
mRNA 


JNJVL UloJzo 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein 1, 34kD) (TNFSF4), mRNA 


JNJVL UUJoUo 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 3 
(TNFSF13), mRNA 


NM_(JU3oU9 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 12 
(TNFSF12), mRNA 


JNJVL UloolU 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 10 
(TNFSF10), mRNA 


JNJVL U(Jlz43 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


JNM_UUlz4z 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


A.TA A f\f\f\f\ A 1 

JNJVL UU(JU43 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


JNJVL UloJz/ 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


TvTA/f aa 1 a/^ 
JNJVL UUlUoo 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSF1B), mRNA 


\TA If A A 1 A/iC 

JNJVL (JUlUoj 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1A), mRNA 


JNJVL_UU1 192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


\i\ 4 AAIOTA 

JNJVL (JUJozu 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


a.ta /i" aa^j'toa 
JNJVL_UU379u 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain- association membrane protein) (TNFRSF12), mRNA 


JNM_UUzj4o 


Homo sapiens tumor necrosis factor receptor superfamily, member lib 
(osteoprotegerin) (TNFRSF1 IB), mRNA 


TvTAyi aaiq^o 
JNM_UU.3oJy 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 
Oi in r i\D y i in r rvor 1 1 miviN /\ 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 Od, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 Ob 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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^ 1 IN r Ivor 1 U/\ ) , 111 in. IN /V 


IMlVL UU jZ 1 o 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


IN1V1 UUJZ/4 


Homo sapiens transmembrane protein 1 (TMEM1), mRNA 


JNJVL KJUJOyZ 


Homo sapiens transmembrane protein with EGF-like and two follistatin-like 
domains i ^ i ivit^rr 1 i j, miviN/\ 


1N1VL UUJZ/J 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 

^ 1 1VL / or I J, 111 ix IN f\ 


IM1V1 UUjZ / 1 


nomo sapiens nansmemDiane 4 supeiiamiiy memuei / ^iivi4or / j, miviM/v 


INlVL UU3Z/U 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


inivl vvDyOj 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


1N1V1 ULoZOV 


nomo sapiens nucLear receptor suuiamuy z, group J-/, memoer i ^inivzjj/I j, 

111 IN IN /A 


1N1V1 UUjZOO 


nomo sapiens 1011-iiKe receptor ^ii^ivh-j, hi in in /\ 


1N1V1 WWJ)Z,OZ) 


nomo sapiens 1011-iiKe lecepioi j \ ii^rvj) ^, iiiiviNy-v 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


tsja/t nn^9^^ 

1NI1V1 UUJZOJ 


nomo sapiens tou-iiKe leceptor i ^ii^xvi j, miviM/v 


IMlVL UUjZjo 


Homo sapiens thymidine kinase 1, soluble (TK1), mRNA 


IMlVL UUJZ J / 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


JNJVL UUJZ34 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMP1), mRNA 


IMlVL UUjjy/ 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


Ts.TA/r nn^9^ 

IMlVL UUjZjj 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1), mRNA 


IMlVL UUU40U 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
iigdiici, iiie^aJvaiy ocy ie giowui alio cie veiopiiieiii idL/ioi ) ^in± v^^ 9 iiixvin/\ 


INIVI \j\jj>£ i -ty 


n.01110 sapiens LiiiiiieL ongopepiioase i ^ i nur i ^, iiuvin/a. 


IN 1V1 UUjZH-O 


nomo sapiens inromuospontun *+ ^inDo'tj, iiiiv in /a 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


IMlVL ULOZ40 


nomo sapiens tniomDOsponum l { inooi j, iiikin/v 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


IMJVL UUUjuU 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


JNM_UUJZ4j 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamine-gamma-glutamyltransferase) (TGM1), mRNA 


JNJVL UUJZ4J 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 

{ 1 UrDivj J, In Iv IN /\ 


IMlVL UU.3Z4Z 


nomo sapiens transiormmg growtn iactor, oeta receptor ii y /kj-ovku) 

^ I Ur D IvZ J , 111 Iv IN /\ 


1N1V1 UUUJOO 


nomo sapiens iransiormmg growm iactor, Deta-mctucect, ookij ^ivj-roij, in in in /\ 




nomo sapiens iiaiisioimiiig giowtn idtiur, oeta d ^lurDj miviN.rv 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


IMlVL UUjZJO 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


TvJA/L 00^9^4 
INIVI WUjZj4 


n.01110 sapiens Lidiisieiiiii iecepioi ^p"w, i i j ^irivL'j, iiiiviN.rv 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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In IV1 UU J Z 1 y 


nomo sapiens leLOLneLdse reverse irdLiscrrpidse ^ljj/Lvl j, iriivi>/\ 


IN IVL UUJ)0/J 


nuiiLu sdpLeLLs LLiin-cdp ^leieinuriLrij ^ i L//\r j, LiLivJN.rv 


IN IVL \J\JS)Z,L 1 


nUIILU SdpLeLLS LeSLLS eLllLdLLeeU geLLe ILdLLSCLLpL ^LJJ/VJL IIlrvlM.rV 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


IN IVL \j\jdLYd 


noino sapiens i Qomam iamny memoer ^ l el/\ j, m k in /\ 


IN IVL UUjZ 1 1 


Homo sapiens thymine-DNA glycosylase (TDG), mRNA 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 


ata/t nnnQ^< 
IN IVl UUUjjj 


Homo sapiens transcobalamin II* macrocytic anemia (TCN2), mRNA 


ataa n^o 
JNJVL UUlUoZ 


Homo sapiens transcobalamin I (vitamin B12 binding protein, R binder family) 

( L L^IN L J, 111 Iv IN /\ 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCF7), mRNA 


JNJVL KJVjZvi 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription factor 1 - 
like) (TCF6L 1 ), mRNA 


ata/t nmi QQ 
IN IVL yjVjiyy 


Homo sapiens transcription factor 4 (TCF4), mRNA 


ata/t nnion^ 
JNJV1 UUoZUo 


Homo sapiens transcription factor 21 (TCF21), mRNA 


ATA/T n/lAC/lC 

jnm_uuu:>4:) 


Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear factor 
(^ruNr l j, aLDuniLn proximaL iactor ^ l K^r i ), niLviN/\ 


NM 003198 


Homo sapiens transcription elongation factor B (SIII), polypeptide 3 (1 lOkD, 

eLOllgLLl l\ ) { 1 K_,.FLr>j ), lTLKJN/\ 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


ATA/T 1 O/l 

JNJV1 UU31V4 


Homo sapiens TATA box binding protein (TBP), mRNA 


IN IVL uujiyz 


Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 


ATA/f fiHA 1 1 A 

IN IVL UUUllO 


Homo sapiens tafazzin (cardiomyopathy, dilated 3A (X-linked)*, endocardial 
fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 
iniiocnoncindL proiem, miviN/\ 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


JNJVL UUjiyy) 


Homo sapiens TAP binding protein (tapasin) (TAPBP), mRNA 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia l (TALI), mRNA 


JNM_UU3 loo 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 

t> "vr a 
mKJN A 


ATA/f C\C\LAQH 
IN IVl UU 34 o / 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
poLymeiase 11, in, ooklj ^LviN/\-DLnQLLig pioiem do) { i/afzin j, itllvin/\ 


ATA/T C\C\L 1 Q7 
IN IVL VVJJ 1 O / 


Homo sapiens TATA box binding protein (TBP) -associated factor, RNA 
poLymeLdse 11, o, jzku ^i/vtzvjj, iiiin-i >j /a 


TsJA/T 001 7 
1M1V1 UU 1 U J / 


noiiLo sdpLeLis idCLiyKLLiLLi lecepioi z ^i/w^ivz^, iillvim/a. 


tvjivl oo^ 1 80 

IN IVL UUJ) l ou 


±1U11LU SdpLeLlS SyLLdpiOldglLLLLL J> \ o I 1 Jj, LLLLVlN/A. 


IN IVL \J\Jjo¥D 


nuinu sdpiens syndpiojanm l i inj i j, in is. in /a 


NM 003490 


Homo sapiens synapsin III (SYN3), mRNA 


ata/t oo^ 1 7S 

IN IVL UUJ L / o 


Homo sapiens synapsin II (SYN2), mRNA 


NM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 


ata/t nnn 7^ 
IN IVL UUJ I/O 


Homo sapiens synaptonemal complex protein 1 (SYCP1), mRNA 


NM 003172 


Homo sapiens surfeit 1 (SURF1), mRNA 


ATA/1" Am 1 /^T 

JNM UUJ lo / 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


ATA/f AA1 

JNM UUIUjo 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 1 (SULT1C1), 

m T? AT A 
111 Iv 1>J /A 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2(SULT1A2), mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 (SULT1A1), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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iNlVl UUJ 1 O J 


n uiiiu sapiens synxdxm i d ^oiAiDj, in in. in /a 


±N 1V1 UUj 1 J V 


nomu sdpiens serine/ inieoiiiiie iviiidse y iivyj, iiiivtn/a. 


IN 1V1 UUJ 1 JO 


nUIHU SdpieilS Sd lllC/ till CU11111C KllldSe O 1 rSwOJ, IIlrvTN.rY 


InIYI UUj 1 J / 


jliohio sdpiens serine/ inreonine Kinase z iivzj, niivr>/\ 




nomu sdpiens sci m c/inreu nin e Kindsc i j iivij j, niivi>i/\ 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


JNJVL UUj 1 DO 


Homo sapiens stromal interaction molecule 1 (STIM1), mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


JN1V1 UU jo / / 


riomo sapiens olAi lnciuceci oi ai mniDLtor-z (^oi/viizj, mKJN/\ 


JNJV1 UU31j4 


rlomo sapiens statnenn (olAlrlj, mKJNA 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
mauceci (oiAJo), mKJNA 


JNJVL UUjIjZ 


Homo sapiens signal transducer and activator of transcription 5 A (STAT5A), 
mRNA 


JNJVL UUjIjI 


Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute -phase 
response factor) (STAT3), mRNA 


INIVL UUUj4V 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA 


JNJVL UU34/J 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 

rvi^+iA 1 / C A \A\ m DMA 
mo til ) 1 1 AJVLJ, mivJN A 


NM 003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 

m DM A 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


ata a nni 1 /i a 
JNJVL UUj 14o 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


JNJVL UUj /4j 


Homo sapiens JAK binding protein (SSI-1), mRNA 


JNJVL UUlUoU 


Homo sapiens aldehyde dehydrogenase 5 family, member A 1 (succinate- 
semialdehyde dehydrogenase) (ALDH5A1), mRNA 


1NJVL UUjIjV 


Homo sapiens signal recognition particle receptor ('docking protein') (SRPR), 
mRNA 


INIVL UUj 1 jo 


riomo sapiens orivo pioiem Kinase z (oivr ivz j, iiiiviN/\ 


JNIIVL UUjIjj 


nomo sapiens signal recognition panicie ivkij ^orvr iyj, mivrN/\ 


JNJVL UUjIjZ 


Homo sapiens spermidine synthase (SRM?), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


INIVL UU1U4/ 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
steioiQ ceita 4-QenyQiogenase aipna i ) (okl/jai j, mivrMA 


JNJVL UUj /4j 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non- erythrocytic 1 (SPTBN1), mRNA 


INIVL UUjIZ/ 


Homo sapiens spectrin, alpha, non- erythrocytic 1 (alpha-fodrin) (SPTAN1), 

mKJNA 


JNJVL UUjIZO 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


TSJAiT fiA'J 11/1 

INIVL UUJ1Z4 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


JNJVL UUjIZj 


Homo sapiens sialophorin (gpLl 15, leukosialin, CD43) (SPN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


JNM UUjIzU 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 

Spil ^rll llixvi>J/\ 


NM 003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM 003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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TsJA/T OfR 1 07 


riumu sapiens o is. i ^sex ucici iiiiiiiiiij, region i j-oux h- ^ovjah iiii\.ia /a 


ISTlVyf flfniOR 
1M1V1 UUjIUO 


nomo sapiens oivi ^sex tie lei mining legion i j-uox 1 i ^ovj-a.i i itixvtn/a 


NM 003104 


Homo sapiens sorbitol dehydrogenase (SORD), mRNA 


IN 1V1 UUJ 1 UZ 


Homo sapiens superoxide dismutase 3, extracellular (SOD3), mRNA 


NM 003794 


Homo sapiens sorting nexin 4 (SNX4), mRNA 


1M1V1 UlolUU 


Homo sapiens sorting nexin 2 (SNX2), mRNA 


NM 003094 


Homo sapiens small nuclear ribonucleoprotein polypeptide E (SNRPE), mRNA 


JNM UloUyZ 


Homo sapiens small nuclear ribonucleoprotein polypeptide B" (SNRPB2), 

m K In A 


NM_003090 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA1), 

lllKJN A 


NM_003089 


Homo sapiens small nuclear ribonucleoprotein 70kD polypeptide (RNP antigen) 

^olNrCK /UJ, 111 KIN A. 


NM 003498 


Homo sapiens stannin (SNN), mRNA 


NM_003087 


Homo sapiens synuclein, gamma (breast cancer- specific protein 1) (SNCG), 
mKJN A 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 

/'CAT A Dr i O\ yv.DM A 

(oJNArLZj, mKJNA 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptide 1, 43kD 

^CAT A DP 1 \ *-»-»T>TATA 

^oJNArL^lJ, mKJNA 


NM 003081 


Homo sapiens synaptosomal-associated protein, 25kD (SNAP25), mRNA 


JNM_UU3U /o 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


JNMUloU / / 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 2 (SMARCD2), mRNA 


JNM_UU3U7o 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


JNM_UU3U75 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 2 (SMARCC2), mRNA 


JNJV1 UloU/4 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily c, member 1 (SJVIARCC1), mRNA 


NM_00J07J 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily b, member 1 (SMARCB1), mRNA 


TvTA/f AAl/iAl 

JNM_UUJo(J1 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


JNM (JUJU/1 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 3 (SMARCA3), mRNA 


JNMUU3U70 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


JNM_UUJUoy 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


JNM (J(J39oz 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 7 (SLC7A7), mRNA 


JNM_UUJU4o 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 2 (SLC7A2), mRNA 


JNM (JU3U4j 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
systemj, memoer i ^oi^L., //vi ), mKJN/v 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine), 
member 6 (SLC6A6), mRNA 


NM_001045 


Homo sapiens solute earner family 6 (neurotransmitter transporter, serotonin), 
member 4 (SLC6A4), mRNA 


NM 001044 


Homo sapiens solute earner family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


JNM 003042 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GAB A), 
member 1 (SLC6A1), mRNA 


JNM_003044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


A.TA /T AAA/1 f 1 

JNM 000453 


Homo sapiens solute carrier family 5 (sodium iodide symporter), member 5 
(SLC5A5), mRNA 


JNM_003041 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 2 
(SLC5A2), mRNA 


NJVL 000343 


Homo sapiens solute carrier family 5 (sodium/glucose cotransporter), member 1 
(SLC5Al),mRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
membrane protein band 3-lixe 1) (oLC4Az), mKJNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
membrane protein band 3, Diego blood group) (SLC4A1), mRNA 


NM 000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral amino acid 
transporters, activator of cystine, dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


JNM OOlooO 


Homo sapiens solute carrier family 3 1 (copper transporters), member 2 
(SLC31A2),mRNA 


JNJVL OOIojV 


Homo sapiens solute carrier family 3 1 (copper transporters), member 1 
(SLC31A1), mRNA 


ATA /T AAOAOO 

JNM_003039 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 5 
(SLC2A5), mRNA 


JNM_00104z 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 4 
(SLC2A4), mRNA 


JNM003 /Oj 


Homo sapiens solute carrier family 25 (mitochondrial carrier, Aralar), member 
12(SLC25A12),mRNA 


NJVL 003060 


Homo sapiens solute carrier family 22 (organic cation transporter), member 5 
(SLC22A5), mRNA 


TvTA/T AA1ACO 

JNM_0030jo 


Homo sapiens solute earner family 22 (organic cation transporter), member 2 
(SLC22A2), mRNA 


\T"\ 4" AA1AC1 

JNJVL_003057 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1 
(SLC22Al),mRNA 


JNM OOJjoz 


Homo sapiens solute carrier family 25 (mitochondrial carrier; oxoglutarate 
carrier), member 1 1 (SLC25A1 1), mRNA 


TVTA A AATAOO 

NM_003038 


Homo sapiens solute carrier family 1 (glutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


JNM_0030jo 


Homo sapiens solute carrier family 19 (folate transporter), member 1 
(SLC19Al),mRNA 


JNM 003055 


Homo sapiens solute carrier family 18 (vesicular acetylcholine), member 3 
(SLC18A3),mRNA 


JNM_003054 


Homo sapiens solute carrier family 18 (vesicular monoamine), member 2 
(SLC18A2), mRNA 


NM_003053 


Homo sapiens solute earner family 18 (vesicular monoamine), member 1 
(SLC18Al),mRNA 


JNM UlolDZ 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34Al),mRNA 


NM 003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NJVLOOOiiV 


Homo sapiens solute carrier family 12 (sodium/chloride transporters), member 3 
(SLC12A3),mRNA 


NMUU1U46 


Homo sapiens solute earner family 12 (sodium/potassium/chloride transporters), 
memoer z (oLlizazj, mKJN/v 


NM 000452 


Homo sapiens solute earner family 10 (sodium/bile acid cotransporter family), 
member z (bLt 1 UAz), m K IN A 


JNJVL UU3U4V 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter family), 
member 1 (SLC10A1), mRNA 


N1V1 KJVDKJJ 1 


Homo sapiens signaling lymphocytic activation molecule (SLAM), mRNA 


JNJVL Uloolo 


Homo sapiens survival of motor neuron protein interacting protein 1 (SIP1), 

111 Iv IN /V 


1N1V1 UUJUJD 


nomo sapiens i/vui ^oi^i^j mierrupLing locus ^oilj, miviM/\ 


1N1VL UUjUjz 


Homo sapiens sialyltransf erase 1 (b eta- gal act o side alpha-2,6-sialytransferase) 

^Ol^rYl 1 III l\.l N /A 


NM 001041 


Homo sapiens sucrase-isomaltase (SI), mRNA 


inivi \jvjj\jz i 


nomo sapiens onj-Qumain orvt>z-iiKe d (onjuLj j, miviN/-Y 


NM 003026 


Homo sapiens SH3 -domain GRB2-like 2 (SH3GL2), mRNA 


inivi UUJUzj 


nomo sa]3iens orij-ciomain okdz-iikg i ^oriooi^ij, rnKJN/\ 


NM 003023 


Homo sapiens SH3 -domain binding protein 2 (SH3BP2), mRNA 


JNJVL UUJU2z 


Homo sapiens SH3 domain binding glutamic acid-rich protein like (SH3BGRL), 
mRNA 


"NTA A f\C\f\1 C\C\ 


Homo sapiens N-sulfoglucos amine sulfo hydrolase (sulfamidase) (SGSH), 
mRNA 


JNM UUJUzU 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protein) 

(^oOlNrl/lJ, mKJN/\ 


JNJVL_UUUJ3 / 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 

(ouLJJJ, 1T1 K IN /\ 


JNJVL UUUZJZ 


Homo sapiens sarcoglycan, beta (43kD dystrophin-associated glycoprotein) 

^ O VJl^ D J ? 111 1\. IN 1 /A 




nunio sapiens su-iidL-idiii, pu-iiiioiiaiy- associated pioieni yj ^or iruj, inixi n /a 


In 1V1 UUj UlO 


nomo sapiens suiiaciaiii, puimonary-associaieci proiem \^ ^or iruj, mrviN/\ 


1N1V1 \j\j\)Z) L tZ 


nomo sapiens suiiaciaiii, puimoiiaiy-associaieci pioiem d (or ir jdj, mi\JN/\ 


NM 003011 


Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 


Homo sapiens mitogen- activated protein kinase kinase 4 (MAP2K4), mRNA 


JNIVL UU^UUV 


Homo sapiens selenoprotein W, l (SEPWl), mRNA 


NM 003008 


Homo sapiens semenogelin II (SEMG2), mRNA 


NM UUJUU7 


Homo sapiens semenogelin I (SEMGl), mRNA 


NM_UU39oo 


Homo sapiens sema domain, seven thrombospondin repeats (type l and type l - 
like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 
5A (SEMA5A), mRNA 


1N1VL KjKjjvUZ 


Homo sapiens succinate dehydrogenase complex, subunit D, integral membrane 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 


iNivi uuzyyy 


Homo sapiens syndecan 4 (amphiglycan, ryudocan) (SDC4), mRNA 


NM 002997 


Homo sapiens syndecan l (SDCl), mRNA 


NM UUzWo 


Homo sapiens small inducible cytokine subfamily D (Cys-X3-Cys), member l 
(fractalkine, neurotactin) (SCYDl), mRNA 


1N1VL UUJ 1 / J 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
(epithelial-derived neutrophil- activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 




Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


JNM_UUz990 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 22 
(SCYA22), mRNA 


JNM_00z989 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 2 1 
(SCYA21), mRNA 


"N.TA A AAOflOO 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 18, 
pulmonary and activation-regulated (SCYA18), mRNA 


JNJVL Wzyo / 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 7 
\ o l i /vi / j, mrvrN/\ 


jnjvi uuzy oo 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


jnjvi uuzy/y 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


INM UUZV/o 


Homo sapiens sodium channel, nonvoltage-gated 1, delta (SCNN1D), mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


JNM_UUz977 


Homo sapiens sodium channel, voltage-gated, type IX, alpha polypeptide 
(SCN9A), mRNA 


jnm uuzy/o 


Homo sapiens sodium channel, voltage-gated, type VI, alpha polypeptide 
(SCN6A), mRNA 


\TA /T AAA')') /( 

JnM_0U0334 


Homo sapiens sodium channel, voltage-gated, type IV, alpha polypeptide 

(bLJN4A), m K IN A 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 

m 1\ IN A 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 
(otur J, mKJNA 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


NM_UUZ973 


Homo sapiens spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, autosomal 
dominant, ataxm zj (pLAZj, mKJN A 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant, ataxm i ) (bLAi j, mKJNA 


JNM uuzy/i 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/ scanoiu- associating ujn a s ) (oa i r> i j, mKJN a 


jnjvi uuzy/u 


Homo sapiens sp ermidine/sp ermine Nl-acetyltransf erase (SAT), mRNA 


IMIVI UUJo/U 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


jnjvi vjuzyo / 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


JNM UUloJl 


Homo sapiens serum amyloid Al (SAA1), mRNA 


JNJVI UUllOO 


riomo sapiens ryanodine leceptor d ^ki to j, itlkjna 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


1NM UUZVjo 


Homo sapiens restin (Reed- Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


INM 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


INM UUZVjj 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


JNM UUJy4Z 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 

mT?XTA 
llirvTN rv 


NM 002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium- specific protein (65kD) (RPE65), 
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III 1\1 N f\ 


±N1V1 UUZ74 / 


nuniu sapiens rep 11c a 1 lull prutem y l^+klj ) ^ivr/AO**, iiiivim/\ 


M1VT 00904^ 


nOIIlO SapieilS I CpilL/CiLlUll piUlClll /\Z ^ jZKL/^ ^Iv.r.rYZJ, IIllvlN/\ 


MA/f 009 Qzl^ 


nomo Sapiens replication pioiem /vi ^ /vku ) yis^r /\i mrviN/\ 


TsjA/r 000^9 s 

In 1V1 UUvjZo 


n (jiiio sapiens reimnis pigmentosa uirdsc leguidiui ^ ivi vjiv iinv 1 > /a 


TsJA/T 00904^ 


riumu sapiens iv^-viv- leiaieci uipiiaii lecepioi ^ivv^ivy-vj, miviN/\ 


NM 000327 


Homo sapiens retinal outer segment membrane protein 1 (ROM1), mRNA 


inivi uuj /yy 


Homo sapiens RNA (guanine -7-) methyltransferase (RNM^T), mRNA 


1NJV1 UUZy^y 


Homo sapiens ribonuclease/angiogenin inhibitor (RNH), mRNA 


NM 003800 


Homo sapiens RNA guanylyltransferase and 5'-phosphatase (RNGTT), mRNA 


matt nnoo^Q 
JNJVL uuzyjo 


Homo sapiens ring finger protein 4 (RNF4), mRNA 


NM 002940 


Homo sapiens ATP -binding cassette, sub-family E (OABP), member 1 


JNJVL UUzy:$o 


Homo sapiens ribonuclease HI (RNASEH1), mRNA 


JNJVL UUzyjj 


Homo sapiens ribonuclease, RNase A family, 3 (eosinophil cationic protein) 

rPT\J A L \ 13 KI A 
(^IvrMiVoiijJ, m K IN A. 


1NJV1 WZyj^ 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 

lieillOLOXlllJ ^!Vl>l J rVoJ_!/ZJ, llllVlN.rV 


TsJA/T OO^ 7Q£» 
1N1V1 UUJ> /yu 


1 — 1 / \ / a com/^T^c 1 13 13 L3 v *vi rx/A -• o+m rr »a i~/ a "f i ia / 13 \ A 13 \ rvil? AT A 

n (jiiio sapiens ivi d j -nieci icii ihl^ pioiem ^ivivir j, iniv in /\ 


TsJA/T OO^ £91 
IN 1V1 UUj OZ 1 


nomo sapiens recepioi-iiiieiaciing seiiiie-imeoiiiiie Kinase z ^ivir rvzj, mivi>jy-v 


TsJIVT 00^87 


1 — 1 / a t a c> o *\1 o I 1A/T nAtMQin t^-rr\'fAiti / T? IT i IP T\.l A 
nOIIlO SapieilS l^llvl ClOIIlalll piOieill ^Ivll^^J, IlllViN.rv 


TsJA/T 009 Q9Q 
1N1V1 UUZ7Z7 


ii oino sapiens iiiociO|jsm Kinase ^ivlivjjvj, mix i >j i\ 


TMA/f 000^94 

In 1V1 UUUjZH- 


nomo sdjjiens ivnesus dioou gioup- associated giycopioiem ^rvri/\vjj, miviM/\ 




nomo sapiens leguiaioi 01 o-pioiem signalling y ^ivUo7 j, miviM/\ 


tsja/t 00^17 


nomo sapiens regulator 01 o-pioiem signalling z> ^ivvjoZ) mivi>j/\ 


lSJIVf 009 Q9^ 


nuniu sapiens leguiaioi 01 vj-pioiein signalling z, zhku ^ivvJozj, inivi>j/\ 


TsJA/T 009099 
inivi uuzyzz 


nomo sapiens regulator 01 o-protem signalling i ^j\uoi ), miviN/\ 


NM 002928 


Homo sapiens regulator of G-protein signalling 16 (RGS16), mRNA 


TsJA/T 00909^ 
INIYI UUZ7ZO 


nomo sapiens regulator 01 o-protem signalling iz ^ivvjoizj, miviM/v 


NM 003834 


Homo sapiens regulator of G-protein signalling 1 1 (RGS1 1), mRNA 


JNJVI UUZVZ1 


Homo sapiens retinal G protein coupled receptor (RGR), mRNA 


JNJVL UUlOJo 


Homo sapiens regulatory factor X-associated protein (RFXAP), mRNA 


JNJVL Ulo/zl 


Homo sapiens regulatory factor X-associated ankyrin-containing protein 

fT> RY A IxT \f \ *«D\TA 
( ivr A/\1n IV J, HI IV IN t\ 


NM 002918 


Homo sapiens regulatory factor X, 1 (influences HLA class II expression) 

( iv r yV 1 J, 111 iv IN /A 


NM 002916 


Homo sapiens replication factor C (activator 1)4 (37kD) (RFC4), mRNA 


JNJVL KJUZy ID 


Homo sapiens replication factor C (activator 1)3 (38kD) (RFC3), mRNA 


NM 002914 


Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 


NM (JUJ /U4 


Homo sapiens gene with multiple splice variants near HD locus on 4pl6.3 

/ r> CC/I 3 3 \ „_ 13 TvT A 

(Kiio4-zZj, mKJNA 


JNM UUzyUo 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 

mt?AJ A 

ni K IN /a 


NM_002909 


Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 
pancreatic thread protein) (REG1A), mRNA 


NM 000322 


Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 


XTN/T 00900^ 
JNJVI UUZyUD 


nomo sapiens retmoi Qenycuogeiiase z> yi i-cisana y-cisj (kujij ), mrviN/\ 


NM 002903 


Homo sapiens recoverin (RCV1), mRNA 


NM_002902 


Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


Homo sapiens reticulocalbin 1, EF-hand calcium binding domain (RCN1), 
mRNA 
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TsJA/t 009 RQ/^ 
iNlYl UUZ07O 


nuinu sapiens rviN/\. umcimg motn prutem h- ^-evdivih-j, miviN.rY 




noillO sapiens I eilllOUiasiOlIia-llKe 1 1 U / ) y\SJ3L^l J, IIlivlN/A 


mm 000^91 


noillO SapieilS leilllOUiaSlOIIia 1 ^UlClUUlllg OSlCOSdlCOllld^ ^1\J3 1 J, IIllVlN.rY 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


\TAyf OOOQAzL 

in ivi uuuyo^f 


riomo sapieiis leiiiioic aciQ receptor, aLpna ^K^-vrv/vj, mrvTN/\ 


MA/L 009 ft 


noino sapieiis KAn, u 1 r ase activating piotem i (KAriuAi j, mivrsi/\ 


INIVL UUZoo4 


Homo sapiens RAP1 A, member of RAS oncogene family (RAP1A), mRNA 


MA/L 009 88^ 
IN IVI UUZooj 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


AJA/f 009QQ1 
IM1V1 UUZool 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 

U 1 I DlllCllllg piOteillJ ^IvALD J, Illlv 1 N l\ 


TsJA/L 009871 
IN 1V1 uuzo / 1 


nonio sapiens ivrvij liiieiaciiiig idctoi ^rv.rvijir^ ^, iiirvi>i/\ 


TsJA/L 00^Q9Q 

IN 1V1 \J\jDyZ^y 


noiiio sapieiis xvrvij/, iiieiiiuei rvrvo oiicogeiie laiiiiiy-iiJve i ^rvrvij/L^i j, iiiivi>/a 


MA/L 0098^0 

iMivi uuzooy 


nomo sapiens iw-vjz>o, nieniDei jvAo oncogene ianniy ^ iv/a d o j, iiiiv i \ /a 


1N1V1 uuzooo 


nomo sapiens i\.adjd, memuer oncogene iamiiy ^i\.adjd j, in ivin r\ 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


1N1VL UUZoOO 


Homo sapiens RAB3A, member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB13), mRNA 


INIVL UUUJZU 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


NM_002863 


Homo sapiens phosphorylase, glycogen; liver (Hers disease, glycogen storage 
disease type VI) (r YuL), mKJNA 


rsiJVL uuzooz 


Homo sapiens phosphorylase, glycogen; brain (PYGB), nuclear gene encoding 
mitochondrial protein, mRNA 


MA/T 009Q£*0 
INIVL UUZoOU 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


MM OOO^ 1 Q 


nomo sapiens peroxisome receptor i yr .ajvi j, mivrvi/\ 


MA/L 009£^Q 

iNlVL uuzojy 


Homo sapiens paxillin (PXN), mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


JNIVL UUZoj4 


Homo sapiens parvalbumin (PVALB), mRNA 


JNJVL UUZojZ 


Homo sapiens pentaxin-related gene, rapidly induced by IL-1 beta (PTX3), 

rviT?M A 

III in. IN JA 


TsJAyr 000^ 1 t 
JN1V1 UUUj 1 / 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


MA/T 009ft^1 
INIVL UUZ OjI 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 

^Jr 1 r IvZ^ 1 ^, iiilvlN.rv 


TsJA/L 009 ft ^0 
IN 1V1 UUZOjU 


nomo sapiens pioieiii lyiosine pnospiiaLd.se, lecepioi iype, o i rivo j, iiuviN.rv 


MA/L 009 A 
iNlYl UUZ OH-O 


nomo sapiens piotem tyiosme pnospnatase, leceptoi type, in iriviN j, miviN/\ 


MM 009 ft4^ 
IN 1V1 


nomo sapiens piotem tyiosme pnospnatase, receptoi type, ivi yr irrvivi^, miviN/v 


MA/L 009ft4A 
1N1V1 UUZ of't 


nomo sapiens piotem tyiosme pnospnatase, leceptoi type, is. yr ir ivts^j, miviN/A 


TsJA/L 009 ft J.^ 
INlYl UUZ OHO 


noino sapiens pioieiii Lyiosine piiospiidid.se, lecepioi iype, j yr irivj ^, mrviN.rv 


TsJA/L 009849 

IN 1V1 UUZ. OH- 


noino sdpiens pioieiii tyiosme piiospiididise, lecepioi iype, n \r irivnj, inivi>i/-v 


MA/L 009ftA0 
1M1V1 UUZOH-U 


1 — 1 / \ 1A"A / A C> O "K\ 1 C 1A1"A+Ain +TrrAC1tlA IA ll AC11aIiQ + QC>3 T AA A1a1" AT +ima t7 /T3' I T3T? 1 "tAI T? A 

nomo sapiens piotem tyiosme pnospnatase, leceptoi type, r \r irivr mivi>i/\ 


MM 009ft^Q 

INlYl UUZOJ7 


1 1 / A 1AA / \ CQ1A1 AtlC »A I - */ A T 1 1 A rtrfACinA 1A nACIAnQ + QDA fa/ -4 AtA+AT" +TrlAP tl | [J' 1 ' Lll? tl 1 tYl t? ^.T A 

nomo sapiens protein tyrosine pnospnatase, receptoi type, u ^ririvijj, miviN/\ 


MA/L 009 ft 9 zL 
IN 1V1 U UZ 


nomo sapiens paidiiiyiiiosin ^riivioj, iiirvi>i/\ 


TsJA/L 009 ft9^ 

IN 1V1 UUZOZj 


noino sdpiens pioiiiymosiii, dipiid ^geiie sec|uence zoj yr iivi^-vj, iiuvi>i/\ 


TsJA/L 000^ 1 ^ 


noino sdpieiis pdidiiiyioici iioiiiione leceptoi i yr inrvi nnviN^rv 


MA/L 009ft90 

IN 1V1 U U Z O Z U 


1 1 / A 1^\A / \ CQtMPnC tAQfoi n^/TAIA nATlYl A11P llt"/^ tl /A"t*1AA /All P± 1 P' 1 T— T T 1 I \ "TV* T? ^Vl A 

nomo sdpiens paiatnyioiu normoiie-iiKe normoiie yr inLnj, miviN/Y 


NM 000^15 

1 » 1 VJ_ V/ V/ V/ ~J 1 *J 


Hninn q5it^if»tiq njiTJi i1i\rmiH Liotitiotif* rPT"!— L^ tyiRTnJA 
x±vjiiivj aajjitiiB jj ai a lii y i \j iu iivjiiiivjiit/ ±±±y, iii±v±>i^\. 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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mRNA 


TvTA/T n^AO^/l 

JNJVL 


Homo sapiens prostaglandin D2 synthase (21kD, brain) (PTGDS), mRNA 


NM 000314 


Homo sapiens phosphatase and tensin homolog (mutated in multiple advanced 
cancers 1 ) yr 1 J^JN ), mKJN/v 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


x t iv if A AO 01 O 

JNM_00z818 


Homo sapiens proteasome (prosome, macropain) activator subunit 2 (PA28 beta) 
(PSME2), mRNA 


MA A Am 0 11 

JNM_UUzo 1 1 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 7 
(Mov34 homolog) (PSMD7), mRNA 


JNJVL UUzoUo 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 6 
(PSMC6), mRNA 


JNJVL UUzolO 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 5 
(PSMC5), mRNA 


JNM (J(Jzo(J4 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 3 
(PSMC3), mRNA 


M \ 4 AAIOA'J 

JNJVL (JUzoUJ 


Homo sapiens proteasome (prosome, macropain) 26 S subunit, ATPase, 2 
(PSMC2), mRNA 


\ti /r AAOOAO 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 1 
(PSMCl),mRNA 


JNJVL UUZoUU 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 9 (large 
multifunctional protease 2) (PSMB9), mRNA 


JNM_00z799 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7), 
mRNA 


JNJVL_UUz /y / 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 5 (PSMB5), 
mRNA 


\t \ 4 AAOIA/: 

JNJVL (JUz79o 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 4 (PSMB4), 
mRNA 


TvTA A AAOIAC 

JNJVL (JOz/bO 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 3 (PSMB3), 
mRNA 


"\.TA It AAOlA/1 

JNM_UUz794 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 2 (PSMB2), 
mRNA 


JNJVL UUz/VJ 


Homo sapiens proteasome (prosome, macro]3ain) subunit, beta type, 1 (PSMB1), 
mRNA 


JNM00Z801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PSMB10),mRNA 


JNJVL UUz/W 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 
(roMAj ), mKJN A 


"VTA 4" 

JNJVL UUZ/oo 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 3 

rPQA/TA^ mRTsJA 
\r olVl/\J J, niiviN/\ 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 

yr olVl/Yl J, 111 IV IN /\ 


JNJVL UUZ/oJ) 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 7 (PSG7), mRNA 


JNJVL UUZ/ol 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 5 (PSG5), mRNA 


JNJVL \J\JZ/o\J 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 4 (PSG4), mRNA 


INIVI UUZ/oJ 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 1 (Note redefinition of 

SyillUOlJ ^roUl 1 J, IIlIvlMjrv 






NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLK10), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (tiypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


JNJVL Ulooly 


Homo sapiens protease, serine, 12 (neuro trypsin, motopsin) (PRSS12), mRNA 


JNJVL UUz / / j 


Homo sapiens protease, serine, 1 1 (IGF binding) (PRSS1 1), mRNA 


JNJVL UUz/o/ 


Homo sapiens phosphoribosyl pyrophosphate synthetase -associated protein 2 
(PRPSAP2), mRNA 


JNJVL UUz /OO 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 

(rJvroAFJ J, HI in. IN /\ 


JNJVL UUZ/ 03 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


JNJVL UUJo^l 


Homo sapiens protein Z, vitamin K-dependent plasma glycoprotein (PROZ), 

111 lv IN /\ 


JNJVL UUZ /Oj 


Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


JNJVL UUUj J J 


nomo sapiens pioiem o ^aipnaj ^rKUoJ j, miviN/v 


xta/t ooo^ 1 9 

JNJVL UUUJ)1Z 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


JNJVL UUZ/OZ 


Homo sapiens protamine 2 (PRM2), mRNA 


JNJVL UUZ/01 


Homo sapiens protamine 1 (PRM1), mRNA 


xta/t oooqaq 
jnjvl uuuy^+y 


nomo sapiens pioiacim lecepxoi \v kj^ivj, mivrM/\ 


JNJVL UUUV40 


Homo sapiens prolactin (PRL), mRNA 


JNJVL uuz/jy 


Homo sapiens protein kinase, interferon- inducible double stranded RNA 
uepenueni ^ i iviviv in ivi n r\ 


IN 1V1 UUZ, / JO 


nomo sapiens imiogeii-dciivdieci pioieiii Kiiidse Kiiidse d ^ivijrvrzjvj) j, inrviMy-v 


MA/T 009 7AQ 
IN 1V1 UUZ / H-Z7 


nomo sapiens iiiiiogeii-aciivaieu pioiem Kinase / ^ivi/\jtis./ mivi>ij'-v 


MAif 00974^ 


nomo sapiens mnogen-acuvaieu proiem Kinase i ^ivi/vr is.i mrvr>/\ 


MA/T 0097^1 

iNlYl UUZ / Jl 


nomo sapiens inixogen-acxivaieci proiem Kinase 1 1 ^ivrrvx ivi i miviM/\ 


ATA/r 0097^ 
In 1V1 UUZ / j> J 


nomo sapiens iiiiiogeii-acuvaieti pioieiii Kiiid.se iu ^ivi^rvx^iviu^, nirvi>i/\ 


TsJA/L 00974^ 

rNlvl UUZ/H-J) 


nomo sapiens pioieiii Kiiid.se \~< suusuaie ooiv-n ^rivivL'ijnj, iiiivin/a. 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


?sji\/r 0097zii 

JNJVL UUZ/^41 


nomo sapiens pioiem Kinase l - iikc i ^ i ivivL l i j, niiviN /\ 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


JN1VL UUZ / jo 


nomo sapiens protein Kinase oeta i (rKJvCrsij, mKJN/\ 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM_00z73o 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, beta 
(PRKAR2B), mRNA 


JNM_UUZ /J4 


Homo sapiens protein kinase, c AMP- dependent, regulatory, typo I, alpha (tissue 
specific extinguisher 1) (PRKAR1A), mRNA 


JNM UUz/33 


Homo sapiens protein kinase, AMP -activated, gamma 1 non-catalytic subunit 

( 1 JvlvAO 1 j, 111 Jv IN A 


JNJVL UUZ/J1 


Homo sapiens protein kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


JNM_UUz/3U 


Homo sapiens protein kinase, cAMP-dependent, catalytic, alpha (PRKACA), 

mT?TsJ A 

111 IN. IN /\ 


jnjvl uuuy^t / 


nomo sapiens pumase, poiypepiiQe z/\ ^dokuj yr rviiviz/vj, miviN/\ 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRIM1), mRNA 


JNJVL UUz/zo 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


TvJIVL 009797 
IN 1V1 w wz / z / 


numo acipiciia pioico^iyL/dii i, c>CL/icioiy ^idiiuic yr rvvji ^, iiixvrN.rv 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine -rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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JNJVL UUU3 1U 


Homo sapiens palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 
infantile) (PPT 1 ), mRNA 


JNJVl_UUz /zu 


Homo sapiens protein phosphatase 4 (formerly X), catalytic subunit (PPP4C), 
mRNA 


JNJVL UUz/lV 


Homo sapiens protein phosphatase 2, regulatory subunit B (B56), gamma 
isoiorm (rrrZKjt), mKJNA 


JNJVL UUZ/lj 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
isoform (PPP2CA), mRNA 


1N1VL UUZ / U 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 8 (PPP1R8), 
mRNA 


IN IVL K)UZ/iZ 


Homo sapiens protein phosphatase 1, regulatory subunit 7 (PPP1R7), mRNA 


NM 002714 


Homo sapiens protein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 


JNJVl_UUz /1U 


Homo sapiens protein phosphatase 1 , catalytic subunit, gamma isoform 

/DDDirr\ DMA 

(rrrlttj, mKJNA 


NM_002709 


Homo sapiens protein phosphatase 1, catalytic subunit, beta isoform (PPP1CB), 

m 1\ IN f\ 


JNJVL VVZ/VO 


Homo sapiens protein phosphatase 1, catalytic subunit, alpha isoform (PPP1CA), 

™T>AJ A 

m KIN A 


NM 000309 


Homo sapiens protoporphyrinogen oxidase (PPOX), mRNA 


JNJVL UUZ/UO 


Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
ueia isoiorm \r r jvlid j, mKJN/v 


JNJVL UUZ/UD 


Homo sapiens periplakin (PPL), mRNA 


IN 1V1 UUUV4.3 


Homo sapiens peptidylprolyl isomerase C (cyclophilin C) (PPIC), mRNA 


JNJVL UUUJUo 


Homo sapiens protective protein for beta-galactosidase (galactosialidosis) 

\r r \JD J, llllvrN/A 


1N1V1 UUZ /UJ) 


nomo sapiens pnospiionuosyi pyiopiiospnaie annuo uansierase ^rr ai j, mrviN/\ 


1N1V1 UUj / 1 Z 


nomo sapiens pnospnaticuc aciu pnospnatase type zl. r Ar j, mivr>i/\ 


1M1V1 UUJ / 1 J 


nomo sapiens piiospiiaiituc acici piiospiiaiase type zjj ^rmrzo ^, iiiiviN/-v 


INIVI UUJ) /ll 


noiIlO Sapiens pilOSpilaLlCllC aClCl pilOSpilald.se Lype Z/A ^rrArZAJ, IlUvTN/A 


MA/T 009709 

rNlvl UUZ/UZ 


JT1.0II10 SdpieilS rUU UUIIld.111, L/ldo» O, UdlloClipLlOll IclULOl 1 UUOr 1 J, IIllViN.rV 


NM 002701 


Homo sapiens POU domain, class 5, transcription factor 1 (POU5F1), mRNA 


TsJA/T 009 700 
IN 1V1 UUZ / UU 


nomo sapiens r uu Qomam, ciass transcription iactoi d (ruu^rj j, miviN/\ 


TsJA/T 000^07 
IN IVL UUUJU/ 


Homo sapiens POU domain, class 3, transcription factor 4 (POU3F4), mRNA 


NM 002699 


Homo sapiens POU domain, class 3, transcription factor 1 (POU3F1), mRNA 


NM 002697 


Homo sapiens POU domain, class 2, transcription factor 1 (POU2F1), mRNA 


\T"\ f (\ f\f\ "> f\ S 

NMUU03U6 


Homo sapiens POU domain, class 1, transcription factor 1 (Pitl, growth hormone 
factor 1) (POU1F1), mRNA 


TVTA A AAA A A /I 

JNM U(JU44o 


Homo sapiens paraoxonase 1 (PON1), mRNA 


JNM (JUu939 


Homo sapiens proopiomelanocortin (adrenocorticotropin/ beta-lipotropm/ alpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
enoorpnm) (^rijivic), mKiN/A 


JNJVL UUzoV-3 


Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVL UUZOyZ 


Homo sapiens polymerase (DNA directed), epsilon 2 (POLE2), mRNA 


in ivl uuzoyi 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 

^ \ \J LU 1 J, 11 1 IV 1>J /A 


NM 009690 

1 N 1V1 \)\) Z^\f y \) 




NM 003967 


Homo sapiens putative neurotransmitter receptor (PNR), mRNA 


NM 002686 


Homo sapiens phenylethanolamine N-methyltransferase (PNMT), mRNA 


NM 002677 


Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 


NM 000304 


Homo sapiens peripheral myelin protein 22 (PMP22), mRNA 


NM 002676 


Homo sapiens phosphomannomutase 1 (PMM1), mRNA 
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JNJVL UUZo/4 


Homo sapiens pro-melanin-concentrating hormone (PMCH), mRNA 


JNJVL UUzooo 


Homo sapiens proteolipid protein 2 (colonic epithelium- enriched) (PLP2), 

rv-i T? XT A 

m is. in /\ 


jnjvi VKJyJyjD 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


JNJVl UUZOO/ 


nomo sapiens pnospnoiamuan yr lin rntviN/v 


JNJVl UUZOOO 


Homo sapiens peri lip in (PLIN), mRNA 


JNJVl UUZOOD 


Homo sapiens plasminogen-like (PLGL), mRNA 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


JNJVl UUU44j 


Homo sapiens plectin 1, intermediate filament binding protein, 500kD (PLEC1), 
mRNA 


JNJVl UUZOO J 


Homo sapiens phospholipase D2 (PLD2), mRNA 


JNJVL UUZOOZ 


Homo sapiens phospholipase Dl, phophatidylcholine-specific (PLD1), mRNA 


JNJVL UUZOO 1 


Homo sapiens phospholipase C, gamma 2 (phosphatidylinositol-specific) 

/ni r*f~l1\ DMA 
(rLLuZj, 1T1 K IN A 


JNJVl uuzoou 


Homo sapiens phospholipase C, gamma 1 (formerly subtype 148) (PLCG1), 

rn T?TsJ A 
1 1 1 IV IN r\ 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


JNIVI UUZODV 


Homo sapiens plasminogen activator, urokinase receptor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


JNJVL UUZOJJ 


Homo sapiens pleiomorphic adenoma gene 1 (PLAG1), mRNA 


JNJVL KJVKJyZy 


Homo sapiens phospholrpase A2, group V (PLA2G5), mRNA 


JNJVL UUJ/UO 


Homo sapiens phospholipase A2, group IVC (cytosolic, calcium-independent) 

LAzu^t j, 111 Iv IN f\ 


NM_000300 


Homo sapiens phospholipase A2, group IIA (platelets, synovial fluid) 
^rLAzuzAj, nucieai gene encoumg mitocnonoTiai pioiem, mrviN/\ 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


JNJVL UUZoj4 


Homo sapiens pyruvate kinase, muscle (PKM2), mRNA 


JNJVL UlooVl 


Homo sapiens serine/threonine kinase 16 (STK16), mRNA 


JN1VL UUUZVo 


Homo sapiens polycystic kidney disease 1 (autosomal dominant) (PKD1), 
m iv in /a 


JNJVl UUJOU/ 


Homo sapiens Ser-Thr protein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


JNJVL UUJO/O 


nomo sapiens gene iiom in rz/ meningioma legion oi zzcjiz \r is^l.j j, mivJN/\ 


NM 000325 


Homo sapiens paired- like homeodomain transcription factor 2 (PITX2), mRNA 


JNJVL UUZojJ 


Homo sapiens paired- like homeodomain transcription factor 1 (PITX1), mRNA 


JNJVL vkjZojZ 


Homo sapiens prolactin- induced protein (PIP), mRNA 


JN1V1_UUJ j jo 


Homo sapiens phosphatidylinosito 1-4 -phosphate 5-kinase, type I, beta 
(PIP5K1B), mRNA 


JNIVL UUJj J / 


Homo sapiens phosphatidylinosito 1-4 -phosphate 5-kinase, type I, alpha 

{r lr r>JS.l/vJ, nirvJN/v 


INlVL UUj /40 


Homo sapiens dynein, cytoplasmic, light polypeptide (PIN), mRNA 


JNJVl UUZ045 


nomo sapiens pim-i oncogene \r nvii j, miviN/v 


JNJVl UUZOO 1 


Homo sapiens phosphatidylinositol 4-kinase, catalytic, beta polypeptide 

rPTl^zir^R^ mPXTA 

(i i Iv^ld j, miviN/\ 


JN1V1 UUZO^j 


nomo sapiens piiospiiaiiciyiniosiioi giycaii, ciass r ^nur iiirviM/\ 


±>I1V±. UvZiU^Z* 


Rnmn c^nifnc Tilir^cTiriQtirl\7 r 1iri^icitr\1 cx1\/r'^iTi r»1iicc ( C\ \ mT?TsJA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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iNivi uuuyzo 


Homo sapiens progesterone receptor (PGR), mRNA 


1M1V1 UUZOjj 


Homo sapiens phosphoglucomutase 1 (PGM1), mRNA 


1NJV1 VVKJZy 1 


Homo sapiens phosphoglycerate kinase 1 (PGK1), mRNA 


JNIVI UUZOjZ 


nomo sapiens placental growtn iactor, vascmar enuotneiiai growtn iactor- re lateu 

piOLGlll ^rur J, IIllvlN.rV 


M1VT 009^^1 


nomo sapiens pnospnogiuconate uenyuiogenase (ruuj, miviN/\ 


NM 002630 


Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


iNlVl UUUZi/U 


riomo sapiens pnospnogiyceiate mutase z ^musciej \r o/vivizj, m±vJN/\ 


1M1V1 yjyJZoZy 


Homo sapiens phosphoglycerate mutase 1 (brain) (PGAM1), mRNA 


IN1V1 UUUZoV 


Homo sapiens phosphofructokinase, muscle (PFKM), mRNA 


1M1V1 UUZOZO 


Homo sapiens phosphofructokinase, liver (PFKL), mRNA 


1NJV1 UUZOZD 


Homo sapiens 6-phosphorructo-2-kinase/fructose-2,6-biphosphatase 1 

yr r r^r D 1 J, IIlIvrN/\ 


iNlvl UUZOZ 1 


nomo sapiens piopeicun r iacioi, complement yrry^)^ mrviM/\ 


iNlYl wzozv 


nomo sapiens piateiet iactor *+ variant i ^rrt v i mivi>j/\ 


IN 1V1 UUZO 1 


nomo sapiens piateiet iactor ^rr^j, miviM/\ 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


JNJVl UUUZo / 


nomo sapiens peioxisomai oiogenesis iactoi o \r j_/^oj, miviN/\ 


JNJVl VVDOJK) 


Homo sapiens peroxisomal biogenesis factor 3 (PEX3), mRNA 


NM 000466 


Homo sapiens peroxisome biogenesis factor l (PEXl), mRNA 


JNJVl UUZolo 


Homo sapiens peroxisome biogenesis factor 13 (PEXl 3), mRNA 


JNJVl UUU44Z 


Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 

/per a \A 1 \ DMA 
{r J^L./VLV1 1 J, 111 i\. IN /\ 


IMIVI UUZ014 


Homo sapiens PDZ domain containing 1 (PDZK1), mRNA 


JNIVI / / 


Homo sapiens Pyruvate dehydrogenase complex, lipoyl-containing component 
^\. ? j_/j)-uiiiLiiiig pioiein JJA1 J, 111 Ivl >J f\ 


IN 1V1 UUZO 1 J) 


nuino sapiens j>-piiospiiuiiiusiLiue ciepeiiLieiiL pioiein Jviiiaise-i ^rurrvi iiiiviNy-v 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


jnivi uuuyzj 


Homo sapiens pyruvate dehydrogenase (lipoamide) beta (PDHB), mRNA 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHAl), mRNA 


JNJVL UUUVZ4 


Homo sapiens phosphodiesterase IB, calmodulin- dependent (PDE1B), mRNA 


JNJVL UUZoUo 


Homo sapiens phosphodiesterase 9 A (PDE9A), mRNA 


JNIVI UUZoUZ 


Homo sapiens phosphodiesterase 6G, cGMP- specific, rod, gamma (PDE6G), 

rv-> t? TvT A 
1Y1 lv IN JA 


JNJVl UUZOU1 


Homo sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 

mt?TsJ A 
111 Ivl N f\ 


iNivi uuuyzi 


nomo sapiens pnospnocuesteiase coivir -mmuiteu ^ruEjAj, mrviN/\ 


JNIVI UUZJ70 


nomo sapiens progiammeu ceil Qeatn z (ruLJJZj, m±viN/\ 


IN 1V1 KJ UZ J7H- 


nomo sapiens piopioiem conveiiase suuiiiisiii/Kexui type z ^rL'OJs.zj, iiuviNi-v 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


AJA/T 009^01 
JNIVI KJVZjy I 


nomo sapiens pnospnoenoipyiTivate carooxyKinase i ^soiuuiej ^v^rvi j, miviN/\ 


JNJVl UUZD 80 


Homo sapiens pre -B -cell leukemia transcription factor 2 (PBX2), mRNA 


TvTA/T 009^nQ^n 


Homo sapiens pre-B-cell leukemia transcription factor 1 (PBX1), mRNA 


XTA/T 009^8^ 
JNJVl WZjoj 


nomo sapiens r kjs^, apoptosis, w 1 1, leguiatoi ^r/\wivj, miviN/\ 


A.TA/T 009^Q9 
JNJVL VVJZjoZ 


Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 

III IVlM f\ 


NM 0fH6i1 


]—\ ( -\ m ( \ QQniPTiQ t^m 1\/ ( A T^P-iHhnQf ^ o"1\^r*r»1i^^Hi*r»1tiQF' AR mT?TvJA 


NM 002580 


Homo sapiens pancreatitis- associated protein (PAP), mRNA 


NM 000919 


Homo sapiens pep tidy lglycine alpha- amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKN1 A) -activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDX1), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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subunit (lyKU) (rArAHlBj), mKJNA 


NM_002572 


Homo sapiens platelet- activating factor acetylhydrolase, isoform lb, beta subunit 
(30kD) (FArAHlBz), mRNA 


JNM_(J(Jz571 


Homo sapiens progestagen- associated endometrial protein (placental protein 14, 
pregnancy- associated endometrial alpha-2 -globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 
associated receptor protein) (PACE), mRNA 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


NM 003900 


Homo sapiens sequestosome 1 (SQSTM1), mRNA 


NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone 
Dinclmg protein (r4rlr>), mKJNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
hydroxylase), alpha polypeptide I (P4HA1), mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 

111KJNA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


JNM_00zjoo 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 1 (P2RY1 1), 
mRNA 


JNM UUzooz 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 7 (P2RX7), 
mRNA 


JNM OOzjoI 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 5 (P2RX5), 
mKJNA 


JNM OOzjoU 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 4 (P2RX4), 
mRNA 


INIVL WZjjy 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 3 (P2RX3), 
mRNA 


JNJV1 UUZjOo 


Homo sapiens oxysterol binding protein (OSBP), mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


JNMOOJoVo 


Homo sapiens olfactory receptor, family 6, subfamily A, member 1 (OR6A1), 

r> XT A 
ITlKJNA 


INIVL 


Homo sapiens olfactory receptor, family 3, subfamily A, member 1 (OR3A1), 

mT> AJ A 
111KJN A 


rsiivi UUZD^o 


Homo sapiens olfactory receptor, family 1, subfamily D, member 2 (OR1D2), 
mRNA 


inivi uuuyi^t 


riomo sapiens opioio leceptor, mu i ^L^rxvivii j, mrviN/\ 


AJAyr nnno 1 o 
iNivi uuuyiz 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


a.ta>t nnno 1 1 


Homo sapiens opioid receptor, delta 1 (OPRD1), mRNA 


INIVL UUZD^^f 


Homo sapiens oligodendrocyte myelin glycoprotein (OMG), mRNA 


INIVL UUZD^fJ 


riomo sapiens oxiuiseu low density npopioiein pectin- iiKej receptor i (^i^rvi j, 

m T? TNT A 
ill rvl N /A 


INIVL ULO^toD 


riomo sapiens o protem-coupieci receptor oo ^urivoo mrvi\i/\ 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


rNIVl UUZZ)J)J) 


nomo sapiens nuciear vi^r-iiKe ^i> V-L^, iiiix i > /\ 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


INIVL UUZDjU 


riomo sapiens neuionopnic ryiosme Kinase, recepioi, type j ^in irvrvj j, mrviN/\ 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NTS), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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In IV1 UU J o / Z 


nomo sapiens neuropiun z ^iMvrz mivrN/\ 


±N 1V1 UU J O / J 


±±01110 SapieilS IlCUrupillIl 1 ^iNxV-L 1 J, nilvrN/Y 


iNlvl UUJ5H-0!7 


nOIIlO SapieilS IlU-C/lCdl ICC/CpLUI lllieiaCllIlg piUlClIl 1 ^rNlvl_r 1 J, IIlrviM/\. 


NM 002525 


Homo sapiens nardilysin (N-arginine dibasic convertase) (NRDl), mRNA 


\TAyf nnnon^ 

INIV1 UUUyUD 


riomo sapiens neuropeptide i yrsr x j, miviN/\ 


NM 000910 


Homo sapiens neuropeptide Y receptor Y2 (NPY2R), mRNA 


JNJVL UUuyUV 


Homo sapiens neuropeptide Y receptor Yl (NPYIR), mRNA 


JNiVl {JvZjZZ 


Homo sapiens neuronal pentraxin I (NPTX1), mRNA 


jNJvi uuuyuo 


Homo sapiens natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic 
peptide receptor (iNr j, itikjna 


iMivi uuuyuo 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic 
peptide receptor /\j \\>\r rvi mrvi\i/\ 


rNIVl UUZjZl 


nomo sapiens naxnureuc pepxiue precursor d yi\r td mivrN/\ 


NM 002519 


Homo sapiens nuclear protein, ataxia-telangiectasia locus (NPAT), mRNA 


rNivi uuzjio 


nomo sapiens neuionai r/\o Qomam pioiem z ^iniwozj, miviN/\ 


NM 002517 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mRNA 


JNJVL UUZjJ4 


Homo sapiens nephroblastoma overexpressed gene (NOV), mRNA 


JNIVL UUJ/o/ 


Homo sapiens nucleolar protein 4 (NOL4), mRNA 


NM_003946 


Homo sapiens nucleolar protein 3 (apoptosis repressor with CARD domain) 

/XT/AT w»D\T A 

(JNULJ), mKJNA 


JNJVL UIojM 


Homo sapiens non-metastatic cells 5, protein expressed in (nucleoside- 
GipnospLiaie Kinase ) ^iNiviiiDj, mivrM/\ 


NM 002513 


Homo sapiens non-metastatic cells 3, protein expressed in (NME3), mRNA 


JNM UUzjJz 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002511 


Homo sapiens neuromedin B receptor (NMBR), mRNA 


IN IVL UUZ01U 


Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), mRNA 


JNM UUJyj4 


Homo sapiens mitogen-activated protein kinase kinase kinase 14 (MAP3K14), 
mRNA 


IN IVL UUZDUo 


Homo sapiens nidogen (enactin) (NID), mRNA 


NM_002507 


Homo sapiens nerve growth factor receptor (TNFR superfamily, member 16) 

( IN Or Kj, 111 K IN A 


NM 002506 


Homo sapiens nerve growth factor, beta polypeptide (NGFB), mRNA 


JNM UUzMlJ 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

llllllDltor, Deta (INr JnJdII^J, llllvINA 


JNJVL UUzjUZ 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


IN IVL UUzoUl 


Homo sapiens nuclear factor I/X (CCAAT-binding transcription factor) (NFIX), 
mRNA 


JNIVL UUzjuU 


Homo sapiens neurogenic differentiation 1 (NEUROD1), mRNA 


NM 002497 


Homo sapiens NIMA (never in mitosis gene a)-related kinase 2 (NEK2), mRNA 


JNM (Juz4yo 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) 
(NADH-coenzyme Q reductase) (NDUFS8), mRNA 


JNM (Juz4bO 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 4 (18kD) 
(NADH-coenzyme Q reductase) (NDUFS4), mRNA 


JNM_UUz4y4 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 

f&VT\ K'FVT'i fNJFiT JVC 1 ^ rnRTsJA 
^OKJJ, Ivr i 1) ^INUUrL 1 J, 111 ivlN f\ 


NM 002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 
( 1 4kD, B 1 4) (NDUFA6), mRNA 


NM_002488 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, 
B8) (NDUFA2), mRNA 


NM 003635 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


"N.TA A AA1 C A 1 

JNJV1 UUo4J 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 1 
(NDST1), mRNA 


IMIVI UUJDol 


riomo sapiens inl^js. auapToi piotem z ^inl^ivZJ, miviN/\ 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA 


NM_00z483 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 6 (non- 
specific cross reacting antigen) (CEACAM6), mRNA 


ATAA HHAAAO 


Homo sapiens N-acetyltransferase 1 (arylamine N-acetyltransf erase) (NAT1), 

III IV IN JA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease IIIB) 
rrsi a Cri t n mi? at a 

( IN /\LJ L U J, II 1 Iv IN /\ 


1N1V1 UUJo / 1 


Homo sapiens myelin transcription factor 2 (MYT2), mRNA 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (JViYOMl), mRNA 


1NJV1 UUZ4/V 


Homo sapiens myogenin (myogenic factor 4) (MYOG), mRNA 


ataa nno/iTO 
JNJVL UUZ4/Z 


Homo sapiens myosin, heavy polypeptide 8, skeletal muscle, perinatal (MYH8), 

™T? AT A 

m IV in a. 


1M1V1 UUZ^foy 


Homo sapiens myogenic factor 6 (herculin) (JV1YF6), mRNA 


IN1V1 UUZ^fOo 


Homo sapiens myeloid differentiation primary response gene (88) (MYD88), 
mRNA 


JNJVL UUZ40U 


Homo sapiens interferon regulatory factor 4 (IRF4), mRNA 


NM 002457 


Homo sapiens mucin 2, intestmal/tracheal (MUC2), mRNA 


ATA/T nno/i^A 
JNIV1 UUZ4JO 


Homo sapiens mucin 1, transmembrane (MUC1), mRNA 


JNJVL UUZ4jj 


Homo sapiens metaxin 1 (MTX1), mRNA 


NM_002453 


Homo sapiens mitochondrial trans lational initiation factor 2 (MTIF2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 

/KIT FriT 1 \ O AT A 

(JN UD 1 1 ), mKJN A 


JNJVL KJVZ^jK) 


Homo sapiens metallothionein 1L (MT1L), mRNA 


INIVL UUZ44 / 


Homo sapiens macrophage stimulating 1 receptor (c-met-related tyrosine kinase) 

r\/TQT1T?^ ml? AT A 
(IVlo 1 llvj, 11 1 Iv IN /\ 


NM_002446 


Homo sapiens mitogen- activated protein kinase kinase kinase 10 (MAP3K10), 

tyiT?AT A 
III Iv IN /\ 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


TNTV1 UUZ444 


Homo sapiens moesin (MSN), mRNA 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


JNMUU0530 


Homo sapiens myelin protein zero (Charcot-Marie-Tooth neuropathy IB) 

(AA Y>^7\ mDMA 


JNJVL UUZ4J / 


Homo sapiens MpV17 transgene, murine homolog, glomerulosclerosis 

r\/T P\/ 17^ m T? AT A 
^IVlr V 1 /J, 111 Iv IN 7\ 


ataa nm o^o 
INIVL UU1VJZ 


Homo sapiens membrane protein, palmitoylated 3 (MAGUK p55 subfamily 
iii emu er d ) ^ivir r j j, miviN/\ 


i M 1V1 UUZ4 J5 D 


noino sapiens iiianiiose pnospiiaie isoiiieiase ^ivltij, inrviN/\. 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


iNlvl uujozy 


Homo sapiens multiple PDZ domain protein (M^PDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


INIVL UUZ4JZ 


Homo sapiens myeloid cell nuclear differentiation antigen (JVINDA), mRNA 


ATA/f nfl9zl^ 1 
iNlVl UUZ4j 1 


nomo sapiens menage a rrois i ^^/\js. assemuiy iactorj ^ivhn/\i i ^j, miviN/\ 


NM 002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed- lineage leukemia 2 (MLL2), mRNA 
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NM 002419 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 

w»T>TvT A 

mKJNA 


TvTA/T HMO A 1 T 

JNJVL UUZ41 / 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 

m pvr a 
111 iv IN JA 


tsja/t ^\f^OA^^ 

IN 1V1 UUZ>4 1 0 


Homo sapiens monokine induced by gamma interferon (MJG), mRNA 


JNJVL UUZ^flj 


Homo sapiens macrophage migration inhibitory factor (glycosylation- inhibiting 

f-s^+or^ nVTTlH^ mT?TsTA 


NM 002413 


Homo sapiens microsomal glutathione S-transferase 2 (MGST2), mRNA 


TsjA/f nnnonn 

1N1V1 uuuyuu 


nomo sapiens matrix vjta proiem ^ivio± j, itit\jn/\ 


IN 1V1 UUZ4 1 Z 


nomo sapiens LJ-o-meiiiyiguanme-iJiN/Y meiiiyiiiansieiase ^ivioivii j, miviN/v 


1N1V1 UUZh-U / 


nomo sapiens mammagiouin z ^ivio-tjzj, mrviN/\ 


NM 002411 


Homo sapiens mammaglobin 1 (MGB1), mRNA 


JNlVl_UUZ^y / 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) (MEF2C), mRNA 


JNJVL UUZJVl 


Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


JNJVL UUZ^o/ 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 


JNJVL UUUDZV 


Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MC2R), 

111 Iv IN JA 


1N1V1 UUZJoO 


nomo sapiens meianocortm i leceptoi ^aipna melanocyte stimulating normone 
receptor) (MC1R), mRNA 


JNJVL yJvJZDOJ 


Homo sapiens myelin basic protein (MBP), mRNA 


JNJVL UUZooZ 


Homo sapiens MAX protein (MAX), mRNA 


JNJVL UUZJ) / o 


nomo sapiens megaKaryocyte-associateci tyrosine Kinase ^ivi/vi js.j, miviN/\ 


1N1VL UUZj /O 


nomo sapiens ivi/vr /miciotuDuie aiimity-ieguiatmg Kinase d ^ivi/vtvro ), miviN/\ 


JNJVL UUUoVo 


Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 
mitociioiicuiai pioieiii, jiiivl>i/\ 


1N1V1 UUjtOU 


nomo sapiens iviicioiiuiii-associaieu giycopioieiii-z ^ivi/a.vj-tzj, iiuvimz-v 


1N1V1 UUZ.JO / 


nomo sapiens meianoma aiiiigen, idiiniy o, ^ivii-vvjr-L/ijH- mivrN/\ 


1N1V1 UUZJ)OZ) 


nomo sapiens meiaiioiiia anngen, iamiiy d, j ^ ivi /avj ll d 3 j ? niiv in /a 


NM 002364 


Homo sapiens melanoma antigen, family B, 2 (MAGEB2), mRNA 


1N1V1 UUZjOj 


nomo sapiens melanoma antigen, iamiiy d, 1 ^ivi/\vjl1d 1 j, miviN/v 


JNJVL UUZJOZ 


Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 


1N1V1 UUjOOZ 


nomo sapiens ivi/vr -Kinase activating cieaui uomam \n\jalJlj), miviN/\ 


JNJVL UUZJ) J 1 


Homo sapiens MAX dimerization protein (MAD), mRNA 


JNJVL KJUZDJK) 


Homo sapiens v-yes-l Yamaguchi sarcoma viral related oncogene homolog 

\ I IN I, IIlrvlN.rv 


1N1V1 UUZj47 


nomo sapiens lympnocyTe ainigen /d \ l i /jj, in in. in /a 


TsJA/T 009^47 
1N1V1 UUZj4 / 


nomo sapiens lympnocytc anngen o complex, locus n ^i^ i onj, mtviN/A. 


NM 002346 


Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 




nomo sapiens lumican ^i^uivij, mrsJN/\ 


NM 002344 


Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 


INIVL UUZo4J 


Homo sapiens lactotransferrin (LTF), mRNA 


JNJVL UKJvoy / 


Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 


NM_003573 


Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 

™T> AT A 
m K IN /A 


JNJVL UUU/jz 


Homo sapiens leukotriene b4 receptor (chemokine receptor- like 1) (LTB4R), 

lIllviN t\ 


NM 000895 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 


NM_002340 


Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 
mRNA 


NM 002338 


Homo sapiens limbic system-associated membrane protein (LSAMP), mRNA 


NM 002337 


Homo sapiens low density lipoprotein-related protein- associated protein 1 
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^dipnd-Z-ITLdCruglODUlin recepiOr-dSSOCldieCl prutem 1 ) ^Ll\r Ar l J, mixJN.rY 


ISTlVyf 009^ f\ 


nomo sdpiens low ueiisiiy upopioiein recepior-reidieu proiem o ^i^ivroj, iiiix_LN.rY 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


xtiv/t 009^ n 


Homo sapiens lysyl oxidase (LOX), mRNA 


\TAyf 009^ 1 ^ 
in ivi uuzjio 


nomo sapiens i^iivi nomeooox nanscupTion iactor i, ueia ^.ujviv^i.d miviN/\ 


tsja/t 009^ 1 ^ 

1N1V1 UUZJ 13 


nomo sapiens i^nvi Qomain omy i ^inomuoim i ) ^i^iviui j, miviN/\ 


JNM UUZJIZ 


Homo sapiens ligase IV, DNA, ATP -dependent (LIG4), mRNA 


tsja/t oo9^oa 

1NJV1 UUZoUO 


Homo sapiens lectin, galactoside-binding, soluble, 3 (galectin 3) (LGALS3), 

111 Iv 1>J /a 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


009^09 

1M1V1 UUZJUZ 


Homo sapiens leukocyte cell- derived chemotaxin 2 (LECT2), mRNA 


IN JV1 uu i zyu 


Homo sapiens LIM^ domain binding 2 (LDB2), mRNA 


1N1V1 yjKJDoyD 


Homo sapiens LIM domain binding 1 (LDB1), mRNA 


jnm uuzzyy 


Homo sapiens lactase (LCT), mRNA 


T\ji\/r 009907 
jnm uuzzy / 


Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
prediDumm^ ^i^^in i ^, mix in /a 


tnja/t 0099Q^ 


rioiiiu Sapiens idiinii d lecepiui ^i^ijrvj, inrvTN/A 


TsJA/T 009901 


nOIIlO SdpieilS Idlllllllll, UCLd 1 ^l^rVlvl-D 1 J, IIllVLNI.rV 


TsJA/T 0099 RQ 


nomo sdpiens idcidiDuniin, dipnd- ^ l/a lda), in ivi n t\ 


TsJA/T 00997^ 
1M1V1 UUZZ / J 


noiiio sdpiens Keidiui o ^jvivi o iiiivin/a. 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


TsJA/T 00997^ 
IN 1V1 UUZZ / D 


nomo sapiens Keiaim id (js^ivi idj, mrvLN/\ 


AJA/T 00997/1 
JNM UUZZ/ 4 


nomo sapiens Keratm i j ( is. iv i ioj, miviN/v 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


JNM vvZZo / 


Homo sapiens karyopherin alpha 3 (importin alpha 4) (KPNA3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 

111 Jv IN A 


TvTA/T OOOQQ^ 
JNiVl UUUoVJ 


Homo sapiens kininogen (KNG), mRNA 


JNM_U(J3679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3 -hydroxylase) 
(KMO), mRNA 


JNM UUZZ jo 


Homo sapiens killer cell lectin- like receptor subfamily B, member 1 (KLRB1), 
m Jv in j\ 


TvTA/T 0099^7 


Homo sapiens kallikrein 1, renal/pancreas/salivary (KLK1), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis -suppress or (KISS1), mRNA 


1N1V1 UUZZ J J 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


JNM v)\JZZd4 


Homo sapiens kinesin family member 3C (KIF3C), mRNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_UU3685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


TvTA>1" MAO O CO 

JNM kjkjZZjZ 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


JNM vvZZjv 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 (KCNN4), mRNA 


NM_U0zz49 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


aja/t nn9 9/i7 

JNM UUZZ4 / 


Homo sapiens potassium large conductance calcium- activated channel, 
subfamily M, alpha member 1 (KCNMAl), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 



533 



(400/104) 



JNJVL \)\)ZZ5y 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 


TvTA/T AAAOfll 
JNJVi_UUUoy 1 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 
(KCNJ2), mRNA 


JNJVL UUzz41 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 


JNJVL UUzzJo 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 


JNJVL_UUzzJ / 


Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 


JNJVL (JUzzio 


Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 


JNJVLUUioio 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 2 (KCNAB2), mRNA 


JNJVLUU34 / 1 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 1 (KCNAB1), mRNA 


JNJVL (JUzzJj 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 6 (KCNA6), mRNA 


ATA A CiCi^^ilA 

JNJVL UUzzJ4 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member j (JvCJNAj), m K IN A 


JNJVL \)\)ZZdd 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

lYlClYlDCl A ^ 1VL lN/\<4- J, III Iv IN /\ 


rNivi uuzzjz 


nomo sapiens potassium voitage-gateci cnannei, snaKer-reiateci suDiamuy, 
memoer j> ^jsA^rN/Ao niiv in /a 


TsJA/T 009990 


nomo sapiens j nil d pioio-oiicogene ^juinijj, iiuvin/y 


TsjA/f oo^^ 

1N1V1 UUjOOu 


nomo sapiens uasic leucine zippei iiucieai id-doi i ^jj_/ivi-i ) yDL^/^r i inivi>i/\ 


AjA/f 009997 
1NIV1 KJVZZZ 1 


nomo sapiens janus Kinase i ^a proiem Tyrosine Kinase^ ^ j s\ iv i iiiiv in /a 


TsJA/f 00^09zL 
1NIV1 WJKJZH- 


nomo sapiens mterseciin i ^onj uomam protemj ^11 oin i ^, miviN.rv 


NM 002224 


Homo sapiens inositol 1,4, 5 -triphosphate receptor, type 3 (ITPR3), mRNA 


TsJA/T 00999^ 
INIV1 \j\jZZZd 


nomo sapiens inositol i^^-inpnospnaie receptoi, type z ^iirrczj, mKJN/\ 


TsJA/T 00999 1 
INIV1 UUZZZ1 


nomo sapiens inositol i,^t,j-trispnospiiate j -Kinase d (iirjs.oj, miviN/v 


XTNyT 009 990 
INIVL VKJZZZkJ 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA 


T\J1\/T 00991Q 
INIVL UKJZZ ly 


Homo sapiens integral membrane protein 1 (ITM1), mRNA 


XTA/T 0099 1 ft 
INIVL UUZZlo 


Homo sapiens inter- alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 
copioiein^ ^iiinn-j, iniviN.rv 


NM 002216 


Homo sapiens inter- alpha (globulin) inhibitor, H2 polypeptide (ITIH2), mRNA 


TsJA/T H099 1 ^ 


nomo sapiens mtei-aipna (gioDuimj mniDitor, ni poiypepnue ^iiini ), miviN/\ 


NM 000889 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 


INIVL UUZZ1Z 


Homo sapiens integrin beta 4 binding protein (ITGB4BP), mRNA 


NM 000213 


Homo sapiens integrin, beta 4 (ITGB4), mRNA 


TVTA A 1 1 

JNMUOzzl 1 


Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 

K^DZy includes JVLJJrZ, JVLoJvlz) (llOol), mKJNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 

L LJ J 1 ) (llOAVJ, mivINA 


INIVL UUZZUV 


Homo sapiens integrin, alpha L (antigen CD1 1A (pi 80), l3rmphocyte function- 
associated antigen 1* alpha polypeptide) (ITGAL), mRNA 


nj\/I 00990^ 


nuiiiu adpiciiis iiiLe^iiii, dipiid / ^iivjLrv/ j, iiirviN/^ 


NM_002205 


Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 


NM 003749 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 


NM 001571 


Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 


NM 002198 


Homo sapiens interferon regulatory factor 1 (IRF1), mRNA 
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JN1V1 UUz iyo 


Homo sapiens insulinoma- associated 1 (INSM1), mRNA 


JNM UUziyj 


Homo sapiens insulin-like 4 (placenta) (INSL4), mRNA 


JNJVL UUIjoj 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 1 0 
(SCYB10),mRNA 


JNJVl KJUZlyZ 


Homo sapiens inhibin, beta A (activin A, activin AB alpha polypeptide) 
(INHBA), mRNA 


TvTA/T fin 1 < A/1 


Homo sapiens inhibitor of growth family, member 1-like (ING1L), mRNA 


JNJVL UUJoW 


Homo sapiens inactivation escape 1 (INE1), mRNA 


JN1VL UUUoo4 


Homo sapiens IMP (inosine monophosphate) dehydrogenase 2 (IMPDH2), 

111 IV IN /A 


fNJVl UUUooJ 


nomo sapiens nvir ^mosme monopnospnaxej uenycirogenase i ^iivirijni 
mRNA 


inivi uu ijz>/ 


nomo sapiens mierieuKin o recepior, oeia ^ii^oivi3 miviN/\. 


1NIIV1 UUUCO*+ 


Homo sapiens interleukin 8 receptor, alpha (IL8RA), mRNA 


JNJVl UUz loj 


Homo sapiens interleukin 7 receptor (IL7R), mRNA 


JNJVl UUUooU 


Homo sapiens interleukin 7 (IL7), mRNA 


TvTA/T OHO 1 QA 
IN 1V1 UUZ 1 o4 


Homo sapiens interleukin 6 signal transducer (gpl30, oncostatin M receptor) 

l IL^OkJ 1 1, IIllx.lN.rV 


1N1V1 UUUJO J 


nomo sapiens iiiieiieuKiii o lecepior ^ii^oivj, miviN/\ 


1N1V1 


nomo sapiens mieneuKiii d ^coiony-siimuiaiiiig iacior, eosmopmij ^ilj j, miviN/\ 


TsJA/r ooo^rq 


nomo sapiens lineiieuKin h- ^ii^h-j, miviN/\ 


1N1V1 UUUJOO 


nomo sapiens iiiieiieuKiii s> ^coioiiy-SLiiiiuiainig lacioi, inuiLipiej ^ilj iniviNy-v 


ma/t nnnft7ft 
r>ivi uuuo / o 


nomo sapiens miei leuKin z recepioi, oeia ni^zisjo ^, miviN/v 


1N1V1 UUJODH- 


1 — 1 / \ / \ o o -i^ i 3n c itiIoi*! onlzm 1 T , o<^»3"K\'f At* lil^/^ / /ll 1 1? 1 / \ rvi 1? A 

nomo sapiens mieneuKin i recepior-iiKe z ni^iivi^zj, 111 iv in /a 


NM 002182 


Homo sapiens interleukin 1 receptor accessoiy protein (IL1RAP), mRNA 


TsJA/T nnnft77 
iniyi uuuo / / 


nomo sapiens mieneuKin i recepior, lype i ^ii^iivi miviN/\ 


xta/t nn^ft^^ 

INIVL UUJoDJ) 


Homo sapiens interleukin 18 receptor accessory protein (IL18RAP), mRNA 


INIlVL UUjojj 


Homo sapiens interleukin 18 receptor 1 (IL18R1), mRNA 


iNlVl uuooz 


Homo sapiens interleukin 18 (interferon-gamma-inducing factor) (IL18), mRNA 


NM 002190 


Homo sapiens interleukin 17 (cytotoxic T- lymphocyte-associated serine esterase 
o ) v iJ— r i / j, miviN/\ 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


JNJVL UUz loo 


Homo sapiens interleukin 13 (IL13), mRNA 


JNM UUljjy 


nomo sapiens mterleuKin lz receptor, beta z (ILIzKdz), mKJNA 


JNJVL UUzlo/ 


Homo sapiens interleukin 12B (natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


JNM UUUooz 


Homo sapiens interleukin 12A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


JNM UUUozo 


Homo sapiens interleukin 10 receptor, beta (IL10RB), mRNA 


JNM UUIjjo 


Homo sapiens interleukin 10 receptor, alpha (IL10RA), mRNA 


JNM UUJoJV 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
Kinase gamma ^ijsji>jsajj, nixviN/v 


xta/t oo^A/io 

1NM UUjO+U 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
Kinase L/urnpiex-associateti proiem nxvj_> i\i\r iiixviN /\ 


tsja/t on 1 *\Ai 

IN 1V1 UU 1 j4Z 


nomo sapiens liiiiiiunogiouuiiii supeiiaiiuiy, iiiemuei j nvjo-rjj, iiuvin/a. 


IN 1V1 uu i j> j 


nomo sapiens niiiiiu-iiogiouuiiii supeiiainiiy, iiiemuei i noo-T i j 9 iiiivin/\ 


NM 007180 

1 > 1V1 UUZ-lOU 


]— I nni(^ Q^nif tic immiinncrl r^l^iilin mn HinHincr r^vr\tF*\Y\ 0 (^CW- W/WKX* r )\ mT?7vJA 

1±VJ111VJ odlJlt;ilo lllllllLUlVJ^lVJULlllll 111LA UlllUlll^ IJlVJLt/lll I ±VJ±±1V1J_) JT 1, llirVlN^A. 


NM 001553 


Homo sapiens insulin- like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin- like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin- like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine -rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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ATA/f 001^0 
InIyI UU13JU 


nomo sapiens lnieneron-reiaieu ueveiopmeniai regulator i ^irrvL/i j, inrviN/\ 


TsJA/T 009177 
1MIV1 UUZ1 / / 


nomo sapiens mieiieioii, omega i ^inM w i j, iinviM/A. 


mm 009 1 76 
In 1V1 UUZ I/O 


1 — I /^v^m / a o o n i ah c i n+ att ai*ah V\a+q l ti nTr\V\lQC+ / | U\| I— < 1 \ mT?^VT A 
nOIIlO SapieilS llliei lei Oil, Uda 1, llUlOUiaSl ^l_rrN_Dl ^, IIllvlN.rv 


ATA/T 000R7A 


I — I / \ / \ OOmAnC 1« + A1*TA1*Atl I Q mnO V\A-fo '1 n /I AtM3fTQ 1 fAAAtt+AT / / Tin* AT A T? / \ m T? AT A 

noino Sapiens mieiieion ^aipna, ueia aiiu omega ) lecepior z ^irrN/\rvzj, niiviN/v 


ATA/T 009 1 70 
in 1V1 UUZ 1 / U 


tf AtMA C O "f^ "1 Atl C 1H + A1*TArAtl olnlio St /TIh^AyT A Si.\ 1? A 

nomo sapiens mteneron, arpna o ^ifin.tvo mi\j>i/\ 


NM 002169 


Homo sapiens interferon, alpha 5 (IFNA5), mRNA 


ATA/T 009 17^ 
JNJVL UUZ 1 / D 


Homo sapiens interferon, alpha 21 (IFNA21), mRNA 


NM 002173 


Homo sapiens interferon, alpha 16 (IFNA16), mRNA 


JNJVL UUz 1 /z 


Homo sapiens interferon, alpha 14 (IFNA14), mRNA 


NM 002171 


Homo sapiens interferon, alpha 10 (IFNA10), mRNA 


"vta /i 1 r /in 
JNJVL UU1549 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 4 (IFIT4), 

n^T> A.T A 

lllKJN J\. 


NM_001548 


Homo sapiens interferon-induced protein with tetratricopeptide repeats 1 (IFIT1), 


NM 003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 

1TLKJN/V 


NM 000204 


Homo sapiens I factor (complement) (IF), mRNA 


"XTA A AA1 1 /TO 


Homo sapiens isocitrate dehydrogenase 2 (NADP+), mitochondrial (IDH2), 
nuclear gene encoding mitochondrial protein, mRNA 


TvTA 4" AA1 C /I 

JNM UUu4o 


Homo sapiens inhibitor of DNA binding 4, dominant negative helix- loop-helix 
piotem (1L)4), mKJNA 


ataa nm 1 
JNJVL UUzloo 


Homo sapiens inhibitor of DNA binding 2, dominant negative helix- loop-helix 
proiem {luz), miviN/\ 


TsJA/T 009 1 
JNJV1 UUZIOD 


nomo sapiens mniDiioi oi uin/v DinQing i, Qommani negaiive neux-ioop-nenx 
proiem ^, in in. in /a 


ATA/T 009 1 ^0 

in ivi uuz i ow 


riorno sapiens nexaDiaLinon ^leiiascin cyioiacimj ^ri.A.rj^, miviN/\ 


ATA/T 000871 


noino sapiens j-nyuioxy iiypLaiiuiie ^seioioiniij lecepioi o i^nirvoj, iniviN.rv 


ATA/T 000 RAQ 
In 1V1 UUUOO" 


nomo sapiens j-nyuroxyTrypiamme ^seroionmj recepior ^ni ivjAj, mrviN/\ 


ATA/T OOOR^R 
1M 1V1 UUUOOO 


nomo sapiens z)-nyuroxyirypiamme ^seroionmj recepior zi^, i ivzi^ iiiiv in /a 


ATA/T 0008^7 


nomo sapiens z>-nyQioxyiiypianiine ^seioioiimj lecepioi zd ^nirvzrs^, miviN/\ 


ATA/T 0008^^ 


T— Iatma ccmiAnc ^ nxrnrAv^ffnmtQTViiTiA / l' r*r/\f/\n 1 \ rAAAn+Ar 1 \—* ( \ — T 1 1? 1 hi rviT? AT A 

nomo sapiens j-nyuioxy uypiaiiiiiie ^seioioiiiii^ lecepioi ij_/ ^niivij_/j, iiuviN/A. 


TsJA/T OOO&^J. 

rNlVl UUUOOt- 


T— l/^m/^v com An c ^ hi 7/ita vt rfn rnf itYi m a ( CAi^^+^nm i rAAAnfAi' 1 Ti / T— T 1 ' V2 1 Tl l rvil? AT A 

nomo Sapiens .j-iiyuioxyiiypiaiiiiiie ^seioioiiinj lecepioi i vj ^ n i is. i vj ) , nnviN/A. 


1\JA/T 0008^ 

1M1V1 UUUOO.J 


noino sapiens w)-iiyur oxy iiypLaiiiiiie ^seioioiiin^ lecepioi ij_> ^n.irvij_>^, iiiivin/a. 


ATA/T 000^94 
IN 1V1 WKJJZt'-t 


I — I / -\ / a com An c< ^ \\~\ Tf\*t*r\ vt r+n m+on^ in a i cAT*^+^nm i t*a/"» An+ /at* 1 A / I I 1 \J 1 A l \ J A\l A 

nomo sapiens z>-iiyuioxyirypTanime ^seioionmj recepioi i/\ ^niivi/\j, mrviN/\ 


NM 002159 


Homo sapiens histatin 1 (HTN1), mRNA 


ATA/T 009 1 ^8 
In 1V1 UUZ 1 3 o 


nomo sapiens numan i-ceu leuKenna vnus ennancer iacror ^niLr j, mrviM/\ 


NM 001541 


Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 


JNJVL UUzIjj 


nomo sapiens neat shock /ukjj protein o (Jior /ur> j (nor /voj, mKJN/\ 


ataa ^'jo 
JNJVL UUljJy 


nomo sapiens neat snocK protein, DJNAJ-iiKe z (nbJzj, mKJNA 


ATA/f MAA1 QQ 

JNJVL UUU IVo 


Homo sapiens hydroxy-delta-5- steroid dehydrogenase, 3 beta- and steroid delta- 
ic Amprac a 9 /HQmPl^ i-r»T?ATA 

lsomeraSe z ^jioL'jdz j, m in. in ja 


ATA/T OOOQ/^9 
JNJVL UUUoOZ 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and steroid delta- 

icnmpracp 1 ^HQH^RI^ ml? AT A 

isonieiase i ^noijjDi in is. in /a 


ATA/T 000414 
InIVI UUUH-It- 


I — I / -\ t"\i / \ comAnc r/ii*A vt tc+atai a 11/ V\a+o 1 nAhTmrArrptiQCP /I / T— | vTl 1 /R/l 1 tmD \T A 

nomo sapiens iiycuoxysieioiu ^i /-oeiaj ueiiycuogeiiase h- ^noui /ijh-^, iiixvin/-v 


TsJA/T 0091^ 
In 1V1 UUZ 1 J j 


1 — I / x i \ comAnc n^7/iT , AVT7C+Ai'Airl i If Ka+q I nAnimfAirpiiQCP / / I — I %J fi 1 / l-< / \ mT?T\T A 

noino sapiens nyuioxysieioiu (i /-ueiaj oeiiyoiogenase z ^noui /dz^, inrviN.rv 


MM 0004 1 ^ 
In 1V1 UUUH- 1 J) 


I — I { \ / \ COmAnC \~\\ / / 1 1"/ AV\/i.'to I"/ \1 / I / 1 7 nA+Q 1 nPhAm1"AfTPHQCP l / T— I vTl l / l-< l 1 ml? AT A 

noino sapiens nyuioxysieioiu (i /-ucicL) oeiiyoiogenase i ^noui /iz>i^, imviNi-v 


NM 000 196 


T- rnmn QtiT^if^nQ Vi\^Htt^ v\^ctf^Tr^i H (\ 1 r\F*V\\rr\vr\cr(*Y\£iQ.p % 9 ^T—T^1T^1 1 R9^ mRNA 
±±vjiiivj oapit/iio iiy lii vjA.y & Lt/i vjili ^ - 1 A u\^v<xj Liciiy uivjgt/iiaoC/ ^ \ i u i— ' i i uz.j, iiirviN.r^. 


NM 002151 


Homo sapiens hepsin (transmembrane protease, serine 1) (HPN), mRNA 


NM 000860 


Homo sapiens hydroxyprostaglandin dehydrogenase 15-(NAD) (HPGD), mRNA 


NM 002150 


Homo sapiens 4-hydroxyphenylpyruvate dioxygenase (HPD), mRNA 


NM 002143 


Homo sapiens hippocalcin (HPCA), mRNA 


NM 002148 


Homo sapiens homeo box D10 (HOXD10), mRNA 
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TsJA/f 009 1 47 


n UIIIU Sapiens IlUIIieU DUX DJ ^ nWADj J, 111 IN. In /a 


MATT 00914£» 
±N 1V1 UUZ 1 H-O 


numu Sapiens nuineu dux dj ^nwADj j, niiviN/A 


mm 00914^ 

IN 1V1 VJUZ 1 HO 


nuiiiu sapiens nuineu uux dz ^mvjyvijzj, iiirvi>/\ 


MA/f 009 1 AA 
In 1V1 UUZl^ 


numu Sapiens numeu dux di ^jiuadi j , iiiiv in /a 


NM 002142 


Humu sapiens humeu bux A9 (HOXA9), mRNA 


TsJA/T 009141 


riuiiiu Sapiens numeu dux a^i yriKjJs^t\^+ mivrNA 


JNIVL UUUDZZ 


Homo sapiens honieu bux A13 (HOXA13), mRNA 


NM 002139 


Humo sapiens RNA binding mutif protein, X chrumusome (RBMX), mRNA 


iNJVl UUU40 / 


Homo sapiens hepatocyte nuclear factor 4, alpha (HNF4A), mRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 

111KJN A 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


JNJV1 UUzlJl 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoforms I 
ana Y ^nivioiYj, m K in a 


JNJV1 UUzlJU 


Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble) 
(HMGCS1), mRNA 


JNIVL UUZIZo 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 1 

{ rHVl \j 1 ) , mivl N A 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


INIVI UUZIZO 


Homo sapiens hepatic leukemia factor (HLF), mRNA 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
(HLALb ), mKJN A 


JN1V1 UUZ1Z/ 


Homo sapiens HLA-G histocompatibility antigen, class I, G (HLA-G), mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class II, DQ beta 1 (HLA- 

D\^) d 1 j, ill K IN A 


TvTAA C\C\ 1 con 
JNJV1 UUOJU 


Homo sapiens hypoxia-inducible factor 1, alpha subunit (basic helix-loop-helix 
Transcription iaciorj ^nir; iaj, miviNA 


AJA/T 001 COQ 
1N1V1 UUlOZo 


Homo sapiens HGF activator (HGFAC), mRNA 


AJA/T 0001 Q7 

inivi uuui o / 


Homo sapiens homogentisate l,2-dioxygenase (homogentisate oxidase) (HGD), 

ml? XT A 
111 IxlM /\ 


TvJlVT 000410 

IN 1V1 1 \J 


rruniu sapiens iiciiiUL/iiiuiiiaLusis \r±r c iiirviN/A 


TsJA/1 00018^ 


numu sapiens r± laC/iui i ^cuiiipieiiienij ^n.T i iiirvrN.rv 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


aja/t nno i i n 
JN1V1 UUZl 1U 


Homo sapiens hemopoietic cell kinase (HCK), mRNA 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HAS1), mRNA 


\ I \ 1 AAA1 

NM_00ul83 


Homo sapiens hydro xyacyl- Coenzyme A dehydrogenase/3 -ketoacyl- Coenzyme 
A thio las e/enoyl- Co enzyme A hydratase (trifunctional protein), beta subunit 

( H AUM tS J, mKJN A 


JNMUUU1 oz 


Homo sapiens hydro xyacyl- Coenzyme A dehydrogenase/3 -ketoacyl- Coenzyme 
A thio las e/ enoyl- Coenzyme A hydratase (trifunctional protein), alpha subunit 

f H A n H A \ m R KI A 


AJA/T 00^48 


Wnmn tjcir^i one I— I A It i l' I" ^ a n famiKr 9 / I— I /I P 0 ^ rnl? AI A 

nomu sapiens ni msiune, ianiiiy z ^nH-FZj, miviMA 


TsJA/T 00^^47 


iioiiio sapiens n^f nisiuiie iamiiy, meiiiDei ^n^tri^j, mxviN/v 


TsJA/T 00^^44 


T— Iatvia com Aiic I — I /I It i l' "I / \ it tqtvii nr i tt itt It i~ T / T— 14 Ih T 1 tv»T?^VI A 

numu sapiens nisiuiie iamiiy, ineinuei i ^nirij, iiiivin/a 


NM 00^49^ 


f-ln ni ( \ canifti<i 1—f ^ liictnTif fViTTiilxy m o m h rr T rT-T^F'T^ mRTsIA 
i^ivjiiivj sa|jitiis ±±^) iiioivjiit/ laiiiiiN/, nit/iiiLJCi i \iiji i ^, iinvi^.r^ 


NM 003537 


Humu sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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IN IVl UU 3D Z7 


n onto sap lens rij mstone iamiiy , meiiiDei s\ ^rijr a j, 111 in. in /a 


TsJA/T 009107 
IN IVl UUZ 1 U / 


noillO Sapiens l±d lllSTOlie, Idlllliy ^njrjAj, IIllvlN.rY 




noillO SapieilS nZJ3 lllSLOlie Idlllliy, IlieillUei V«J ^nZJ3_rV^/J, IIIIvLN/a. 


MA/f 00^ ^9 f\ 


nuniu Sapiens nzD msiune iamiiy, iiieiiiDei l ^ n z d r l hi iv in /a 


TsJA/T 00^ ^9^ 
IN IVl KJ\JjDZ,D 


n (jiiio sapiens nzD msiune iamiiy, memuer iv ^ nz d r iv j , in in. in t\ 


TsJA/T 00^^94 


\— I/^tv»/^v cambric T— I /T-< nictnup TQrv»i nr ■mp*mnf»t 1 T / T — I / l-< J-7 1 \ t\iT?AT A 

numu sapiens nzo nisiuiie iamiiy, nieiinjei j ^nzDrj ^, niivi>i/A 


mm 00^^9^ 


nuniu sapiens n.zj3 nisiuiie lainiiy, iiieniuei r± yr±ADvr±)^ iiiivin/a. 


MlVf 00^^99 


nuniu sapiens 11ZJ3 iiisiuiie lainiiy, iiieniuei \j ^iizjdi^vjj, iiiivim/a. 


NM 003518 


Homo sapiens H2B histone family, member A (H2BFA), mRNA 


ATA/T 009 1 O/^ 


Homo sapiens H2A histone family, member Z (H2AFZ), mRNA 


NM 003516 


Homo sapiens H2A histone family, member O (H2AFO), mRNA 


IN IVl UUjjIj 


Homo sapiens H2A histone family, member M (H2AFM), mRNA 


ATA/T 1 O 

IN IVL UUjjIz 


Homo sapiens H2A histone family, member L (H2AFL), mRNA 


JNJV1 Uloolz 


Homo sapiens sema domain, immunoglobulin domain (Ig), and GPI membrane 
ancnoi, ^semapnonnj /j\ ^oi^iviz\//\j, miviN/v 


ATA/T 009 1 fl/1 
IN IVL UUZ1U4 


Homo sapiens granzyme K (serine protease, granzyme 3j tryptase II) (GZMK), 

mT?TsJ A 
III 1 vlN fA 


NM 002103 


Homo sapiens glycogen synthase 1 (muscle) (GYS1), mRNA 


TsJA/T 009 1 09 
IN IVL UUZ1UZ 


no mo sapiens giycopnorm jz {kj i rc,) 9 niiv in /\ 


ATA/T OO0 1 Q 1 
IN IVL UUUlol 


Homo sapiens glucuronidase, beta (GUSB), mRNA 


ATA/T OOOS^ft 


Homo sapiens guanylate kinase 1 (GUK1), mRNA 


ATA/T O0 1^99 
IN IVL UUOZZ 


Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 


ATA/T OOO 1 QO 
IN IVL UUUloU 


Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 
mRNA 


ATA/T 0008^7 
IN IVL UUUoD / 


Homo sapiens guanylate cyclase 1, soluble, beta 3 (GUCY1B3), mRNA 


NM 000856 


Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1 A3), mRNA 


ATA/T C\f\C\Q^^ 

JNJV1 UUUojj 


Homo sapiens guanylate cyclase 1, soluble, alpha 2 (GUCY1A2), mRNA 


NM 000409 


Homo sapiens guanylate cyclase activator 1A (retina) (GUCA1A), mRNA 


"XTA A f\n 1 C 1 T 

NMUU15 17 


Homo sapiens general transcription factor IIH, polypeptide 4 (52kD subunit) 
(GTF2H4), mRNA 


ATA>T MrkOMO/i 

JNM UUzUyo 


Homo sapiens general transcription factor IIF, polypeptide 1 (74kD subunit) 
[kj IrZr 1 J, mKJN A 


JNM UUzUVj 


Homo sapiens general transcription factor HE, polypeptide 2 (beta subunit, 

j4KJJ ) {Kj 1 rZIZZ J, 111 K IN /\ 


ATA/T 001 ^ 1 ^ 
IN IVL UUOlJ) 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase) 

^VJk3 1 Z^i 1 J, llllvl>l/\ 


TsJA/T OOOR^^ 
IN IVl UUUojj 


I — I / \ f>"A / \ 1 ' '1 »^\ 1 OH L ' /"yIi l'f'l'fl-AI/AlA/^ C! f fA L< Tr*r'l L' -fl»^+0 1 / iirVl I' l l 1 "TV» T? AT A 

nomo sapiens giuiaimone o-iransieiase ineid. i ^uoi i i j, miviN/\ 


TsJA/f 0008^1 
IN IVl WWUOZ) 1 


nomo sapiens giuiaimone o-iransieiase ivu ^ooiiviz? j, mi\ZN/\ 


AjA/r 0008^0 

IN IVl UUUOJU 


I — I / a m / \ compile r t 1 i if f n i / ait r* CI frotiDTfrQCP AyT/1 ( i » d 1 [\ /I /I \ -rv^T?AT A 

nomo sapiens giuiaiiiioiie o-iiansieiase ivih- ^uo i ivih-j, iniviNy-v 


TnJA/1 ooorzlq 

IN IVl UUUOt-" 


nOIIlO SapieilS glULaUllOlie kD-llallSieiaSe IVIJ) ^UlalllJ ^VJO 1 1V1J) J, IIllviM.rv 


TsJA/T OOORzLS 
IN IVl UUU040 


nomo sapiens giuiaimone o-iiaiisierd.se iviz ^musciej ^ooiivizj, miviN/\ 


AJA/T 001 ^ 1 9 
IN IVl UU 1 jlZ 


nomo sapiens giuiaimone o-iransieiase ah i/ah-j, in is. in /\ 


TN IVl UUU040 


nomo sapiens giuiaimone o-iiaiisieiase /\z ^uo i azj, miviN.rv 


TsJIVl 000178 
In IVl UUU I/O 


I — I / x i a c am c rrli i+o+l*i ah o 01 m+l* /^»+o 0 I I t v v i rv> 1? AT A 

nomo sapiens giuiaiinone syiiuieiase ^vjooj, iiiiviMy-v 


TsJA/T 0090Q4 
IN IVl UUZU"H 


nomo sapiens kj i to o pnase uaiisition i i i j, miviN/A. 


TvJA/f 000177 
IN IVl UUU1 / / 


nomo sapiens geisonn ^amyioiuosis, rmnisn typej ^ooin j, miviN/\ 


NM 00909^ 

1 N IVl V/ \) J J) 




NM 002092 


Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 


NM 002091 


Homo sapiens gastrin-releasing peptide (GRP), mRNA 


NM 002090 


Homo sapiens GR03 oncogene (GR03), mRNA 


NM 002089 


Homo sapiens GR02 oncogene (GR02), mRNA 


NM 001511 


Homo sapiens GRO 1 oncogene (melanoma growth stimulating activity, alpha) 
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^VJlvVJ 1 J, 111 iv In JA 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


TvJA/r ooo&zi^. 


nomo Sapiens glutamate receptor, meiaDOtiopic o ^oivivioj, miviN/\ 


tsja/t ooosaa 


Homo sapiens glutamate receptor, metabotropic 7 (GRJVI7), mRNA 


\TAyf oooszii 
in ivi uuuo^ti 


nomo sapiens glutamate receptor, metauotiopic *f ^orvivi^fj, miviN/v 


T\JA/T OOOQ/IO 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NM_000176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 

111 IV IN JA 


1NJV1 UUUoJ) 1 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


ata/t oooq^o 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRIK1), mRNA 


1M1V1 UUZUoO 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


TsJA/f oo90&^, 

1N1V1 UUZUoD 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 

IIllvrN r\ 


TsIA/T 00908^ 


nomo sapiens giutatnione peroxidase z ^gas u oiiitestiiiaij ^vjx^vzj, miviN.rY 


inivi uuzuoz 


nomo sapiens kj prutcin-coupieci receptor Kinase o ^ vji ivrvo imv in ja 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


TsJA/T 001 ^08 

in ivi uu i j yj o 


nomo sapiens o piotem-coupieu leceptoi j>y ( k vjrivj)v' / i, itiiv1n/a 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


1NJV1 UUOUo 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


a aai CAC 

JNM UUIMO 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


JN1V1 UUOlo 


Homo sapiens glycosylphosphatidylinositol specific phospholipase Dl (GPLD1), 

mt?TsJ A 
111 IV In JA 


AJAyT OOO/IOQ 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


TvTA/f 009 0Q1 
INJVl UUZUo 1 


Homo sapiens glypican 1 (GPC1), mRNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 


\T\i| ArtAlT] 

JNM UUU1 /J 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic- oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mKJN A 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1) (GOT1), mRNA 


NM_002076 


Homo sapiens glucosamine (N- acetyl) -6-sulfatase (Sanfilippo disease HID) 

{ <JlN o ) , mxCIN JA 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


\ik / AAAOOC 

NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-re leasing 
hormone) (GNRH1), mRNA 


JNM k)k)Zk)/j> 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


JNM_UUzU73 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


X T \ 4 AAA 1 TO 

JNM (JUUl/z 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


\ t \ * AAOATO 

NM_00207z 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


INJVl UUZU / 1 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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INIYL UUZUO/ 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 1 1 (Gq 

r-lciccA fYTTsJ A 1 1 ^ mT?TsJA 
L/laSSJ ^VJ1M/\1 1 J, III IV IN /\ 


TsJA/T 00^87^ 
1M 1V1 UUj O / J 


1-4 AtYin com atid /t ■ ■ o it i it tTT / \n »t It / *\ 4.' »t It o a rn+li p+q c a I i t 1-^ ^! 1 ittT? I\J A 

nomo sapiens guanine inoiipiiospiiaie syiimeiase ^vjivix^o j, iinvrNjrv 


TsJlVT 0090^ 


l-l AtY> A C 1 O ~f\ 1 £^1T C l-rT-'T Q1ir»n AfA/1 tYl aIaPhIp llL^<^ IT 1"*/ A i" t IT / ItA/TT 1 ml? \T A 

noiiio sapiens uri diiL/iioi eci inoiecme iiKe pioiein ^vjivii^, iiiivtn/a. 


tsjivt nrn^nn 

rNlVl WWlw)WW 


noiiio sapiens vj-L/-r -niaiiiiose ^o-cieiiyuiaiase ^vjivij_vo j, iinvrsi/A. 


NM 002065 


Homo sapiens glutamate-ammonia ligase (glutamine synthase) (GLUL), mRNA 


IM1VL UUZU04 


Homo sapiens glutaredoxin (thioltransferase) (GLRX), mRNA 


1N1VL UUUoZ4 


Homo sapiens glycine receptor, beta (GLRB), mRNA 


1M1V1 UUZUO J 


Homo sapiens glycine receptor, alpha 2 (GLRA2), mRNA 


NM 002062 


Homo sapiens glucagon- like peptide 1 receptor (GLP1R), mRNA 


JNJVlUUul /U 


Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 
glycine cleavage system protein P) (GLDC), mRNA 


iMivi uuu ioy 


Homo sapiens galactosidase, alpha (GLA), mRNA 


IMIVL UUUlO/ 


Homo sapiens glycerol kinase (GK), mRNA 


IMIVI UUU 100 


Homo sapiens gap junction protein, beta 1, 32kD (connexin 32, Charcot- Marie- 
i 00111 iieuropainy, ^-iniKeuj ^vjjj3 1 inivrN/\. 


TsJlVT 0090^0 


T — I / X ITT / A c T IT 1 r*- IT C (TQII 11 1 IT "* "f 1 /TIT IT f"V A "i" ^ 1 IT O 1 IT It O A A §\r 1 1 ( ^ * / A IT IT Ovltl A 7 \ I 1 t T A /I 1 "ITT T? ISJ A 

noillO Sapiens gap JUllCUOIl piOieill, aipila S> /KIJ ^L/OIlliexill J 1 ) yKJJfSJ-tj, IIlrvlM/-v 


tsjivt nnn 1 ^4. 

In 1V1 UUU 1 U4 


noiiio sapiens gasuiL/ iiiiiiuiioiy poiypepiioe iecepioi ^vjirrvj, iiiivi>i J rv 




I— 1 aiyi r\ poniouc rrrATi r+lr It Ai*tvi /tit c± foloQciurt It At*tv» /tit a i-*/^ / * »t "f - / \ ( I * I — 1 1? 1 — I A ittT?^VT A 

n uniu sapiens giowin normone leieasmg nornione iecepioi ^ ni\.ni\ iiiin. im /\ 


TsJlVT 0001^ 
1>J1V1 UUU 1 O.J 


1— l/TITT/T CQtM Atic fTfAlI r+lr It AfTVI /TIT /^ r^PPn+AT" 1 inrl— IT? 1 ITT T? A 

noiiio Sapiens growui iioimoiie lecejjior ^univj, inivrsi.rv 


TsJlVT 00089 1 


I — I / X ITT / A PtlC rTOITTITT O rrln + OimTrl PQfl\AVinQCA / ItItI Y 1 mT? NT A 

noillO SapieilS galllllla-glUlalliyi CalUOXyiaSe ^VJVJV^yv^, IinviM/A. 


NM 001495 


Homo sapiens GDNF family receptor alpha 2 (GFRA2), mRNA 


TsJA/T 0090^^ 

iNivi uuzuro 


riomo sapiens gLiai iiuniiary acioic pioiem (urArj, mrvrN/\ 


NM 003943 


Homo sapiens genethonin 1 (GENX-3414), mRNA 


JNM UUUM4 


Homo sapiens glial cell derived neurotrophic factor (GDNF), mRNA 


JNJVL UU 14V d 


Homo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 


TvTA/T MM 1 /I Q 1 

JNJVL UU14V1 


Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branching enzyme 

^OL^iN 1 Z^, 111 IvlN /a 


TvTA/r c\c\ 1 /i on 
IMIVL UU14VU 


Homo sapiens glucosaminyl (N-acetyl) transferase 1, core 2 (beta-l,6-N- 

qaaItm n'lnAACQTViiTiirlfrQriCTAT'QCP i 1 iri \IT^1 1 ittT?^VI A 

aC/eiy igiucosaininy in aiisieiase^ ^vjv^im i i j, iiuvim/y 


TsJlVT 0001^0 
rNlvl UUU lOW 


I— I r A tTT / A C 'A IT 1 IT C (TM ~\(~"A tT^AIT VF*C* (~\X* I (~\ \ m T? TSJ A 

rioiiio sapiens glucagon iecepioi ^vj^.a_tivj, iinvrsiy-v 


NM 002054 


Homo sapiens glucagon (GCG), mRNA 


NM 001485 


Homo sapiens gastrulation brain homeo box 2 (GBX2), mRNA 


TvTA/T HOI 

JNJVL UU14oJ 


Homo sapiens glioblastoma amplified sequence (GBAS), mRNA 


JNJVL UUZU4o 


Homo sapiens growth arrest- specific 1 (GAS1), mRNA 


JNJVL UU 14ol 


Homo sapiens growth arrest- specific 1 1 (GAS1 1), mRNA 


JNJVL UUUoly 


Homo sapiens phosphoribosylglycinamide formyltransferase, 
phosphoribosylglycinamide synthetase, phosphoribosylaminoimidazole 

c\mlVipfQcp /T^A1?T\ tviTJTsJA 
syiiuieiase ^vxrvivi j ? iiiivin/y 


TsJlVT 00904^ 


I— 1 1 \ itt / a c 'A it i r» n c ct~vc\x\t\X\ qccaaiqIp/i it W a f"r» i it zL^ /^rAT^ZL^l itt X? TsJ A 

noillO Sapiens glOWlll aSSOClaieCl piOieill H-J) ^UArtj J, IIllvi>/\ 


XTA/T 00^^14 
1M1V1 UUJ014 


I — I / A ITT / \ C Qt\1 311 C /TO 1 OIT 1 1T » (3n+A1* ^ / i-r A T 1? ^ 1 ITT T? A 

nomo sapiens gaiaiim recepior j> ^v_j/\-Livj) mivrNy-v 


TsJlVT 000 1 
rsi ivi uuu i j 4 


1 — 1 / \ ITT / A CQtM AHC (TO 1 O /"* T/T L^IIT O C 1 3 1 1 1 t A 1 \<T 1 \ ITT 1? A 

nomo sapiens gaiaciOKinase i (ualis. i ^, 111 ivi > /a 


TsJA/T 001477 
1>J1V1 UU 14 / / 


VA ( A ITT / A CQ111PT1C Ct Q1T+1 fTP»Tl 7R ( C\ A fiP7R\ tyiRTsJA 

nomo sapiens kj aniigen / d ^vjaue/ ' njivrN.rv 


TsJlVT 00147^ 

IN 1V1 UU It- / O 


l — 1 / A ITT / A C O IT 1 IT C 1 t O IT T 1 1 I-r A 1 t \-i h\ 1 ITT T? A 

nomo sapiens v_r aiiiigeii o ^o/^vj-C/O inivi>i J rv 


NM 001475 


Homo sapiens G antigen 5 (GAGES), mRNA 


TsJA/T 001zL7zL 
INJVL UU14/4 


nomo sapiens o antigen ^+ ^o/YO-c/tj, niiv in /\ 


TsJA/T 00147^ 
iNlvl UU 14/J 


1 — 1 / A ITT / \ C OIT^I Atl C 1 x 01T"f 1 fTAti A / 1 x A I x l-H A 1 ITT 1? A 

nomo sapiens kj aiiiigeii j ^urvucj iiiivim/a. 


NM 001472 


Homo sapiens G antigen 2 (GAGE2), mRNA 


NM 001468 


Homo sapiens G antigen 1 (GAGE1), mRNA 


NM_000818 


Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, 65kD) 
(GAD2), mRNA 


NM 002043 


Homo sapiens gamma- aminobutyric acid (GABA) receptor, rho 2 (GABRR2), 
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mKJN A 


JNJV1 UU2U4z 


Homo sapiens gamma- aminobutyric acid (GAB A) receptor, rho 1 (GABRR1), 

rv-i T? XT A 

m iv in f\ 


XT\/t dnCiACM 


Homo sapiens glucose- 6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


1N1V1 UUIH-Oy 


nomo sapiens tnyioici auto antigen /ukjj ^jsai antigen j ^uzzr i j, miviN/v 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


JNJVl UUZloO 


Homo sapiens Duffy blood group (FY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation l (FVTl), mRNA 


AT* If (\(\(\ 1 f A 


Homo sapiens fucosyltransferase 6 (alpha (1,3) fucosyltransferase) (FUT6), 
mRNA 


JNM_UUzUJ4 


Homo sapiens fucosyltransferase 5 (alpha (1,3) fucosyltransferase) (FUT5), 
mKJN/\ 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 

SpeCltlC ) yr U 1 4), mKJN A 


JN1V1 UUU 14V 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 

DlOOG glOUp lnClUGeQJ (rU 1 J) J, mivlN/\ 


1N1V1 UUUD 1 1 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


1M1V1 UUU14o 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
ooiTiDay piieiioiype mciuciecij \r u 1 1 j, itiivin/\ 


1N1V1 UUU 1 H- / 


nomo sapiens iucosiciase, dipna-i^- i, tissue yr uuai j, miviN/\ 


INIYI UUZUOZ 


nomo sapiens icnitin, neavy poiypepiicie i yr inij, inrvLN.rv 


IN 1V1 VJUU 1 H- J 


nomo sapiens loiucie siiiiiuiaiiiig iioiiiioiie lecepioi ^ronivj, iiuviN^rv 


rNIVl UUUJIU 


nomo sapiens loiucie SLiiiiU-iaLiii^ iioiiiioiie, ueia poiypepiicie oiid j, iiiivin/y 


inivi uui^oj 


nomo sapiens irizzieu-reiaieci proiem y r is^z^d 111 1 v in /a 


Mi\/f nnn 1 aa 

IN 1V1 UUUl t-t- 


nomo sapiens r necireicn ataxia yr jsaj/\), miviN/\ 


IN 1V1 \J\J 1 H-OZ 


nomo sapiens loimyi pep u tie leceptoi-uive i ^ir^irivt^i ^, niivi>i/\ 


TsjA/r nn9n9Q 

1N1V1 UUZUZ7 


nomo sapiens iorinyi peptioe receptor i ^rrj\i ), miviN/\ 


1N1V1 UUjOjO 


nomo sapiens iucose- i-piiospnate guaiiyiyitiaiisierase ^rirvji miviN/\ 


TsjA/r nn9n97 


nomo sapiens laiiiesyiiiaiisieiase, l aaa uux, aipiia ^riM t/\^, iittsjN.rv 


1M1V1 UUZUZJ 


nomo sapiens uague ineiiiai leiaiuaiion a ^fiviivzj, iiiiviN.rv 


tsja/t nn9n9zi 


nomo sapiens Hague -A. ineiiiai leLaictaiioii i ^"iviivi ^, iiiivl>i/\. 


ATA/r nnizi^i 

1M 1V1 WW 1 H-O 1 


T-lninA c r _i i"\ i mi i.' Hoi/in ^AnlQinnifT tnAiiAAviffiPHQCP ^ / p \/l i | S » Tnl?^Vl A 

nomo sapiens iiavni coiiiaiiinig moiiooAygeiiase d yr ivivj j> hhvim/y 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


>JA/T nnizi^n 


Homo sapiens flavin containing monooxygenase 2 (F1VL02), mRNA 


xTA/f nn9n9i 
IN 1V1 w uz wz 1 


Homo sapiens flavin containing monooxygenase 1 (FIVIOI), mRNA 


1M1V1 UUZUZ w 


Homo sapiens fms-related tyrosine kinase 4 (FLT4), mRNA 


xta/t nni/i^o 

1N1V1 UU14DV 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


tvta/t nn9n 1 q 
inivi uuzuiy 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
lacioi/ vascuiai peniieauiuiy lacioi lecepioij ^rLi i ^, iiuvint-v 


tsja/t nn \a^^ 


nomo sapiens ioiKiteau dux \jdi\. y v\jj\\jjr\ miviN/\ 


tsja/t nn \a^ 


nomo sapiens iorKneau dux ^ i yr \jy\\^ i ^, in is. in /a 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


TsjA/r nnizi^n 

1N1V1 UU1H-JW 


nomo sapiens iour aim a nan i^iivi ciomams z ^rriLZj, miviN/\ 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


JNJV1 UUZU1Z 


Homo sapiens fragile histidine triad gene (FHIT), mRNA 


?sjA/r nnn 1 4^ 

1N1V1 UUU1HO 


nomo sapiens rumarate nyuiatase yrri), miviN/\ 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity II, receptor for (CD23A) 
(FCER2), mRNA 


NM 002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1 A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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INIV1 UUJ>OJ> / 


nomo Sapiens iruciose-i,o-uispnospiiaiase z or z mivr>/\ 


IN 1V1 UU1 77 O 


nomo Sapiens liuuini z ymL^rsz,), iiuvim/a. 


mm oo^Q9^ 

rNlVl UU jy ZJ) 


nomo Sapiens loiKiieati uox ni ^ruAiii j, iniviMy-v 


NM 003950 


Homo sapiens coagulation factor II (thrombin) receptor- like 3 (F2RL3), mRNA 


\TAyf oo^Q7^ 
IN IVL uu^y/j 


nomo sapiens onz domain piotem z/\ ^onzi>Jz/\j, miviN/A 


tsja/t ooiziao 

IN IVL UU 1 U 


iioiiio sapiens exostoses ^muiiipiej-iiKe .3 i l^j illkin/a 


IN IVL UULVoo 


Homo sapiens envoplakin (EVPL), mRNA 


NM 001985 


Homo sapiens electron-trans fer-flavoprotein, beta polypeptide (ETFB), mRNA 


NM_000126 


Homo sapiens electron-trans fer-flavoprotein, alpha polypeptide (glutaric aciduria 
II) (ETFA), nuclear gene encoding mitochondrial protein, mRNA 


NM 001438 


Homo sapiens estrogen-related receptor gamma (ESRRG), mRNA 


NM 000125 


Homo sapiens estrogen receptor 1 (ESR1), mRNA 


TVTA AAA1 TJ 

NM_000123 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 5 (xeroderma pigmentosum, complementation group G 
(Cockayne syndrome)) (ERCC5), mRNA 


JNMUUlyoJ 


Homo sapiens excision repair cross -complementing rodent repair deficiency, 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 

rv»T?XT A 

111 in. IN JA 


1M1V1 UUUOUZ 


Homo sapiens eosinophil peroxidase (EPX), mRNA 


MAyT fin 1QQ1 
IN IVL UULVoL 


Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS 15), 

III Ivl N /\ 


NM 000799 


Homo sapiens erythropoietin (EPO), mRNA 


IN IVL UUI70U 


nomo sapiens epimorpnm ^Jz/riivij, iilkin/\ 


tsja/t oo 1 zl^ 1 

IN IVL UUHjI 


nomo sapiens eiyrnrocyte memDiane pioiem oano ^t.i-iiKe z yrLr o^ii^zj, miviN/\ 


xta/t ooi/i^o 

IN IVL UUl^fJ)U 


Homo sapiens endothelial PAS domain protein 1 (EPAS1), mRNA 


AJA/T OO 1 Q77 
IN IVL UU l y / / 


Homo sapiens glutamyl aminopeptidase (aminopeptidase A) (ENPEP), mRNA 


TvJA/f HO 1 Q7zL 
IN IVL UULy/^f 


Homo sapiens egf-like module containing, mucin- like, hormone receptor- like 
sequence 1 (EMR1), mRNA 


xta/t 001/19^ 

IN IVL UUL^+Zj 


Homo sapiens epithelial membrane protein 3 (EMP3), mRNA 


TvTA/T OO 1/1 9/1 
IN IVL UUL^Z^ 


Homo sapiens epithelial membrane protein 2 (EMP2), mRNA 


XTA/T 001zL9^ 
IN IVL UUL4ZJ) 


Homo sapiens epithelial membrane protein 1 (EMP1), mRNA 


NM 001421 


Homo sapiens E74-like factor 4 (ets domain transcription factor) (ELF4), mRNA 


TSJA/f C\(\ 1 /I 1 O 

IN IVL UUL41V 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu 
antigen R) (ELAVL1), mRNA 


IN IVL UU1WZ 


Homo sapiens elastase 2, neutrophil (ELA2), mRNA 


JNJVL UULy/U 


Homo sapiens eukaryotic translation initiation factor 5A (EIF5A), mRNA 


NM001418 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), 
miviN j\ 


NM_003732 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 

/Th 1T7 A Th T3r>^J \ t->-» DMA 

(^lr4r!/r>r d ), mivlN/\ 


NM 001968 


Homo sapiens eukaryotic translation initiation factor 4E (EIF4E), mRNA 


TvTA A C\C\ 1 A 1 

JNM UU141o 


Homo sapiens eukaryotic translation initiation factor 4 A, isoform 1 (EIF4A1), 
mRNA 


NM_0U3753 


Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 


JNMUUl joo 


Homo sapiens eukaryotic translation initiation factor 3, subunit 6 (48kD) 

^Jj/lrjoOJ, m lv IN r\ 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 
(EIF3S5), mRNA 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EIF3S2), mRNA 


NM 003750 


Homo sapiens eukaryotic translation initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(xilrzbJ), mKJNA 


JNM_003908 


Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 

/"P TT? O O O "\ m D\l A 

(rLlr Z&Z), mKJN/\ 


JNM uuiyoo 


Homo sapiens enoyl-Coenzyme A, hydratase/3- hydro xyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 

lit JVTN /A 


INlVl UUI7UJ 


±101110 sapieiis eaiiy giuwiii lespoiise h- ^.E/Vjivh-j, iiiivrN.rv 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


xr\/T nn 1 zin^ 

INIVI UUl^+UO 


no mo sapiens ep nrin- dj {nr in ±5.3 j, mtviN/v 


inivi uuiyoz 


Homo sapiens ephrin-A5 (EFNA5), mRNA 


1N1V1 UUl^UD 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


JNJVL UUlyjo 


Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEF1A2), 
m iv in /\ 


inivi uuiyjo 


nomo sapiens enuotneLin z (j^uinzj, miviN/v 


NM 001955 


Homo sapiens endothelin l (EDNl), mRNA 


IN 1V1UUJ / /;) 


Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
m iv in j\ 


NM 001399 


Homo sapiens ectodermal dysplasia l, anhidrotic (EDI), mRNA 


JNJVL KJVljy/ 


Homo sapiens endothelin converting enzyme l (ECEl), mRNA 


JNM Uloz4U 


Homo sapiens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EBAF), mRNA 


1N1VL UU iy4o 


Homo sapiens dUTP pyrophosphatase (DUT), mRNA 


JNJVL UU1V4j 


Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
iactor-UKe giowtn iactoi ) {u 1 tvj, mtsJN/\ 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


tvta/t nn 1 0^2 Q 
JNJVL Vviyjo 


Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2)(DR1), mRNA 


JNJVL KJVJiDO/ 


Homo sapiens dihydropynmidinase-like 3 (DPYSL3), mRNA 


JNM UUUoj 


Homo sapiens dihydropynmidinase (DPYS), mRNA 


TvTAif nn 1 m < 
JNJVL UUlVoD 


Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 

piOiem Z ) {Drr^t), llllvlN/V 


1N1VL UUjoOj 


riomo sapiens Qoncnyi-pnospnate mannosyitransierase polypeptide z, regulatory 

cnKntiil ^T^PA/TO^ TYit?XTA 

SUDUlllt yLJr IVIZ J, mivJN/\ 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


xTA/f nm ^7Q 

INIVI UU1 d 1? 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNM^Tl), mRNA 


tsja/t nm 

INIVI UU1 0 1 0 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


xta/t nn 1 ^7/1 

JN1V1 UUlJ) /4 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


TvTA/f nm Q^Q 
INIVI vUiyjj 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


NM 001360 


Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 

™T??sJ A 
lllKJN/v 


NM 001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3 -alpha hydroxy steroid 
dehydrogenase, type III) (AKR1C2), mRNA 


NM 000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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JNJVL UUU/oy 


Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 
(ACE), mRNA 


NM 001920 


Homo sapiens decorin (DCN), mRNA 


JNJY1 (JUu/oo 


Homo sapiens deoxycytidine kinase (DCK), mRNA 


NM001919 


Homo sapiens do decenoyl- Co enzyme A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (DCI), mRNA 


x t iv j\ r\f\ i n 1 o 


Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup urine disease) 

{Ud 1 J, m K IN /\ 


1N1V1 UUl jjZ 


nomo sapiens u site 01 aiuumm promoter ^aioumm u-doxj DinQing protein 
(DBP), mRNA 


1N1V1 UUl J) 3 1 


nomo sapiens Qeieteu m azoospermia- iiKe ^u/\z>i^j, mivr>/\ 


1N1V1 UUlJOU 


Homo sapiens death-associated protein 6 (DAXX), mRNA 


NM 001344 


Homo sapiens defender against cell death 1 (DAD1), mRNA 


JNJYL UUJ4/Z 


Homo sapiens DEK oncogene (DNA binding) (DEK), mRNA 


JN1V1_UUU / / O 


Homo sapiens cytochrome P450, subfamily III A (niphedipine oxidase), 
polypeptide d {k^ y rjAj j, itlkin/\ 


TvTA/f nn 1 Q 1 A 


Homo sapiens cytochrome c-1 (CYC1), mRNA 


1M1V1 UUl VI 4 


Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondrial 
proicin, in is. in /a 


inivi uujyzo 


nomo sapiens aaa dox i ^uaai j, in in. in r\ 


TsJA/r nn^i 1 


nomo sapiens ciiioiiiosoiiie open leading name d y^ysxjts^rD ^, iiuvin/y 


1N1V1 UU.jH-0 / 


l — I / X 1->T /A C O 1"\ 1 n o / » It ATM / A 1 IT /"V ( ( >[ 1 tTT / A"i" 1 fl T*A^ A"f^ + /TT* /I / Tl l i ' 1 IT 1 I I I \J /i \ ITT T? ^Vl A 

nomo sapiens ciieniOKiiie ^i^-yv-v^ iiioliij, lecepioi h- ^iusiiij ^v^yv^ivH-j, iuivi>i J rv 


1N1V1 UUl jjO 


nomo sapiens coxsacKie vnus aiiu aueiioviius lecepioi ^^yw-vi^/ivj, iiiivin/a. 


inivi UUJ4 / o 


nomo sapiens cuiun d \\~ u lj j, n i iv in /\ 


IN 1V1 UUJO:?! 


nomo sapiens cuiun z ^ ^ u lz ^, iiiivi n /a 


1N1V1 UUl jjO 


I — I / A ITT / A i ' n »T 1 IT C 1 / » ' 1 "f It pr\ C 1 1 "IT '/ | | 1 '/ \ ITT T? ^Vl A 

nomo sapiens camepsiii i oz-ij, iiirviM/A. 


IN 1V1 UUl .3.33 


1 — 1 / A ITT f~\ L' ^1 *T 1 ^> IT L'' Q+ It *"\ L' 1 tT \ \ / / 1 ^ /■ tTT *T It / \ »T O 1 IT \ i i 1 \ \ / \ -fTT 1 ^ A 

nomo sapiens cainepsiii w ^lympiiopamj ^v^iow j, mivi>i/\ 


1M 1V1 UU l7lZ 


nomo sapiens cainepsiii l ^ i oi^j, iiiiv i \ /\ 


1N1V1 UU1J)J>J 


nomo sapiens caiiiepsiii i^z i ojuz iiiivl>i/\ 


1N1V1 UUUJ7O 


nomo sapiens cainepsiii jv ^pycnouysosiosisj tjjs^), mrvi>i/\ 


tnja/t nn 1011 

IN 1V1 UU 1"! 1 


l I / A ITT / A CQfMPMC r'Qtnpt^CITl I-r ( 1 1 1 t 1 ITT \2 \\\ A 

nomo sapiens caiiiepsiii v_r ioo^, iniviM>rv 


1M 1V1 UU I7IU 


T— I / A tTT I A C 'A IT 1 O IT <J t~* d+ It PIT C 1T1 Th / ^^'T'^ITh A ITT F? ^.1 A 

noino Sapiens cdiiiepsin j_/ i 01-/^, iiirviM.rv 


Tsjivr nn 1 ono 

1N1V1 UUI7U7 


nomo sapiens catnepsm lj ^lysosomal aspartyi piotease^j mivi>j/\ 


NM 001814 


Homo sapiens cathepsin C (CTSC), mRNA 


inivi yjvjiyyjo 


nomo sapiens catnepsm r> ^^i od mrviM/\ 


NM 001907 


Homo sapiens chymotryp sin- like (CTRL), mRNA 


TvTA/f nn 1 on a 
1N1V1 UUlVUo 


Homo sapiens chymotrypsinogen Bl (CTRB1), mRNA 


NM 001905 


Homo sapiens CTP synthase (CTPS), mRNA 


TvTA/f nmnn/i 

JNM uuiyi)4 


Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNB1), 

miviN A 


JN1V1_UUJ / Vo 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 

ittT?AJ a 

m iv in /\ 


aja/t nm on^ 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 

1 IN IN /A. 1 ^, IIlrviN/A. 


IN 1V1 UU 1 "UZ 


I— I r a tTT t a campnc r ' \ / c t'j t n i m n r j c r» / / » \ / c f - f - It i a n i n o ( t *j itt itt 'a \~\.TdCf^\ I f~*' 1 1— T 1 itt T? N.I A 

nomo sapiens cys id iiiiuiid.se ^cysLdiiiioiiiiie gdiiinid-iydse^ ^i^in^, iiiivin/\ 


NM 001Q01 


]— I nni(^ coni F'Ti q f *^ ti * ti \/r* ticQiiF 4 crvr\x\rtV\ t \i f * t o r ( C\ Y* \ xw F? Tvl A 
J__LVJ111VJ odljlt'llo L/VJllllt/V^ LI V LlSoUC ^1 VJ W Lll IdL/LVJl 1 V/ 1 VJ1 1, 111 1\ 1 > J\ 


NM 001330 


Homo sapiens cardiotrophin 1 (CTF1), mRNA 


NM 000100 


Homo sapiens cystatin B (stefrn B) (CSTB), mRNA 


NM 003650 


Homo sapiens cystatin F (leukocystatin) (CST7), mRNA 


NM 001323 


Homo sapiens cystatin E/M (CST6), mRNA 


NM 001900 


Homo sapiens cystatin D (CST5), mRNA 
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TvTA/T fin 1 CQQ 
1NJV1 UU1077 


nomo sapiens cystatm 0 (L^o i^-j, itikjn/y 


inivi uuuuyy 


Homo sapiens cy statin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 

rn T?TsJ A 

III IVl N f\ 


TsJA/f DD1^99 
rNlvl UUl JZZ 


noiiio sapiens cysidiin ^uuizj, iiirvi>/^ 


tsja/t nn 18Q& 


noiiio sdpiens cysidiin kjiM ^v^o 1 1 j, iiiivi >i /a. 


rN 1V1 UU 1 J z, 1 


riUIllU SdpiCllo L/ySlClIlC dllLl ^lyClIlC-llL/ll piUlClll Z, ^LOlvrZ ^, IIlrvlN^rv 


1N1V1 UU10"0 


riomo sapiens casern Kinase z, aipna pume polypeptide ^ oi>Jrvz/\zj, mrviN/v 




noiiio sapiens casein iviiid.se z, dipiid i poiypepucie ^v_-k>r>rvz, J rvi iiiivin/a. 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


inivi uuio7j 


nomo sapiens casern Kinase i, oeita ^i^orNiviuj, mrvrN/\ 


nm QQ9 
IN 1V1 UU 1 O y Z 


Homo sapiens casein kinase 1, alpha 1 (CSNK1A1), mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


1NJV1 UU loW 


Homo sapiens casein, alpha (CSN1), mRNA 


JNJVL UUU/oU 


Homo sapiens colony stimulating factor 3 receptor (granulocyte) (CSF3R), 
m kin j\ 


inivi uuu/jy 


Homo sapiens colony stimulating factor 3 (granulocyte) (CSF3), mRNA 


xta/t nnn7^s 

INIVI UUU / jo 


Homo sapiens colony stimulating factor 2 (granulocyte-macrophage) (CSF2), 

rn T?TsJ A 
1 1 1 in. In r\ 


1N1V1 UUU / 2> / 


nomo sapiens coiony sumuidimg idcior i ^mdcropndge ) \\^&r i j 9 mrviNy-v 


MA/T nn^^^i 


nomo sdpiens coici snocK Qoiiidiii proiem i-v ^l ^jjaj, hi ivi \ /\ 


1N1V1 UU IS) 1 J 


nomo sdpiens iiiiLogeii-dCLivdieu pioiein Kiiidse ih- ^iviz-vriviH-j, nirviM/\ 




nomo sdpiens cdniidge imKiiig pioxem i ^ iv i l i mrvi>j/\ 


aja/t nn 1^1^ 


nomo sdpiens coiidpsm lesponse meciidior proiem i ^i^rviviri j, mrviM/\ 


NM 001312 


Homo sapiens cysteine -rich protein 2 (CRIP2), mRNA 


TsJA/T nm ^11 

1N1V1 UU 1 D 1 1 


Homo sapiens cysteine-rich protein 1 (intestinal) (CRIP1), mRNA 


TsJA/T nnn7^A 

INIVI UUU / JO 


Homo sapiens corticotropin releasing hormone (CRH), mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


JNJVl UUJojI 


Homo sapiens cellular repressor of ElA-stimulated genes (CREG), mRNA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 

mX>XT A 

m K IN A 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


JNM_UU38U5 


Homo sapiens CASP2 and RIPK1 domain containing adaptor with death domain 
(CRADD), mRNA 


M\ 4 Anion 

JNM_UU1877 


Homo sapiens complement component (3d/Epstein Barr virus) receptor 2 (CR2), 
mRNA 


\t \ 4 AAAAOO 

JNM UUUUVo 


Homo sapiens carnitine palmitoyltransferase II (CPT2), nuclear gene encoding 
mitochondrial protein, mRNA 


TvTA A AA1 O T 

JNM UUlo/o 


Homo sapiens carnitine palmitoyltransferase I, liver (CPT1A), nuclear gene 
encoding mitochondrial protein, mRNA 


ATA A C\C\ 1 07^ 

JNJVL UUlo/j 


Homo sapiens carbamoyl-phosphate synthetase 1, mitochondrial (CPS1), nuclear 
gene encoding mitochondrial protein, mRNA 


tvta/t nnnno7 
INIVI \J\JvJ\Jy / 


Homo sapiens coproporphyrinogen oxidase (coproporphyria, harderoporphyna) 

CC i T>C\\ ml? XT A 


TsJA/T nn 1871 
1N1V1 uu 10/1 


nomo sapiens cai uoxy pepiitidse r>i ^ussuej r>i miviN/\ 


TsjA/r nni87n 

1N1V1 UU 1 0 / u 


nomo sdpiens cdiuOAypepucidse r\j ^iiidsi ceii^ \K^rf\s> nirviNi-v 


tnjivt nn 18^q 


nomo sdpiens cdiuoxypepiicidse /^z ^pdiicieaiic^ ^^r/\z^, iiiivin/\ 


NM 001 868 


]— I om o Qaniftic c"Arv\\cvsc^TWf^w\\ Hqcp A 1 (wa.t\c>tp*'a.\\c\ ^ PPA 1 ^ mT?7vJA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 


Homo sapiens calponin 3, acidic (CNN3), mRNA 


1M1V1 UyJiZyy 


Homo sapiens calponin 1, basic, smooth muscle (CNN1), mRNA 


TsJA/T 001 9Q7 
1N1V1 UUlZy/ 


Homo sapiens cyclic nucleotide gated channel beta 1 (CNGB1), mRNA 


NM 001298 


Homo sapiens cyclic nucleotide gated channel alpha 3 (CNGA3), mRNA 


NM 000087 


Homo sapiens cyclic nucleotide gated channel alpha 1 (CNGAl), mRNA 


NMUUJ570 


Homo sapiens cytidine monophosphate-N-acetylneuraminic acid hydroxylase 
(CMP-N-acetylneuraminate monooxygenase) (CMAH), mRNA 


JNM UUloJo 


Homo sapiens chymase 1, mast cell (CMA1), mRNA 


NM_001831 


Homo sapiens clusterin (complement lysis inhibitor, SP-40,40, sulfated 
glycoprotein 2, testosterone -repressed prostate message 2, apolipoprotein J) 

/'pt t n ™ r> ki A 
(LLU j, mKJN/V 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein 1 

(LLr 1 IVL 1 J, 1T1 K IN /\ 


IN IVL Ulo4/0 


Homo sapiens cysteine and glycine-rich protein 3 (cardiac LIM protein) 

(LoKr J J, llilvIN/\ 


NM 001293 


Homo sapiens chloride channel, nucleotide- sensitive, 1A (CLNS1A), mRNA 


INIVL UU.3Z / / 


Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial 
synorome ) ^l^-Uuind m is. in /\ 


JN1VL UUIjUO 


Homo sapiens claudin 3 (CLDN3), mRNA 


iMivi uuiozy 


Homo sapiens chloride channel 3 (CLCN3), mRNA 


xTA/f 00192/L 

IN1V1 UU1Z54 


Homo sapiens adaptor-related protein complex 3, sigma 1 subunit (AP3S1), 

III IV IN r\ 


NM 001827 


Homo sapiens CDC28 protein kinase 2 (CKS2), mRNA 


IN IVL UU 1 oZO 


noiiio sapiens lulzo pi oiem Kinase i ^l^lvoi miviN/\ 


IN IVL UULoZ4 


Homo sapiens creatine kinase, muscle (CKM), mRNA 


NM 001823 


Homo sapiens creatine kinase, brain (CKB), mRNA 


IN IVL UUlZol 


Homo sapiens cytoskeleton-associated protein 1 (CKAP1), mRNA 


NM 003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase (CILP), mRNA 


NM 001278 


Homo sapiens conserved helix-loop-helix ubiquitous kinase (CHUK), mRNA 


JNM_UU3oj>4 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 1 (CHST1), 
mRNA 


IN M_UUU /jU 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 4 (CHRNB4), 
mRNA 




Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 3 (CHRNB3), 
mRNA 


JNM_UUU /4s 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) 
(CHRNB2), mRNA 


JNM UUU/4o 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 7 (CHRNA7), 
mRNA 


A.TA A AAA1/1C 

JNM U(JU/4j 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 5 (CHRNA5), 
mRNA 


JNM_UUU744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 

*^r> AT A 
mKJN J\ 


IN IVL UUU /4J 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 

wi T? AJ A 


nj\/I 000749 


JTlOlIlO iSapieillS CllOllIlCIglC ICCCpiOl, IllCUlllllC, aipild. pOiypcpilUC Z, ^llCUlOllal^ 

(CHRNA2), mRNA 


NM 000741 


Homo sapiens cholinergic receptor, muscarinic 4 (CHRM4), mRNA 


NM 000740 


Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 


NM 000739 


Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA 


NM 000738 


Homo sapiens cholinergic receptor, muscarinic 1 (CHRM1), mRNA 



546 



(400/104) 



NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


xta/l nm £9 1 
injvi uuiozi 


nomo sapiens cnoroiQeremia-LiKe ^ivau escort proiein zj ^v^nivLLj, mKJN/\ 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


xta/t nn 1 1 


Homo sapiens chromosome condensation 1 (CHC 1 ), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


ata a c\c\ ion 
JNM UUlol / 


Homo sapiens c arc ino embryonic antigen-related cell adhesion molecule 4 
(LbALAM4), mKJNA 


TvTA>f C\C\ IQIA 

JNJVL UU lolo 


Homo sapiens care ino embryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


JNJVL UUlolj 


Homo sapiens care ino embryonic antigen-related cell adhesion molecule 3 

( C*\l A A A/T^ ™T?XTA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


XTA/T C\C\ 1 Q1 Q 
JNJVL UUloU 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


"VTA if C\C\ 1 OHQ 

JNJVL UUloUo 


Homo sapiens carboxyl ester lipase-like (bile salt- stimulated lipase-like) (CELL), 

T? A. T A 

111 KIN A 


XTA/T CyCil QM7 
1NJVL UUloU/ 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


INJVI UUloUD 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 


XTA/T C\C\Mfs.^ 
TNJV1 UUIZCO 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


xta>i nn 1 cn/i 

INJVL UUloU^f 


Homo sapiens caudal type homeo box transcription factor 1 (CDX1), mRNA 


xta/t nn 1 sn^ 

TNJV1 UUloUJ 


nomo sapiens l uyvdz antigen /aivu /\ i n-i antigen j { l lj wo z j , miviN/\ 


IN JVL UU 1 ZO^f 


Homo sapiens conieodesmosin (CDSN), mRNA 


xta/t nm i&'x 

1NTVL UU1ZOJ 


nomo sapiens LyUJr-aiacyigLyceioi syntnase ^pnospnaiiQate cytiQyiyiiransierasej 
1 (CDS 1), mRNA 


xta/1 nn 1 sn 1 

1NJV1 UUloUl 


iiomo sapiens cysteine Qioxygenase, type i ^ljjuj ^, niKiN/\ 


XTA/T nn 17AQ 

inivl uu i /oy 


riomo sapiens l u v antigen ^pz^-j ^L^uyj, m iv in /\ 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


JNJVL UUJo/4 


Homo sapiens CD 84 antigen (leukocyte antigen) (CD 84), mRNA 


JNJVL UU1 /O 1 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (CD69), 
mRNA 


INJVL UU 1 /oU 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens CD58 antigen, (lymphocyte function-associated antigen 3) 

( L LJ !> O J , 111 Jv IN f\ 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


JNM UU1 / / / 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 


JNM_UUU/JJ 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (CD3E), 

i^»T>AJ A 

111 K IN A 


IN JVL UUU/JZ 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3D), 

™T?XT A 
111 Jv IN /\ 


xTA/i nm 77 a 

INJVL UU1 / / O 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPD1), 

ml? XT A 


xta/l nn 177^ 

IN 1V1 UU l / / D 


muino sapiens lujo diiLigeii ^pn-j) ) ^iyjoj, inrvi>i r\. 


xta/l nn 1 77zL 

INlvl UU 1 / / H- 


nomo sapiens k^ljd i antigen ^ u j / j, in is. in /a 


xta/t nn 1 77^ 

TN JVL UU 1 / ID 


ttrtm/^ I'mifnt: f^P^zL 'inti (Tr>n / ^ P\ 'I /I \ mt?XTA 

nomo sapiens l uj4 antigen yy^DD^)^ m iv in /\ 


xta/l nn^R^n 


nomo sapiens siauc acici uinciiiig ig-iiKe lecini j ^oivj-LJ-/^. o iniviNiA 


NM 001745 




NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD ID antigen, d polypeptide (CD ID), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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1N1V1 UU 1 /04 


Homo sapiens CD IB antigen, b polypeptide (CD IB), niRNA 


JNIVI UUIojo 


Homo sapiens chemokine (C-C motif) receptor 7 (CCR7), mRNA 


InIVI UU 1 o d I 


Homo sapiens chemokine (C-C motif) receptor 3 (CCR3), mRNA 


NM_001758 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 

111 IV IN /V 


NM 000731 


Homo sapiens cholecystokinin B receptor (CCKBR), mRNA 


JNJVL UUU/JU 


Homo sapiens cholecystokinin A receptor (CCKAR), mRNA 


JN1V1 UU 1 / j / 


Homo sapiens carbonyl reductase 1 (CBR1), mRNA 


NM_001754 


Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1 ; 
amn oncogene) (kujNvVI), m k in a 


JNJVL UUJooo 


Homo sapiens calcium/calmodulin- dependent serine protein kinase (MAGUK 
iamiiyj (L^/Vois^, m i\ in ja 


1N1V1 UU 1 f I 


Homo sapiens capping protein (actin filament), gelsolin-like (CAPG), mRNA 


NM_001744 


Homo sapiens calcium/calmodulin- dependent protein kinase IV (CAMK4), 

m K IN A. 


NM 001743 


Homo sapiens calmodulin 2 (phosphorylase kinase, delta) (CALM2), mRNA 


TvTA/T nn 1 7/10 

1NJV1 UU1 /4Z 


Homo sapiens calcitonin receptor (CALCR), mRNA 


NM 001741 


Homo sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA 


JNJVL (JUU/z/ 


Homo sapiens calcium channel, voltage- dependent, gamma subunit 1 
(CACNGl), mRNA 


JNM UUU/ZO 


Homo sapiens calcium channel, voltage- dependent, beta 4 subunit (CACNB4), 
mRNA 


JNJVL (J(J(J7z5 


Homo sapiens calcium channel, voltage- dependent, beta 3 subunit (CACNB3), 
mRNA 


"VTA A f\f\f\T~) /I 

JNJVL (J(JU/z4 


Homo sapiens calcium channel, voltage- dependent, beta 2 subunit (CACNB2), 
mRNA 


NJVL_UU07zJ 


Homo sapiens calcium channel, voltage-dependent, beta 1 subunit (CACNB1), 
mRNA 


JNJVL UUU/Z1 


Homo sapiens calcium channel, voltage- dependent, alpha IE subunit 
(CACNA1E), mRNA 


\tn < AAAT1A 

JNJVL_000720 


Homo sapiens calcium channel, voltage- dependent, L type, alpha ID subunit 
(CACNA1D), mRNA 


\ta f AAA71 A 

JNJVL U(Ju7ly 


Homo sapiens calcium channel, voltage- dependent, L type, alpha 1C subunit 

(UACJN/Y1CJ, m K In A 


JNJVL UUU/lo 


Homo sapiens calcium channel, voltage- dependent, L type, alpha IB subunit 


JN1VI UU1 /jV 


Homo sapiens carbonic anhydrase VA, mitochondrial (CA5A), nuclear gene 
encouing jxiiiocnoiiuriai proiein, mixiN/\ 


TsJIVT nn 17^8 
In 1V1 UU 1 / J) o 


jnoiiio sapiens caiuoinc aiiiiyLiid.se i ^^/a.1 ^, imviNy-v 


mm nn 17^7 

IN 1V1 UU 1/3/ 


nomo sapiens complement component y yy^y), inrviNiA. 


tsjivt nni7^^» 

1N1V1 UU1 /J5 0 


nomo sapiens complement component j> leceptoi i ^LJd n^aiiuj ^jivi inrviN.rv 


1N1V1 UU 1 / J) J 


nomo sapiens complement component j yy^D mrviN/\ 


1M1V1 UUJ7JU 


nomo sapiens cnoiesieioi zj-iiyciioxyiase ^nzjnj, iiuvin/a. 


TsJA/T nni7^zi 

IN 1V1 UU 1 /j4 


nomo sapiens coiiipieiiieiii componenx i, s suocomponenx ^Lioj, mrviN/\ 


NM 001733 


Homo sapiens complement component 1, r subcomponent (C1R), mRNA 


xta/t nn 17^9 
inivi uu i / jz 


nomo sapiens DUiyiopniim, suDiamny i, memoer/\i ^diini/yi j, miviN/\ 


tsjivt nn 17^1 

1M 1V1 Uul / J 1 


nUlllU JSapiCllo J_>-L/C11 LI allalUL/aLlUll g,CllC 1, ailLl-pi UlllClaLlVC 1 VJ1 ^, lllrvTN.rY 


NM 001729 


Homo sapiens betacellulin (BTC), mRNA 


NM 001728 


Homo sapiens basigin (BSG), mRNA 


NM_003742 


Homo sapiens ATP -binding cassette, sub-family B (MDR/TAP), member 1 1 
(ABCB11), mRNA 


NM 001727 


Homo sapiens bombesin-like receptor 3 (BRS3), mRNA 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


tsja/t 001 79^ 

IN1V1 UUl /ZD 


noino sapiens DacienciQai/peiTiieaDiiiry-inci easing protein ^n>rij, mivi\i/Y 


TsJA/T 001 79 A 
INJVl UUl /Z^t 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


xta/t 00179^ 

IN1V1 UU 1 /Z j 


rioiiio sapiens duiious pempiiigoiQ antigen i ^zju/z^uicijj {Drj\\ji j, mivjNi/\ 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


TvTA/r nn 1 700 
1M1V1 UUl /ZZ 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


T\JA/T MM 1 70 1 
IN1V1 UUl /Zl 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


JNiVl UViZvj 


Homo sapiens bone morphogenetic protein receptor, type IB (BMPR1B), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP 8), 

lllKJN A 


JNJVL UUl /iy 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 

m pvr a 
111 IV IN JA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


TvTA A f\f\f\H 1 ^3 
JNM UUU/13 


Homo sapiens biliverdin reductase B (flavin reductase (NADPH)) (BLVRB), 
m iviN /\ 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


T\JA/T C\C\ 17H 
INJVl UUl / 1 D 


Homo sapiens betaine-homocysteine methyltransferase (BHMT), mRNA 


TsjA/T r\n 1710 
INJVl UU 1 / 1Z 


Homo sapiens c arc ino embryonic antigen-related cell adhesion molecule 1 
(Dinary giycopioiemj j^/vl,/\ivii j, mivJN/\ 


TvTA/r nn 1711 

JN1V1 UU 1/11 


Homo sapiens biglycan (BGN), mRNA 


TsJA/T nnn7i 1 

JNJV1 UUU /ll 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 

TROT AP^I mRMA 


mm 00170Q 
iNivi uui / \jy 


n.01110 sdpiens uidiii-tienveci neuiouiopiiic idcioi ^J3_L/rN_r ^, iiiivrN^rY 


xta/1 0007 1 n 

INlYl UUU / I u 


n oiiiu sapiens di aciyKiiiiii lecepior d i ^ dl^ivivd i iiiivi > t\ 


TsJA/T 001707 
IN 1V1 UU 1 / u / 


noino sapiens jz>-ceii ^1^1^/ lyiiipiioma id ynv^,L^/D), inivi>ijrv 


TsJIVf 00170^ 
INIVI UUl /uo 


noino sapiens J3-cen k^l^l^i lyiiipiioina o ^znic inigei pioLeni dij ^dv^l^o^, iiuvin/a. 


TsJA/T 00^091 


n on 10 sapiens d -ce i i .li^/ lympiionia iu ^r>^.i^iuj, in iv in j-\ 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


TsJA/T 001 1 
INIVI UU 1 lOO 


nomo sapiens r>^i^z-aiiiagoiiisi/Kiiiei i ^ d /\ i v i j, niiviN /\ 


NM 001704 


Homo sapiens brain- specific angiogenesis inhibitor 3 (BAD), mRNA 


"NTA/T 00170^ 
JNJV1 UU 1 /Uj 


Homo sapiens brain- specific angiogenesis inhibitor 2 (BAI2), mRNA 


JNJVL UUl /UZ 


Homo sapiens brain- specific angiogenesis inhibitor 1 (BAI1), mRNA 


JNJV1 UUlloo 


Homo sapiens BTB and CNC homology 1 , basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


tvta/t nn 1 7n 1 
INJVl UUl /Ul 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


TvTAyr nn 1 1 
INJVl UUIIoj 


Homo sapiens alpha-2-glycoprotein 1, zinc (AZGP1), mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


JNM_UUUlO j 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


JNM (JU3945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


JNM U(Jlo9o 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
3 lkD (ATP6E), mRNA 


NM UU1693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, jo/jokjj, isoiorm z ^/\iror5zj, mivi>i/\ 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM 001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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alpna polypeptide, /URJJ, lsolorm l (AJroAJ), mKJNA 


NM_001697 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 
subunit (oligomycin sensitivity conferring protein) (ATP50), mRNA 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, beta 
polypeptide (ATP5B), nuclear gene encoding mitochondrial protein, mRNA 


NM 000704 


Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


JNM UUloo4 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 4 (ATP2B4), 
mRNA 


JNJVL (JUlooz 


Homo sapiens ATPase, Ca++ transporting, plasma membrane 1 (ATP2B1), 
mRNA 


"XTA if (\(\ \ /CO 1 

JNJVL (JUlool 


Homo sapiens ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 
(ATP2A2), mRNA 


JNM_UUlo /V 


Homo sapiens ATPase, Na+/K+ transporting, beta 3 polypeptide (ATP1B3), 
mRNA 


JNJVL (JUlo/o 


Homo sapiens A 1 rase, JNa+/K+ transporting, beta z polypeptide (Alrlrsz), 
mRNA 


JNJVL (JUlo / / 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 polypeptide (ATP IB 1), 
mRNA 


NJVL_UUU7UJ 


Homo sapiens ATPase, Na+/K+ transporting, alpha 3 polypeptide (ATP 1 A3), 
mRNA 


JNJVL UUU/Uz 


rlomo sapiens Alrase, JNa+/lvH- transporting, alplia z (+) polypeptide (AlFlAz), 
mRNA 


JNJVL UUU/Ul 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1A1), 
mKJNA 


"\TA yT AAAAC1 

JNJVL UUUUM 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


JNJVl UUlo/J 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 

DO 1 ) \t\ 1 r 4 J, m Iv IN /A 


TvTA/T fin 1 /^"7^ 
IN IVL UU10/J) 


Homo sapiens asparagine synthetase (ASNS), mRNA 


NM 000048 


Homo sapiens argininosuccinate lyase (ASL), mRNA 


JNJVL UU10/U 


Homo sapiens armadillo repeat gene deletes in velocardiofacial syndrome 

(/a IV V l r J, 111 IV IN /A 


inivi uui i /y 


nomo sapiens /viJr-riDOsyiiiaiisierase j ^/\.ivi j, miviN/\ 


NM 000047 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 


ATA/f fin 1 17Q 

IN IVL UUI l/o 


Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 

111 IV IN JA 


IN IVL UUlOOo 


Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


IN IVL UUI 00/ 


nomo sapiens AUr-riDosyiation iactor-iiKe z (Arvuzj, mrviNA 


NM_001176 


Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 

TnRTsJ A 
111 IV IN r\ 


NM 001665 


Homo sapiens ras homolog gene family, member G (rho G) (ARHG), mRNA 


IN IVL UUI 001 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 


JNM UUlojy 


Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 


JNJVL UUIOj/ 


Homo sapiens amphiregulin (schwannoma-derived growth factor) (AREG), 

111 IV IN JA 


NM_001654 


Homo sapiens v-raf murine sarcoma 36 1 1 viral oncogene homolog l (ARAFl), 

IIlXviN /\ 


NM 001169 


Homo sapiens aquaporin 8 (AQP8), mRNA 


NM 001651 


Homo sapiens aquaporin 5 (AQP5), mRNA 


NM 001648 


Homo sapiens kallikrein 3, (prostate specific antigen) (KLK3), mRNA 


NM_000484 


Homo sapiens amyloid beta (A4) precursor protein (protease nexin-II, Alzheimer 
disease) (APP), mRNA 
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TsJA/f 00 1 f\ Al 


nuinu sapiens apo lipoprotein vj \r\\ \j u i n in i n /a 


NM 001646 


Homo sapiens apo lipoprotein C-IV (APOC4), mRNA 


IN 1V1 y) \J KJ j o t- 


nomo sapiens apoiipopiotem jd ^mciuciing Ag^xj antigen j \j\r\jD)^ mrviNA 


NM 001643 


Homo sapiens apo lipoprotein A-II (APOA2), mRNA 


AJAyT AA 1 1 /CO 

JN1VI UU1 1 Oo 


Homo sapiens baculoviral IAP repeat-containing 5 (survivin) (BIRC5), mRNA 


NM 001167 


Homo sapiens baculoviral IAP rep eat- containing 4 (BIRC4), mRNA 


N MOO 1 164 


Homo sapiens amyloid beta (A4) precursor protein-binding, family B, member 1 

(retOJ (/VrrSrSl ), mKJNA 


JNJVL UU 11 Co 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 1 

\ y\ 1 1 ) ^ AI E3A 1 J, 111 Iv IN A 


TvTA/T fin 11/^1 

JN1V1 UU 1 lO 1 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 2 
(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AO AH), mRNA 


xta/T c\c\^ ^lc\ 
JNJVL UUIojU 


Homo sapiens annexin A8 (ANXA8), mRNA 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


"VTA It (\(\ 1 1 C i~\ 

NM_00l 152 


Homo sapiens solute earner family 25 (mitochondrial earner; adenine nucleotide 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


"VTA A f\f\ 1 1 CI 

JNM UU11M 


Homo sapiens solute carrier family 25 (mitochondrial carrier; adenine nucleotide 
translocator), member 4 (SLC25A4), nuclear gene encoding mitochondrial 
protein, mRNA 


\TA A f\(\ 11CA 

JNJVL UUIIjU 


Homo sapiens alanyl (membrane) aminopeptidase (aminopeptidase N, 
aminopeptidase M, microsomal aminopeptidase, CD13, pl50) (ANPEP), mRNA 


AJA A C\C\ 1 1 A A 
JNJVL UU1 14o 


Homo sapiens angiopoietin 1 (ANGPT1), mRNA 


JNM UUUoW 


Homo sapiens amylase, alpha 2A; pancreatic (AMY2A), mRNA 


>vTA4" AAA/10 1 

JNMUUU45 1 


Homo sapiens aminomethyltransferase (glycine cleavage system protein T) 

(A1V1 1 m lv In A 


JNJVL UUU4oU 


nomo sapiens aoenosme monopnospnate Qeammase ^lsoiorm jj/j (^/vivir dd j, 


xta/1 nm 1 44 

In 1V1 UU 1 1 L r L r 


nomo sapiens autocrine moniiiy iacior recepioi ^/\ivifiv^, miviN/\ 


TsJA/T 00 1 1 A"K 
iNlvl UU1 14j 


nomo sapiens ameiogeiiiii ^ i ciiioiiiosoiiie^ ^i-vivini^ i ^, iiiiviN.rv 


NM 001633 


Homo sapiens alpha- 1 -microglobulin/bikunin precursor (AMBP), mRNA 


JNJVL UUU070 


nomo sapiens araciiiQoiiaie j -lipoxygenase ^/\i^\jts.d j, mrviN/v 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


"N.TA a r\r\i 1 TA 

JNM UU113V 


Homo sapiens arachidonate 12-lip oxygenase, 12Rtype (ALOX12B), mRNA 


MA A AAAAfl7 

JNJVL UUUW / 


Homo sapiens arachidonate 12 -lipoxygenase (ALOX12), mRNA 


NM 001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 

/ A i/n 1 n 1 \ t> XT A 

( A lv K 1 r> 1 J, m K In A 


A.TA A f\f\f\£iC\£i 

JNM UUUoVo 


Homo sapiens aldehyde dehydrogenase 9 (gamma- aminobutyraldehyde 
dehydrogenase, E3 isozyme) (ALDH9), mRNA 


jnjvi uuuoyz 


Homo sapiens aldehyde dehydrogenase 5 (ALDH5), mRNA 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 
dehydrogenase; pyrroline-5-carboxylate dehydrogenase) (ALDH4), mRNA 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


JNJVI UUUOoV 


Homo sapiens aldehyde dehydrogenase 1, soluble (ALDH1), mRNA 


IN 1V1 UU 1 oz / 


nomo sapiens aciivaieci leucocyte ceu acuiesion moiecuie ^/vi^^/vivi^, mrviN/\ 


NM_000688 


Homo sapiens amino levulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 


IN IV1 u U 1 ozz 


riomo sapiens aipna-z-no-grycoprotern ^/vriovjj, miviN/\ 


NM 003659 


Homo sapiens alkylglycerone phosphate synthase (AGPS), mRNA 


1M1VI UU IIjj 


Homo sapiens afamin (AFM), mRNA 


TvTAyT r\r\ i m 
IN IVL UU11J1 


Homo sapiens acidic epididymal glycoprotein-like 1 (AEGL1), mRNA 


JNJVlUUJyJo 


Homo sapiens adaptor-related protein complex 3, delta 1 subunit (AP3D1), 

ITlKJN/V 


IN1V1 UU1 iz / 


Homo sapiens adaptor-related protein complex 1, beta 1 subunit (AP1B1), 
mRNA 


IN1V1 UUUO/O 


nomo sapiens adenosine azd lecepioi {/\lj\Jj\j\zid j, miviN/\ 


IN IVL UUUo/4 


Homo sapiens adenosine Al receptor (ADORA1), mRNA 


XTA/T HOI 1 9zL 
IN IVL UU1 1Z4 


Homo sapiens adrenomedullin (ADM), mRNA 


1NIV1 UU1 1ZU 


Homo sapiens tetracycline transporter- like protein (TETRAN), mRNA 


IN IVL UU 1 1 1 o 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor 

Type 1 ^/VL/V^ I /\r 1 rv 1 J, 111 rvlN /A 


NM 000666 


Homo sapiens aminoacylase 1 (ACY1), mRNA 


TsJA/f nn 1^1^ 

IN IVL UUlOlJ) 


Homo sapiens actin, alpha 2, smooth muscle, aorta (ACTA2), mRNA 


tvta/t nn 1 no7 

IN IVL UUlUy/ 


nomo sapiens aciosm ^/al^ivj, m iv in /\ 


NM 003501 


Homo sapiens acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), mRNA 


ATA/1" Am CAA 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 


JNJVL UUlUVo 


Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding 
mitocnonuriai pioiem, miviN/\ 


NM 001096 


Homo sapiens ATP citrate lyase (ACLY), mRNA 


JNM UUloUy 


Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 
(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 


JN1V1 UUloUo 


Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 


IN IVL UU1UVJ 


Homo sapiens acetyl- Coenzyme A carboxylase beta (ACACB), mRNA 


JNM UUlUoV 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 

(AdLAj J, 111 iv IN f\ 


IN IVL UUUOtO 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 

eilCOCllllg lllllOCllOllClIlal piOieill, IIlrvIN/\ 


NM 001605 


Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 


INIVL UZ1 LZj 


riomo sapiens o anngen / ^o/aoj_// miviN/v 


xTA/r nnAQQ/L 
iNivi uuoyy^ 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA 


NM 001812 


Homo sapiens centromere protein C l (CENPCl), mRNA 


INIVL UIjVoJ 


Homo sapiens ubiquitin-conjugating enzyme HBUCEl (LOC51619), mRNA 


NM_009590 


Homo sapiens amine oxidase, copper containing 2 (retina- specific) (AOC2), 
transcript variant 2, mRNA 


JNM UUlljy 


Homo sapiens aldehyde oxidase l (AOXl), mRNA 


JNJVL UU/Jzo 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


INIVL UUjOo 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
/vDeison-reiaieci gene ) {/\dl^z transcript variant a, miviN/A 


NM 004441 


Homo sapiens EphBl (EPHBl) mRNA 


TvTAyT AA/1AQO 

JNJVL UU4UoV 


Homo sapiens delta sleep inducing peptide, immunoreactor (DSIPI), mRNA 


NM_004077 


Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial 
pioiem, miviN/\ 


NM 003890 


Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA 


NM_003582 


Homo sapiens dual- specificity tyro sine- (Y) -phosphorylation regulated kinase 3 
(DYRK3) mRNA 


NM 001396 


Homo sapiens dual- specificity tyrosine-(Y)-phosphorylation regulated kinase 1 
(DYRK1) mRNA 
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What we claim is: 

A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 
double-stranded siNA comprises about 21 nucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

The siNA molecule of claim 1, wherein said siNA molecule comprises 
ribonucleotides. 

The siNA molecule of claim 1 , wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
comprises a nucleotide sequence substantially similar to the nucleotide sequence 
of the endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 1 9 nucleotides that are complementary to the nucleotides of the other 
strand. 

The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 
sense region comprises a nucleotide sequence substantially similar to the 
nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 
region comprises at least about 19 nucleotides that are complementary to 
nucleotides of the sense region. 
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The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 
sense region comprises a nucleotide sequence that is complementary to said 
antisense region. 

The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 
molecule. 

The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

The siNA molecule of claim 10, wherein said linker molecule is a non-nucleotide 
linker. 

The siNA molecule of claim 6, wherein pyrimidine nucleotides in the sense 
region are 2'-0-methyl pyrimidine nucleotides. 

The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
2'-deoxy purine nucleotides. 

The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5 -end, the 3'-end, or both of the 5' and 3' 
ends of the fragment comprising said sense region. 

The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 



554 



The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate internucleotide linkage at the 3' end of said antisense region. 

The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
molecule comprise 21 nucleotides. 

The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3 ' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 
other fragment of the siNA molecule. 

The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

The siNA molecule of claim 9, wherein the 5' -end of the fragment comprising 
said antisense region optionally includes a phosphate group. 
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3 1 . The siNA molecule of claim 1 , wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33. The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35. The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43. The siNA molecule of claim 31 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 31 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 31 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53. Active ingredient comprising the siNA molecule of claim 1. 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 



557 



(400/104) 



ABSTRACT OF THE DISCLOSURE 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules are useful in the 
treatment of any disease or condition that responds to modulation of gene expression or 
activity in a cell, tissue, or organism. 
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